Table 1 A and B: illustrates data concerning the developmental competence of 59 
different nuclear donor cell lines. ' 



Table 1 A: Incompetent cell lines. 


Cell Line: 


Pregnancy Initiation {%) 


BF101/65-c238-15 


0 


BF104/15-16 


0 


BF108-17 


10 


BF12n2-18 


15.79 


BF13nl-19 


10.00 


BF15-20 


13.64 


BF15-21 


18.75 


BF15-22 


25.00 


BF15-23 


4.55 


BF15-24 


19.77 


BF15-25 


20.25 


BF 15-26 


40.00 


BF15-27 


20.00 


BF15-28 


36.36 


BF15-29 


1.92 


BF15-30 


13.24 


BF 15-31 


29.41 


BF15n4-32 


22.22 


BF15n7-33 


37.50 


BF19-34 


33.33 


BF24/15-35 


25.00 


BF33/21-36 


0.00 


BF65-37 


27,27 


BF65-38 


44.44 


BF65-39 


28.13 


BF65cl 19-40 


15.79 


BF65c238-41 


21.05 


BF65c36-42 


34.78 


BFES'-43 


33.00 


BF65c46-44 


37.50 


BF65c7-45 


38.10 


BF65c7-46 


33.33 


BF65c9-47 


0.00 


BF68-48 


20.00 


BF68n2-49 


16.67 


BF74c2-50 


0.00 


BF75-51 


40.00 


BF83/65c36-52 


41.67 


BF85c2-53 


45.45 


BF85c26-54 


30.77 


BF85c51-55 


45.45 


PGC-56 


12.12 


PGC-57 


12.2 


PGC-58 


8.33 



Full term calves Number of ongoing pregnancies 



0 


0 


0 


0 


0 


1 


0 


0 


0 


0 


0 


o 


0 


o 


4 


o 


o 


o 


o 


o 


o 


o 


o 


o 


1 


o 


o 


o 


o 


o 


o 


o 


o 


o 


o 


o 


o 


2 


1 


o 


2 


o 


0 


o 


0 


o 


o 


1 


o 


o 


0 


0 


o 


o 


0 


0 


0 


0 


0 


1 


0 


0 


0 


0 


0 


0 


0 


0 


0 


0 


0 


0 


0 


2 


0 


4 


0 


2 


0 


3 


0 


4 


4 


0 


2 


0 


I 


0 



Table IB: Competent Cell Lines: 

Cell Line ED Pregnancy #Fullterm # Ongoing 

initiation (%) calves pregnancies (> 90 days) 



RF1?ti7-1 


no 


1 1 
1 1 




"RF1 ^-9 
Dr i j -z 




A 

4 




RF1 


JO.O 


A 
H* 






U I . J*T 








OZ.J 


1 
I 




BF22/15-6 


64.29 


3 




BF25-7 


68.75 


5 




BF83/65-8 


50.00 




2 


BF84/65-9 


68.42 




7 


BF85cl02-10 


76.92 




2 


BF85cl9-ll 


50.00 




2 


BF90/68-12 


60.00 




5 


BF91/65c42-l 


58.33 




1 



Table 2. 



>'000127a-001.scf came from CONTIG 1 at offset 0;"E:\SEQUENCE\export\EST db\000127a\000127a- 

001. scf'(43>314) 

AATTTGGCACGAGACTCATTTACGAAACCGGGCTGGAACCGCAGCTGTCGCGGATCTGAACGCGAGCT 
GTTCCTGTGGGTGCGCAGCTACCTTGCTGCGGACAGCTGAGGGAAAAAGGAAGATGGGGTCTTTTGTC 
TCATTTTTGAAACCTCGGAAAACTGTCACCATGCCCCACTCCTACCCCACCCnTCTGTTGAGCAGAAA 
AAAGAGATGTTCGACATTGCCCTGCGGGTTGTGGGGCCAAGCAAAAGCATTCTGGCCGCAATGAAAA 

>'000127a-002.scf came from CONTIG 2 at offset 0;"E:\SEQUENCE\export\EST db\000127a\000127a- 

002. scf'(48>536) 

CTCGAGGTGGACACCACCCTCAAGAGCCTGAGCCAGCAGATCGAGAACATCCGGAGCCCTGAAGGCA 

GCCGCAAGAACCCCGCCCGCACCTGCCGTGACCTCAAGATGTGCCACTCTGACTGGAAGAGCGGAGA 

ATACTGGATTGACCCCAACCAAGGCTGCAACCTGGATGCCATTAAGGTCTTCTGCAACATGGAAACCG 

GTGAGACCTGTGTATACCCCACTCAGCCCAGCGTGGCCCAAAAGAAACTGTATATCAACAAGAACCCC 

AAGGAAAAGAGCACGTCTGGGACGGCGAGAGCATGACCGGCGGATTCCAAGTCGAGTATTGCGGCAG 

AGGTCCGATCCTGCCGATGTGGCCATCCAGCTGACTTTTCTGCGCCTGATGTGCACCGAGGCCTCTCAA 

ATCATCACTTACACTGCAGTACACGTGGCCTACATGACCACAGACTGGCACTCAAGAGGCCCTGCTCT 
CAGGCTCACGAATNG 

>'000127a-003.scf came from CONTIG 3 at offset 0; "E:\SEQUENCE\export\EST db\000127a\000127a- 

003. scf'(55>553) 

GCACGAGGCAACCTCACGCTGCGGGACTACAGCGGACAGGGAGTCGTGAAACTGGACGTCCAGCCGA 

AGTGCTTGGCCGTCGGCCCCGGGGGCTACACCGTGGTCGTGTGCATTGGCCAGATCGTTCTGCTGAAG 

GACCAGAGGAAGTGCTTCAGCATCGACAACCCCGGCTATGAGCCCGAAGTAGTGGCCGTGCACCCGG 

GTGGTGAGACAGTGGCCGTCGGGGCGCGGATGGAACGTCCGNCTCTACTCATCCTGGCACCACGCTGA 

AGACGAGGNCAGCTCTGGAGCCAAGGCCCCGGCCGACTGGCGTTTCCCACGACGCGCCTTCTGCTGGT 

GCGACCCACAAGTGTCACGTCTCACGTTGCGACGCTATCGAGACACGTTTTATGACACACAAGATGTT 

GCTGCCGTCTCGACACACATTGCTGGTGCTGAATATGGATGGTGACCTGAGACTAACAGTANATCAAT 
GCACGTCCATGACATGCTGTGAAAC 

>*000127a-004.scf came from CONTIG 4 at offset 0;"E:\SEQUENCE\export\EST db\000127a\000127a- 

004. scf'(48>649) 

CCTCAGCTGCCCCCACCAGCTCCTGGGGTCCACCCACCAGCACCAGTGGTCCACCCACCAGCCTCGGG 

GTGCATCCCCCTGCTCCTGGGGTTCATCCCCCAGCTCCTGGGGTCCACCCCCCAGCACCAGTGGTTCAC 

CCACCAGCATCTGGGGTCCACCCCCCAGCTCCAGGGGTCCACCCTCCAGCCCCAGGAGTCCACCCTCC 

TGCTCCGGGAGTCCACCCTCCAGCCCCAGGGGTCCATCCTCCCCCATCTGCTGGCGTTCACCCCCAGAC 

ACCAGTGGTGCACCCACCAGCTCCTGCAGTTCACCCCCNAGCTCGGGGGTGCACCCAACTCCTGCAGT 

TCACCCCCANGCTCCAGGGNTCCACCCACCAGCTCCGGNGTCCACCCACCAGCCCCTGGNATCCACCC 

CAGCCTCTGGNGTCACCCNNCTCTCTGNNGTCATCTCCGCTCTGGGTCCATCCAGCACTGNGTGCACCC 

TCAATCTGGTGCATTCCCACACCTGCCCGTGCTGAGCCCCATACCTCGAGCCTGGACTTCTCCCTCCCA 

CACTGAACACCCTACTCGTTGTTTGTTTTGGTTGCCTAAAAATTTTGTGCTGGG 

>'000127a-005.scf came from CONTIG 5 at offset 0; "E:\SEQUENCE\export\EST db\000127a\000127a- 

005. scf'(53>543) 

GCACGAGGGTCATCAAGGTGCAGTTGGCAGTCCAGGCCCTGCAGGCCCCAGAGGACCTGTTGGACCTA 

CGGGCCCCCTGGCAAGGACGGAGCAAGTGGACACCCTGGTCCCATTGGACCACCGGGGCCCCGAGGT 

AACAGAGGTGAAAGAGGATCTGAGGGCTCCCCAGGCCACCCAGGACAACCAGGCCCTCCTGGACCTC 

CTGGTGCCCCTGGTCCATGTTGTGGTGCTGGCGGNGTTGCTGCCATTGCTGGTGTTGGAGCCGAAAAA 

GCTGGTGGGTTTGCCCCATATTATGGAGATGAACCGATAGATTTCAAATCACACCGATGAGATATGAC 

CTCACTCAATCANGTCATGGACAAATAGAAGTCTCATTAGTCTGATGGTTTCCGTATAACCNTGCACG 

GACTGCAGGNACCTGAATCTGCCATCTGACTCAGATGGAGATATGNNGTGTATCTACCAAGNTGCAAA 
TGATGCTTTTAGTCTAT 

>'000127a-006.scf came from CONTIG 6 at offset 0;"E:\SEQUENCE\export\EST db\000127a\000127a- 

006. scf'(47>578) 
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TAAACCCAAGCCCTTGACCTCTTACAGGAGCTTTGTCTGCCCTCTTAATAACATCCGGCCTAACCATGT 

GATTTCACTTTAACTCAATGACCCTGCTAATAATTGGCCTAACAACAAATATACTAACAATATACCAAT 

GATGACGAGATGTTATCCGAGAAAGCACCTTCCAAGGGCACCATACCCCAGCTGTCCAAAAAGGCCTC 

CGTTATGGAATAATTCTTTTTATTATCTCCGAAGTACTATTCTTTACNGNATTTTCTGAGC 

CTCAAGCCTCGCCCCCACCCCTGAACTANNGCGCTGCTGACCCCCACNAGCATTCACCCACTAAACCC 

CTANAAAGTCCACTGCTCACACCTCTGTCCTATGGCTTTCGGAGTTCTATTTACTGAGCCATCATATTT 

ATAGAAGGGACGAAGCTATATACAGCCTATTTTCACATACATAGATCTATCACACTATCANCTCAATA 

TTGAGCACTTATTCTCGAGNGTTACGTCATTTTGTACCAGCTCCGCTCCTC 

>'000127a-007.scf came from CONTIG 7 at offset 0;"E:\SEQUENCE\export\EST_db\000127a\000127a- 
007.scf'(52>397) 

GCACGAGGAGATGGCGGGTGACGACAAGCACATGTTCAAGCAGTTCTGCCAGGAGGGCCAGCCACAT 

GTGCTGGAGCTCTGTCCACCCAACCTAGCCTACCCACAATGGTAAACCAGGGGGAGATGAAGCCCTAC 

ACAGGCACCGAGACCTTTACTATGCCCTATGATTTCGCGATCATTACCACCGACCTATTACCGACCACC 

TATGGGGACCATCATGGCGTTACGCGGAGATAGCCGACCCATGGAGGGAAGAATTGTGTGAGTATTA 

ATCACAATGATAACTTGGAATGACTGTCTATATTTTAAGGTAGTTGTTTTTGGTTTAGTCCTATCTGGA 

GAGTGA 



>'000127a-008.scf came from CONTIG 8 at offset 0;"E:\SEQUENCE\export\EST_db\000127a\000127a- 
008.scf'(46>662) 

GGCCAGTCCTCTACCCTCACTTCAGGCTCTCAGATCCCAACTCTTGTCCCACTCGTCGAGCGTTAACTG 

ATGTTATGGTTTAAGTAGTGCTGAAATTTTGGTGGCTAATCTGCCTCCACCCCTAGCCACAGAGATCCC 

TTTTTTGGAGGAATGACTCGCGATGAAGACGAAGATGATGAGGAAGAGGAAGAAGAAGGAGTCACGT 

GGGGCCGTGGGAACTCGAGGTTTGAGGGTCCCCAGTCCCCCGAGGAATTTAGCTTTGGCTTCAGCTTC 

AGCCCAAGAGGAGGAATGCGTTTCCACGATAACTTCGNCTTTGATGACCTAATACGGNATTTCAATAA 

CATCTTCAGCGAGATGGNGGCCTGGACCTTGCCTTCCCGCCCCTCTGTACTTCCAGGTCCTGAGTCAGA 

GACACCTGGTGAGAGACGGCAGTAGGACAGACGCTTCGGACTCATGCTTTATTATNCANATATCACAG 

CCCAGACTTNGTGGGGCTGGNAAGGAGCANGACTGTATCTCCAACACACCGACGTGCCNCCAAACTTT 

CTAGOTGTGAACTGNCTGACCCCCTCTAACAGAAAAATGATTTTTTCAGTTTCAGAGTTTGCCATTGGG 
CC 

>'000127a-010.scf came from CONTIG 9 at offset 0;"E:\SEQUENCE\export\EST db\000127a\000127a- 
010.scf'(52>598) 

GCACGAGGGTGAGCAAGCCCACTCTGCTGGCATCACCTCCTGCTCAGGTTTTCTCTGCCAGCACAGCC 

CGGCTTGGGTCAAGTGGTCAGAGTATGTGGCCATCTTGTCACCAGCGGAAGGAACGTGCAGGGAACAT 

CGCTGCTCTGGTTGACTGACAGGCTGGGCTGCAGAGCGGCTCCTGGAGCAGCTCAAGGCCTGCGAGCT 

GCAGGATGAGGCTGACATGCAGCGGTAGTTCCCGCATGGCCCAGGCCCTGGGCTGTGCAGGGGACTC 

NGATGAGGAGTTCACCAGCTGCTACCCAGACCACCCCGAGACCTGCATCTTNGCACCATGACGATATC 

ACAGGACAAGGCTGTCTTCATGGAGGGCCATGTTCTTGTGTCCACAGTGACCTGAGTCACTGAGGTTT 

ATGCACAGACHlSfGTGGTCAATAACGGNTGTGTAGCCAGTCACTGGTGAGTANCCAACACGTGGTTTTT 

CGAACAGGCAGCGTCAGGCTGAAGTGGAAGAATCAGATGTTACAGAACGATCACCCAACTCACGTGT 
TGTCT 



>'000127a-01 l.scf came from CONTIG 10 at offset 0; "E:\SEQUENCE\export\EST_db\000127a\0001 27a- 
011.scf"(49>614) 

GCACGAGGCTCCACAGTTCAAAAGACCCCTTTCATCACCAACCCTGGGTATGACACTGGAAACGGTAT 

TCAGCrrCCCGGCACTTCTGGTCAGCAGCCCAGTCTTGGGCAACAAATGATCTTTGAGGAGCATGGTTT 

TAGGCGAACCACACCGCCCACCACGGCCACCCCCGTAAGGCATAGGCCAAGACCGTATCCGCCGAAT 

GTAAATGAGGAGATCCAAATTGGTCATGTCCCCANGGGAGACGTAGACCATCATCTCTACCCTCACGT 

TGTGGGACTCAANTCCAATGCTrCTACNAGCCAAGAAGCTCTCTCTCANACAACCATCTCATGGACCC 

CATTNCCAGAAAGCTCTGAGTATATCATTTCATGTCATTCAGTTGGCATTGATGAGAACCTTACAGTTC 

GAGTTCTGGATCTTGCTAGGCCACCTGACGGCCTCACAGAGGNCCACTACACATATATGAGGAGTAAA 

GACCACGAGCAGAAGTGCGGAGNTGGTACGTGGCATCTGTGACAGGCGATCACCCAAGATCTGTTCA 

CCTACGNTCCATTGCTGGAGAN 
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>'000127a-012.scf came fromCONTIG 11 at offset 0;"E:\SEQUENCE\export\EST_db\000127a\000127a- 

012. scf'(48>603) 

TTGCAAAGACACTAGGAAAACGGTCTTCTTTGCTAGGCrCTCAAGATGAGGCTTGGCCGAACAGGTTC 
TGTTACTATTTTTACCTTCACAGTTATCGTTAGTTCCATATGTTTGTCAAAACACAGACCATTCTCGTTC 
5 CCCAGCTAGAAAGCAATAGGTTAAATTCTAAAAGCTGTTTGCTTTTTCGTCTTCGCCTTTAAATCCTTG 
GAAGTTATCTCTTCCTGCTCCCCTACAGTATATATGGTTGGGAAACTGTGAAAGGAAGAAGGNGTGGT 
CTGTNAGGGAACTCCATCCATGGGGCCTNCTAGAGCGGGTGTNGTGTTCCTACACCACTCCCCTCTCA 
GCAGAAGGGCTGCACACACATACACCAGAGAACTTCGCCTTCCTTTTTCACTTNCCACTTCCCACCATG 
OTCGTTTACTACTAGATGAGAGTTATGACCACAGCTCTANACGTTACGCTTTGTATTATTAATT^ 
10 ACATANACATCTTGTCTACACCANACTACATAGTCGTTGTCTATACTTTATATAGGNTAGNGGGATGTA 
CTTATA 

>'000127a-013.scf came from CONTIG 12 at offset 0;"E:\SEQUENCE\export\EST_db\000127a\000127a- 

013. scf'(52>585) 

1 5 GCACGAGGCATGACTGACAATGATCTTATCAATATTCTTGACCCTTTTTATCATCTTTCAACTAAAAGT 
TTCAAAACACAACTTTTATCACAATCCAGAACTGACACCAACAAAAATATTAAAACAAAACACCCCTT 
GAGAAACAAAATGAACGAAAATTTATTTACCTCTT^ 

ACCCTTATCGTACTATTCCCAAGCCTACTATTCCCAACATCAAACCGACTAGTAAGCAATCGCTTTGNT 
ACCCTCCACAATGAATACTTCAACTTGTATCAAAACAAAAATGAGTATCCACAATTCTAAAGGACAAC 

CCACACACACTATCATAACTAGCTACCCTCCCTGTGGCGNAGCGGATCAGATCGCATATATAGCTACT 



>'000127a-015.scf came from CONTIG 13 at offset 0; "E:\SEQUENCE\export\EST_db\000127a\000 127a- 
25 015.scf'(48>658) 

AATAAAAAATACTATGACTAAAATTACTGTGGTTGAGAAATTTGGGTAATTTATAGTACCAGTGTTCA 

GAAATCTTCCTAACTTGTATTTGGTAACCCAA^ 

CTTATGAAATTTCTCTGTTCACTTTCTC1TC 

AAGTATCATATCAACTCTAGATGATTAGGCAGAANATTTTTATCAAAGTCAAGNGTTACTTTT^ 
30 CTGGGTAAAGGNAAGNNGACTAATAGCTGCTTCATTANAAAGAAACTCAAAAATATACAGNTCTCTTT 
ANTAGACATAGCATACAGCATACAGTTCTTCACTAGATATTGCTTAGATGTTACCACTTCTTTGCACTA 
TTCTAAAGATGAAACAGAANATAAACTACTANAACACAGGCAGAATCTCTCTATGTTTATTCTTTGCTC 
AAACTGGGCTTGATNAGGTTCTACTGAACCACTACCTTTTNTGTAGACAGGCAATTACGGAGATTATA 
AGTCTTTTAGCCTrCCCACCAAATTTTTAATGCTTTT^ 

35 

>'000127a-016.scf came from CONTIG 14 at offset 0;"E:\SEQUENCE\export\EST_db\000127a\000127a- 

016. scf'(52>645) 

GCACGAGGGTACAGAGGCCGGCTCCCGGAGCCAGCTGAGTTGCGGCCTCTACGACATGTCGGCGCAC 
CAGCAGGGCACGGAGCTCGACCTTAGCTGGATCTCCAAAATACAAGTGAATAAACCAGCAGTGCTAA 

40 GACGTGCAGAACAAATCCAGGCTCGTAGACCTGTGAAAAAGGAGTGGCAGGCTGCATGGCTCCTGAA 
GGCTGTTACCrGTATAGATCTTACTACACTNTCAGGTGATGACACAGCTTCCAACATTCAAAGGCTGTG 
TTATAAAGCCAAGTATCCAATCCGGGAAGACCTCTTAAAAGCTNTAAATATGCATGATAAAGGCATCA 
CTACAGCTGCCGNTTGTGGTTATCCTGCCCGCGNGNGNGATGCAGTGAGAGCTCTAAGGCTGCGGCTG 
TGACATCCCATGGCATCAGGGGCCCTGGCTTCCGCTGCACAGACTCATTGATACACGATTAGAGAATA 

45 GATGGNCGGGNAGAGGGCTACGGAATGAGGGNGGATAACAGACTGGGCTGCAGCCAGGAAGCCGNT 
GAGAGACGCAGTGCAGGCGGGGAGCATCCAACATCTACCAGAATGATCTCCAAN 

>'000127a-017.scf came from CONTIG 15 at offset 0;"E:\SEQUENCE\export\EST_db\000127a\000127a- 

017. scf'(52>584) 

50 GCACGAGGAAATTATTTACTAAACTAAACCTTAGGAAAAGATGTTTTGCATCAGTCTTAATAGGCAAA 
AAGTTCATGCTTAGTGACTGGAGAGATTITTGCTTATAGCTTITCCCTCTATAAATACTATCT 
AAAGCTAATTTAGGAACAAGACTAACATTCAAAAAACCCTTAGTGCATATATTTTTAATTATTAT^ 
TCATTATTAGATCATTTATTNTCATCTGTATTTGCC^ 

TGAGTTTGTGTCTTTCTGTTTATCATTGCTACAAGTTTTATAAAAAGAACCTTCACTAGTACATGCCAG 
55 AAGATCATATTTCTGCTAAGTATTATTOTTITTAAAATCAGATGTCGCTGTATTATTG 
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AGTAGAGGAAATGTACAGACAGAGTTTTCTTTAGCCATGACCTTTCTCTCTGNAGNTGNTGCm 
AGATTTCTCTTATATATGNCTTCTTTCTCTACTCTTAGATACTTGCTGT 

>'000127a-018.scf came from CONTIG 16 at offset 0;"E:\SEQUENCE\export\EST_db\000127a\000127a- 
5 018.scf'(44>670) 

GAGCCCACCTGGAGCTGCGCGCAGGCTTGTAGCGCGGAGCCCAGCGCAGAACCTCGCCCGCGCAGTC 
CCTCGCGCGCCCCGCGTCTCGGCGCTGATTTCCAGGCCCCGGAGCCGCGCCAAGCGCTGCGAGCGGAC 
CCGGGAAGAGCTCCGGCCCCCGCCGCCACCGCTTCACCGGCTTGGCTCCCTCCGCCCCCGGGGGGTCG 
CGCACCCACGATGCTGCAGGGCCCCGGCTCCCTGCTGCTGATCGTCCTCGCCTCGCACTGCTGCTTGGG 

10 CTCGGCGCGCGGGCTCTTCTTCGCCAGTCCGACTTCCCCTACAAACGCAGCAACTGCAAGCCCATCCC 
GGCCAACCTGCAGCTGTGCCACGGCATANAATATCAAAACATGCGGCTGCCCNACCTGCTGGGNCACG 
AGTACATGAGGNAGGTGCTAGAGCAGGCGGCGCCTGGATCCGCTGGTCTGAAGCATGCCACCGGACA 
CCAGAAGTTCTGTGCTGCTCTTCGGCCGTCTGGCTCGACGACTGGAGAAACATCAGCCGGCACTGCTC 
TGGTGCAGTGAGACCTGGCTCATCATGTCGCCTTGCTTCGTGGNCGATGCTGATGTACGCTCCCAGAAC 

1 5 ACA CTTGCTCCCTCT 

>'000127a-019.scf came from CONTIG 17 at offset 0; "E:\SEQUENCE\export\EST_db\000127a\0001 27a- 

019. scf'(51>444) 

GCACGAGGAAGATGGCCTCGGGCCCCACGAGCATCCGCGTGCACTTCCAAGCCGGCCGCTTCCACCTG 
20 GACGGCAGCCGCGAGAGCTTCGACTGCCTCTTCGAGCTGCTGGAGCACTACGTGGCGGCGCCGCGCCG 
CATGCTGGGGGCCCCGCTGCGCCAGCGCCGCGTGCGGCCGCTGCAGGAGCTGTGCCGCCAGCGCATCG 
TGGCCACCGTGGGCCGCGAGAAACCTGCGCGCATCCCCCTCAACCCCGTCCTCCGCGACTACCTGAGC 
TCCTTCCCCTCCANATCTGACCAGCCGCACACCGCAACATTACTGNAGCGCCCTCTACTATTTTCTATA 
TTATTATTATTTTNNCTGACATGTGGNTGCCTTCCCATCTGGTGTAGGTAC 

25 

>'000127a-020.scf came from CONTIG 18 at offset 0;"E:\SEQUENCE\export\EST_db\000127a\000127a- 

020. scf'(41>577) 

CTCGTATTTGATGGACTCTAACTACATCGATCCGAAATTTCCTCCATGCGAAGAATATTCGCAAAATAG 
CTACATCCCTGAACACAGTCCGGAATATTACGGCCGGACCAGGGAATCGGGATTCCAGCATCACCACC 

30 AGGAGCTGTACCCACCACCGCCTCCGCGCCCTATCTACCCTGAGCGCCAGTATAGCTGCACCAGTCTC 
CAGGGGCCGGGCAATTCGCGAGGCCACGGGCCGGCCCAGGCGGGCCACCACCACCCCGAGAAATCAC 
AGCCGCTCTGCGAGCCGGCGCCTCTCTCAAGCGCCTCCGCCTCCCCGTCCCCAGCCCCGCCAGCCTGCA 
GCCAGCCAGCCCCTGACCATCCCTCCAGCGCCGCCAGCAAGCATCCATAGTCTACCATGGGATGAAAA 
AATCCACGTTGCACGGTGTACCCCATTTACGTTAGGGGAACCNACGCTCGAGACGCCTAACCGCAGCA 

35 GTCTGTATTAAGAAGAGATTATTACATCGTACTGACGAGAGAGAGGAGATGGCCATGTGG 

>'000127a-021.scf came from CONTIG 19 at offset 0;"E:\SEQUENCE\export\EST_db\000127a\000127a- 

021. scf"(38>612) 

CTGCAGTTGGCCCCTACTGGCCGGGGTGGTCTGGGGAGTGGACAGATTGAGATTGTGTTGGCAAGTGT 
40 TTGTCTTTTCTGAATGCAATGTGGCAAAGCAGGAAAAGAGCCTAGGTTTGCAGAATATATGTGCGTGC 
ATGCTGAGTTGCTTCAGTTGTGTGACCCCACGGACTGCAGCCCACCAGCCCCCTCTGTCCATGGAATTC 
TACAGGCAGGAATACTGGAGTGGGTTGCCTTGCCCTCCTCCAGGGATTTCCTGACCCAGGATCAAATT 
CACGTCTCTTACATCTCCTGCACTGGCAAGACAGTTCTTTACCACTGTCCCCACCTGGAAGCNAATATA 
CACANGATGACAAAGCTCAAACTCATTCTGACCCCACACCTCTGTCTGTTCTAGTCCCACACGAGCTTG 
45 CTCTTTCTACTGNGNGNCCACTAAACGACTGTTCTNCTGTGCGCTTACTCACAGTATGGNNCTATCANA 
GTCACTGTTGCTTTGATGCTAGTCACATAACCTGGACTTCTACCTTTTATGTT^ 
TAACTGATTTTTTTTTTTTNTTATC 

>'000127a-065.scf came from CONTIG 19 at offset 53 7; 'T:\SEQUENCE\export\EST_db\000127a\000 127a- 
50 065.scf'(46>576) 

TTTITTAACTTITTTTTIT^ 
TCATCTGTCTTGATTGACATCTTTGCTT^ 

TTGGGGACTCAGGGTGGGATGTGGTGTGGAGGAGAAGCCCCAGGCCCAAAATTCCATCTATTCTTCCT 
GGATCCCAGAGGGTGGGGTAGAGAAGAGGGGGGNCATCCCCAGCCCCCCAGCACTGAGGAAGAATG 
55 GGGCTCTTAAGGCCTTAGCTCTGATCCCTTCCCCCTTCTCCCTGCCCCCAGNACTGNGCCACTTCTGAG 
TTGGGCAGCGGGTTCTAGCTCAGCTCAGCTGAGAATGTTAGAAACTACAACATAATTCTATTAATTAG 
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TTTTGTGTCTTCAAAAAAAAAAAAAAAAAAAAAAAAAACTGAGGGGGCCCCGTACCCATCGCCTATG 
GATCGTATACATTCCGGCGNCGTTACAGCCGGACTGAAAACTGNCGTACC 

>'000127a-022.scf came from CONTIG 20 at offset 0;"E:\SEQUENCE\export\EST_db\000127a\000127a- 
5 022.scf'(48>664) 

TTCTCCTTTGCCTGGCCGGGAGGGCCTTGGCAGCCCCTCAACAGGAAGCCTTGCCTGATGAGACAGAA 
GTGGTGGAAGAAACCGTGGCCGAGGTGGCCGAGGTACCCGTGGGAGCCAACCCCGTCCAGGTGGAAG 
TAGGAGAATTCGATGATGGTGCTGAGGAAACCGAAGAGGAGGTGGTGGCCGAGAACCCCTGCCAGAA 
CCACCACTGCAAACACGGCAAGGTGTGCGAACTGGACGAGAACAACACCCCCATGTGTGTGTGCCAG 

10 GACCCCACCAGCTGCCCTGCCCCCATCGGCGAGTTTGAGAAGGTGTGCAGCAACGACAACAAGACCTT 
CGACTCTTTCTGCCACTTCTTTGCCACCAAGTGCACACTGGAGGGCACCATGAAGGGGCACATACTCCT 
ACTGGACTACATCGGGCCTTTGCAATACATCCCNCCTGCCTGGACTCGANTGATGTATTCCCTTGGCAT 
GCGGATGGCTAGTACGTCTGTCAGCTGTACGAAGGAGAGGACACACTCTGACGATACAGAGCTGGAG 
AAAGATCACGAATGAACGCCGGGCGGGACATCTGGATGCGNCGGATNGAAAATAACAGACTTTCTGC 

15 CGGAACGG 

>'000127a-023.scf came from CONTIG 21 at offset 0; n E:\SEQUENCE\export\EST_db\000127a\000127a- 

023. scf'(45>583) 

CTGGGGGGAAGACCATGGACTTCGTCGACGTGAATGAGAGCAACGCACGCTGGGTGCAGGACTTCCG 
20 CCTCAAAGCTTACGCCAGCCCCGCCAAGCTGGAGTCCATTGACGGTGCCCGCTACCACGCCCTGCTGA 
TCCCCAGCTGTCCCGGGGCCCTGGTGGACCTGGCCAGCAGCGGGTCCCTGGCTCGCATCTTGCAGCAC 
TTCCACTCTGAGAGCAAACCCATCTGCGCTGTGGGCCACGGCGTGGCCGCCCTCTGCTGCGCCACTAG 
TGAGGACAGGGTCTGGGTGTTCCAAGGCTACAGCGTCACCGGGCCCTCAGTGTACGAGCTCGTGCGGG 
CGCCCGGTTTCGCCCACCTGCCCCNTGATGTGGAGACTTCGTGTAGGACGCGGGGNCCTGCTTCAGCG 
25 CCAGCGACCTGACGCATGCATGTGTGCTGGATCGCCACCTGGTCACGGNCAGACGCCAGCTCACATTC 
TGNCGTGCAAANCTGTCTTNCTTGTGCAGCGNAAGGAGNAGNCCCNGGCAGCCCCGACAATGCA 

>'000127a-024.scf came from CONTIG 22 at offset 0 ; "E:\SEQUENCE\export\EST_db\000127a\0001 27a- 

024. scf(54>633) 

30 GCACGAGGGAGGTCACCCACATCCCTTCAAGATGAAAGCCGGGTGCTGACCTTGGCTGTGCTCTTCCT 
GACGGGGAGCCAGGCTCGGCATTTCTGGCAGCAAGATGACCCCCAGTCATCCTGGGATCGGGTGAAG 
GATTTTGCCACCGTGTATGTGGAAGCAATCAAGGATAGTGGCAGAGACTATGTGGCCCAATTCGAAGC 
CTCCGCTTTGGGAAAACAGCTCAACCTGAAACTCCTGGACAACTGNGACACCCTGGCCAGCACGTTGT 
CCAAAGTGCGTGAACAGCTNGGCCCAGTGACCCCAGAGNNTCTGGACAACCTGNAAAAAGAGACCGC 

35 GTCGCTGAAGCAGGAGATGCACAAGGACCTGAGGAGGTGAGCAGAAGTGCAGCCCTACTGTACGAGT 
TCAAAAGAGGGCAGAGGAGTGGAGACTACGNCAGAGTGGCGCGCTGCGNNAGAGTCGGAGGGCGCG 
CAAAGTGCAGAGTGAGACAGTGACCGTGCCAGACTCGCACGCGCCGCCCGAAACTGGCAGAGTGCGC 
TACGACACTGCAGGTGCGCCGCGGGGCTAAGGGGGGGCGGGA 

40 >'000127a-025.scf came from CONTIG 23 at offset 0;'T;\SEQUENCE\export\EST_db\000127a\000I27a- 

025. scf'(47>576) 

TTTTTTTTTTCCAGTTGGATA^ 

CGTCACTTTCTGGAGAGTCATCTTATTATAAATACATCAAGTGCACrTAATACAATGAAACTCGTCT^ 
TGGTACCACTGTGAGACCATCAGGTGAGGCTTTGTTAAATTTCCCTCTAAACTTAGGCTGAGATGATCT 
45 CAATTCAGGAGGGTCATAGCAAACT1TTTCCAAAACTACAGCGAAGAAGCTGTAACAACACCCGCGCC 
CTCCCAATGACAACGCNGTAGAGAAAGTTACTTTGCCCCACTNACCCGGGCCCTACCCGCTCTGGCAC 
GTGAGATTCAGCAGCAGGAGACGAGCGCCACAGCGTGTGCAGGCCAGACCCGGTCACTGTACTCAGN 
CCTGACCACAAATATCCTATCAACGAAGTCTAAGGTAAAGAACTAACAGGGGCTCTGTCTACAAGCTT 
GCTCTCAATGAAACCCGNCTTTATAACTGGTACAAGGACTCACTTGGTGTT 

50 

> ( 000127a-028.scf came from CONTIG 24 at offset 0 ;"E :\SEQUENCE\export\EST_db\000 127 a\000 127a- 
028.scf'(53>645) 

GCACGAGGGGAGGTTGGACGCTGTGCACCCTCCTCCCCTCCTCTCGCCGGCAACGTCTGAATCCGGAC 
ACCATGGACTCGGTTCGCCCCCTCTGGCTGATGCTTCTGTCGCTGCTCCTCGTGGGAACTGCGCTGGGT 
55 GATGCCTCGCAGGCGCCGCCAGGAAATAACGCGGAGATCTGCCTCCTGCCCCCGGACGACGGGCCCTG 
CCGGGCGCGGATCCCCAGTTACTACTACGACAGGTACACGCAGAGCTGCCGCGAGTTCATGTACGGAG 
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GCTGCGAGGGCAATGCCAACAATTTTGAAACTTTGGAGGGCCTGCACGAAGCGNGCTGGAAGATTGA 

GAAAGTTCCCAAAATTGCCGGNTAAAAGNGAATAGTAGCAGTGTGGGGAGCTCAGAGACAGTATTCT 

TCATCTAGTTCTTGACATGTAATAGTTATATTGCGGTGTCACACATGAGACCGGTCCGGTGAGCTACTG 

TATGACTCTGGCACCAAGAGACTCATATTTGCTACACCCAAGAGAGGCTGTGTTGCTAGTCCTCGTATA 

TTTTACCANAACAAGCTGAGGCTCACTACGTGNGAGGAGNATAATTGC 

>'000127a-029.scf came from CONTIG 25 at offset 0;"E:\SEQUENCE\export\EST_db\000127a\000127a- 

029. scf'(49>593) 

GCACGAGGCAATACACTAGGTAATACTGTTTTAGGTTTCCCTTTTTCCCTCTTTATCTGAAAGTATCCTT 

GGTGTACGGCGTCGTGTCAGCTTCAGAATACTGGGTGCTCGTCACCTGTACACACGCACAACCTGTGG 

TTTCTCAGGGTCTTCAGCGGGATAGCTTGGGGCACCGTGTTCACTGGCGTTCTCTCGCTGCCTACGGTG 

GGTTCTTGTTGATTAGAGAATCTAATAGTTTATGTATGTGAATCCCAACCTTTTCAGGTACCCGCCCAC 

TGTATTGTACTATACTTCCTTTCGTTTTCTTTCTCCCTCACTGAGCCTGTTTCTCTTTGA^ 

CACACTATTTAGATCACACATGTTACGAATATCACGTAATATTGTCTGTCTGTATCTGTATTAGATGGT 

TCGTGGGATCCTCTGGGTCCATTCACTAGCTGCATGTACATTTTTCTTGTTNCATGNTGAGTATGTATTC 

ATATATTGTTCACGATTTTACAGTTATTGTCTTGTATTTTTATTTTCTGTTATATGATG 

>'000127a-030.scf came from CONTIG 26 at offset 0;"E:\SEQUENCE\export\EST_db\000127a\000127a- 

030. scf'(53>583) 

GCACGAGGATGGGAGTAGACATCCGCCACAACAAGGACCGAAAGGGTCGACGACAGGAGCCCAAGA 

GCCAGGACATTTACCTGAGGCTGTTGGGCAAGCTGTATAGGGTCCTGGCCAGACGAACCAACTCCACC 

TTCAATCAGGTTGCCCTCAAGAGATTGTTCATGAGCCGGACCAACAGGCCACCGCTCTCTCTTTCCCGG 

ATGATCCGGAAGATGAAGATGCCTGGCCGGGAGGGCAAAACAGCTGTGGGCGGGGGGACTATAACCG 

AAGATGTTCGTGTGCAGGAGGTGCCGCAACTGAAGGTGTNGTGCTTGCGAGAGAGCAGACGCGCCCG 

CAGCCGGATACTCAAGCCGGGGGCAAGAGCTCACCTCGATCAGCGGGCCTGGACTCCGCCAGGGCTG 

TGCACTGCCTCCTTCrGTCCTCGTAGGTCGGAGAGGTCAGGCTTCCNCAGGGCCCACTACCCGATAGCC 

ACACAACCTACTCGCTCAAGGCGGNAGTGAGCGGCAAGCGCGAGCCTCGGCTCATACT 

>'000127a-031.scf came from CONTIG 27 at offset 0;"E:\SEQUENCE\export\EST_db\000127a\000127a- 

031. scf'(47>393) 

CTTCGTTTrCTGAATGTTGAGCTTTAAGCCAACTTmCCCTCTCCTCTTTCACTTTCATC 

TTAGTTCCTCTrCACTrTCTGCCATAAGGGAGGNGATCATCTGCATATATGAGGTTATTGATATTTCTCC 

TGGCAATCTTGATTCCAGCTTGTGCTTCTTCCAGCCCAGCGGTTCTCATGATGTACTCTGCATATAAGA 

TAAATAAACAGGGNGACAATATACAGCCTTGACGTACTCCTTTTCCTATTTGGAACCACGCTGTTGCTT 

CATGTCCAGGTCTTACTGTTGCGTCCTGACCTGCATACACGATTCTCAAGAGCAATCAAGGGNGCCGG 

>'000127a-032.scf came from CONTIG 28 at offset 0;"E:\SEQUENCE\export\EST_db\000127a\000127a- 

032. scf'(53>635) 

GCACGAGGCTTTTCTCCAATCATAAACCACGTGGCCAGGGTTGCCGCTGCAGCCACACAGCAACGGAC 

AGCCTCTCAATACTTTGTGCTCTTGATCATTACTGATGGCGTGATCACAGACCTCGATGAGACCAGACA 

GGCGATTGTTAATGCTGCCAAGCTGCCTATGTCCATCATCATCGTCGGCGTTGGAGGCGCGGACTTCG 

GCGCCATGGAGTTCCTAGATGGCGACGGCGGAAGCCTCCGCTCCCCGACCGGCGAAGAAGCCGCCAG 

GGATArrGTNCAGATTGTGCCTTTCAGGCAGCTCCAGAACGCTCCAAAAGAAAGCACTGCTCAAAGCG 

NCCTGGCGGNAGGCCCCCAGCAAGGGANGGGGCTACTTCATCACATACAAACTCCTTTCTCCCCAGAA 

CCCGGCTTCGAAATGAGAGCGCCCTGGTCGTCGAGCAGATTTGTGTGCTGGTGGAGCACAGATTCTCA 

CATCTCAATGCGATTGTCATTTCACCTCTCAAANCCTACATTACATGCACCTACTTCITGGATTGTCATT 

AAGCTTCTITTACTGTTTGAGAAGGCTACTTAGTTGC 

>'000127a-033.scf came from CONTIG 29 at offset 0;"E:\SEQUENCE\export\EST_db\000127a\000127a- 

033. scf'(48>605) 

CTAGTGGTTATTAAGACTTTCGGGGCTGATTTTAACCCTAACTCTCCCTTCAGTTGGCAGCCCAAGTGC 

TAGAAGACAAGGGTGTTGGCTTCGGGATGGTGGACTCTGAGAAGGACGCGGCTGTAGCCAAGAAGCT 

AGGACTGACTGAAGAGGACAGCGTTTATGTTTTCAAGGGGGATGAAGTCATTGAGTACGATGGCGAGT 

TTTCTGCTGACACCCTGGTGGAGTTTCTGCTTGATGTCCTAGAGGACCCTGTGGAATTGATTGGAGGTG 

AACGAGAGCTGCAGGCATTTGAGAATATTGAAGATGATAACAANACTATTGGCTACTTCAAGAACAA 

GACTCANAACATTACAAAGCCTNATGAGACGCCGCGGNAGATGTTCACCCCTACATNCCTTNNCTCNN 
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CCCTNCGACGCAAGTGGCAAAGTAGCTGACCCTAAGCTGATGAATTGATTCTACGAGCCTCATGGNAG 
ANCTGTGACATCCCAACAGCCCACAGCGAAGAAACGCAGCTCGTNAGCACCAGAAACAACTGAGAGT 
GAGCTGAATTGATGT 



5 > , 000127a-034.scf came from CONTIG 30 at offset 0; M E:\SEQUENCE\export\EST_db\000127a\000127a- 
034.scf'(47>553) 

CTGCTTGGCAGTTTGATTTTTAAATTGTGTTAGAACATAAGCTGm 
GGCTGCCTTTTGAAATATTTGATGCCTTGTCCTACAGGATACTGCAAAGAACATG 
GTAAAAATTGTATAAACAAGTCACAAATGCCAGTTTTCTAAAAACTTTTCAGA 
10 AAGGTAAGGAACATATACAGGTATGGAGTATTTGACTGAAAACAGTGTAGGTTATGGTGGAGACACA 
GACACAGAATTTTCAGAGATTTGCTAGTGGTAGGTACTGAANTGAATACCCNNAGTAGCTGTAATGTC 
CCCTGAGACAGGTAGTCTTTCATACTAACACAGAGACTTTGTTGGNTCATTATAACACATGCGATGTN 
GTAAATGTGNTCAGGGAGAAGNTAGGAACTTGNATGATTTGGACAAGAGTTGAAAGGATATCATAGN 
TAGAGGAGGNTGAAANTACTGNAAGTTGNT 

15 

>'000127a-035,scf came from CONTIG 31 at offset 0; M E:\SEQUENCE\export\EST_db\000 127a\000 ma- 
OS 5. scf'(48>603) 

CAGGTGGCACAGCCCGCCATCACCGACAACAAGGATGGCACTGTGACTGTGCGCTACGCCCCCAGTGA 
AGCCGGCCTGCACGAGATGGATATCCGCTATGACAACATGCACATCCCAGGCAGCCCCCTACAGTTCT 

20 ACGTGGATTATGTCAACTGTGGCCATGTCACAGCCTATGGGCCAGGCCTCACCCATGGGGTGGTGAAT 
AAGCCCGCTATCTTCACCGTCAACACCAAGGATGCGGGCGAGGGGGGCTTGTCCCTGGCCATTGNAGG 
CCCCTNCAAGCAGAGATCAGCTGCACCGACAACCANGATGNGACGNGCAGNNGTCTCCTACTNGCCG 
TGTTACCTGGNGACTACACATCCTGGNCAAGTACAACGACAGCATANCCGGGCAGCCCTTCACTGNCA 
GGTCACAGNTGACGACTCCTGCGCATGTCCACTGAAGTGGGCTTGNCGNCGACTCCCATCACATCCGN 

25 AGACGACTCACCTCTGACGCAAAGGNGCCCCCTCGGCGGNAAANCTGCTGTGNANCGGTGGCAGNCA 
CAGGGATCTATCTC 

>'000127a-036.scf came from CONTIG 32 at offset 0;"E:\SEQUENCE\export\EST_db\000127a\000127a- 

036. scf ? (48>605) 

30 CAAAATCCTCACCCTGCAAATGAGAATGCTGGGTGGGCACAGAAGCACGTGAGAGAAGGCAGGNGTG 
CGGAAGCCCACCTGGGGGCTGGGCTCCCCAGTCTGCGCACCTTCAGGCTGCTTAACTCAAGCTTGAGT 
TTGTGGACCTGCTCAGTCTGCTCGACCACAACCITTCATAGGTGAITGCTAAGAGGGTTTTTTC 
AAGAAAAAAAAAAAAAGAATATTGTCAAAAATGGITGTTTGCACACCCTGTGAA 
AAATGGAGACTCATGTTTATGACTACTATTTAAAAAGACTCCATTTAAAGCACANTTTATGA 

ATTACAATTATGTTITGTCGGAGGAAACCGCCCAGAGAGNGATCGGGAC^ 

TAATTATTGAGTGGGCTTATACTTCGCTGGGTTCATGTTCTTGGTGACTACAATAATTC 

AAATCATTAAG 

40 >'000127a-037.scf came from CONTIG 33 at offset 0;"E:\SEQUENCE\export\EST_db\000127a\000127a- 

037. scf'(46>513) 

CTGACGCTGAGCAGCGTGGTGAGATGGCTGTTAAGGATGCTCATGCCAAGCTGGCCGAGCTGGAGGCC 
GCTCTGAGGAACGCCAAGCAGGACATGGCGCGGCAGCTGCGCGAGTACCAGGAGCTCATGAATGTGA 
AGCTGGCCCTGGGACGTGGAGATTGCCACCTACAGGAAGCTGCTGGAGGGCGAGGAGAGCCGGCTGG 
45 AGTCTGGGATGCAGAACATGAGTATCCACACCAAGACCACCAGAGGCTACGCAGGTGGACTGACTTC 
GTCCTACGGGACCCCTGGCTTCAACTACAGCCTGAGCCCCGGCTCCTTCAGCCCACCAGATCCAAGCC 
TGTGGGTGTGAAGAAGAATGAGACCCGCGATAGGAAGACTGGGGTCGTGTTCTCTGATGTGCTGTGCT 
AGTGTATGGGCTCTGCGGNGCCTTCCATCCTCTTCGCTTCATGCTTCTTGCGAGNAGCTGGCG 

50 > r 000127a-038.scf came from CONTIG 34 at offset 0;"E:\SEQUENCE\export\EST_db\000127a\000127a- 

038. scf(l>498) 

AGGGCGTTAATAGTCCGCAGATTGCAGTCAAACACCCGCTCACGACCGACCCTGTCTCCGCTCGCGCC 
CATCTACACAAGGCCCCGTGGAACAAGGTTCGCAGGCTGGGGGTCCCCCCTCCTGAAGGACAACGTCT 
CCTACACGGGCAGGCCTTTGGTGCTGTATCACTGACTGAGAGCAGAGCCTCCTGAGAGCCTGAGCTCG 
55 TCCTGCACTCCCACCCCATCCCNACCAGGCGGCCCGGCTCCTCCAGTGCAGATGGCACAGGGGGTGGA 
CAGCTCTCCTCCAGTGCCCGGGACCTGCACCCACCACGNNGCTGGAGCTGGGGCAGATGGNGACAGC 
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GACCCTGCGCACTGCAGGGATCTACGACTGTNCTGGGCTCAGGCTGGGCACTGGCCTTTGTNCAAGNA 

TATTATAATCAGCTGTGCTCCCAAAA 

GGGCCGTACCCATCCCTAAGGTGTA 

5 >'000127a-039.scf came from CONTIG 35 at offset 0; n E:\SEQUENCE\export\EST_db\000127a\000127a- 

039. scf'(54>514) 

GCACGAGGGAAACAGTGAAAATAGCTCTGCTGTGTGCTGGAGCTCAGGAGTTTTGCCAAAACAATCTG 
GGCCTACATAAGATTTGGAAATTATCTGTCTATGGTGAGACCTGAAAGGAGTGATTTAGACAAGAAAC 
AATGTTCCATTCAGCAATATTCCCAAAAGG 
1 0 ATTTTCCTAAAATTTTTAAAATTT^ 

CACCACTCAAGGAAAGAGAAACTATNGAAGAAATAATTATTTAATATANTTGCAGTTGGGGGAG 

AAATAATACATTTAGNGTATTAATTCATATGCTAGGAAGTGCATCTAGAATTTATGGGAT 

NAGAGTTGTGCTGGTACTGAAGATACAACTTTNTTTGTTTTATTTGG 

15 >'000127a-040.scf came from CONTIG 36 at offset 0;"E:\SEQUENCE\export\EST_db\000127a\000127a- 

040. scf f (53>617) 

GCACGAGGACGGCAGTCGCTAGCCCCTCACCACCTCCATCCTGACTCCTGACCTGTAGGTTGGGCACC 
ACCATCAGAGCCACCTCCCAGTGCTGACCCCTCCCCTCAGCAGCCCTGTAACAAGTGCCTTGTAAGAA 
AAGCGGGGGAAGTGGGAGCAGCCACGTTAGTCTCTGGAGGTAGGTTATCCCTGGGAGACTTGAAGGC 

20 TGGGTTTGATTAAGAAAACTCTTCCACC^ 

CGTTCAGAAGCCTGAGAAGTTATCCTATGCTGATGGAGGAGCCATGCTGCTTCATCCTGCGTGAATGC 
AGNTGGCTCTCCTTGCTGCTGNGATCACCCCAGCAGACCCATAGCCCCCCAGCCTGGTGCTGGCTGCTC 
CAGCCCACCATGGTACATGGCTCCCCATACATAGCTCATTCCCANCATGNNAGAAGCCNAGTGCGNAG 
NTCTGNGTATGTNATCACCAGCCTTGNCTGCTTCGGGCTCACAGCACGGAGGAACACCCGCTTCTCCA 

25 CCTACTTGTTGATCTAAAAGA 

>'000127a-041.scf came from CONTIG 37 at offset 0; "E:\SEQUENCE\export\EST_db\000127a\0001 27a- 

041. scf(52>584) 

GCACGAGGGCAGCAGCTGGGGGCCGGCAGTTGCCTTGGGGACCGCGGGCCCCTCCCTCCTCCTCTCCC 
30 CTGCCCCTCGCGTACCCCACCGAGGCGCGGCCGACTCCCCGGCCTCCCTGCCGCCGGCTCGGCGGAGC 
CGCAGCGGCGCCCCGCGAGAGGCGGAGCCGCTCCCAAGATGTCGCAGACGGCCATGTCCGAGACCTA 
CGATTTTTTGTTTAAATTCTTGGITATTGGAAATGCAGGAACTGGCA 

ATTGAAAAAAAAATCANAGATGACTCANATCATACAATAGGAGTGGAATOTGGTTCAAAGATATAAA 
TGNTGGNGGTNAATATGTAAAGNTACAGATATGGGACACAGCAGGCCAGAACGATTCAGGTCTGTGA 
35 CAAGAGCTACTACGAGTGCAGCGGGGCCTGCTGTCTACACATTACCAGCGAAAACTACATGCGCTACT 
AATGNTTACAGATGCCGATGCTGCGAGCCAAACACGNCTCATCCCTGCGGAACACAAG 

>'000127a-042.scf came from CONTIG 38 at offset 0; "E:\SEQUENCE\export\ESTjib\000 127a\0001 27a- 

042. scf'(48>516) 

40 TTTGAGAAACCTCTGCGCCATGAGAGCGAAGTGGAGGAAGAAGCGAATGCGCAGGCTGAAGCGCAAA 
AGAAGAAAGATGAGGCAGAGGTCCAAGTAAACTTGTACACCCATGGAAGCCACAGAAGCAGAAACA 
AGGGAAGCCAGAGGCCAGGGACGCTGGTACAAAGTGTGGACTGCATGCCTACTATCTAGAACTTATC 
AATGGATCTGGAACATCTATGGCCATTCTGATCACCTTGACCACCTTTGCGAGACCTACCTTGCTCATA 
TCAAAGCCGTCCCTTTTGGTCCATTGCCCTGGACCTGTGATAACTATGGACTAGTTCTCTCTCAGTTGT 

45 GGCTGAATGTAACGNGTACAATAAATCATCTNCTTTGCTGTCTTA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTGAGGGGGCCGGNACCN^ 

>'000127a-043.scf came from CONTIG 39 at offset 0; ,, E:\SEQUENCE\export\EST_db\000127a\000127a- 

043. scf'(52>491) 

50 GCACGAGGCCCCACTCTCCCCCGCCCCGCTCTTTITrAAACATGTGATTTGTGTATTGGCC 

GCCTTCATCGCAGTGTGTGGGCTTGCTCTAATTGCAGCTCTCAGTCTTCTCTTGTGGAGCACGGGCTCC 
GGAGCGCATGGACTCAGTAGTTGCAGCTCGAAACTCITG1TGTCACAAGCTGGCTTAATTACCATGTG 
CCATGTGGAATGTTAGCTCCCCACCACGGGTCTAACCCGCGCCTGCGTTGGAAGGCAGATTCTTAACC 
ATTTGGCCACCATCGCAATATCANGGCCTGCCTCTGCTAACCACACTCCATACATCCCTTCTTNCTCCG 

55 CTCCNNCCTGCACGTATCTGTCTCTTGTCTGGATGCTG^ 
ATCTCTTATGTTGTTGTTTGCTCNNTC 
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>'000127a-044.scf came from CONTIG 40 at offset 0; "E:\SEQUENCE\export\EST_db\000 127 a\0001 27a- 
044.scf'(50>491) 

GCACGAGGAGGCCTCGCTCTTTCCTCGCGAACAAGCATCATGAGCTTCAACACCCAATCCACCTTCTCC 
5 AACTACCGGTCCCTGGGCTCCGTGCAGTCGTCGGGCCACCGGGTCCGACCGGTCAGCAGCGCGGCCAG 
CGTCTATGCAGGCGCCGGGGGCTCGGGCTCCCGGATCTCCGTGTCCCGCACCACCAGCGTCCGGAGCG 
GCTGTGGGGTACGGGAACCTGCGCGCCGAGATGGCCGAAGGTCTGGTGGGTGTAGAGGGCATCCATG 
ACGAAAAGGAGAACCATGCAAACTGAAATGACCGCTGTCCTCTACTAGAGAAGANNGAGAGCTGCAT 
GCGATATCGCAACTGCAGACAAATCCGGTACACTGTAGAGATGTACTCAGTCATTAATGGCGCATACT 
1 0 GTATATATTTAGTCTGGGCTAATTTGATTTTTTGT 

>'000127a-088.scf came from CONTIG 40 at offset 24; n E:\SEQUENCE\export\EST_db\000127a\000127a- 
088.scf'(50>618) 

TCGCGAACAAGCATCATGAGCTTCAGCACCCAATCCACCTTCTCCAACTACCGGTCCCTGGGCTCCGTG 
15 CAGTCGTCGGGCCACCGGGTCCGACCGGTCAGCAGCGCGGCCAGCGTCTATGCAGGCGCCGGGGGCT 
CGGGCTCCCGGATCTCCGTGTCCCGCACCACCAGCGTCCGGGGCGGCTGGGGGTCCGGGAACCTGGGC 
GCCGGGA TGGCCGGGGGTCTGGTGGGTGTAGGGGGCATCCAGGGCGAGAAGGAGACCATGCAAGACC 
TGAATGACCGCCTGGCCTCCTACCTGGAGAANGTNGAGAGCCTGGAGGCGGATAACCGNAGACTGGA 
GAGCAAAATCCGGGAACACCTGGAGAAGAAGAACCCCAGTCAGAGACTGGGCGCATTACTGTAGATC 
20 ATCGAGGACTGAGGCTCATATTTTGCAATTCTGGGACACGCCGCATCGTCTGCAGATGATATGNCCGT 
CTGCTGCTNTGACTCAGAGTCAGTATGAAAGACTGCCTGCGCAGCTGGGAGAGGACTACCGGCTCGCA 
GTCATGTGACACATGTCACGCTGCGTGA 

>'000127a-045.scf came from CONTIG 41 at offset 0; n E:\SEQUENCE\export\EST^_db\000127a\000127a- 
25 045.scf , (52>359) 

GCACGAGGCAATCTTTCGCCATCCTAGCCGAGAGGGTATCAAGTCGACATCTGCAGGAGTCAGACACG 
CTCGGGGCCTACTGAGAAGCCTCCCAGACGCTTCATTTCTCTCTCTTGGGTTTACGGTAGGGCACGAAG 
AGGGTGAGCTGAAAGGTTGTAGAAGCTCCAGTTGCTCGCCACCCTCCTGGACTGNAGAAACAGGNCCC 
TTCCAGGGATTCGTAGCGGACTAGTGGAGCCGCAGGNACTAAAGCGGCGGCGCGCGCTCCGNAATCC 
30 CNNATCTGGGTCCANAATACACANCTANATNNGCTT 

>'000127a-046.scf came from CONTIG 42 at offset 0; "E:\SEQUENCE\export\EST_db\000127a\0001 27a- 
046.scf'(48>562) 

CGGCGGCGATTGTGGTGACTGAGCGGAGCCCAGCGACAGGATGGCTGGGCACAGATTGGTGTTGGTA 
35 TTAGGAGACCTGCACATCCCACATCGGCGCAACAGTTTGCCAGCTAAGTTCAAAAAGCTGCTGGTGCC 
AGGGAAGATTCAGCACATTCTCTGCACTGGAAACCTTTGCACCAAAGAGAGTTATGACTATCTCAAGA 
CTCTGGCTGGCGATGTCCATATTGTGAGAGGAGACTTCGATGAGAATCTGAATTATCCAGAGCAGAAA 
GNTGTGACTGTTGGGCCAGTCANAATGCTCTGATCCATGGACATCAGTTATTCATGGNGAGATATGCC 
CAGCTAGCCCTATTGCAAGCAGTNGATGGGACATTCITATTCAGACATACCATAATTTGTAG 
40 TGNAATTATTCTCTTATTCCGTTCTGCCCTGAGCTATATGTCTTGGNNACACATATTCTCm 
ATTCAGCTTACGTGTCTTTGTGTTATATGGAGAGAAA 

>'000127a-048.scf came from CONTIG 43 at offset 0; n E:\SEQUENCE\export\EST_db\000127a\000127a- 
048.scf'(54>584) 

45 GCACGAGGGTTGATAAGGCATCTACGTTTTAGAAGCTCTGGCCACTAGTCGTTAAGATGATGGCTCTG 
ATGGCATTTCTATGGATTATAACGAGTCATCTGTGAGAGAGAGTCACTCTGGACAGGCTTGTTACCCTG 
ACTGACCCAGAGKjTCCTGGGGGGAATGGCACCTTGTCCTCGCTCTTAAGAGAACCTGTGGAAGGAAAC 
ACAGAGTAAACGTGGCTGCCGTTTCACAACTGTGGAAGGAAATGTGTGAGCGAATGAAGGATCTTAG 
AATTCAAAGTAGAGGGAAGCCCACCTTGTCTACTGATTTTGATGTATATTCACAGCGTCCTTTTAAGAT 

50 CTGNGAATGAGACTCTTCTAANCTCTATACTCTTGCACTCTAACGCAGATCACAGTCTTATATAACTAT 
TTATCNANNNAAGTATCATTCTAAGATGTTOT 
ATATCTGTCAAGTATTTATATAATACTGTTTANTTTACTGTTT^ 

> , 000127a-049.scf came from CONTIG 44 at offset 0; n E:\SEQUENCE\export\EST_db\000127a\000127a- 
55 049.scf'(53>599) 
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GCACGAGGGCACAACACTGAGAAAACTAGGGAAGACTCAGGCTCAGAGCATGGTTCCTGTGTCCAGG 

ATAGTCACAGTATTGTTCAAATAAAGAAGCTTCCTGGCAAGTCAGTCTTTTAGAACTAGTATCCTATGT 

ATCCTTCGTTGATTTTCAACACTTCTGAAGTCTCCCTCTATTAGTCTTCTCCCCAAGGGACATTTATGAG 

AAGACTCCTGGAGAAAAATCTGTTTAAAATATGTGCTCTGTTTGCTGTGAATTCCAGCTGCTGTGACTT 

GATCACTTACACAGGATGTCAGTTCTCCCTTCTTCTGTAGCAATCTANAGGGTTGGNACAGNAAATGG 

AATAAGGGCAGATGAAAGGCACTTCAGAGATGGAGCATCTTTAAGGTATTTACATACCATTATTGGGA 

CACTATCAGCAGGTGGGGCTGACAGAATTTTACCTTNCATGGGTCTNCATCACACCCCNCTATCCCATC 

CTCTNCATGGAANTACATATAACTAAATCAAAGAGAGCTTAAATCTCAAAGAGCTATACTTTATTAT 

>'000127a-050.scf came from CONTIG 45 at offset 0;"E:\SEQUENCE\export\EST_db\000127a\000127a- 

050. scf'(52>430) 

GCACGAGGCCCACCCCCAACCTGCGGGCACACTTTGAGGAGGAGGCGAGGGTGGCCGGGCTGGGCTG 

GAAGGTGAGGCTGGACTCCTGGTAAGTGTCAGGCTCCCTGGCACAGGGCTTCCCTGTGTTGTATAATC 

AGCTGTCACTTCAGCATTTCCCTGCACCGTGCTTCACAAGTACAGATCGAACATTAAACAAACAGTGA 

CTGCTTTATAAATATTTAACTCCCACTGTTTAGGAATTGCTTTGAGGCAGAGACAAAATAAGAGTTCCT 

GGCGGGCTGCTGCATGGCCCCTCTTTAGTGGCTTTGNATTGTGAAGACAGGNTGTTNNGNAGTTTGAA 

GGGCAGCTGTATTCTGAAAGCCCTTTGTCCATAGGCTTT 

>'000127a-051.scf came from CONTIG 46 at offset 0;"E:\SEQUENCE\export\EST_db\000127a\000127a- 

051. scf'(43>355) 

TTAAAGTTGATAAAGAAAAGTGGTTGTATCGAACTCCTCTACAGATGTGAAGGAATCAAGTACTAGTC 
AAGCAAATTTTCTGCAGATTATCACAAATCCATGAGCTGAGTGACTGTGGCTTGCAAAATCATTGTCTC 
TGGGTCTGATGTAGTTCCTTTCCTCCCCAATTTCGAACTAGTGAAGAGAAATTAGTCATCAAACTATGA 
ANTTACTGTGTAAAAGAAAAAGTGATTNNGTGATGCTGAGGTGATTCAAGGTCTTGCTACAGAAGTAT 

TAATCACCCCTGTGCTAGAATGCTCTTATGNNGTAGNTC 

>'000127a-052.scf came from CONTIG 47 at offset 0;"E:\SEQUENCE\export\EST_db\000127a\000127a- 

052. scf'(48>395) 

CTTAGTGGATCTTrCTTGTGGCGTGCCTCTTTCTGCTCTATGCGTGCTGAAGGCCGTCATTCACCTATGC 
CGAGCTAAATTTTCTGCCAATTATCACAAAGCCATGAACTGTGTGACTGCGCGGTGGCAAAAGCGTTG 
TCCTCTGGGTGCTGCTGTCCCTTCACTTTCCGTCCCCTCTGTGCGTACTATCGAAAGAGAAATGAGGCT 
GAAATCTATGAAGTACTGGGTGAAAGAAAAAGGTGAGAGGTTGAAGCTGAAGTGACCATGATCTCGC 
TTACAGAAGAATTAAGGCACCCCCGTGCTAGATAAGCATGATAATGAGAAGCCCTTTGCATAACCAAG 

AAGACT 

> , 000127a-053.scf came from CONTIG 48 at offset 0;"E:\SEQUENCE\export\EST_db\000127a\000127a- 

053. scf'(49>527) 

CAGAGGTGCAACTTTCTTCGGTCGTCCCGAATCCGGGTTCATCCGACACCAGCCGCCTCCACCATGCCG 

CCTAAGTTCGACCCCAACGAGATAAAAGTCGTGTACCTGAGGTGCACCGGTGGGGAAGTCGGTGCCAC 

GTCTGCCCTGGCCCCCAAGATCGGCCCTCTGGGTCTGTCTCCAAAAAAGGTCGGTGATGACATCGCCA 

AGGCAACTGGTGATTGGAAGGGTCTGAGGATTACAGTGAAACTGACCATTCAGAACAGACAAGCCCA 

ATTGAGGNGGTACCTTCTGCTTCTGCCCTGATCATCANAGCCCTCAAGGAACCCACCAGGNACAGANA 

GAAGCAGAANAACATTAAGCACAGGGAANACATTACTTTTGATNNGAGATCGTCACATTTGCCGGNC 

AGATGCGCATTCGGTCTCTAGCTAGAGATCTTTCTGGANCATTTAGAGATNCTGNNGACGNCCACCTG 

TGGN 

>'000127a-055.scf came from CONTIG 49 at offset 0;"E:\SEQUENCE\export\EST_db\000127a\000127a- 
055.scf'(48>610) 

TTCCCAGGTGCTGCTGGCCGAGTCGGTCCCCCCGGCCCCTCTGGAAATGCTGGACCCCCTGGCCCTCCT 

GGCCCTGCTGGCAAAGAAAGCAGCAAAGGCCCCCGCGGTGAGACTGGCCCCGCTGAGCGTCCCGGTG 

AAGTCGGTCCCCCTGGTCCCCCTGACCCCGCTGGTGAGAAAGGAGCCTCTGGTGCTGACGGACCTGCT 

GGAGCTTCTGGCACTCCTGGACCTCAAGTATTGCTGGACACGTGATGTGTTCGTCCTGCTGGTCAGAAA 

GAGAAAGAGCATCCCTGTCTTCTGCACCTCTGTGAACCAGCAAACAAGTCATCTGAGCAATAGAGAAC 

TGCCCCCTGTCCCATGGCCCCTGATTGTTGTACCCTGTGAGTTGTACGGGAGGAGTCTGGGTGAGTACC 

TTGACAAATGTTTCGTGCCAGGGGAGGGGGGAACGCCTTTGACCTTGGGTTCGGCTCCGCGGCCCGCC 
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TGCGACTGCGCAGAGGATGGGGGACGGCTGGGCCTGGTCTTGCCGGGGCGGGCCGGGCCCAGCCCCG 
GGAGGGGAAGAAAAGGAA 

>'000127a-056.scf came from CONTIG 50 at offset 0; n E:\SEQUENCE\export\EST_db\000127a\000127a- 
5 056.scf'(49>595) 

CTCGAGTTTTTTTTTTTTT^ 

GCAATAAAGCGCATTCAATGTGTTTATAAGCCAAACAGTCACTTTGTTTAAGCAA^ 
GTAAAATAAAACCACAAAATAATGAACTGCATGTTCATAACATACAAAAATTGCTGCCTACTCAGTAG 
GTAACTACAACATTCCAACTCCTGAATTATATTTATAAATTTACATTO 
10 TTGAGAGTTCGGATTTTTAGATTTTGTTTTCT^ 

CCTTGTTTTGCTCCCAAAGCCTCCCCCCGATCACCACTCCCTTGCCCCCTTNAGCTAGAGGTGAGCACA 
TCCCTCACAATTGCACTGTCAGNCCGNGTCAGCAGGNCGCATCACACAAAGGCACCCAGAGTGNAAN 
CTTNTTAANCAAAAGNNACAAAAAACTACTTCAAAAAAGAGAAAAACAAC 

15 >'000127a-057.scf came from CONTIG 5 1 at offset 0;"E:\SEQUENCE\export\EST_db\000127a\000127a- 
057.scf'(49>619) 

GTGATATTCAAACGAATAGTCCGTCAACCCCAGACACTGGTTTGAAGAAATTGAGACTTGATCATAGG 
ACTGTATTAGTGCACAGCGCCAGCATGTATGCTAGGAGCAGTGGGAGGAGGCCAGTAGAAAGCCTTG 
TCATCTTTAGGGGTAGTGATGTGACTGCTATTTGGAGTGTCACTGAAAAGGAAAACTTTAGCATGCTC 
20 ACTGATCTGCCTATAGCTCCAGCAACAGCTCGGATGTGCGTTCTCCAGCCATCATGAGGCTGAGTCAA 
GTTCGTCTCTAAGTCAGAACAGCAGATTCAGCTATGACATTCTGATTCAAGACATTGTTCAGGAATCA 
GAATTCTGTCTATTAGACTGGGACAGCTGNGGCAAGCT^ 

ATTGATACTGTAATATTGTGTGTATTATATATATTGTACGNTATCTAAGTTATTAAAAGTGTTG 
jr- TTGNTTTGTTTTTATGCTTGATATTCAGAGTTAGCTCATTTGACACATAGTA 
P 25 CAAGCAGATGAATCA ATAATTTGG 

2f >'000127a-059.scf came from CONTIG 52 at offset 0; n E:\SEQUENCE\export\EST_db\000127a\000127a- 
?! 059.scf"(5O595) 

> s GCACGAGGCCGGTGTCCCCGCGCCAGAGACGCAGCAGCGCTCCCTCTGCCCACACCCACCGCGCCCTC 
F30 GCGCTCGCCTCTCCTTCCGGAGCCAGTCCGTGCTACCGCAGTCGCCCAGTCCACCACCACCCTCTGCAG 
Uj CCATGTCCACCAGGTCCGTGTCCTCGTCCTCCTACCGCAGGATGTTCGGCGGCCCCGGCACCGCAAGTC 
s GGCCGAGCTCCACCCGGAGCTACGTGACCACATCCACCCGCACCTACAGCCTGGGCAGCGCGCTGCGC 
O CCCACCACCAGCCGCACCCTCTACACCTCGTCCCCGGTGGNCGTGTACGCCACGCGCNTCTCGGNCGT 
S GCGCCTGCGAGCGGNCGTGCCCGGCGTGCGGNTGCTGCAGACTCGGTGGACTTCTCGTTGGCCGACGC 
^35 CATCACACCCGAGTCAAGACACCGCACAAGAGAAGTGGAGCGCAGGACTCATGACGCTCGNCACTAC 
i~ TGACAGTGCGCTTCGGACACAAACAGTCTGTGCTGAGTGGCACTCAGGCAAGCAGGCGCGGGGACTT 
™ AA 



>'000127a-060.scf came from CONTIG 53 at offset 0;"E:\SEQUENCE\export\EST_db\000127a\000127a- 
40 060.scf'(l>277) 

AGGGCGGTTAATAGTCCGCGAGACCGTCCCTTCTCAACCCAGTTTTGAAGAGCTCTTATCTTCAAAAA 
GAACTCTTACTCAAGTTTAAACATCACAGGGCTGACTACACTAGGGGGTTTTATTGCCTCTGTGCTTGT 
TCTTAAATCTGTTTTGGACGATCGCTACGAATCACTATGTCAATCAGCAAGGTGAAGAACTAAGACAT 
GAAGGAGAACCGGATGTCCTTGTTGTTGGCCTCTCATTTTTTTGACT^ 
45 GTT 

>'000127a-061.scf came from CONTIG 54 at offset 0;"E:\SEQUENCE\export\EST_db\000127a\000127a- 
061.scf f (55>678) 

GCACGAGGCTGTCACTTTGTAAAGCTTTCAATC^ 

50 GATTCTGACTCTGGCATTTCACTGAACACAACAAGCTCCAAGCATGGCATCACCAGACCACTCAGTGG 
AATCTTCCATCTATGGAGACACATTGCTTGGCTTCAGTGATTCTGAAATGGAAGAGATAGATAGTACC 
CCTGGAAATGTCAAACAGAAGGGGCCCAAAACACCGCCAGTGTGGCCTCCTGGGGACCCAGTCCAAC 
CTTTGTCGTCATCACAGGGGAACAGCGCTGCAGCACGCGATTCCCAGAGTGAAAACGCACCAAAGAA 
AGAGTACCTGTAAGTCCGGGTCATCGAAAAACGCCATTCACATAAGACAAACATTCAGCCGCTTGGAG 

55 GCTCACCTCACAAGAAGAGAGCTACGGNNCAAAGCTCTCATATCCATTCCTGTAGAAAGACATTACCT 
CCAGTTGAGACTTCATGAATGAGTGCAGGAGCATTCACGAGCTCACTGCATAATTTAAACTACTAGAG 
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GGNAGATAAGGGCTGTCAAAATGCAAAAGAAACGGAATATAGGNACGGGCAGATTAATATTAAAAA 
AAAAGAAAAAGTCAAG 

>'000127a-062.scf came from CONTIG 55 at offset O^EASEQUENCEXexportVES^dbWOOnTaWOO^Ta- 
5 062.scf'(47>628) 

CTGACAGTGAGCCCGAGTCCGAGGTATTTGAAATCACGGACTTCACCACTGCCTCGGAATGGGAAAGG 
TTTATTTCCAAAGTTGAAGAAGTTTTGAATGATTGGAAATTGATTGGAAACTCTGTGGGAAAGCCACTT 
GAAAAGGGTATATTTACTTCTGGGACATGGGAAGAGAAATCAGATGAGATCTCCTTTGCAGACTTCAA 
GTTCTCAGTCACTCATCATTATCTTGTACAAGAATCCACTGATAAAGAAGCAAAGGATGAAGTACTAG 
10 AAGATGTTATTCCACAACCTATGCAAGAATTGCTGTGTATGAATAATGACTTTCCTCCCAGAGCACAT^ 
GCCTGGNAAGATGGNATGGNACTCGAGAGNTNGGGNNGATAGCACCCTGCTGCAACATGATGCTGTC 
CTCATGAATCTAAGTGCATCTTCTCTGACTCTGTGTCTATGGCTTGGAAACACTGCTGNCAGNGCCACT 
CTTGTGCAGATCTCACAATGGCGAGATGATGGGNNGAAGTCAGGNNCTGGGNNCGACTGATTGAATG 
GTCTCTCGAAAGGCCAATAGATACTATTTCAGNCTGT 

15 

>'000127a-063.scf came from CONTIG 56 at offset 0 ; "E:\SEQUENCE\export\EST_db\000127a\0001 27a- 
063.scf'(48>639) 

GAAGGATTTTCCAGTTAGTTTCTCCATGTTTGCCCGAAGCCCAAAAAGTCTCTG 

GGACAGTAAGACCCAGTGAAGCCCAAGTTAAGTGGAAGGCCCTGAATAATTCCAGAAGACCCATTCTT 
20 ATCCTTAAAATCCTAGAGTGGTCAAGGGACAGAGTGATTTGTTTCCGAAAGAGTCCGAGGTATATGTG 
TTAAATTTAGAAACATTATTTTGTGCTGCGAACTCTCATGATGTTGACCAGAAAGAAATC^ 
TTATACAGTGTCAGTTTGGAAAGCTGATGAAGTTTCGCATTCTTT^ 
rt NAATGCTGCTGCAGAAGGNGGNNGGNNGTCATTNTTGCC^ 

3 GTTNAGTGTTATGGNCGTGTATGTATCACTCATTCATGGTTGATGAGTAAATATGATGAAATGNCTGA 
S'25 NACTGAGGCTGGNATATACAAATGCAGCTGACCTATCTCAAGACTACGTCAGCAGGTAGCAACTAACA 
TATCTAGAGTATATTTGTAATTGATATGAACAGAATTACGAGTGGG 

'P >*000127a-064.scf came from CONTIG 57 at offset 0;"E:\SEQUENCE\export\EST_db\000127a\000127a- 

r k 064.scr(50>649) 

4-30 TTCCAGTCCTGTTTCCACCTACAGAGTCCCAACGTGGTTATTGCAGGCAACGTTCCCTCTCTCCGTGGT 

b: CTAGAAGCCCCTCCCCCAAGGTAGAAAGAAGGGAAGAAGCTAACTCCAGTGTTTCCGTTGCACTGATC 

* CCCAATTCAGTCCAGGAGGGGGCTTGGTAACCCCTCTCCCTCAATATCCTGGCACCTTGGGCTTGTGAA 

ri CGCCTCCTAGCCAAATCACTAGAGTACAGTGACCCCAGCCTCCTGCCTGTCCCGAGTGAGCCCTCCCC 

m ACCCTGACCGTGCTAACTGTGTGTACATATATATTCTACATATATGTATATTAAACCCGCACTGCCATG 

?:35 TGTACCCTTTTCTGTGGTGTCTAGCATTAACTTATTGTCTAGGCCGGGCGGGGTGGNAGGNAAATGCC 

S CAGTGAGGGNGTGGCAGAGTCAATTGCTATATATCGAAAAGAAAACTTTTTAACTTO 

1; ATCTCAGAGATATTANAAGTTAGGAGGGGGAGTTTGGAGTGGGAAAAACTTAGGGAGGAGCTGCTGT 
GNAGAAGAACAATGCTGGAGACCTTCACCAGCACCAGCGCCTTGCCTGTGGCA 

40 >'000127a-066.scf came from CONTIG 58 at offset 0; "E:\SEQUENCE\export\EST_db\000127a\000 127a- 
066.scf(53>292) 

GCACGAGGCCGGTCTCCGCGCGGGTCTGGGTCGCGGAACCCGGTGGCTGCTGTGCGGGCGTCATGTCA 
GACAACGAGGACAATTTTGATGGAGACGACTTTGATGACGGGAGGAGGATGAAGGGCTCGATGACTT 
GGAAATGCCGAGGAGGAGGGCCAGGATAACGTTGAGATTCTCCCCTTTGGAGAGCGACCGCGAGCCA 
45 ACCANAAACCAATCACACACCATATATGACCACTATGA 

>'000127a-068.scf came from CONTIG 59 at offset 0;"E:\SEQUENCE\export\EST_db\000127a\000127a- 
068.scf'(49>600) 

GCTCTTCTTTGTTTCCCAGCTACAACTTGC^ 
50 AGGTGTGTGTCTAAAATATGTCTTTGAAGAAGCACTTCCTCCTTCCTCAGTGCTTCTGTCCCACTTGGCT 
TCTGCTTGGCCACCTGGGGCTGCCGCAAAGCAGGTTAGTCCTTTCTGGCCCTGGCTGTTGAGTGTT^ 
TGTCCAAAAAGTGTTTAAGGCGCAGTGGAAGTTAAAGAAGTC 

GATCACCGGCAGGNTAAAANTACAGTGCTAAAATATAAGCGTATACCTGAGAAATCATTCATGTTCAG 
CTGTTATTGGAGTGTCTGCTAGGTGCAGACTGTAGGGTGAATTATAATAATAAGAATAGACTGNTGCT 
55 CCTCAGCAGTTCTGTCTCTCAGAGGTATCGAGTATATATCAGATAGGAATATTGGAGCCCTGCATGCCT 
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TGCCATNAAGCTCAGGAGGCAGATCACGATGAAGGACGGCGAGTAGCGAGGATGCAACTTTTGNATA 
ACGN 

>'000127a-070.scf came from CONTIG 60 at offset 0;"E:\SEQUENCE\export\EST_db\000127a\000127a- 

070. scf'(48>619) 

CGGCTGTGTCTTCTCTGCTCTCCCAGCCGCCGCTGCCGACCCCGCCGCCCGCCGCCCGCCGGACTCGGA 

CGCGTGGCCGGCTGAGCCTGACCTGTGGCCTGTCCCTGGCCCTCTAGTGGAGCCTCTTCAGGCGGGAA 

CTTCTGTCTACCTGCCCTACAGAGGAGCCATCCCACCAGCCAGACGCTCCCAGAATCGTCACCCAGGC 

AGGCGGTTGGCTTGGCCCCAACCTGGGCTGGACACGTGTCCCCCGCTCCTCTCCCCGCTGGCGTTTGGC 

TGTCCTCCTGGGCAGCCCGTCCCCCACCCACTGGNCCCCAGATGGGCGAGTTTGGAGAGAAGTCGACA 

ACATGTGGCACCGTCTGCCTCAAGTACCTGCTCrTCACCTTCTACTGCTGTTTTCTGGCTGGCTGTTCTG 

GCCGTCATGGCCGTGGGCATCTGGACGCTGGCCCTCAGAGCGACTACATCACCTGCTGGCCTCGGCAC 

CTATCTGCCACACCTACTNCTGGGGNGGCGGCATGTTGTNTGGGACCGGGCCTGGCTGTTGGCACCTC 

AGGACGAGGACTGCTGGCGTCTTT 

>'000127a-071.scf came from CONTIG 61 at offset 0;"E:\SEQUENCE\export\EST_db\000127a\000127a- 

071. scf'(52>598) 

GCACGAGGAGAACTTTCAGGGACCCTGTGAAGCAGCTCCAGCCGAGATGTGCGAGGAGGAGGACAGC 

ACCGCCTTGGTGTGTGACAATGGCTCTGGGCTCTGTAAGGCCGGCTTTGCGGGGGATGATGCTCCCAG 

GGCTGTTTTCCCATCTATCGTGGGACGTCCTCGACATCAGGGAGTGATGGTGGGAATGGGACAGAAAG 

ACAGCTACGTGGGTGATGAAGCACANAGCANAAGAGGAATCCTGACCCTGAAGTACCCGATAGAGCA 

CGGCATCATCACCAACTGNGACGACATGGAAAAGATCTGGCACCACTCTTTCTACATGAGCTTCGTGT 

TGCCCCTGAAGAGCATCCAACCCTTCTCACCGAGGCGCCCCTGNNACCCCAGNNCCANCGGNAGNAA 

ATGACCAGATTATGNTTGAGACTTTCATGTCCAGNCTGTATGTGGCTATTCAGCGNNGCTGTCCCTCTA 

CGCCTCTGGCGCACACTGNCATGNGCTGACTTGAGAAGNGNCACCACACGGCCATCATGAGGCTCGCC 

TGCCC 

>'000127a-072.scf came from CONTIG 62 at offset 0;"E:\SEQUENCE\export\EST_db\000127a\000127a- 

072. scf'(49>521) 

TCTTAAACCTGAAGTGGACTACACCATCACTGTCTATGCTGCCACCGGCCGGGGGACAGCCCGGCAAG 

CAGCAAGCCCGTTTCCATCAATTACCGAACAGAAATTGACAAACCATCCCAGATGCAAGTGACTGATG 

TGCATGGACAACAGCATTAGTGTGAGGTGGCTGACTTCAAGTTCCCCTGTTACTGGGTACAGAGTGAC 

CACTGCTCCTAAAAATGGCCCAGGACCATCGATAACGACAACTGTGAGTCCAGATCAAACAGAAATG 

ACAATTGAAGGCTTGCAGCCCACAGTGCAGTATGTGGACAGAGTCTATGCTCAAAATCAAAACGGAG 

AGAGTCACCCTCTGGTTCAGACAGCGGNTACCACCATTACTGCTGCGATCCTACCTGAGTTTATTGAGT 

GACACCCTACCAGCTGACTGCCAGCGACGGCACGCATGTTTAGCTCATGGGTATTGGAGCCGGGGA 

>'000127a-073.scf came from CONTIG 63 at offset 0;"E:\SEQUENCE\export\EST_db\000127a\000127a- 

073. scf'(49>374) 

CGGACATTCAGACAGAACGTGCGTACCAAAAGCAACCGACCATCTTTCAAAATAAAAAGAGGGTCCT 

GCTTGGAGAAACTGGCAAAGAAAAGCTCCCTCGATACTACAAGAACATTGGTCTGGGCTTCAAGACTC 

CAAAGGAGGCCATCGAGGGCACCTACATTGACAAGAAATGCCCTTTTACGGGTAATGTCTCCATTCGA 

GGGCGGATCCTGTCTGGCGTGGTGACCAAAATGAAGATGCAGAGGACCATCGTCATCCGCCGAGACT 

ACCTTCACTACATCCGAAAGTACAANCCGCTTGAGAAGCGCCACAGACAGGGTNCC 

>'000127a-074.scf came from CONTIG 64 at offset 0;"E:\SEQUENCE\export\EST_db\000127a\000127a- 

074. scf'(49>601) 

AAAAAGAACCATTCGGATATATGGGAATAGTTTGGGCTATAATGTCAATCGGATTTCTAGGTTTCATC 

GTATGAGCCCACCATATATTCACTGTCGGAATAGACGTCGACACACGAGCCTACTTCACATCAGCCAC 

TATAATTATTGCTATTCCAACCGGGGTAAAAGTCTTCAGCTGATTGGCAACACTTCATGGAGGTAATAT 

CAAATGGTCTCCTGCTATAATGTGAGCCCTAGGCTTTATITTCTTATTTACAGTAGGGGGTTTAACT 

AATTGTCTTAACCAACTCTTCCCTCGATATrGGTCTTCACGACACATACTACGNTGNCGCACATTTCCA 

CTATGTTTTATCAATAGGAGCTGNATTTGCTATATAGGGGATTTGNTCATTGATTCCACTATCTCAGGT 

ATACTCTCACGATACAGAGCCAAAATCACTCGCATATATTGTAGCGNCATATAACCTCTCCACACACTT 

CTAGACATTGGCTGCTCGCGAACTCGACACAGAGCTACCATAGAAACTATTTCATAGCTATCTTCCTAC 

CAG 
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>'000127a-075.scf came from CONTIG 65 at offset 0;"E:\SEQUENCE\export\EST_db\000127a\000127a- 

075. scf'(55>670) 

GCACGAGGGGTATCTGCTCACGCCATGAACAACTCTGGCCCCACCGCCCAGATCATTGAGCGGGAGGG 
5 CTGGAAGACCAACATGGACTTTGTTGGGCATCGGAAAGCTGTGACTGTCGTGAAATTCAACCCTAAAA 
TCTTCAAGAAGAAGCAGAAGAATGGCAGCTCCGCGAAGCCCAGCTGCCCATACTGCTGCTGCGCCGTC 
GGCAGCAAGGACCGCTCGCTGTCCGTCTGGCTCACGTGCCTGAAACGGCCTTTGGTGGTCATCCACGA 
GCTGTTTGACAAATCCATCATGGACATCTCCTGGACCCTGAATGGGCTGNGCATCCTGGTATGCTCCAT 
GGACGGCTCCGTGGCCTTTCTGGACTTCTCCTAGACGAGCTGGGAGAACCCCTGAGCGAGGANAGTAG 
10 AGCCGCATCCACCATCCACTACGGCAGAGCTGGCCTCATGACGAGCCCACTGTCACGCTGTCATGAGA 
CCAGAAGCTGAGTACAGGCAGCGCACAGTGGACGCAGGNCCCAGNCAGGACGCGACCGGNCAGAAA 
CGCTCGCTCCTTCGCGGGGTCAGGGGAGCTGAAATAGAAACTTGATAAAGAGGAGGACGAACGGGGG 

AAAACC 

15 >'000127a-076.scf came from CONTIG 66 at offset 0;"E:\SEQUENCE\export\EST_db\000127a\000127a- 

076. scf'(50>518) 

TGGAGTTCTCCCACCCACGCCGGTTCTGGCCTGCCATTGACGACGGGCTGCGGCGGGCTGCCTATGAG 
CGGGGCGTCAAGGTACGCCTGCTGATCAGCTGCTGGGGACACTCTGACCCCTCAATGCGGGCCTTCCT 
GCTCTCCCTGGCTGCCCTGCGTGACAACCACACCCACTCCGACATCCAGGTGAAACTCTTTGTGGTCCC 
20 TGCGGACGATGCCCAGGCCCGAATCCCTTATGCCCGCGTCAACCATAACAAGTACATGGTGACTGAAC 
GGGCCACCTACATCGGAACCTCCAACTGGTCTGGCAGCTACTTCACCGAGACGGCAGGCACCTCGCTG 
CTGGTGACACAGAACGGNCGNNGTGGCCTGCGAAGCCAGCTGAGGNCCGTGTTCCGGGNTCTCCCATC 
CCTGTCCCTGTGCCCNCCGCTCTGTTGACCCGNTGTGATCANCAGGCTCCTNTCGCAACC 

25 >'000127a-077.scf came from CONTIG 67 at offset 0;"E:\SEQUENCE\export\EST_db\000127a\000127a- 

077. scf(55>522) 

GCACGAGGCAGTGTCTTTCGCAGGTTCGTGGTGCGGACCATGTGTGCAGTGCTGGGGCTCGTGGCCCG 
GCAGGAGGACTCTGGACTCCGGGATCACCGTGTCAGGGTCCTCATTTCCAACCACGTGACACCTTTCG 
ACCACAACATAGTCAACTTGCTCACCAGCTGTAGCACCCCTCTACTCAATAGTCCCCCAAGCTTTGTGT 
30 GCTGGTCTCGGNGCTTTATGGAGATGGATGGTCAGGGCGAGNTGGTGGAGTCACTCAAGAGATTCTGT 
GCTTCAACAAGGCTTCCCCCTACCCCTCTGCTGCTATTCCCCGAGGAAGAAGCCACCAATGGCCGGGA 
GGNNGCTCTGCGCTTCANTTCCTGGCCATTTTCTATTCATGATGTGGTACAGCCTCTTTACTGNCGAGT 
NCAGAGACCTCTTGTCTCGTGACGGTGTCAGATGCATCTGGGTCTANAATGCTGGTNT 

35 >'000127a-078.scf came from CONTIG 68 at offset 0;"E:\SEQUENCE\export\EST_db\000127a\000127a- 

078. scf'(l>349) 

CCCGGGGCGGCGTTAACTAGGTCCCGGCTGAGCGGGCGGGCATCCCAGAGGCCAATTTGCTGACCCTG 
GCCCAGAAGGCAGTGGAGCTGGCCTCGCTGCAGAACACAAAGGATGCCAGTGGCTCTGAGGAGAAGA 
GAAAAAGTGTGTrGGCTTCAACTACCAAGTGTGGGGTGGGAGTTTTCTGAGCCTGCCTTANCCAAGCG 
40 AGCACGAGAGGACAGCGGGATGGTACCCCTCATCATCCCAATGTCTGTGCCTGTGCGGGCAGTGGACC 
CACTGANGCAGCTCAGCTGNAGGTGTGATGAGATGAAAAGGTNCCGACAGCACCTGCTGACACAACC 
GTCATCATTTG 

>'000127a-080.scf came from CONTIG 69 at offset 0;"E:\SEQUENCE\export\EST_db\000127a\000127a- 
45 080.scf'(22>530) 

TTACCATGGATCCTCCGGACTGCATGCAAGCTGAGTGTCTTCCCTTGCCGTCCCCGCTCGTACAGTCTC 
GCTCATCTCGTTGCCGCCCAGTCCCCGCGCCCCCCGGCCGTACGAGCATCCGGCCCCCGTAGCGGACG 
CCATGCTGCGGGCACGCCCCGTGCTITGGGCTGTGGTTTTGACCGCACTGACGTTGTTCCGCGGTCCGC 
CGGTGGTTCGAGCTGGGGCGGGCACGATGGGCGCCGGCCCAGTGGTGCGCTGCGAGCCGTGCGATGC 
50 GCGTGCCGTTGCCCAGTGCGCGCTGCCGCCCCCCTCCTCCCGTGCGCCGAGCTGGGCGCGAGCCGGCT 
GGGATGCTGTCTACGAGCGCGCTGCGCGAGGTCAGCCTGCGACGCCATCCGAGGGTGTGTTCCGGCTC 
GTTGTCGTCGCGCTGTGATCGCGCCCGTTCAGGTTGTGGTGGCGGGGCTCGGCCATGCGCGCGTGTGC 
GCTGCCTTACCGTTCGTCGGTAGGATGCGTGG 

55 >'000127a-081.scf came from CONTIG 70 at offset 0;"E:\SEQUENCE\export\EST_db\000127a\000127a- 
081.scf'(47>636) 
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AATTGGCCCGAGGCGGATCGCCCCTCGACTGCAGTCTTTTTGCATCCGAGAGACCATGGTGGGCTCCC 

CGCGCGCCCCACTGCTCCTGCTGGCATCCCTGATCGTCGCCCTGGCCCTGGCCCTGGCCGTGAGCCCCG 

CGGCAGCGCAGGGCCCTAGGAAGGGTCGCCTGCTGNGCGGCCTGATGGAGGCGGACGTCAATGAGGA 

GGGCGTGCAGGAGGCGCTGTCCTTTGCGGTCAGCGAGTTCAACAAGCGGAGCAACGACGCTTACCAG 

AGCCGCGTGGTGCGCGTGGTGCGCGCCCGCAAGCAGGTCGTGTCAAGGATGAACTATTTCTTGGACGG 

GNAGCTTGGCCGGACTACATGTACCAAGNNCCCAGCCATCTATACAGCTGTCCTTTNCATACCAGCCG 

CACCTGAGAGGGAAAGCTGTGCTCTTNCAGTNTACGNCGNCCATGGATGACACATCANCTGNTGAANT 

NAGCTGCAGNATAACAGCAGCCACTGACCGCTTCATCTGCTCTGCGAAGCCACACTGGNGGNNGATGC 

TATGGCGGCCTCCCATGCGCCTGCAACAGCTCTGGCATGNTGATTGC 

>'000127a-084.scf came from CONTIG 71 at offset 0;"E:\SEQUENCE\exportffiST_db\000127a\000127a- 

084. scf'(49>316) 

TTTAGGAGCCAAGGCAATTCAGCTGAACAGTAACAGTGTTCAAGCTTTGCTACTTAAGGGAGCAGCGC 
TTAAAAACATGGGCAGAGTCCAGGAAGCAATAATACACTTTCGGGAGGCTATACGTCTTGCGCCTTGT 
CGCTTATATTGTTATGAAGGTCTCATTGAATGTTACTTATCCTCCAACAATATTCGTGAAGCACTGGTT 
ATGGGCTATCATTGTTACTAAACTCTTAGAGCAAATGCACAAACCTTTTACCTTTACCACCGC 

> , 000127a-085.scf came from CONTIG 72 at offset 0;"E:\SEQUENCE\export\EST_db\000127a\000127a- 

085. scf'(49>427) 

tgagagtgaaactgcagccgch:gtccagctctaack:ttcctgctttcagtcctttgacgcctccagctg 

TGATCTCTCAGATGCTGCTGCTGGACAATCCACACAAAGAGCCCATCCGGTTACGGTATAAGCTGACA 

ttcaaccagggtggacagcctttcagcgaagtaggagaagtgaaagactttccggacctgacagtctt 

GGGTGCAGCCTGACTCCTCCCATGACAGAGCTTGCCGTTCACGCTTATGCTAATGTTCCTTTTGCTGTC 

tagataggactgatcatggtgatttagtgcagagtgccaagagttctgtcctgacatcnagctctgga 
tgccagcctccgacttatttgcanagtgtgttgtggt 

>'000127a-086.scf came from CONTIG 73 at offset 0;"E:\SEQUENCE\export\EST_db\000127a\000127a- 

086. scf'(49>664) 

TTTTTTTTTAAAAAAAGATTACAGAAAACACTTTACTG^ 

AAGGATCTGAGAGACAGCAAGCACAACACAGTACAAAAGGAGAAGGGAATGTTGAATTCCAGTGCAA 
GACACTAACACAGCACAATTAGGGAACCAGGCGGAAGCAACCATTTCACAAAGAATGGAATTAGGCA 
TTTATACTTAATCAGGATTTTTTTAAGCTTTAAAAGTCCAGCATAAAGAA 

ATGGNGACAGGGGCTAAGCTTATCTACAATCACCATTTTACCAAAAAACACACTGGCTCAACCACGTG 
AGAAGNGGAGGNTAAACCTGCCTACAGAGGCCCAGCAATAGAGCAAATGCCTAGGCAGTCACATTTT 
TAGGTGTCGATGTCACATTGGCTGTACATGTTTAAGGGACTTGATTCACCAGACTGGCTCCATCACCTG 
GCTACGAAGTTGAGTTCTTGCATTGCTCAGAGNCAAGCTTACTGNAGAGTCATCAATAGCTAGTGCTG 
TTTACGNCrGGGNCAAGGCTCTATAACTCACTTCTAGGAGTTTAGATACAGATTAATCAGCACCTAGA 

GGAAA 

>'000127a-087.scf came from CONTIG 74 at offset 0; ,, E:\SEQUENCE\export\EST_db\000127a\000127a- 

087. scf'(50>630) 

CTACAACCACCTCTACCTCCAAGGCAATAGGATCAATGAGTTCTCCATCAGCAGCTTCTGCACCGTGGT 

GGATGTCATGAACTTCTCCAAGCTGCAGGTGCTGCGCCTGGATGGCAACGAGATCAAGCGCAGCGCCA 

TGCCCGCTGACGCGCCCCTCTGCCTGCGCCTGGCTAGCCTCATCGAGATCTGAGCGCCACTGGGCGCA 

GGGCCATGCCCCCACGCCTCTITGCATTTGGCTTGATGGTTTGGTTTGGCTTTTGATG 

ACAGACCGCGTGACAGAAGNCCATGGGCTCTCTCTCTAGTCTTCTTCCCTGTAGGCAGNTNTAGGGGN 

AGNCAGGGAGACAGCAGCNTTCTGCTGAAGGACATGACACGTCCGTTTCCAAGACAGAAGTGGTTGG 

CAGAAGGTNGTAACCCTGAAGNCCAGNCCCCGAAACTCATACCCTCAGTCTCACAGGATCAGGGNCT 

GACATGNCTGAGCATAATACTGGCTTTGAGTATGCTGATTGAAGCAGACTGACGCTCCCGGGCGGCTG 

GCGGCGAACTTGGCCCNAGTGTGTTTAATTACCTTGC 

>'000127a-089.scf came from CONTIG 75 at offset 0;"E:\SEQUENCE\export\EST_db\000127a\000127a- 
089.scf'(55>387) 

GCACGAGGCCCTGTACACATATCCTGAAAACTGGAGGGCCTTCAAGGCCCTCATTGCCGCTCAGTACA 

GCGGGGCTCAGGTCCGCGTGCTCTCCGCACCACCCCACTTCCATTTTGGCCAAACCAACCGCACCCCC 

GAATTTCTCCGTAAATTTCCTGCTGGCAAGGTTCCAGCCTTTGAGGGTGACGATGGATTCTGTGTGTTC 



124 



GAGAGCAATGCCATTGCCTACTATGTGAGCAACGAGGAGTTGCGGNGAAGTACTCCCGAGGCAGCAG 
CACAGGTGGTGCAGGGGGTGAGCTNTGCTGATAGCGACATAGTGCCACCGCCAGCTGGGGG 

>'000127a-090.scf came from CONTIG 76 at offset 0;"E:\SEQUENCE\export\EST_db\000127a\000127a- 

090. scf'(52>432) 

GCACGAGGCACCATCGAGAACGTGAAGGCCAAGATCCAGGATAAGGAAGGCATTCCCCCTGACCAGC 

AGAGGCTCATCTTTGCCGGCAAGCAGCTGGAAGATGGCCGCACTCTTTCTGATTACAACATCCAGAAA 

GAGTCGACCCTGCACCTGGTCCTCCGTCTGAGGGGTGGTATGCAGATTTTCGTGGAAGACCCTGACCG 

GGCAGACCATCACCCTGGAAGTGGAGCCCAATGACACCATCGAGAACGTGATGCCAACAATCCAGAT 

AAGAGGGCANTCCCCCCGCCANCANAGCTCATCTTTGCGGCAGCACTGGAAANAGACGACTCTTTTGA 

TACACATCAAAANAATGACCTGCCCTGTCCTCGTGGGGGGGGT 

>'000127a-091.scf came from CONTIG 77 at offset 0;"E:\SEQUENCE\export\ESTdb\000127a\000127a- 

091. scf'(52>619) 

TCCAGTTTGGTACCAATGATAAGGACTCAGACTTGTGTCTGGTTGTGAGAGAGAGTTTAAAAGCAGAG 

AAGGAGTTAACAGCATCAGTTACTGAGGCCATTCCCATGGCCCGAGACTGGGAGCTGCTCCCCAGTGC 

TTCTGCCTCAGCTGAGCCACAATCCAAGAACCTGGCTTCTGGGCACTGTGGCCCCGAGACCAGCTCCT 

CAGGCCAGCGCTTGTACCCTGAGATCTTCTATGGCAGCCCTGGGCCTCCCAGTTCTCACGTCTCAGGAG 

GAGCCATAGACTCTCAATTACATCCCAACAGTGGAGGCTTCCGTCCTGAGACACCCTCACTGCACTCTT 

ACAGATCACAGCCCCTGTACCTCCCCACGGTCCCAGCCCCGCCCTCGGCACTGCTCTCAGGGNTAGCT 

GTACAGGGGCCATTTCTGGATTTCTNCGCACTGCAGCACAGTACTGNGTAGCTGNCGCTGNAGGGTTC 

TCTACCCTCATCTTCTTCTNTACTNTCAGCTCTGACTATCCTTGGCCAACCACCTGTTCAGTTAAGCGGG 

NTGCTGCTAGGTAGAGGGGG 

>*000127a-092.scf came from CONTIG 78 at offset 0;"E:\SEQUENCE\export\EST_db\000127a\000127a- 

092. scf'(55>563) 

GCACGAGGAGATGATCCAGCTGGGGAAGACGGTGCAGTACCTGCCCATCCTGTTCATTGACCAGCTGA 

GCAACCGTGTCAAGGACCTCATGGTCATCAACCGCTCCAGCACTGAGCTGCCGCTCACCGTGTCCTAC 

GACAAGATCTCGCTGGGGCGGCTGCGCTTCTGGATCCACATGCAGGACGCCGTGTACTCACTGCAGCA 

GTTCGGATTCTCAGAAAAAGATGCTGACGAAGTAAAGGGGATCTTTGTCGACACCAACTTGTATTTCT 

TGGCGCTGACCTTTCTCGTGGCTGCATITCACCTACTNTNTGATTTGCTGGCGTTTAANAACGACATCA 

GCTTCTGCAAGAAGAAAGAGAGCATGATCGGCATGTCCACCAAAGCAGTGCTCTGGCGCTGCTCAGCA 

CCGGGNTCTCTTCCTGTTGCTGCTGGACGACANACAGCTCTGTGNCTGNGGCCGGGGCATGNAGCCCC 

TCNAGCTGGAAAGGAAAAGGNCTGAGATGACG 

>'000127a-093.scf came from CONTIG 79 at offset 0;"E:\SEQUENCE\export\EST_db\000127a\000127a- 

093. scf'(57>347) 

GCACGAGGATTCCCTGCTTCATCCTCTCACTTCCCTGGAACATTCTGGCACCTCCCTGCCCCACTTTGGT 
GGGCGGCGGGTCCTCATGAACCTAGTGGGGCTCGGTGCCCCAGCCCGGGTCTGGCGGCCAGACAGAG 
ACCCGGGACCGTCCAGCCCCTACCCTCTCCCACCTGCCTTCCTCCTGAGGAGGGCTCCACTTGGACGCC 
ATTAGAATGGCGCCCCCTTAGCTGAGTAGCGGGAAACCTGAGCCCACCGGGCCAGTGGACATTCCTGC 

GGCCAGTGGTGCTCAAG 

>'000127a-094.scf came from CONTIG 80 at offset 0;"E:\SEQUENCE\export\EST_db\000127a\000127a- 

094. scf'(51>346) 

CTCGCACACAGGGTTATTGTTACCATCTTTCTAAATTCCATATATATGCGTTAGTATACTGTATTGGTGT 
TTTTCTTTCTGGCTTACTTCACTCTGTATAATAGGTTCCAGTTTCATCCAT 

ATATATTCTTTITAATGGCTGAGTAATACrCCATrGTGTATATGTACCACAGCTTTCTTATCCATTCAT^ 
TGCTGATGGGCATCTAGGTTGCTTTCATGTCCTGGCTATTATAAACAGTGCTGCGATGAACATTCTACC 

AAGAGGGGAGGNNGGGG 

>'000127a-095.scf came from CONTIG 81 at offset 0;"E:\SEQUENCE\export\EST_db\000127a\000127a- 

095. scf'(51>350) 

CGCACCCTCACCGAGCACTCCTACGCCGTGTCTGCCGTGTCTTCCGTGGCTGAGGCTTACAGAAGGCA 
GCCTGCCCGGGAACAGGACAGCAGCTCACCTGCGAAAACAGGGAAGGAGAACTCTGAAGCTGTTGCA 
GCAAAACCGAAAACATGCCGAAAGCCAAAGACACTCTCCGTACCCCAGGAATCAGATTCCACTCCAG 
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AAAATATACCACCCCCTCCAGCAAGCAACTGGGAGGTGCGTCAAGAAGTAAGTCCGCAGCCAGCTGC 
AGCTCTTTCCCTTTCAAATCCCCACCACGAA 

>'000127a-096.scf came from CONTIG 82 at offset 0;"E:\SEQUENCE\export\EST_db\000127a\000127a- 
096.scf'(50>473) 

CTGACATTAATTGTACACCCAACCCTTAAAAGATATGTTCTGAAGATGCCTTTGGTTTGAAATAGGAA 
GGTTGAAGGAGACCCTAAGTATTTTAGGATTTTTTTTTTAATAAAGT^ 

TGGCCTGTTTGCATGTAAGGGTGGGCAGAGGGGCATTTACAACCTGATCTCTCTTCTCCCTGGGCTTCT 
CCTNGTGCCAAGCTTGGTGGGTGGCNTAAAAGGGNACAGACAAATCTCCTTTTCCATCGACCTGTACC 
CTCTGCTGGCCGCTCCTCCAAAGCTAAAGGTCCCTGTNNCTGTTGTTNACGCACTGCTCTTGGACCTTT 
CAATAGAGGAAACACACGTGACACGATCAACTCAGACCGCATCAGTTTTAGTGAGCCTGGATCAGTCT 

TTCAGTCTGGGA 

>'000128a-001.scf came from CONTIG 1 at offset 0;"E:\SEQUENCE\export\EST_db\000128a\000128a- 

AATTGGC^CGAGGGCACTCCAGCTCAGCACATGACCCTGAGACCGCCGTCCACTGTGGATGACAACAG 

GCGGGAGAGATAGCTGACAAGATCTACAACCTGGATAATGGGTACACGAGCGGCAAGGAGCAGCAGG 

CCGCCTACAACACGCTGATGGAAGTCTCTGCCTCCATGCTGTTCCGCGTCCAGCACCACTACAACTCAC 

ACTATGAGAAGTTCGGCGATTTTGTCTGGAGGAGCGAGGACGAGCTGGTTTTTAGAAGGCCCACCTGA 

TCCCTCGGCGGCTGGAGAGGTGAGCAGCCACTGGTCCAGCCTCCTGCGAAGCGCCTATATNCAGAGCC 

GNGTGGACACCGTGCCCTACCTCTTTGCCGCACGAGGNAGGTCGGNCTGCGTATGNNNGNGGNTACA 

GCATCTCAGGACACCAAGCACGTGCGAGAGAAAATAGTGTCATGGNCCGAACACTACGGGAGGCAGA 

N 

>'000128a-002.scf came from CONTIG 2 at offset 0;"E:\SEQUENCE\export\EST_db\000128a\000128a- 
002 scf" (49>547) 

CGACCCCCTTGTGTTTCATGTCCGCGGCGCTCTGCTCTGGATTCGGAAACGGATACCATGTGCGCCGGT 

CAGCGCTCGGCGGGCGCCCTGGCGGCGGCAGCCCCGCGCACAGAGTACGCCTTCTCCGCGCGCCCTCT 

GGCCGGCGGGGAGCCCTTCAACCTGGCCTCCCTGCGGGGCAAGGAGCTGCTCATTGAGAACGGAGCA 

TAGCTCTGAGGCACAACGGAGCGGGACTACACCCAGAAGAATGACCTGCAGAGGGGTTTTCGACCCC 

GGGCCTGGACGAGCTCGGCTCGCCTGCACCAGGTGGGCATGAGGAAACGCCAGACGAGAGATCTGAT 

TGCTGAGTACGCCGACAGCGNGGGTCGAGCCAACTAGCCTTGAAGGCGAGGAATNGAAGAGGCTCGT 

CTCGCTTCTGGGAGTCGCCAGCAGGACAGCATGTTATACGACTAGTATACGCCCGGGGCGAAAAGTCT 

GATTGAATCTGGGCCAAGGGCCGGCC 

>'000128a-003.scf came from CONTIG 3 at offset 0;"E:\SEQUENCE\export\EST_db\000128a\000128a- 
GCACGA^S 

GCTGGCTGTACTGTGAAGTCTCTATGTTTTCTGCCTTGACGAAGCACAAAAGOTGAGATGCTATATTC 
GAAGGCGCAGTGTGCCTTCGAATGTAAAAGAAGAGAAAACAAATGCAGACGGGGACCCTTTTAAAGT 
GGAAACCGACCACCGAGGCTGGGGGGCTGCCGTGAACAANAACGCCTTGCNTTTTCACCTTGCATCCT 
TGAGCGATGGGTGGACCATCCTGTCTGCAGAGACCCCCCTGCGATGCCCGGGGCAAAGCCAGCCCTAA 
GCATAGATGATGATCTTTCACACAAAGAGGAANTTGTAACTTATACTCCGAGCGCTGGATTTTAAGAC 

ATCCATGAGGGTTTCTG 

>'000128a-004.scf came from CONTIG 4 at offset 0;"E:\SEQUENCE\export\EST_db\000128a\000128a- 
004.scf'(48>489) 

CGGGTTTTGAGTATAGCCGTTCTGGAAATCCCACCCGGAATTGCTTGGAAAAAGCAGTGGCGGCGCTG 

GATGGGGCTAAGTACAGTTTGGCCTTTGCTTCAGGTTTAGCAGCCACTGTGACCATTACCCATCTCTTA 

AAAGCAGGAGACCAGATTATTTGTATGGATGATGTGNTATGGAGGTACAAACAGATACTTCAGGCAG 

GAGGCAACTGAATTTGGATTAAAGNATTCTTTTGTTGATTGTTCCAAACCCAAATTGCTNTNTNCAGCT 

ATTACACCAGAAACCNAAGCTGNTGGNATTGAAACCCCCACANACCCTAGCTTGAAGATGATNGACA 

TTGAAGCCTGCGCACATACGGNCCATANACATGNAGACATATTTNGGGNTGNGGATACACTTTATGTC 

AGCATATTCAGCGCCTTGCTCTGGAGCGATATTG 
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>'000128a-005.scf came from CONTTG 5 at offset 0;"E:\SEQUENCE\export\EST_db\000128a\000128a- 
005.scf"(46>459) 

TGGGCCCCCCTGGATTGGCTGGACCCCCTGGCGAGTCTGGACGTGAGGGAGCTCCTGGTGCTGAAGGA 
TCCCCTGGACGAGATGGTTCTCCTGGCGCCAAGGGTGACCGTGGTGAGACCGGCCCTGCTGGACCTCC 
5 TGGTGCTCCTGGCGCTCCCGGTGCCCCCGGCCCTGTCGGACCTGCCGGCAAGAGCGGAGATCGTGGTG 
AGACCGGTCCTGCTGGTCCTGCTGATCCCATTGGCCCCGNTGGTGCCCGNGGCCGCGTTNTTCCCCAAG 
GCCCCGNGGAGACAAGGGAGAGACAGGCGAACAGGGCGACAGTAGCATTAAGGGTCACGNGGCTCT 
CTGGTCTCCAGGNTCCCCCGGCCCCTCCGCTTNCTGTGAGCAGGTCCTTTCGAGCTCTGTCTGCTGTCC 
CCGCGC 

10 

>'000128a-047.scf came from CONTIG 5 at offset 14; "E:\SEQUENCE\export\EST_db\000128a\000 128a- 
047.scf'(50>548) 

TTGGCTGGACCCCCTGGCGAGTCTGGACGTGAGGGAGCTCCTGGTGCTGAAGGATCCCCTGGACGAGA 
TGGTTCTCCTGGCGCCAAGGGTGACCGTGGTGAGACCGGCCCTGCTGGACCTCCTGGTGCTCCTGGCG 

15 CTCCCGGTGCCCCCGGCCCTGTCGGACCTGCCGACAAGAGCGGTGATCGTGGTGAGACCGGTCCTGCT 
GGTCCTGCTGATCCCATTGGCCCCGTTGGTGCCCGTGGGCCCGCTGGTACCCTTNNTCCCGTGGTGACA 
AGGGTGAGACAGGCGAATCAGGCGACAGTAGCATAANGGGGTCACGTGCTCTCTGGTCTCCAGGGTC 
CCNCCGCCCCTCCGCTTNCTGTGAGCAGGTCCTTNCGAGCTCTGTCTGCTGTCCCGCCGTCCCTGCTTG 
CTGTTCTCCCGCAGATGACTCATGGCTCCAGCCCATCGTCCCTGCCTGAGCGATGGATGTGTCGCTGTC 

20 CTCGCCTCGACCCTGTCCAGN 

>'000128a-079.scf came from CONTIG 5 at offset 43; "E:\SEQUENCE\export\EST_db\000128a\000 128a- 

Q 079.scf(49>648) 

y3 TGTGGAGCTCCTGGTGCTGAAGGATCCCCTGGACGAGATGGTTCTCCTGGCGCCAAGGGTGACCGTGG 

Ga5 TGAGACCGGCCCTGCTGGACCTCCTGGTGCTCCTGGCGCTCCCGGAGCCCACGGCCCTGTCGGACCTG 

\J CCGACAAGAGCGGTGATCGTGGTGAGACCGGTCCTGCTGATCCTGCTGATCCCATTGGCCCCGTTGGT 

m GCCCGTGGCCCCGCTGGACCCCAAGGCCCCCGAGGAGACAAGGGTGAGTNCTTCGAACAGGGCGACA 

ZL GATGCATTAATGGTCACCGTGGCTTCTCTGATCTCAGGGTACCACCCGGCCCTCCNGGCTCTCCTGTGA 

°» GCAAGGTCCTANCGAGCCTCTGTCTGCTGGGCCCGCGTCCCCTGCTTGCTGCTCTCCNGCAAATGACTC 

:^30 ATGTCTCCAGCCCATCGTCCCTGGCCTGAGTCCCTGTGTGCTGTCTGCTGTCTCCGCCTCTGACCCTGTC 

m CCAGTCTCCACGGGCTCACTGACTCTCCCANCACTCAAAGTCGAGTGGCGTTACGGCGGTGCATGGNC 

Jl GGACGACGCGGGCCCACTCACGNCCAAGAAAACGGCCCGGCCGAACCCCCCCC 

CP >*000128a-006.scf came from CONTIG 6 at offset 0;"E:\SEQUENCE\export\EST_db\000128a\000128a- 
035 006.scf'(51>507) 

01 GCACGAGGCAGAGTCCTGGTGACGATTGCCGCGTTCGCCCCCTCAGTCCACTCCGCCAGCCCTCCACC 
f] GCTGCGCCCCGCCAGCCCGCCCCTTTCCTGTGCCAGGCACTGACAGGCACCATGCCCCACCAATACCC 
C AGCACTCACCCCGGAGCAGAAGAAGGAGCTCTGTGACATCGCTCACCGGATTGTGGCTCCGGGCAGG 
r " GCATCCTGACCGCAGATGAGTCCACCGGGAGCATTGCCAAGCGACTGCAGACTNTTTACACCGAGAAC 
40 ACTNGAGAGAACCGGCGCTACTACCGCCAACTGCTGCTGACTGCCGATGACCGCGAGAATCCCTGCAT 
CGGGGCGTCATCCTCTTCACGAGACGCTGTACCAGAAGCCGATGATGGGNCGNCCTTNCCCCCAGTTA 
TAAAGCCCAGGCGNGGGGNGGGCAATAAGGAGAAAAGGGGGGGGNCCCTG 

>'000128a-007.scf came from CONTIG 7 at offset 0;"E:\SEQUENCE\export\EST_db\000128a\000128a- 
45 007.scf'(47>316) 

TCGGTGGGATCTCTTTACGTCCTCTGGACTGGAGGCCGAGCCCCCGCCCGCGGCCGAGCCCCGCGCCC 
GGCGTCTCCGCCCGGTGTGCTCTCCGCAGTGTTCCTGGGCTTGGGAAGACCTCGGGGAACATGGCGAG 
GCAGCGGTGGTTTAACGGGAAGGACGGTGACTGTTAGCCTGTGAACGAAAGCGAGAGTGAGCCGCCT 
CACGCTCCGGACCAAGAGTGATCTTGAACTTGAGGCTGCTACTAGATTATTGCCCACACCTGCTNTC 

50 

>'000128a-008.scf came from CONTIG 8 at offset 0;"E:\SEQUENCE\export\EST_db\000128a\000128a- 
008.scf(45>464) 

TAAAAAAAGGAAGCTTGGTCCACTTGCTTGAAGACCCACGTGGGGGTAAGTCCTTTTCTGCCCA^ 
GCTTATGACACCCCAGCACTGCCCTTTCTGCTCCTTTCTCCATGCCTTCTTAGGGCCTCCCCTCCACTGG 
55 TCCCCAAATCTAAGTCTCCCCAAAAGACACAGGAAACAATGCATTGTCTGCCCAGCAACCAAAGGCAA 
TGCTGAAACACCCAAGAGGCCCCCACACTCCCAGCCCACTTCCTTCACCCAGAACCTCNTNTTCTGGG 
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GGACCTGGAGTGCTCAGACTGCCANAGAAGCTTTACCATCTGGCATCCCTGGGGCCCGGGCACATTCC 

CCTCTTGTTTTGAGGGAAGCATGCCAGGGGGACACTGGCCCTTCATCACAGNTGGAGGAANGCAGAA 

GGGNNCAGANG 

5 >'000128a-010.scf came from CONTIG 9 at offset 0 ; "E:\SEQUENCE\export\EST_db\000 128 a\000 128 a- 
010.scf , (316>320) 
TTGAA 

>'000128a-012.scf came from CONTIG 10 at offset 0;"E:\SEQUENCE\export\EST_db\000128a\000128a- 
10 012.scf'(43>539) 

TCTCAACTCCATGATTTGTGGAGAGAAGGAACGAATCTTTGATGGGAAAAACAGAGAAAAATCCCTCT 
TTTITCCCCCCCATTCTTATAAAATCTTCC^ 

GTTGTACAGTTTACCACTACTGCTGCTGCTACTGCTAAGACGCTTCAGTCGAGTCCGACTCTGTGCGAC 
CCCATAGACGGCAGCCCACCAGGCTCCCCTGTCCCCGGGACTCTAGGCATTTAGAAATTNTTTTTATCT 
15 GTGAGGTATTATAAGTCATTAACTATTCCC 

TAGTCACAGATTTGACTGAAAATCTCTTACAAGAAGAGGAACAGAAATAANGAGCAGNTNGAATGGN 

GCTGNNACATGGAAACATCAAGAAAGGNGACACACTGTTTTTTTm 

AAAACAACTNTGATG 

20 >'000128a-017.scf came from CONTIG 1 1 at offset 0; M E:\SEQUENCE\export\EST_db\000128a\000128a- 
017.scf'(100>532) 

AGGAAGGTCGGGGCTGGGGGGGGGAAGGCGCGGGGGTGGGGGGGGGAGGAGGGGAAGGGGAGGGG 
H GGGGGGGGCGAGGAGGGGAGGGGGGGAAAAGGGGGAGGGGAAGGGAAAGAAAGGAGGGGGGAGA 
* AGAAAAGAAAAGAGAAAGGGGGGGAATTTGAGAAGGAGGGGAAAAAAAGGGGAAAAGGGAA 
0325 GGGACAAAGGAAAAGGGGGGGGGGGCGAAAAAAAAAACGGGAAGGGGCCGAACGAAGGAGGAAAA 
M AACAAAAGGGGAATTAAAGCAGAGAGGGAAAGGGGGGACTACGGGACAAAGTTGGGAATGAAGGAA 
01 CAAAGGCCAAAAGACGCGCCCCAGGGGCCGGGAAAAAAACAAAAACGAGAT 
M AAAAAAAGATACGATTAAAAACCCCCCCCCCAAATACGGGAA 

ul 30 >'000128a-018.scf came from CONTIG 12 at offset 0;"E:\SEQUENCE\export\ESlldb\000128a\000128a- 
r 018.scf'(60>253) 

L AAATATTAAGAACGTAAGAAAAGCTCACTATATAGAAAATGCTATACCCGGAACAAAACAATGGGGC 
if AAATGCTGGTGGAGGAGACAAAAGGGAAAAGCAAAGGCAAAATGGCAGGGAGGAAGGGAGAGGAA 
F ;j AAGAAACCGGAAGGGCGGGAAAGGCAGGGAGAACACCGCGGGTGAAGGGCGGGATAGAGATG 

0 35 

SH >*000128a-019.scf came from CONTIG 13 at offset 0;"E:\SEQUENCE\export\EST_db\000128a\000128a- 

O 019.scf(99>348) 

hk AATAAGAAATAGGCTCCTTGTAAGTCTTTATGAAAACGGAAACTTAGAGGGTAAGAGGACTGGTGGG 
GAATACAAGTTGGTTGGGATTAAGAGATGATGAGCAGGAGAAAGAAAAATTATGACCATATATGGAA 
40 TGGAGGAAGAGGAGGGAATATGGGAGAAAGAAAAGGGAAAGGGACGGACGGCGGCTTTGAGGGAAG 
AAACGCGGTCTTCCAAGAAATAGAATAAAAGAAAAAGAAGAGGAGGGGGG 

>'000128a-020.scf came from CONTIG 14 at offset 0; "E:\SEQUENCE\export\EST_db\000128a\000 128a- 

020. scf'(l>365) 

45 AGGGGGGTTAATAGACCCGCGCGGGGCCGGCGCTGATACACCACCTGGGGGAACCCTTCCGCGCAGA 
GAAAAGACCTGGACCCAGGCAAGAGGGACAGAGACATCCAGCCGAAGAAGGGCGCCTGAGAAAACA 
TATATGGGAACGACAAAAGAGACACTATGAGGCAAAGGGCCTGGGGATCCATTGTAGGAGGGATCCA 
AAGCCAATGCCTCAGCGCGGAAGAACCTGGCCTTGGAACCAAAGGCCACACACCGCGAAGGAGCCAA 
CAAAAAGGGGAGGGGGCCTCTTGGAACGAAAAGGCTGCCCGAAAAAAATAATTGAATTGGGGGGGA 

50 AAAATGGCAAAAAACCTAAGGGGGTTGGCCGC 

> f 000128a-021.scf came from CONTIG 15 at offset 0;"E:\SEQUENCE\export\EST_db\000128a\000128a- 

021. scf*(3>262) 

GCGTGGGCGTTTAACTCGGTCCCGTCTCGCGTTCCGGCCTTTGATATCTTTCATCITCGTT 
55 ATCTCGCGCAGACTGAAAATACCCTGGGGCACCCTATGGCCACAAGCTTGGTGACCCAAACGCTACCA 
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CTCGCCAGTTGCCGGACATGATATGTGCGCCTGTGAGATTAGAGAGATAAGGGGAAGTGAGAGAGAG 
AGAAGAAGAGGGGGGGGGGGAGGGGGGGGGGGGTTTTGGGGGGGGGGGGAGGGGG 

>'000128a-022.scf came from CONTIG 16 at offset 0;"E:\SEQUENCE\export\EST_db\000128a\000128a- 
5 022.scf"(411>415) 
CAGAA 

>'000128a-023.scf came from CONTIG 17 at offset 0; u E:\SEQUENCE\export\EST_db\000128a\000128a- 

023. scf'(336>462) 

10 GGGGCGCGCGGGCTCTGGTGGGCCGGGAGGAGGGGGTAGGGGGGCACGGGGGGGGGGAGCTTTGGC 
AGGATAGAGGCCCCAAAAGGAGAGGGAACCCGCCGCCCCGGGGGGGGCA GGGCCTGGGCGG 

> , 000128a-024.scf came from CONTIG 18 at offset 0;"E:\SEQUENCE\export\EST_db\000128a\000128a- 

024. scf'(29>467) 

15 GGCTGTGTGGACTTACAGGACTCTGAGGGCGCTCCTCATGAATGAAAATTAAGCAACACGGAGGGAA 
GGGAAAGCGCACCACTTCATATAACTTAAACAGTTGTGAGCAACCTGGCTAGCCTGGCTGGCGCTATG 
AGACGGGAGCTGGGCACGAAGAGCCACTGGTCGTAAGAAAAGGAAGTCGGGGAGTTTGAGGCGCAA 
AAAAAAAGCCCGCAGCCCCCGGACCGTCAAGCCAAATGGGGCCTGGGGACCAGGGGACCAAGGGAC 
GACCAGCGGGACAGGGCCAGAGGAACGTAAGAAGGGCAACGCAAAGGGCAAGGCCGCCCACCGCTA 

20 AACCACACCGCACGCCGCCCAATAAAACATGGGGTAAAGCGCGCCTTTTGTCCCCGCCCCCCCCTCAT 
TTTCTGGGGGTCGGTATTTGTAAATTAAAAAAATTTTT 

>'000128a-025.scf came from CONTIG 19 at offset 0; n E:\SEQUENCE\export\EST_db\000128a\000128a- 

025. scf"(l>247) 

25 CACGGGTGCCCTTTAATATGGTCCCCCGGGCTGCTGCTGATTTC^ 

TTGTTTTGCCAGTCAATGGCAAGATAAAACTAAGTGAGAAAGAATGCAAGGGATAAAA 
ATAGGGCATGTGAAAATGTCTCCATTTTTGGTTGTTGGGGTTAAGATGGGGTGGTGTC^ 
GGGGATGGGGTTGAGGGGAGGAGGCAGGTGGTGAAGGGGAGG 

30 >'000128a-026.scf came from CONTIG 20 at offset 0;' f E:\SEQUENCE\export\EST__db\000128a\000128a- 

026. scf'(l>587) 

CAGGGGCGTCGTTTACTTTGATTCCCGGCTGCGGAArTCGCACGAGATTGATCTACCAGCTCCAATT^ 
AACTGCAGGCATAAGCCCAAAATGTGACTAATATAAAAGCCCTCAGGCATGTAATTAAATTATCCCAG 

35 NAGTCTGTATGCATGACTCAAATATACCTAATACAATGTCAGAGNTGTATAAGCCAGCAGAATTTATT 
TTATAGCAATTCAGTATCTGTTTACCTACAGGNTCGGGGTTGGGGAGTATATTATGAAGAATCAGATT 
AGAACTGACTACTAAGAGACTATGGATCCACTATTAGCCACTCAATATAGACCACGCTAGACCCNAGA 
GAGCTATACAAAACAAAATCTATTCNCCCTACTTATTTAAGTCTCCTTTATACATACCAGGCC 
TAGACGAAAGTGAGGGGCCTGGGAGGCACACTGACTCCCTTCCTGCCCAGCATAGGAATAAGAGTCA 

40 AAGAGAGATACTCACACCTTTCCCCTTCGGGCTAAAGCGCG 

>'000128a-027.scf came from CONTIG 21 at offset 0;"E:\SEQUENCE\export\EST_db\000128a\000128a- 

027. scf'(40>80) 

CGCTGCATGGCACATGCCGCCACAATGCCACACTATACCAT 

45 

>*000128a-028.scf came from CONTIG 22 at offset 0;"E:\SEQUENCE\export\EST_db\000128a\000128a- 

028. scf(l>525) 

CACGGGGGGCGTCTAAACTAGGGATCCCCCGGCTCAGAACTGCACGAGTAGAACAAACCACACGTTA 
ATACTGCTGTGTGATATGAAGCCATAGATCTTCTACTATGCTTGGATACGACCTACGCCCAGTGCAGA 

50 GTCGGGGGTGCGTGCTTACAGACCAGATGATGTATGATTTGCGCTGGAGCATGCGAGAAGATAAATAA 
CTACCCTAGCGCGAAGAGGCTCTATAGCATAAGTATGCGAGAACATGCGGACCAGTTCTGAAGTAGA 
ATAAGAGCATGCTGGAGCTGTTCTTGCAGTGGACACAGTGAAAGACACATAGGCTGACAACAGATGT 
GCATGACAGATGAGAGACGACTCACCGAGGAAGACACAAAAAATAAGGAAAGGGCGCAGAAAGTGA 
GCACTCAGAGGTAACTGGCGACATGGGACTTGGCAATCAGCGCAGGAGACGGGCCTACTCACGCTGG 

55 CTTTTGCACACCTAATTGAGAAAGGAGCGAGGGCGACTGGGGGTGGGGGTGTGTG 
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>'000128a-029.scf came from CONTIG 23 at offset 0; n E:\SEQUENCE\export\EST_db\000128a\000128a- 
029.scf(l>363) 

AGGGGCTCTAACAGTCCCGCTAGATGCCAGCATCTCTCAGAAGCGCAGGTCGCACTCGGTAGGAGCGC 
GCCAGGCAGGCGGGGAGCGAGGGACGAGAGACGACAGAAGGGCCCTAACCGAAACTGTGCCGCCCA 
5 ACTGGCAGCTCGAGGAAACGTACGCCAGTGAGACCCAAGTTTCCCTATCAGAGACGGCAGAACACTA 
CGGTGGCGAGAGCCCAGCCGAGCGCCAAGCCTCGAGGCGGGAGGAGCAGTTGGCTTTGGGCTGCTGT 
AAGCAGTGACCACACGCGTTAAAGTCTCAGACCCCAAAAAAAAAAAAAAAACGGGCCGCCAGCTAGA 
GTTAACGCGGTAGGGAGGACGGTCCTAC 

10 > , 000128a-031.scf came from CONTIG 24 at offset 0; tf E:\SEQUENCE\export\EST_db\000128a\000128a- 
03Lscf'(l>431) 

AGGGGCTTAACTGTCCCGTAGCTGCTGGCCGGGTGAGACTTTTGCTACCCGATCAACCGGCGACGGGC 
GGTCGCTCCGGACTCGCAGCGGGGAGGGTCACTACTCTGCGACGAGGGAAGAGCGGCGTGTCCGGAG 
CAGAGGAAAAATTGACTAATGAACGATAGAGCTCTAGTTTTGCTGGACCCCGAGAACGAC^ 
15 ACCACGGATCCCAGGACTCTGACGAACCAAAAGCATGATGAGAGACGAAGTAAAAGCTTTGTGGGGA 
GGAGGGGAACACCTATCGACACGACCCCGTGACAAGGGATGGGGCACCTAGATGAAGAAAAATACAG 
TGAGTTATGAGGAAAAAACTGAACTTGTAATTCCACTGAGGGGGTAAATAATCAGGATGGCCTCCGCG 
CTCTTGCGAAACCGCTTTCTTTAAAG 

20 >'000128a-032.scf came from CONTIG 25 at offset 0; "E:\SEQUENCE\export\EST_db\000128a\000 128a- 
032.scf'(178>503) 

GTCGCGCAGAACGCAGAACAGCCCCGAGATCACCCAGACTGCCGAACGAGCCAGACTTGGGGTGCCC 
CTCGAAAGCAGACAGAGCTGAACTAAAGGGCCCTTT^ 

ACAAGCGGCAATAGAGAGCTGTATCCCACCTACTTATAGCAAACCAAGGAGAAGGCCCAAAATTTTC 
25 AAAACAAAGAGAAAGACTGGGATTTGCCCAAAGTAGGAGGAGCGAACCGGATCCCCTCAATCAATGC 
ACAGATCAATTACTAAAGCTTCCCGGCAAAAACTGTGCCGCCTCAACATTAGAACGA 

>'000128a-034.scf came from CONTIG 26 at offset 0; M E:\SEQUENCE\export\EST_db\000128a\000128a- 

034. scf'(l>120) 

30 CAGGGGGCGTTAACAGGATCCGGCTGAGGAAAAGTCATGTACGCATGCTACCAGGAAAGAAATCAAG 
GGACGGCACTTGAGAAGCCTTTATGGGGGGTGAGGAGGGGGGGGGGGGGGGGG 

>*000128a-035.scf came from CONTIG 27 at offset 0;"E:\SEQUENCE\export\EST_db\000128a\000128a- 

035. scf"(54>235) 

35 GCACGAGGCTGTTTCATTAGCTGCriTATATGGAGAAGAGAGAAATrCTGTGTCTTTCCAGATCCCAAC 
AAGGGGTGCATAGAGTCTGAAGACATTCTTTTCTATTTTCCTAATCCCCCTTCTGCTGT 
GCCTACTGGCACAGAGGCAAGGTATTTGCAGAGAACAGAAANGT 

>*000128a-036.scf came from CONTIG 28 at offset 0; M E:\SEQUENCE\export\EST_db\000128a\000128a- 
40 036.scf'(43>286) 

CCCGCGTCTACTTTCAGAGCCCCCCGGGGCTGCGGCGAGGCCCGGGCGCGCGGACGAGAGGGCCCAT 
GAGGCGCCAGGGAAGGTCACGGTCAAGTACGACCGCAAGTAGCTACGGAAGCGCCTCAACCTGGAAG 
AGTGGATCCTGGAGCAGCTCACTCGCCTCTACGACTGCCAGGAAGAGGAGATCCCAGAGCTGGAAAT 
CGACGTGGATGAACTCCTGGACATGGAAAGCGATGATACCCGG 

45 

>'000128a-037.scf came from CONTIG 29 at offset 0;"E:\SEQUENCE\export\EST_db\000128a\000128a- 
037.scF(l>281) 

CACGGGCGCTTAATAGGTCCCGGCTGAGGTTGGCTGTTArTGGATTGTGAAATGCTTACTACGAAAAT 
CTGAAGCTAGCCAACGATGATTGAAATCACAAGTGGGACAGCAGGAGGAGTATCAGCTCTCTGAAAC 
50 TCTCAGCAGCTCGCGAGCCGCATAACACTGCGACGATAACAGAGACGCTTGTTCAGTCCTNAGAATCA 
CAAACCAGCAGATGAACTAAAGACGCAGGACAACTATTCATACCCATGTTGGAAACATGACTTCAAA 
AAATAAATAAT 

>'000128a-038.scf came from CONTIG 30 at offset 0; M E:\SEQUENCE\export\EST_db\000128a\000128a- 
55 038.scf'(8>426) 
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GTTAATAGATCCGGCTGAGTGAAATGTGACACCATTCACTCAAAAAGGATTGACCCTAACCAGAGGAC 
CTACTGCAACGAGCATCACTGGCCCAGCTTGAGCAGGGACAGAGAGAGTCAGAGCTGCCCCTGTACG 
CAAAGGAAGCAGCTCAGGTAGCTCGCAATCAGTGAGAGAGTCGGACAATGAAACAGATTNCGCACTT 
GTTGCCGCGGAGACGACAGGCACGCACNGCTGTGCAGCAGCCCAGACCATACTCAACCTACAAAACG 
5 TCAAAGTGAAGGAATGTGAGAAGAAGGGCAGCCGTGAACACACGACGCTTGCTAACAGAACAAAACC 
CACTGCCAACAGCCGACGGCCACCCTAAACCAGAGACTAAAGAAAAAAAGACTACACAACCATGGGG 
ATTGAAAGGCGCGAGG 

> r 000128a-039.scf came from CONTIG 3 1 at offset 0; u E:\SEQUENCE\export\EST__db\000128a\000128a- 
10 039.scf'(48>549) 

GGAAATTGCCCCAGATGCGTCCTTCATTGATGACGAAGCATTTAAGCGGCTGCAGGGCAAAAGGAACC 
GAGGGAGGGAGGAGATCAACTGTGTGGAGATCAAAGGTGACGACCAGCTCAGTGGGGGCCCAGCAGT 
GGATGACCAAGTCATTGACAGAAGAAGAAACCATGAAATCATTCAGCAAAAAGAAAGGTGAGCAGCC 
AACAGGCCAGCAGCGGCGGAAACACCAGATTACGTACCTGATTCATCAGGCTAAGGAGGTTNTNCTG 
15 GAGCTGAAGAAACACTGGTCGGGAGAACAAGCTCAGCCGCCGGCAGACCCAAAGCAAATANNCGATC 
TAGGGCTCTGGACTGACTGCTCTGGATCNCTGCAAGCCACTGGCTCGGGCCCAGCTCGNCTCTGGACC 
CAGCTGATCGAGCCAGATCTCTTTCCTGAGACCNAGCCTCGCTCTGGAGATGACTATTGAAGATTTTCT 
ACAAAGTAAAAATCACTCTTCTGGCTGGA 

20 >'000128a-040.scf came from CONTIG 32 at offset O^EASEQUENCE^xport^S^dMOOOnSaXOOOnSa- 

040. scf'(47>605) 

TGGAGCAGGCTGTGGGCGCACGCCTGATCCCTCCTGGGCGAGCGCCCCCACCCTCAGGGAACAGGCTC 
CAGCCAGACCAGCTCACTGCTTGCTGGCCACCACACACTAGCCATACAGAACATCATCATTATCTTCTG 

25 AGTACACACTGCCACCTGTGCCACCGCCACTGCCCTGACGGGGACAGCTCATTCTNGTTACTGAGGGA 
ATCTGAGCTGGCAAGCCTCGACTTGCTGAAGGGCTGAGCAACATTCATACTGCGGAGTCATTATACTG 
ACAGACGGCGGCAAGCGCATAGCTCTCAAGGATCCGCGGATCTAGCCTGATCATCTTTTATTCATGCT 
GACGGTGTTGCGTCCGTCTGCCATTACTTGATGATCAGAGGCACTGAGGCGTGCAATTGGCAGCATCA 
AAACCTATCTTTACAGACTATCATCTGCATGGCTGGCGTGCTGAAGAACGGCTCTTGAAGGAAAAGGA 

30 AAGGCGGGAGAGG 

>'000128a-041.scf came from CONTIG 33 at offset 0;"E:\SEQUENCE\export\EST_db\000128a\000128a- 

041. scf'(14>537) 

35 TTATGAATATAAAATATACATACAACATAATACACATTTACACATTTACAATT^ 
TTTTTGAGCACGTTTGGTTCTGCACGGCACAGTGGCCCATGTTCCTTCCACTTA 
CTTCACCTTGATACATACTTGGGAAGAAATACCAGGCCGAGCGTCANATGGCCAGCTTCACTGTCTTC 
CCAGAATCACTTNTCTTCTGATTCCCCTTTG 

AAATGCAGAGAAAAGAGGCTGCAGAATCCCCTTCGNCTTTCAAATCACCCTGAAACATCCCACCTGAC 
40 GAGGNGAACATCATAGCATGCTGGATAACATAGCTAAAAACTACTACAGGAGCTTGAAGGACACATA 
CAACTAACTGTCACCATGATGATACAAGGATCGAATCGGGTAT 

>'000128a-042.scf came from CONTIG 34 at offset 0;"E:\SEQUENCE\export\EST_db\000128a\000128a- 

042. scf(48>687) 

45 TAATTCGGCACGAGGGTTGCTTTGGGAGCTCTCCAGCA 

AGCTGGGTCTTCTTCGCTGCGCACGGGCTTCGTCTAGTTGCTGTGCAAGGGCGTCTCATTGCAGAGACT 
TCTCTTGTTGCAGAGCACAGGCTCTAGACGCGGAGCTGCAGTACTTTNCGCACANCNNNTCAGNAGNT 
GTAGCTCCCAGACTGTAGAGGGCAGACTCAGTAGATGGGGAGGGGCACAGCTTAGTGCTCTGAGGCA 
50 TGTGAGAATCTCCAGATCAAGAATCAACCTGTGTCTCCTGCATTGCAGGCAGATTCTTTACACTGAGCC 
TCAGGNAAGCCAAAGNGATATTAATATTAAATACTCTGATTGATATGAAT^^ 

CAGAAAAAGGGCGGCAACAAAAACTACGCCAAGCACACTGCTCATCTCATTACTTAAAACANAACTA 

CGTONrAAGAAGAGAGAACTTCTATACAGATT^ 

GGGAATGGAAAAAATTTGTTTCCCGG 

55 
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>'000128a-043.scf came from CONTIG 35 at offset O^EASEQUENCEVexportVES^dbVOOOUSaWOOma- 
043.scf'(334>638) 

AGAAGACAAGGAAACAGAGAAGAACAAGGGCACCCAAACACACACACCCCGGGCCCTGCGGTTCGG 
ACGGATGGTGCCGCCCTGAAGAACTCCCAGAGGTCCGAAGGGACGGAAGGGGGAAAAGGGTTGGGTG 
5 GAAACCCCCCCCTTCCGGCGGCCATCTGGACCCTTTTACCCAGAGGGGGCTCGCCCTAAGAGGTTTAT 

CCTACCTCCTAATTTGTTTTTCTGGGGGGGGTTTAG 

> , 000128a-044.scf came from CONTIG 36 at offset 0; n E:\SEQUENCE\export\EST_db\000128a\000128a- 
10 044.scf'(l>359) 

CGGGGGGTTATAGTCCGCTAGTGGCGCGGGTGGTTGTGAGAGGGTGTAATGTAGACAGCTATTAGAAT 
ACAAGGAATTAAAAAGGAAGGCAAAATGATATATGTGAAGATGTAATCAATAAAAAAGACACACACT 
AATCAAGTGTGGTAGACAAATATATTGTAATGCTATGCGATAGAGAATATGATTTTGGCAGCTTTG 
ACGACTCCAATATGNGGAAGTGGNCGAAATTTGTGGGTTTGACGGCGTGTGGCGCGCTCTATAGTGGT 
15 GAAATTTGAGCAGGAGGAGGAGATCAGGAAGTGGGCACGGCTTCTGTCGAGCGATGCAATCTCGATA 
GGTTGGGCTAGGGCGGAGGGT 

> , 000128a-045.scf came from CONTIG 37 at offset 0; n E:\SEQUENCE\export\EST_db\000128a\000128a- 

045. scf*(50>308) 

20 GCACGAGGGGCAGAGGTGCAACTTTCTTCGGGCGGCCCGAATCCGGGTTCATCCGACACCAGCCGCCT 
CCACCATGCCGCCTAAGTTCGACCCCAACGAGATAAAAGGCGGAGCGTGCTTTAGATGTGGGCCGGG 
GCTTCGGGATGCGGCATCCCTCCCCGTATTNCGTCCGGGCCGCGGCGCCCGCCGCTATGGGCTTTCCCA 
CGTCGGGCCTCAAGGCCGCTGCCTCCTAAGGGCCCTGCCTCTGGTGCTGNNNNNA 

25 >'000128a-046.scf came from CONTIG 38 at offset 0; M E:\SEQUENCE\export\EST_db\000128a\000128a- 

046. scf'(54>610) 

GCACGAGGGCTCCCCCCTCCCCCCGAGCGCCGCTCTGGCCGCACTGCGCTCGCCCTGAGCTCCGGGCT 

CCTGCTAAGCCAGCGCCGCTGTCGCCTCCCTCCAGTCGCCATCATGATCATCTACCGGGACCTCATTAG 

CCATGACGAGATGTTCTCCGACATCTACAAGATCCGGGAGGTCGCGGACGGGCTGTGTCTGGAGGTGG 

30 AGGNGAAGATGATCAGTAGGACAGATGATAACATCGATGACTCGCTCNTTNATGGAAATGCCTCCGCT 
GAAGGCCCCGAGGGCGAAGGTACCGAAAGCACAGTAATCACTGGTGTCGATATTGTCATGAACCATC 
ACTTGCAGGANACCAGCTTCACAAAGAAAGCTACAAGAANGTACATCAAGATTACTGAAGNCAATCA 
AGGGAACTTGAGAACAGAGACAGAAGAGAANACCTTTATGACAGGGNCTGCGAACAATCAGCCATCC 
TTGCTATTCAAACATCAGTCTTATGTGAAAACTGATNCAATGCATGGTGCTTGTGACTACGGAGAGGG 

35 GNACCCATATGATTT 

>'000128a-048 t scf came from CONTIG 39 at offset 0;"E:\SEQUENCE\export\EST_db\000128a\000128a- 

048. scf»(52>580) 

GCACGAGGGTGCTTTGAGTTCCGTCTGCGGCCAAGGAGCTCGTCCCCCACCTACCCCCACCCTCTTCCT 
40 CTCTCCTCCCAATCCCAGGCGTTCCCGACACTCTAGGCGTCAGGAGGCACGCCGACCAGCGTTCCGGC 
TGGGGAAAGGGTGGCGAGCGGGACCGCCCGACGTTGGGGTTCTAGTGTGAGACGCAGGTGCGGTCGG 
TNTCAGGAATTAGGACATCGGCTGGGCCTGAAACTCGCTGGGCATGCAGNNNNTGTCCCTCGNCCGCG 
GAGACTGGCTGTCTCACGGAGCGAGGGACGTGCATGTACCCCCGCCTCAGAAAGCGGCCNGCTGGCA 
GCCTCATGGAGGTGGNNTGTGAGCAGTGNGAATAACACGCCANAAAGCTAGCAGCTGGCGACAAAGT 
45 CAAATCCTCTGCGNNCCACCCACCCAGCATCAGCAACTACGCCAGGGACAGNGCCTGCCCATCTGNGT 
CTCGTCCTCCGACCCCCTCCCCCCCCCTCTCTGCTACTCCCGNGCCACGNATGTG 

>'000128a-049.scf came from CONTIG 40 at offset 0; n E:\SEQUENCE\export\EST__db\000128a\000128a- 

049. scf'(48>538) 

50 TTTCTTGGAACTAAGAAGGACTTACCTGACATTGGCCTCATTCTGGCCTTCACTT 

TGGAACCAGAGTTTGAGTTAAGAAACTTGGAAAAAGCAGCTGAAAACATCTCAGAGTCCACTTAACA 
ATTTAAAAATTCCACTTAAGATGCTAAATAATCCATrGCTTATGTAGCAACTCAACG 
TCCCCAGTTCTTTCTGTCTTTCCCCTCTGNGATCCTTATTGTATGGGGCTTTGNT^ 
GNGAGTACATATAGGCTGNTGCTGCNTCAGACATTTNCATCTCTCTCAAGACTGGNAGTAGGNAGCAA 

55 AACCTTNGTCTTTCAGTCTCTGTTTTTATTTGGAAGAANAATCTCT^ 
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ATCTCATACATAGGATTTCCCTACAATCTGATCACAGGAGCTGAAACGACAGGANGGNAGTGATGCTG 
GTAGACCATG 



> f 000128a-050.scf came from CONTIG 41 at offset 0; "E:\SEQUENCE\export\EST_db\000128a\000 128a- 
5 050.scf'(8>563) 

GCGTTAACTAGGGTCCCCGGCGCGGGGTCTGCTTGCTTACAGGCTGGACGGACAGACCCAGGACGCCC 
CTTGCTCCAGCCTCCGACCACCCTCCAACCTTTTTTCCAGTCGCAACCTTCGGAGTCAGCCACTC 
GTCCGCGATCACCGGGACCAGCCACCATTTTTTAATCTCTTATTATTACCGACCA^ 
GATTCGTCAGAATTATTTCTACGAGGTGGTAGGCGNNCGTCACCGCCTGGTTAACATGCATCTGC 
10 NCTCTACACCTACCTCTCTCTGGGCTTCTATTTCGACGCGACGATGTGGCCTGGAGGGTGGGGGTCACT 
TTTTCGCGAATGGNCCAGAGAAGCGCGAGGCCGGAACGCTCTTGAAACTGCAAACCAGCGGGCGGCC 
GGCCCTCTCTGGGAGGNCAAAACCATCTAGAGANGGGGGTAAACCAGACCTAGGAGCCGCTCTCGAN 
AGAAAACTGATANCTNTGGACGCAGGCTGGCTTGCCCGGAACCCAATTGGACTCTGAAACATCTAATC 
GAAGAANCAAA 

15 

>'000128a-051.scf came from CONTIG 42 at offset O/'EASEQUENCEXexport^ST^dbWOOmaXOOOUSa- 
051.scf r (l>671) 

CCACCGTGTGGCGCCGCTCTATACTATGGATCCCCGGGCTGCAGGCTTCAGTGGCAGCCAGTGCAGGG 
GGTCAGGGATCATGGGGGAGAGCGCTCTGGAGTCGGGGCCTGCGCCCGGAGCGCCGGCAGGGGGTCC 

20 GGTGCACGCCGTCACGGTGGCCACCCTGCTGGAGAAGCTGGCCACCATGCTGGAGACGCTGCGCGAG 
CGGCAGGGGGGCCTGACTCAGATGCAGGGCGGGCTGGCGGGCTCCGTGCGCCGCATCCAGAGCAACC 
TGGGCGCGCTGAGACGCAGCCACGATACCACAGTTTTCACGCTGGCGCAGCTGCTGGCCAAGGCGGA 
GCGCGTGGGCTCGCACGCGGATGCCGACCAGAACGCGCCGTGCGCCGCGCGCCCAGAGCAGAGCTGG 
AGACACCACGACTGTGGTGCGCGCGGTAGTCCACGTCTGCCTTAAGAGAAGCTGAATCCCACCAGCCT 

25 TCANAAGCGCGGACCCTAGCCCGGGAACTGGCCAACTGCCGACCGACGAAAAGTCAACAGAGAGCCG 
GGAGCAGCCGAGCGAGGACCGGTGAGAAGACAACTGCAGCCCTCAGCCAAGGCGCGCCACACAGCGT 
AGCCCCGCTGGCGCGAGNTGGCCGAGACACCTGGGCACGACAACCCCAACGGGACGGACGGGCGAG 

>'000128a-052.scf came from CONTIG 43 at offset 0;"E:\SEQUENCE\export\ESTjib\000128a\000128a- 
30 052.scf'(44>569) 

AATTGGCACGAGCTCAGGGCACCAACGACTCACTGATGAGGCAGATGAGGGAGCTAGAGGACCGCTT 
TGCTAGTGAGGCCAGCGGCTACCAGGACAACATTGCCCGCCTGGAGGAGGAGATCCGACACCTCAAG 
GATGAGATGGCCCGCCACCTGCGCGAGTACCAGGACCTGCTCAATGTGAAGATGGCGCTGGCACGTGC 
AGATTGCCACCTACCGGAAGCTGCTGGAGGGCGAGGAGAGCCGGATCAACCTNNNNNATCAGACC 
35 CTCTGCCCTCAACTTCGAGAAACAAGCCNCGACAGAGGGGGTCTGAAGTCATACCAGAAGACGNGAT 
GATCAAGACATGAGACCGGNAGGNNGAGTCGGAGTGAGGCAACACAGAGATGAGTGCTCTAAGCAG 
AGTTTTTGCTGCAANACGGCTCACTTGTCTACTGCTCTAAGCANNCTCTCTTCAGCACACCCACCATGT 
TCCTCAACTTGACTGTTCGGACCCTTTGTCCCAGGAAAGACACTCAGCAGTACCC 

40 >'000128a-053.scf came from CONTIG 44 at offset 0;"E:\SEQUENCE\export\EST_db\000128a\000128a- 

053. scf(43>620) 

ATITCGCACGAGGGGAAGGTTTTCCTGGCAGGTTGATTTCGAGTCAGCATGTCGGCTTCAATGAAGGA 

ATGCCTTCAGCTTCAGCTGCTGGAGATGGAAATGCTGTTTTCTATGTTTCCTAACCAAGG 

ACTTGAAGATGTCAATGCCCTGACGAACATAAAGAGATACTTGGACGGCATAAGGGAGGCCTTGCCA 

45 CCAAAAATCGAATTTGTGATCACCCTGCAGATCGAGGAGCCCAAGGTGAAAATTTTCTTGCAAGTAAC 
CATGCCTCACAGCTACCCCTATGTAGCACTACAGATGTGTGCACGGTCTGCAGAACTTGACAGACAGC 
AGCAGCTGCTTCTCAACAAAGGCCTCACTTCCTACATCGGGACTGTTGATCCCAGGGAGCTCTGTGTGT 
GCGCGGCATNCAGAGTTACAGACAACAGGCCTCCTACTTCTGACAGAAGCTGTGGACGAACATGAAC 
AGCAAGCCATCAGAACACTCTNCGATGTGACTACGCACATATTTCAGAGACCTCGAAAGACTGAGNCG 

50 GAAGTNGACGACGAATTGAGAAGAAGCGGATACG 

> , 000128a-054.scf came from CONTIG 45 at offset 0;"E:\SEQUENCE\export\EST_db\000128a\000128a- 

054. scf'(39>53) 
GGTCTGCAGTTGCTC 

55 
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>'000128a-055.scf came from CONTIG 46 at offset 0; M E:\SEQUENCE\export\EST_db\000128a\000128a- 

055. scf(10>290) 

CGTTAACTGGGTCCCCGGGCTCAGTTCCGCCCCCGCCCCACGCGCCCAAAAGGCTGGAGCCTCATCGC 
TCCATGTGTGGTATTTGGGGCTCTTTGGGGGAG 
5 TATTGCTCACAGGGGTCCGGGAGCATTTCGTTTTGAAAATGTTAATGGGTACACCAA^ 

ATTTCACCGGTTGGAGAGAAGATGACCAGCTGTGTGGTATGTCTGCCGATCCGAGAGAAAGAAATTAT 
NCTCCTT 

>'000128a-057.scf came from CONTIG 47 at offset 0; M E:\SEQUENCE\export\EST_db\000128a\000128a- 
10 057.scf(53>548) 

GCACGAGGCCAGTACACAGGTGTCGTGAAAACCACCGTTAAACCTAAGCCAAAAGGGAAAGGAGAAG 
ACCCACATCAACATCGTTGTCATTGGGCACGTAGATTCAGGGAAGTCTACCACGACTGGCCATGTGAT 
CTACAAATGTGGCGGGATCGACAAGAGAACAATTGAAAAGTTCGAGAAGGAGGCTGCCGAGATGGGA 
AAGGGCTCCTTCAAATATGCCTGGGTCTTGGACAAACTTAAAGCTGANNTCTTGCGTGGTATCACCATT 
15 GATATCTCGCTGTGGAAATTTGAGACCAGCGAGTACTATGNTACCATCATTGATGCCCCCAGACACAG 
AGACTTCATCANAAACATGATTACAGGCACATCCCCAGCTGACTGTGCTGTCCTGGATCGTGTGCTGG 
TGGTGGTGGATTTGAAGCCCGGATCTNCAGAAACGGCAGACCCGNGAGCATC^ 
CCTGGTGNNGAANCACTANTG 

20 >'000128a-056.scf came from CONTIG 47 at offset 20; M E:\SEQUENCE\export\EST_db\000128a\000128a- 

056. scf'(77>499) 

TGTTGTGGAAACCACCGCTTAACCTAAGCCAAAATGGGAAAGGAGAAGACCCACATTAACATCGGTG 
TCATTGGGCACGTAGATTCAGGGAAATCTACCACGACTGGCCATCTGATCTACAAATGTGGCGGGGAT 
CGACAAGAGAACAATGAAAAGGTCGAGAAGGGAGCTGCCGAGATGGGAAAGGCTCTTTAAATGCTGG 
25 TCTGACAACTTAAGTTTTTGACGGGGTCACATGATTCTCCTGGGAATTGAACAGAGTAT^ 

AGCCAAGAACAAACTATCAAACTGTTCGGCCTCCAGTGATGGCTGCGATGGTGTGGTTGGATTGAGCG 
ATTTCAACGCAACCGACTGCCTTGTTACTGGGGAAATATGGGGTACAAGATCCTACCCTANCAAAAAC 
AATGTGAAACCTTTAA 

30 ^OOOWSa-OSS.scf came from CONTIG 48 at offset 0;''E:\SEQUENCE\export\EST_db\000128a\000128a- 

058. scf'(9>565) 

GCGTTAAACTAGGGATCCCCCGGCTGAGTATTCGGCACGAGGGATCCCACAAGAGGCTGGACCCTAG 
ACATACTCTTGTTGAATAACGCACACATGGTGTATAACTAGCACGCACGTAAAACATCCGTTTTACGT 
AGCCACAGGAGGGGGAAACCATATAGATGAAAACACTGAGTCTGAGACGTGGACATCCCAGAAGTGT 

35 ATAAACTAAACTTACCTGAGTATAGGAAGAACCTCTGATATCCGTGAGCAAGACAAGGAAAAAGAAG 
AATTCTGAATATATGGGAAAGCCAGCGCTATAGGGAGAGCAACAAGGACCATGAGAGCCAGATATAT 
GATGGGGAATAGAGAGGACACACGAGGATAACATACACATAGAGAAAGCTATCAACGGGGAAAAAT 
AAGCGATGAGACACTCATGGTGGACTGAACGGCCGGCATAGGGAGGCAACGATAGTATACGAGGGAA 
ACGAACAATATGACGCAATAAACGAGTAGAAAATGGGAGCTACACAGTGTTTAGGAGGAGCTATGGA 

40 CAAACGGGTTTTAAATTCCGG 

>'000128a-059.scf came from CONTIG 49 at offset 0; M E:\SEQUENCE\export\EST_db\000128a\000128a- 

059. scf'(40>518) 

GTCTGCTATTCGGCACGAGGGTTTACCAGCTTAGAGGTCTTGGACCAATTGAAGAAGACACTATTCTT 
45 GTCATAGATCCAAATAATGCTGCAGTACTCCAGTCCAGTGGAAAAAATCTGTTTTACTTGCCACATGG 
CTTGAGTATAGATAAAGATGGAAAGTATTGGGTCACAGACGTGGCGCTTCATGAGGTGGTCAAACTAG 
ATGCAAAGAGTAAAGAAGGCCCTCTGCTAACCCTGAGAAGGAGCATGCAACCAGGCAGTTTTCTAGA 
AACACTTCTGTGCAGCCCACCGATGTGGCTGNGGGACCAGACACCGGAACCATCTATGTGTCAGATGA 
CTACTGCAACAGTCGCCTTGTGCAGAGTTCACCAAGTGAAAAATTCATCACACAGTGGGGAGAAGCGT 
50 CTTAGAAAACAANCCTATACAGACCCAGTCAGAGTTCTCACAACTTGCCCTGTNGCCTCCCTGGCCAC 
TGGG 

>'000128a-060.scf came from CONTIG 50 at offset 0;"E:\SEQUENCE\export\EST_db\000128a\000128a- 

060. scf"(45>469) 

55 TTCCAATGAATATTCAGGACTGATTTCCTTTAGGATTGACTG 

ATTACTTACATATTGTAAAATTTACCCCTGTAAAGTATACAATTCAGTGGGTCTTT 
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TATATTTAATAACACTAATCTCAGAAATTTCATCACCCCCAAAAGAAGTCACATACACATTAGCAGTC 
ACTTCCCATTTTCATTCCTNCCATCTCCAAGCAGCCACTATACTAGTNNNN^ 
GGACATTTAACTATATGAATTCTACAATATGGGCTTTTGTGACCATTNNCTTTACT^ 
TATTGTGCAGGGCAGGGGCATACTCATTCTCCTCTGTTCTTAGTAGATGGNGAGAGAGAAAGAAAAAA 
5 AAAAAATGTAAA 

>*000128a-063.scf came from CONTIG 51 at offset 0; M E:\SEQUENCE\export\EST_db\000128a\000128a- 
063.scf'(49>634) 

CGCTGACTATTCTCAACCAACCATAAAGATATTGGTACCCTTTATCTACTATTTGGTGCTTGGGCCGGT 
10 ATAGTAGGAACAGCTCTAAGCCTTCTAATTCGCGCTGAATTAGGCCAACCCGGAACTCTGCTCGGAGA 
CGACCAAATCTACAACGTAGTTGTAACCGCACACGCATTTGTAATAATCTTCTTCATAGTAATACCA^ 
CATAATTGGAGGATTCGGTAACTGACTTGTTCCCCTAATATTGGTGCTNNN^ 

AAATATATAAGCTCTGACTCTCCCTCCTCATTCTACTACTCTGCATCTCTATAGTGAGCTGGGCAGGAC 
AGCTGACCCGGTACCTCCTTACAGCAACTAACCTGCAGAGCTAGAAGACTAACATTTCTCTTAACTAA 
15 AGAGATCTCATTTAGAGCACACTTATACACATATAAAAAGACCCGCAGGACATACAACCTTGTGTGAA 
CGATATACGCGACATATACTTTCCTGTTT^ 
AGGACTTTTTAACTTTTGTTTC 

>'000128a-064.scf came from CONTIG 52 at offset 0; M E:\SEQUENCE\export\EST_db\000128a\000128a- 
20 064.scf'(54>595) 

GCACGAGGGGGATCTACACTCGAGTCAAGAACTACGTTGACTGGATAAGGAAGACAATGCAGGAGTA 
TAGTGCCCCCAGTGTAGACTAACCATACAGGTCCCACCAGCCTCTCTAAGGGCTGTGACCCCTCTGGA 
CTTTCTCTTCCTCACAATAGTTCCATTATTTCACCATGACTGAGAGAGGACACGGGAGTGAGATTGAGC 
TAGTGCCAGGACTTGGATGTCGGGACACTGGGTTGGAGGTAGGGTGTNTNTCCTGTGGCTGTGTTGGT 
25 CTTTCAGTATAGATGGACTAACTACATGGGGTCCTCTCCCCCGAGTCCATCCTGTGGACTTCAGTGTGC 
AAGGGAAACCCTCTCTTTCTCTATTCATGGGTGGNNNAGGGTCCTCTTCTC 
CAGATCTGACTCTGAAATTTGCTGTGGGGCATTCTCTTGATTTTNTTGG 
TGACCACACGTTCTGCTACTACTGTAATAAGCATGTTATAACCCAAAAAANAAAAAACTGGA 

30 >'000128a-065.scf came from CONTIG 53 at offset 0;"E:\SEQUENCE\export\EST_db\000128a\000128a- 

065. scf'(50>578) 

GCACGAGGTGAAACCTTAAATCCCACAACATTTATTATAAAGGTGCTGTAAAGGGAAACGCTGGGCT^ 
CATGACGGGCTTATCGGTAGGATTTCTGGTAGCGGGCACGGGCACCAGGACCTCCAAACTTCTTGGAT 
TCGCAGCGACGGGGATCGGCTACCAGCAGGGTCCGGTCATACTGGATGAGGATGTCTTTGATCTCCTT 
35 CTTGGAAGCCTCATCCACATATTTGTGGTAATAGGCCACCAAGGCTNATTAGATGGACTGGCGGATGG 
CGTAAATCTGGGCGACGAGACCACCACCCTTCACTCGGACGCGGATGTCCACACCAGCAAATCGCTCC 
TTGCCCNAGAGCAGAACAGGTNCCAGTAGCTTGTATGCAGCGTGCGCGGTTCGATCATTCTCAGGGTC 
GTGCGTTCACCTGATGAGGNCGNTACCTCGTTTGCAGTGCGCCAGGCTGTGGCCGNCTTCTTACGNCC 
GAGACTTGCACGACTGCAGAGGCCCTTTGGACGCATGGCTCAGGCGCAGAACG 

40 

>'000128a-066.scf came from CONTIG 54 at offset 0; n E:\SEQUENCE\export\EST_jIb\000128a\000128a- 

066. scf'(50>515) 

CCGGGGACGAGGGCCTGACCCACTNACAAACGTGTGCTAGACTACCCGAGGGACCCTTGAAAGCCAA 
AGCTCGGTCCCCGGTAGCGTCGAAGGCTACGAATCTTGTCCGCACCAACGCCGACCTGAGGGGGGAG 

45 GGGCTGCAGCCAGGAAGACAGAGCGGAAAGAACAAAGGAGGGCGAGGAAAACAGGCGAAGCACAA 
AGAAAAAAACAATAAACCAGCGCAGTCGGAGGAGGCACACGTGTGGATGGGATGAGCTCTTCTATGA 
GAAGGACAGCGCCGGTGCAGCCAGACCTGAATGCGAGGAGGAGGAAGAGACAGAAGTGGGAGAGGA 
GCAGGAGTAGGCGGCAGATTGGACCTAGCACAGCTACAGAGAATGATGGCTGGGGGGAGAAGAGGCT 
GGATAGAGCGCGGGTAGATATGACACAAAAAGATGACGAGAACGCGCTGAGAACACGGGAGCAGAG 

50 A 

>'000128a-067,scf came from CONTIG 55 at offset 0; "E:\SEQUENCE\export\EST_db\000128a\000 128a- 

067. scf*(9>545) 

CCGTTAAACTAGGGATCCCCGGGCTGCAGGCAGAGACGGGCGCCGTCCCATCTCGGCCTCTGGGTAAC 
55 TTCTGCTTGACTGACCGACCGTGACCCTGACATAGCGTCATATTCATGGCAGCCAAGGGAGGCACTGT 
CAAAGCCGCTTCAGGCTTCAACGCTGCCGAAGATGCCCAGACCCTGAGGAAGGCCATGAAAGGGCTT 
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GGCACAGATGAAGATGCCATCATCAACGTCCTGACCTATCGCAGCACGGCCCAGCGCCAGGAAATCC 
GGACAGCCTACAGTNTTTCCATCGGCAGGGACCTGATGGACGACTTGAAGTCAGAACTGAGTGCAAAC 
TTCGAGCAGATGATCCTGGAGATGATGACACCCCACGAGCTGTACGATGTGCAGGAGCTGCGTAAGG 
NCATGAAGGNAGCTGGCACAGATGAAGGCTGCTGATTGAGATCCTGGCTCCNGACACCGAGAAGAAC 
5 GGCGCATAACAGACCTACACTGCATATGCGNAGCTGAAAAGAATCGTCGACCGCATCATGTCACG 

>'000128a-068.scf came from CONTIG 56 at offset 0;"E :\SEQUENCE\export\EST_db\000 128 a\000 128a- 

068. scf'(51>578) 

CCGGGGCTATATTTATTGGCGCCTTCTCTCAACTGATCCTGTCACAGCTAAAGAAGTAGTCTTGTCTGA 
10 AAAGCCACTGATTTCTGAGGAGACAGATCTTATTGAGCCAACTCTACTGGATGAGCTAATCTGCCACA 
TTGGTTCTTTGGCCTCAGTGTACCATAAGCCGCCCAATGCTTTTGTGGAAGGAAGTCATC 
GCAAACACTTGCCAATACATCATGGGAGCACTGATGCAGGAGACAGCCTTNTNGGCACCACCACTGCC 
ACCAACCTGAAGCAGCCTCAGGTTATTCCCTCCAGGTGACCTTTGNGGGATCTTTAAACCTGA^ 
GTCCCAGGCATGTGCACAGTATCTTCATGCAATGGAGCAGGGATCTCTGGAGANGCTAAAGGCGNGG 
15 GAAGCCTCTCCACATCAGGCGCACCTGTCCTCCTATCTGCGGCAGAAGGCGAGAACGTGACTTCCGGA 
AGCAGCACGGGAAGGGTCAGTGTGCGCTGAAAGTAAACGGAATAAAATATA 

>'000128a-069.scf came from CONTIG 57 at offset 0;"E:\SEQUENCE\export\EST_db\000128a\000128a- 

069. scf f (49>593) 

20 TCAGGACAGAAATGTACAAGCTCATGGTCCGTATTCATAAATAGGAGATTTCGGGAAGATGAGACTGG 
ATTATAAACAGGATCAGTCAGAAGCTGAAGATCTTAAGGATATGCAGTGGAAGGCAAACATCTCTTCA 
TTCCACAACAGAAAACTATGACGATCAGAAACTTTAAGTGAAAAAAAAAAAA 
AACACATCCTTCAGATAACCAAACAATGTAAAATACTGCAGGGTTTTGACCGTTO 
AAGGTGGACTCAATTTCAGTGTCACTCTAATTCGCATTGTGGATCAGAATCTTGGAGCCAAAAAAAAG 

25 GAAATCCAATCATAGCACANAGCTTGGTGGNTTATTGAATAACATTTANATAATCATAATGGAAANTC 
CTGTTATGGNNTTCATCTTTTTTAGAGAATGCTATTACGGTACAG 

ATGCGNANNNAGGCATACAGGNAGATGCAGGNCGGCGCTGGNAAGNAGGNNGNCTTTAAGNGGNAG 
CGN 

30 >'000128a-070,scf came from CONTIG 58 at offset 0; n E:\SEQUENCE\export\EST_db\000128a\000128a- 

070. scf'(50>628) 

CGTGGCTACAGCTTCACCACCACGGCCGAGCGGGAAATCGTCCGTGACATCAAGGAGAAGCTCTGCTA 
CGTGGCCCTGGACTTCGAGCAGGAGATGGCCACCGCGGCCTCCAGCTCCTCCCTGGAGAAGAGCTACG 
AGCTTCCTGACGGGCAGGTCATCACCATCGGCAATGAGCGGTTCCGCTGCCCTGAGGCTCTCTTCCAG 

35 CCTTCCTTCCTGGGCATGGAATCCTGCGGCATTCACGAAACTACCTTCANTTTTTCATGAAGTGTGACG 
TCGACATCCGCAAGGACCTCTACGCCAACACGGAGCTGTCCGGCGGGACCACCATGTACCCCGGCATC 
GCGGACAGGATGCAGAAAGAGATCACTGCCCTGGCACCCAGCACATGAAGATCAAGATCATCGCGCC 
CCCTGAGCGCAGTACTNCGTGTGGATGGNCGCTCCATCCTGGCTCGCTGCCACCTTCACAGAGNGGAT 
CACAGCAGAGACGAGAGCCGCCCTCCTCGGCACGCAAGCTCTAGCGACGTAGCGCGTACCCTTTCTGC 

40 AAACTACTGCCAAACGAAGAAATGAGTCTTTGTTT 

>*000128a-071.scf came from CONTIG 59 at offset 0; "E:\SEQUENCE\export\EST_db\000128a\000 12 8a- 

071. scf(55>577) 

GCACGAGGCAGGAATGGGGCCCTTACCAAGGAAAAGTCGGTGAAGCATATGGACTTGTGCCTGACCG 
45 TGGTGGACCGGGCACCTGGCTCCCTCATAAAGCTGCAGGGCTGCCGGGAGAACGACAGCAGGCAGAA 
ATGGGAGCAGATCGAGGGCAATTCCAAGCTGCGGCATGTGGGCAGCAACCTGTGCCTGGACAGCCGC 
GCAGCCAAGACGGGCGGCCTGAGCGTGGAGGTGTGCGGCCCGGCGCTTNNTTAGCAGTGGAAGTTCT 
CGCTCAACCTGCAGCCGTAGGGGAGCCTCCCGCGTCTGCCCGCGCCCGGCCACCCAGCGACGAGCACG 
TCATCAAGTCTGTTTCTTAATACTTNCGAGAAACTATATACCTCAGTATTCATCATGTCTGCAGGTCGG 
50 AGACTAGCGCGGNGAGGGCGCACCAGAGCGGAGGAGAGGAGCTOTGCGCCCTCTCGCCTGCGCTGGC 
GNCCACACCCTGGAGCACGGNCCGAGNNNGACGGAAGAAGGGCCTGCCAGG 

>'000128a-072.scf came from CONTIG 60 at offset 0; M E:\SEQUENCE\export\EST_db\000128a\000128a- 

072. scf'(36>612) 

55 GTGCTGCATGAATTCGGCTCGAGGCTGCCCGGTGCTTGCCTGCTGCCTGCCTGCCTGCCACTGTGGGTT 
CCCAGCACCATGAGGGCCTGGATCTTCTTTCTCCTTTGCCTGGCCGGGAGGGCCTTGGCAGCCCCTCAA 
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CAGGAAGCCTTGCCTGATGAGACAGAAGTGGAGGAAGAAACCGAGGCCGAGGTGGCCGAGGTACCCG 
TGGGAGCCAACCCCGACCAGGTGGAAGCAGGAGAATTCGATGATGGTGCCGAGGAAACCTTCTAGGA 
GGTGGAGGCCGAGAACCCCTGCCAGAACCACCACTGCAAACACGGCAAGGAGAGAGAACTGGACGA 
GAACAACACCCGCTGTGTGAGAGCCAGCACCCCACCAGCTGCCCTGCCCGCATCGGCGAGTTGAGAA 
5 AGAGTGCAGCAACGACAAACAGACCTTCGACTCTTGCTGCCCACTTCTTGCACCAGNGGACACTGGAG 
GCACCAGAAGGGCACAACTGCACTGACTACACGGGCCCTGCAAACATGCCCCCTGCTGGACTCGAGCT 
GACGATTCCCTGCGCAGCGGACTGGCTAGTACGACT 

>'000128a-073.scf came from CONTIG 61 at offset 0;"E:\SEQUENCE\export\EST_db\000128a\000128a- 
10 073.scf'(55>610) 

GCACGAGGCTTCAAGGCCCTCATTGCCGCTCAGTACAGCGGGGCTCAGGTCCGCGTGCTCTCCGCACC 
ACCCCACTTCCATTTTGGCCAAACCAACCGC^ 

TCCAGCCTTTGAGGGTGACGATGGATTCTGTGTGTTCGAGAGCAATGCCATTGCCTACTATGTGAGCA 
ACGAGCAGTTGCGGAGAAGCACTCCCGAGGCAGCAGCACAGGTNNOTCAGAGGGTGAGCTATGCTGA 
15 TAGCGACATAGTGCCACCGGCCAGCGGGGGGGGTGTTGCCTACCTTTAGCATCATGCACCACAACAAA 
GCAGCCACAGAAGATGCAGAGCAGGAGGTGAGGCGAANTCTGNNGCTGCTGGATGCTCACTTGAAGA 
CGAGACTTNTCTGGGTGGCGAACGCGTGNACGCTGCTGAATCACAGATGTCTGCACCTGTGTTGGTTT 
ACAACAGNTCTGGAGCCTCTTTCGCCAGNCCTTCCTATACCCACGCTGGTCTTACTGCATATCANCCCC 
ATCGGNCTGTTG 

20 

> 1 000l28a-074.scf came from CONTIG 62 at offset 0; H E:\SEQUENCE\export\EST_db\000128a\000128a- 

074. scf'(16>50) 

AATGACCCCGGCTGATAATCGTTGAGGGGAGCTGA 

25 >'000128a-075.scf came from CONTIG 63 at offset 0;"E:\SEQUENCE\export\EST_db\000128a\000128a- 

075. scf'(56>567) 

GCACGAGGGGATTTTGCAGACATGATTCATATTTCCTTCTTAAAGTGTATTTCTTTCT^ 
AACAGAGAAGGAGGGTCTGGCGTGGCCTCTCTGAGATTGTTAATGATGTAAATTGAGTCCCTGGTTTT 
TTTACTTCCGTCTCGTGTCACATGACCGGCGTGCGCATGGAGTAGAAGGATGATGCTGAGAAGTCAAG 
30 GAACTGAGCACGCGGACGAACAGAGGCCGCGTCAGGCGCCTTTCCACCAACCCACCCTCTCCCCTCAG 
TTTGGTTGTTAGTCTCACCCAGTCTCCTTGAGAAGATGGAGGGAGGCTGACACAACAGCGCGACACTA 
CCCTGTGCCCCGCCCGACCATCACGAGCCTACGTCCTCAAGAGCGGTGCCGCGCTGTGCGTGGAGAGT 
CAAACAGTATATGTGTATGAAACATGTACACATCAAGTTATGATATAAGATCTCAACTTCTAATTTAAT 
TTTAAAACTGATGTTGTCTAGGGGGGTTTGTCTT 

35 

>'000128a-076.scf came from CONTIG 64 at offset 0;"E:\SEQUENCE\export\EST_db\000128a\000128a- 

076. scf'(50>486) 

CTCGTGTGGACTTTATCTTGAGGGCAGAGAAGAAAGTAATTTAAGTGTGGAAGATAGAATTGAT^ 
TTGGAATTCTGACACCGTAGCTCTATGGTACATCAAGCTCCCTTCATATGAACCTTCAAGTTGAGAGCT 
40 TTGTAAGATGCTGATGTGTGTTCACGTGTCCGGTCACATAAGTTAGTTCACGTGTCTGGCGTACTTCTC 
AAGGTAGTGTACTGTAAGATTAAAAGATGTTGTATTTTTTGTGTT^ 

AAGGATTGGGAATCCTACTACACTACAATACTATACAGTTGATTGTTAGATGGGTACCTAGGCTAACT 
NNTGTGGACTTATGAACAAATTGGATTTATGAACATGCTCTTAAATGGAACTCATTCATATGAAGGNG 
ACTTACTGTTATAGTAGATGGGGAGG 

45 

> f 000128a-077.scf came from CONTIG 65 at offset 0; "E:\SEQUENCE\export\EST_db\000128a\000 128a- 

077. scf"(47>555) 

TGTTGAGTGGTTGTGAGATTTAAAAAGCAAAACAGACCACTGCTGGCTGGTTGGTGCCGAGGTGAATC 
ACCCAAAAGCTCCCATGCCACAGAGCGAAGCCGAGACCACGAAACCTGGGTTCGAGGCCCAGTGGGA 
50 AGGGGTGCATGGCCTCACTCCTCACTGCTGCTCACTTCCTCCAGGGCAGCATCTCCCCTGNGTTTGCAC 

GCCAGTGATCACCCCCGAGCCGGGCTGGGTAGCAGGTGACCTGACATGCGNNGATGTGCCCTCAAGA 
GCCTGGNGCCTTCACCGCTTTGTGCTTGGGCTGNGTGTGCCTCGCTCCCTCTGGGGCGGNGGCCGCTGC 
AGACCTGCCCNAGGGTCCAGNNCGGGAGCCACCACTGATCATACCAGGCTGNCAGCCACGGACGCTC 
55 GCCTGGTCTGCTCACTTCCCTGGCTGGANNAGT 
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>'000128a-078.scf came from CONTIG 66 at offset 0;''E:\SEQUENCE\export\EST_db\000128a\000128a- 
078.scf'(49>560) 

TTATTTCGGCACGAGGATCATTGATGCCCCAGGACACAGAGACTTCATCAAAAACATGATTACAGGCA 
CATCCCAGGCTGACTGTGCTGTCCTGATCGTTGCTGCTGGTGTTGGTGAATTTGAAGCCGGTATCTCCA 
5 AGAACGGGCAGACCCGTGAGCATGCCCTTTTGGCTTACACCCTGNGTGTGAAACAACTAATTGTTGG^ 
GTTAACAAAATGGATTCCACTGAGCCACCCTATAGCCAGAAGAGATACGNTTNAATGGTTAGGGAAGT 
CAGCACCTATATTAAGAAAATTGGCTACAAACCCGACACAGTAGCATTTGTGCCAATTTCTGGCTGGA 
ATGATNGACACATGCTAGAACCAGTGCTATATGCCATGTTCAGGGATGGAAGTCACCCGTAGGGACGC 
ATGCCAGGGAACCACCTGCNTGAGCTCTGATGCATCTGCACCACTCGCCACTGACAACCTGCGTGCTC 
1 0 TCAGAGCTATAATGGGGATGTACGCCTGGGNCGGG 

>'000128a-080.scf came from CONTIG 67 at offset 0; M E:\SEQUENCE\export\EST_db\000128a\000128a- 
O80.scf'(46>302) 

TGTTATTCGGCACGAGGTAAGTGTAATCGGCAGAAACAACAGCAACATCTTTGACCTGAACCGGAATT 
15 TCCCGGACCAGTTCGTTCAGATCACAGAGCCCACCCAACCAGAAACTATGGCTGAGATGAGCTGGATG 
AAGACCTATCCATTTGTGCTGGCAGCAAACCTGGATGGAGGGACTTTGGAGGGTAACTACCCTTGTGA 
GATGATGAACAAGGCAGTGCCACATATAGGAAATGACCAGATGATGCTGTTCT 

>'000128a-081.scf came from CONTIG 68 at offset 0; M E:\SEQUENCE\export\EST__db\000128a\000128a- 
20 08Lscf'(51>540) 

GGAGATGAACCGATAGATTTCAAAATCAACACCGATGAGATTATGACCTCACTCAAATCAGTCAATGG 
ACAAATAGAAAGCCTCATTAGTCCTGATGGTTCCCGTAAAAACCCTGCACGGAACTGCAGGGACCTGA 
AATTCTGCCATCCTGAACTCCAGAGTGGAGAATATTGNGTTGATCCTAACCAAGGTTGCAAATTGGAT 
GCTATTAAAGTCTACTGTAACATGGAAACTGNGGAAACGTGCATAAGNNTNAGTCCTTTGACTATCCC 
25 ACAGAAGAACTGGTGGACAGATTCTGGTGCTGAGAAGAACATGTTTGGTTTGGAGAAATCATGAGGT 
GGNTTTCAGTTNAGCTATGGGCATCTGAACTTCCGAAGACGTCTCGATGTCAGCTGGCATCCTNCGACT 
TTCTOCAGCCGGCTCTCAAACATCAATATCACTGCAGAATACATGCTACTGGATCATGCAGGGNAATG 
TAAGAAGCTGAAGT 

30 >'000128a-092,scf came from CONTIG 68 at offset 441 ;"E:\SEQUENCE\export\EST__db\000128a\000 128a- 
092.scf f (63>428) 

GCTTATAAAGCCATAAACATAGGATACAAGAAGCTGAAGTTGCGGCGGGTAGGTAAGAAAAAATGAA 
AGGAGAAGAACAGGACGGACACGGGCAGGAGGAAAGGACCAGGGGGAAGGGCGGGAGAGGGGGAC 
AGAGGAAGGAGGGCGGAGGGGGGGGGGCCTGGAGGAGAGGAGGAGGGAGAGAGGGAGAGAAAAAG 
35 AGAGACGAAGAGAAAAACAGAGGAAGGCAGAGAGGAGACAGAGAGGGACGCGAAGATAGGAGAAG 
CAAAGGCTAAGTGGCTAGAAGAATGGAAGCAAACAAAGAGACACACGACAAGAAAACCACACCGCA 
CGCTACTAAAAAGAATGGAAAAAAAGAAGACAAATTGT 

>*000128a-082.scf came from CONTIG 69 at offset 0;"E:\SEQUENCE\export\EST_db\000128a\000128a- 
40 082.scf'(53>345) 

TCGGACCCGTGTCGGAACCTGACCGGACAAGAAGACGGAGCATCGGTGAGATGTGTACACGGCGTCA 
CTGGCATGGGTGCCGTGGCATGTGTCACCATATGAGCACCACGCCTGGATGGCACCGCTGGGCACCGC 
GGCTTGGCACACCACAAGGGCCCTCGCCGCTGAGATGGACGANAGGAGGTGGAGTAGCAGAGACGTA 
TACAGCAGGGCGGAACAAGCAGGGACAGTATGATAGGGAGTACATCACTGTGGTGACATTGCATCAT 
45 GGGATACTCATCATGATGCTGCCA 

>'000128a-083.scf came from CONTIG 70 at offset 0;"E:\SEQUENCE\export\EST_db\000I28a\000128a- 
083.scr(51>541) 

CGGGCGGCCGCCTGGCCCGGGCAGTGACGCGGGCGCTGGCGCTGGCCCTGGTGCTGGCCCTGCTGGTC 
50 GGACTGTTCCTGAGCGGCCTGACCGGCGCGATCCCGACCCCGAGGGGCCAACGGGGACGGGGGATGC 
CGGTTCCGCCCGCCTACCGCTGTCGCTCGCTGATCCTGGACCCCGAGACGGGCCAGCTGCGCCTGGAG 
GATGGGCGCCACCCTGACGCCGGAGCCTGAGGCCAACCTTACGAACGTTCCACGCGAGAGCGGGAGG 
GCCTTTGTGGAGCTGCACACGAACGGGCGCTTGAATGACAGACTGCAGGCCTACGCCGCAGGCGAGA 
AGGAGGCTGCTGAGTGCGGAGAGCTGATCTACATGTACTGGATGAACACGATGGAGAATTACTGCGG 
55 ACCCTTCGAGTATGAAGGGGTATACTGTGAGATGCTCAAGAACTTGCTAGAGGGCAACCTGTAGTGGA 
TGCAGAAAGATATGGAGCT 
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> , 000128a-084.scf came from CONTIG 71 at offset 0; M E:\SEQUENCE\export\EST_db\000128a\000128a- 
084.scf'(47>645) 

CTGGTCCCCCAGGTCCTCCCAGCGGCGGCTACGACTTGAGCTTCCTGCCCCAGCCACCTCAAGAGAAG 
5 GCTCACGATGGTGGCCGCTACTACCGGGCTGATGATGCCAATGTGGTCCGTGACCGTGACCTCGAGGT 
GGACACCACCCTCAAGAGCCTGTGCCAGCAGATCGAGAACATCCGGAGCCCTGAAGGCAGCCGCAAG 
AACCCCGCCCGCACCTGCCGTGACCTCAAGATGTGCCACTCTGACTGNTOTAGCGGAGAATACTGGAT 
TGACCCCAACCAAGGCTGCAACCTGGATGCCATTAAGGTCTTCTGCAACATGGAAACCGGAGAGACCT 
GTGTATACCCCACTCAGCCCAGCGTGACCCAGAAGAACTGGTATATCAGCAAGAACCCCAGGAATAG 
10 AGCACGTCTGGTACGCGAGAGCATGACCGGCGATTNCATTCGAGTATGGCGGCAGGGTNCGATCTGNC 
GATGGGNCATCCACTGACTTTCTGCGCCTGAGTNCACGAGGCCNCCANAACATCACTACATGCAGAAC 
AGNGGNCTAACTGACCACAATGGCACTCAGAAGCCTGTNCTCAGGCTCANGGATAGA 

>'000128a-085.scf came from CONTIG 72 at offset 0;"E:\SEQUENCE\export\EST__db\000128a\000128a- 
15 085.scf , (304>310) 
CAAGCAG 

>'000128a-087.scf came from CONTIG 73 at offset 0; H E:\SEQUENCE\export\EST_db\000128a\000128a- 

087. scf'(293>298) 
20 AAACAC 

>'000128a-088.scf came from CONTIG 74 at offset 0;"E:\SEQUENCE\export\EST_db\000128a\000128a- 

088. scf'(302>308) 
CAANGNG 

25 

>'000128a-090.scf came from CONTIG 75 at offset 0; M E:\SEQUENCE\export\EST_db\000128a\000128a- 

090. scf'(56>598) 

GCACGAGGTCTCCACGTACGGTCAGTTCTACGGTGGTGACAGCTACATCATTCTGTACAACTACCGCC 
ACGGCGGCCGTCAGGGACAGATCATCTACAACTGGCAGGGCGCCCAGTCCACCCAGGATGAGGACGC 

30 TGCCTCGGCCATCCTGACCGCTCAGCTGGACGAGGGAGGCTGGGAGGGGACTCCCGAGCAGAGCCGA 
GAGGGCCAAGGCAAGGAGCCCGGTCACCTCATGAGCCTGAGTTCTCGGAAACCCATGATCATGTACA 
GGGGCGGCACCTGCCGCGAGGGAGGGCAGACGGCGCCGCGCCAGCACCGGCCTGGTCCAGGGCCGGG 
CCAGCAGCTCTGGAGCCACCCGAGCCGTGGAGGTGATGGCCAAGGCTGCGCGCTGATTCCAACGATGC 
CTTTGACCTGAGACCCCTCGGCGCCTACTGTGGTGGGTGCGGAGCAGCGAGCAGAAAGATGTGCCTGG 

35 ACTGTCAGTGGCTCGGCCAACCGGCGGTGCAGAGGCAGAGCCAAGCTTTGGAGCCTGTGGGAGGCCC 
TCCG 

> r 000128a-091.scf came from CONTIG 76 at offset 0; "E:\SEQUENCE\export\EST_db\000128a\000 128a- 

091. scf'(80>368) 

40 CATTACATATTGTGACTGCTACTGTTATAATGATCCACGATCACTACGAGCACGAATGTTACGACGCTG 
TTACACGATGAAAGTGGGTGGGCAGTGGCATGGATAATGGCGTCACACGAAGTAATAATAATAGCAG 
AAACTGGCATAAAAGAAATCAATGGCACACACACAACGGCGGAAGGACAACTGCCAAGACAGAACC 
GCAAATGTAGCTACATTGGCTGCTGTAGTGTGGAAGGAGGAGGGAGCGAGGAAAGGGAGAGGGCGA 
GGCGTGCATGGACGAGTGGGG 

45 

>'000128a-093.scf came from CONTIG 77 at offset 0; M E:\SEQUENCE\export\EST_db\000128a\000128a- 
093.scf'(52>500) 

TTTTCGTTTAGAGTTGTTTATGCTTTATATGCAACTCTCTTATG^ 

AGATAGATAAAGCTTCGTGGGGCTAGGTAAGAAATTATGCCAAGCTGGAGAACAGCCAGGCCCGGGA 
50 GAAAGGAACGACCAGCCGTTAGGCCGGAAGGAGACAGAGGACGAGGCCGAAGGGGGACAAGCTAGG 
AAGACCAGAAGAAAGACAGACAGGGACAAAAAAAAGAAAGCCAACAAAAAAACACATGAAAAAAG 
GCAGGTGACAAAGAACGACGCGATTATTTGAGAATCAAAGGCTACTATTGTTTTTAA 
AAAAACGACGTAGCGGCGATAAGAAAACACCCGGCAAGCTTCTAAAAAAAGAGTGGGAAGAAAAAA 
GCAAAGTGCAAGAAACGGAAATCAAAAGCTAAATGAAAGGCCACTCC 

55 
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>'000128a-094.scf came from CONTIG 78 at offset 0;"E:\SEQUENCE\export\EST_db\000128a\000128a- 

094. scf , (l>358) 

CTCAGGGGCGGCGTCTAAACTAGGTCCCGGCGCAGCCTCTGGCTGGTTCCCTACACGACCTTCCCCTA 
GCATCTCCAGACCATCCATTGAGCGTCGTACATGACGACACTAAGGACACCTTGAAGCAACAGGAAA 
5 GAGAACAGAGGGGGAAAGAAGAGAGGGAACCAATAGAAGTGGGGAAAGGAGGAGGAAGGACCAAG 
GGAACGGCAGGACAAAGGACGAAGTTCTAGAAAGGAAAACGGAAAAAGAGAAGAAAAGGAGACCA 
AGAAAAAAGAAGAAAGGCAATAAACAAGTAAAAGAACCACGATGGGGAGGAAGGGGAGAAACGCA 
CACATAGCGGCAGGCGGGACCGGGGAAA 

10 > r 000128a-095.scf came from CONTIG 79 at offset 0; n E;\SEQUENCE\export\EST_db\000128a\000128a- 

095. scf'(53>524) 

CGGTCTGGGGCTGGTGTTCCAGCGCCACATACCTTAGCACCAGATGGACAGCTCCACAGCCCAGAGTC 
TCCTCTGTGGCCTGAGCTACACCTCTGCCGGCTCCCTCAGCCGCCACCTCTTGATCGGCCACAAGGTGA 
GAGACCAGGAGGAGGAAGAGGCAGAGGCGGCAGAGCCAGAGGAGGGGCTGGGGGAGGAGGTGCCC 
15 ATGGGGACCAAGGAGAACGGACTGGAAGAAAGTGCCGAGGTCTCCAGTGTGAGGCGACTCCGAGACG 
AAGAGATCTCTGAGCCTGGCCCAGGATGAGGATGGAGCACGAGATGCTCCTAAACGACCACAGACCT 
GTCAGGACCGGGACAGCCACACACCGAGACCCGCAGTGTGACCAGAGGCCCTGCAAGGCATGGGGCG 
GGTGGACGCGGGNCGACGCNGCGCTGCTGTGGGGACAAGGGAAANAACAGCCCACCAGGGNGAGTG 
GCG 

20 

>'000128a-096.scf came from CONTIG 80 at offset 0; n E:\SEQUENCE\export\EST_db\000128aV000128a- 

096. scf'(42>393) 

TAGTTCTAGACTGATATACGATCCTGTATGGTGTGCGGTGTGCTTTAAAATGAACACACAAAAGACAT 
25 AATGGAGAAGAGGAAAAGAGGAGGAAAGGAGAGAAGAACGAAAAAGAGGGAGCGGAGTGGAGAGG 
AAGGGAGGGGGAGGAAGAAAGAAAAAGGGGAGGGAAGAGAGAAGGGGAGGTCTGGGGAGGAGAAA 
GGGAGAAGGAGGAAGGGAGAGAGGAGAAGAGAAGAGTGAGATAAAAAGGACAGACAAGAGAACAG 
AAGAGAACAGAAGGAGAGA 

30 >'000203a-001 .scf came from CONTIG 1 at offset 0; ''E:\SEQUENCE\export\EST_db\000203a\000203 a- 

001. scf(45>465) 

GCACGAGGCTGTTTTATATTCGCCCATTCCAGTCCATTTTAATTCTCTGATTC 
ACTCTTGCCATCTCCTGTTTGACC^ 

TGCAATATTGCTCTTTTTATCATCAAACTITACTTCTATCACTAATTACATCCA 
35 TirGCTTTGTITrCATTCTC 

CTACCGACCTGGGGGGGTGATCTTTTCATGTCTTTCTTTTTGCTT^ 

AAGATATGAAGAGTTTGCTTTCCTTTTCCGGGACACGTTTGTCAGATCACACAGAC 

G 

40 >'000203a-002.scf came from CONTIG 2 at offset 0; "E:\SEQUENCE\export\EST_db\000203a\000203a- 

002. scf(48>297) 

GCACGAGGGATTCTTATACTTTCTGAGGGAGTTTAATC 

GCTTAATACTGTATGTCTCGTAAGATGGGCCTTATTGCCTGTATTCTTTGATATGTGATTAAG 
GCTTTCAGTGACCAAACATTTTACAGAGTAAAAAATGTTAGGAAGCAGAAA^ 
45 TCTATGTCTCATTTATCCAGCCCTGCACTTAGATAGAAGTGTGC 

>'000203a-003.scf came from CONTIG 3 at offset 0; ,r E:\SEQUENCE\export\EST_db\000203a\000203a- 

003. scf 1 (40>551) 

TTTTGACAGAGAACATTTTTCTCACATACACTTTCAGAGTCAAAGCTG 
50 AGATCTGCAACAGCCACGGTCTCTCTCTTTGTGATGGATGAGAATGACAATGCTCCCACTGTCACCCTT 
CCCAGAAATATTTCCTACACTTTACTGCCACCTTCGAGTAACGTCAGGACAGTAGTAGCTACGGGGTT 
GGCAACAGACAGTGATGATGGCATCAATGCAGACCTTAACTACAGCNATGGGGGAGGGAATTCCTTC 
AAGCTGTTTGAGATTGATTCACCAGTGGGNGGGTm 

TTGCACAGGNTGGTGTGCCAGNGATGACAGGGGCAGCTTCCCATCTACACGATCTGTGCTGTGTTGTC 
55 ATGAAAGGTTCTAAGCACTGGATGACTCCCAAAGCAAAACTGCCNCCCCATCACCAGAATATACGGG 
ACCAGCTATAATTACACAAAATAATGTTTGGGGGGGG 
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>'000203a-004.scf came from CONTIG 4 at offset 0;"E:\SEQUENCE\export\EST db\000203a\000203a- 

004. scf(43>365) 

GCACGAGGGCCCTTTGACGTTCCGGCCGCGCGCCCCGCGCCTCGTCGCTATGCCTCGCAAAATTGAGG 

AAATCAAGGACTTTCTGCTCACAGCCCGCCGCAAGGACGCCAAGTCCGTCAAGATCAAGAAAAATAA 

GGATAATGTGAAGTTTAAAGTTCGATGCAGCAGATACCTTTACACCTTGGTCATCACAGACAAAGAGA 

AGGCAGAGAAGCTGAAGCAGTCCCTGCCCCCCGGTTNGNNNCGTGAAGGAGCTGAAATGAACCACGC 

ATGCTGCTTTGAACTGTATTAAATTTTTTAAATTCTCAAAAAAAAAAAAAAAA 

> , 000203a-005.scf came from CONTIG 5 at offset 0;"E:\SEQUENCE\export\EST db\000203a\000203a- 

005. scf'(45>563) 

GCACGAGGCCAAGAATACAGTCACCTGCAGCCGGGGGACCACCTGACTGACATCACCTTAAAGGTGG 

CAGGTAGGATCCATGCCAAAAGAGCTTCTGGAGGAAAGCTCATCTTCTATGACCTTCGAGGAGAGGGG 

GTCAAGNTGCAAGTCATGGCCAATTCCACGAATTACAAATCTGAAGAAGAATTTATTCGTATTAACAA 

CAAACTGCGCCGNNGAGACATAATTGGAGTCCCAGGCANTCCCTGGAAAACCAANAAGGNCGAGCNT 

AGCGTCATCCCCTATGAAATCACACTGCTGTCTCCTTGCCTGCACATGTTACCTCATCTTCACTTTCGCC 

TCAAAGACAAGGAACACCGTATCGTCAGAGATACTTGGACTTGATTCTGATGACTTGTGAGCAGAAGT 

TTATCTCCGCTCTOATAATCACGTTTTATNAAGTTCTTGNTGAATGGNNATTCTAAAATGTAACTCCAT 

GAGAACATCATCCAGGGNAGCTGTGCTAGCTTTACACTACAA 

>'000203a-006.scf came from CONTIG 6 at offset 0;"E:\SEQUENCE\export\EST db\000203a\000203a- 

006. scf'(47>562) 

GCACGAGGGTTTAATTAGTGTACAAGGAGGCTTCAAGAGGGCTTCTGTGGTGACCCCGTGGTAAAGCA 
TCTGCCTACCAGTGCAGGAGACTCCAGTTCAGTCTGGTCTGGGAAGATGCCACACACCCGGGGGAAAC 
TGAGCCCATGTACCACAACTGCTGAGCCTGTGTTCTAGAATCCGGGGAGCTGGCACGAGAAGTCACAG 
CAATGAGAAGCCCACACACTACTANAGAGTAGCCACACTCACCACACAAGGCTTNCCTTGTGCTCAGT 
TGTTAGGAATCTGCCTGCATGGCGGAGACCTGGGTCGATTCCTGGTCGGAAGATCCCTGGAGAAGGAA 
AGCTACCTGCCGGAGCCACACGGAAGACCCACCTGACAGTCTGTGAAGAACTGAGAGCAGGGATAAA 

CTAGGATCCTTGATTGTCAACTCTATCAAACAAACTCTTCTGTTTTGTTTGCTTCACACTTCTGCGTGCA 
AGCTTTCCGCCCCTTTTNAAATAAATAATTTATTATATT 

>'000203a-007.scf came from CONTIG 7 at offset 0;"E:\SEQUENCE\export\EST db\000203a\000203a- 

007. scf'(32>465) 

GCTGCAGGAATTCGGCACGAGGCTAGTTTCTTGTTTT^ 

TTCCACTTTATTTCATATTCCCACCACAATAATGACTCCTTTAATTTAAACTAAAAACCATANAGGGTT 

CCCTGAAATTGTGGCAGCAAAGGAATGAAAGTGTCAAATACCGAGGGACAGGTGGGGTGGGGAATCA 

CCGAATCGTCTCACTGGGCTCTTGAAGTTGCTGGCGGCTGAAGCTGCAGCTGGTAGGGCATTGATGGT 

ATCTGAAACCGAAAGCCTGGGCCAACCTGGTGGCGGCCCCTTGGCCGGTACTGGGGTGCACATGAAA 

ACATTGAAGGACCCGCGCCGCAGAAGCGCCTCCGGGGGGGGGCCTGTTGATTGGGGGTACACCCCTCC 
CCTGGGAAAAAATTTCCATGGCT 

>'000203a-008.scf came from CONTIG 8 at offset 0;"E:\SEQUENCE\export\EST db\000203a\000203a- 

008. scf'(39>747) 

CAAAATGTCTTGAAATGATATTACCATAATTTTAAGTAGGAAAGTTACCTGAACACTTCTGCTTCCACT 

TAACTGACTGGCCCGCAATATTGTAGGAACAGCATGTCCTTTGTACTGTGGTATTCAGAACAGCCACA 
GCACTCACTTTTTCCAAATGATTCTAGTAATTGCCTA 

TTTTCCCCATATTTTTATATGGAAAAAAAAATTGTATTGAAGATACTTAGTATGCAGTTGATAAGAGGA 

ATCTGTTCTAATTATGTTTGGTGGATTATTTTTATACTGTATGTGCCAAAGCTTTACTACTGTGGAAAGA 

CAACTGTTTAATAAAGAATTACTTCCCAAAAAAAAAAAAAAAAAAAAAAAATAACCGGAGGGGGGCC 

CGGTCCCCATCGTCCTATGGGAGCGTTACCATCCACGGGCGGCGCTTACAGCNCGGACGGGAACCCGC 

CGTCCCCACCTACGCCTGCACCCACCCCCTTCCCGTGGGTAAAGGAAAACCCCACCACGCCTCCACGT 

GCGCACCGAGGCGAGGAAAGAAGGGTAATTTGTAATCGTAATTTITATATATTTTTACATGCCAAGCC 

ATCCTTAAAAAAAAAAGAAGGGGGGGGTGTGTAAAAACTCTTAAAGCCCCCGAGAAAAACCTAGGGC 
CCCCCCCCCCCTCTTTGGGGGCGAC 
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>'000203a-009.scf came from CONTIG 9 at offset 0;"E:\SEQUENCE\export\EST db\000203a\000203a- 

009. scf'(37>606) 

TAATTCGGCACGAGGCTCATTTTTCCATCTCTTATGAGGACACACATCACTGAATTTAGGTTCTACCCT 

AAGTCCAGAATAATCTCATCTTGAGATCCTGAAACTTATCACATTTGCAAAATTCAAGAGCCAGGGAA 

AGCTGAGCAGTGACTGCTAATGGAACAGGGTTTGCTTCGAGGGTGATGAGAGTGTTCAGGGGTAGAC 

AGGGATGCTGTTTGTACGACTCAGTGAATATACTAAAACCCNAGGGATTGCATGCTTTAAAGAAGAAG 

CTTAATGTTTGTGAAATTAGTCTCAATATAGCTGTTATTTTTAAAAGAGCCTGGCTCGGGGAGCCATCA 

ATCATACTGCTATTTTTATATCGATGTGCCAGCAGAAGTATTCTTAAATCTITATGACACTGTTTTACTT 

TTGGCTGTCTCCCACCTGGTTTAAATACATTGAACAGAACCCAGNGAAAGCCTATGGTACAGGGAGAG 

CCCCGCTTTGCCATGAGGGATAGAATTGGTGATGCCAGAGATTCCAAGAATTTGTGAAAAACCAGACT 
CCGGGGCCGGGTAACCTTCTCCG 

>'000203a-010.scf came from CONTIG 10 at offset 0;"E:\SEQUENCE\export\EST db\000203a\000203a- 

010. scf'(44>427) 

GCACGAGGAGAGAACTAGTCTCGAGTTTTTTTTTTTTTT^^ 

CTGTGTTGGTTTCTGTCATACCAACGTGAATCAATCATAATTATATTATATATCCTGATGGCACATGTT 

AAGAATGCATTTTCTCGTTTGAACATTACTGAGTTGGGAGATATGCAGGTTATGGATTAGTCTCTOT 

TGACTACTGACTTAACTAAAATTCAGAAGATACAGCCATTTACCTACAGTCCTCCAGTTAAAACATGG 

CAGACCTGAGCCTANAACCCAGTTTGCTCATTTTCACTCCAGTATCACCCAACTATACCTAAAATGTTC 
CCTCTGCAGATACTATTCAAAGCACTTTATTTATTTCTAT 

>*000203a-01 l.scf came from CONTIG 1 1 at offset 0;"E:\SEQUENCE\export\EST db\000203a\000203a- 

011. scf'(31>278) 

CTGCAGAATTGACACGAGCACCCTCTCAAGACCGAGCTGCTGCGGCCACACTCCTACAGTCTGTGCAA 
GCCCCCGAGTTCACCCCCAAGTCTGGAGGGAAGAACCATGTCTGTGACCAGCAACTGCAAAGAGCCA 
ATGCCTGTGTGGTTGACAGCCGGCGTGGAGATCTCATAGCTACTCTTGCCACTGCCCGACAGCTCCCTG 
GCTCAAAAATTACCCTCATCTACTTGATAAGGATGATGTACACC 

>'000203a-012.scf came from CONTIG 12 at offset 0; "E:\SEQUENCE\export\EST db\000203a\000203a- 

012. scf'(l>719) 

TGATGCCTTCTAATTATGGTTCCCCCGGGCTGCTGGTGAGACCTGTGTATACCCCACTTTGCCCTGTGT 

GGTTCCAGAAGAACTGGTATATCAGTAAGAACCCCAAGGAAAAGATGGCTCGTCTGGTACGGAGAGA 

GCATGACCGTCGGATTTCAGTTCGAGTATGGCGGCCAGGGGTCCGATCCTGCCGATGTGGCCATCCAG 

CTGACTTTCCTGCGCCTGATGTTCACCGAGGGTCTTCCATAACATCACCCTACCACTGCAAGAACAAGA 

GTGGCCTACATGGGACCAACTGACTGGCAACCCTCAAGATGCCCTGCTCCTCCAGGGCTCCAACGAAG 

TACGAAATCCGGGCCGAGGACAACAGCCGCTCCACTACAGCGACACCTAAAATGGCTGCACGATCAC 

ACCGGACCCTGGGCAAGAAGAGACGAATACAAACACCAAACTCCGCTGCCCACATGATGGCCCCTTG 

AAGTGGCGCCCATACAGAATTCGTTCGAGTGGCCGCCTGTTCTGAACTCCTTCCCCACCGCTCCTCACC 

AACCCTGCCCGACTCGAAAACAACACCAACGAACCCAAAACAAAAGGAAAATCACAGCTGAAAATTT 

TCTGCTTTCrrAATATTTATTTACACAACTACAACAAAGACACTCAAAAAAAAACAGGACGCCCCCCC 
TAGGCATAATATCGGTTACGGAGGACCGCCCCCTCCTCCC 

>'000203a-013.scf came from CONTIG 13 at offset 0;"E:\SEQUENCE\export\EST db\000203a\000203a- 

013. scf'(284>351) 

ATGAAGCGTTATATTTTGTTAAATTCCGTTATATTTTGTTAATCACCTCATTTTTTACCCATAAGCGC 

>'000203a-015.scf came from CONTIG 14 at offset 0;"E:\SEQUENCE\export\EST db\000203a\000203a- 
O15.scf'(l>680) 

CTGCGGCCCTCTACACTATGGATCCCCGGGCTGCAGGCGGAAGATGGCGGCCACGGCGGTGAACGGG 

GTGGCCGGCACCTCGAGCTCGGGGTCTGCGGCGGCCTCGGGCGCGATCCTGCAGGCCGCGGCCGGCAT 

GTACGAGCAGCTCAAGGGCGAGTGGAACCGGAAAAGCCCTAATCTTATCAAGTGCGGNGGAAGAGCT 

GGGCCGTCTCAAGCTGGTrTTGTTGGAGCTCAACTTCCTGCCAACNNCACAGGACCCAAATGACCAAG 

CAGCAGCTCATTCTGGCCCGTGACATACTGGAGATCCGGGCTCATTGGAGTATCCTACGCAAGGACAT 

CCCCTCCTCGAGCGGGACATGGCCCAGCTCAAGTGCTACTACTTCGATTACAAGGAGCAGCTCCCAGA 

GTCAGCCTACATGCACCACTCCTGGGCCTCACCTCCTCTTCTGCTGTCCCAAACCGNTGGCTGATTCCA 

CCAGACTGGACGGTGCCTGCCAAGACATCCAACCACGGTACACAAGCATCGGGNCCTCGAGCATACG 
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AGGAGGCAGTACATAGTATTCTGGCAAGCACATCCCGCGAACTACCTTCTCATGATTCGCTGAACTCA 
GAAGAAGTTGTGANGAAGGCATGAAATCTTTACAAGCCCGACCCCCTCACAACCAAAAAAAAAAACC 
AAA 

5 >'000203a-0 16.scf came from CONTIG 1 5 at offset 0; n E:\SEQUENCE\export\EST_db\000203a\000203a- 

016. scf'(8>560) 

GCTCTATACTATGGATCCCCGGGCTGCAGGTTCGCTTAGGCGCAGACGGGCAAACAGAGCCAGCATGC 
CGGTCGCCCGGAGCTGGGTTTGTCGCAAAACCTATGTGACCCCGCGGAGACCCTTCGAGAAGTCCCGC 
CTCGACCAAGAGCTGAAGCTGATCGGCGAGTATGGGCTCCGGGACAAACGTGAGGTCTGGAGGGTCA 

10 AATTCACCCTGGCCAAGATCCGAAAGGCTGNCCGGGAGCTGCTGACGCTGGATGAGAAAGACCCGCG 
CGTCTGTTCGAAGTAATGCCCTGTGCGGCGGCTCGTCCGTATCGGGTGCTGGATGAGGCAAGATGAAG 
CTGGATACATCCTGGGCTGAAGATGAAGATTTTTTGAGAGACGCCTGCAGACCAGTCTTCAGCTGGGC 
TGCCCAGCCATCACCAGCCCGGGCTCTCCGCACGCACACAGGTCGCAGCAGGGAGACATCCGTCTCAT 
GGCGCTGGACTCCAAACCATCACTCTCCTCCTCCCCTCGCGGGGCGNCCGGCCGGGAAGAANAAGCAA 

15 AGACAGGGGGT 

>'000203a-017.scf came from CONTIG 16 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 

017. scf(44>531) 

GCACGAGGAGTGACCAGGGTTAGCTGGGATGCCCTCAGACTGCACTGGACCAGCCCCGATGGGATCT 
20 ATGAACGGTTTGTCATTAAGATCCGGGAGACTGACCAGCCCCAAGAAGTTCACAGTCTCACGGTTCCT 
GGCAGCCAGCACTCCGTGGAGATNTCCAGCCTCAAGGCTGGTACCTCTTACACAATCACCCTGCGTGG 
CGAGGTCAGGGACCACAGCACTCAACCCCTTGCTGTGGAGGTCATCACAGCGGAGCTCCCCCAGCTGG 
GAGACTTATTCGNGACTGAGGCTGGCTGGGATGGCCTCANACTCAACTGGACCGCAGCTGATCAGGCC 
CTTGAGCACTTTGTCATTCAGGCGCAGGAGGCCACAGGGTGGNAGGCGCTCAAACTCCCGGGGCCCAG 
25 GACATGCGGCTGGGACATCCGGGCCCTGAGCGCNCCCCTACAGAGCACATCCACGGTGATCGGGCTAT 
AGACCAGGCTCTT 

>'000203a-018.scf came from CONTIG 17 at offset 0; M E:\SEQUENCE\export\EST_db\000203a\000203a- 

018. scf , (13>586) 

30 AAATATGGATCCCCGGGCTGCAGNAATTCGGCACGAGGGTACCATCTATTTTTTCAAACCTGGCAGGA 
ATCCCCGGGGGGAAGCCCGCATACTCCTTCCACGTTACCGCAGATGGTCAGATGCAGCCCGTCCCCTT 
CCCCCCAGATGCCCTCATCGGCCCTGGCATCCCCCGACACGCTCGCCAGATCAACACCCTGAGCCATG 
GAGAGGTGGTGTGTGCGGTGACCATCAGCAACCCCACGCGACACGTGTACACGGGTGGGAAGGGCTG 
CGTCAAGGTCTGGGACATCAGCCACCCCGGCAACAAGAGCCCGTCTCTCAGCTCGATTGTCTGAACAG 

35 GGATAAACTACATCCGTTCTGCAAATTGCTCCCTGATGGCTGCACTCTCATAGTGAGAGGGGAAGCTA 
GTACCCTGTCCATCTGGGACCTGCGGCTCCCACCCGCGCATCAAGCAGACTGACGCCTCGGCCCCGCT 
GCTCGCCCTGCCATCAGCCGGACTCAAGTCTGCTCTCGGCTGCAGCGAGGCACATGCTGGTGGGACTG 
CACACCAACGCGTGAGGCATNCAGGCACCGA 

40 >'000203a-019.scf came from CONTIG 18 at offset 0; n E:\SEQUENCE\export\EST_db\000203a\000203a- 

019. scf'(13>287) 

AAATATGGATCCCCCGGCTGCAGNAATTCGGCACGAGGCAGGCCITITrTTTCTCTCTCAGACAACCAT 
CTCATGGACCCCATTCCAGGAAAGCTCTGAGTATATCATTTCATGTCATCCAGTTGGCATTGATGAAGA 
ACCCTTACAGTTCCGAGTTCCTGGAACCTCTGCTAGTGCCACCTTGACGGGCCTCACCAGAAGGGCCA 
45 CCTACAACATCATATGGNAAGCAGTAAAAAAACAANCAGAGCAGAAAGTTCGCGAGGAGGGGGTTNC 
CG 



>'000203a-020.scf came from CONTIG 19 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 

020. scf'(2>215) 

CCCACCCTGAGGGTTCTCCTCCAAGCTGGCATCGCCCCACTTTACAGATGACCACCCCAGGCTTGGAC 

AGGGCCGCCCCTGGACAAGAAGCTGATCAAGGCCCTCTTTGACGTGCTGGCGCACCCCCAGAACTACT 

TCAAGTACA 

55 >'000203a-021.scf came from CONTIG 20 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 

021. scf'(29>265) 
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CCTGCAGAATTCGCACGAGGAGAATCTATTTTTTCTCTTGATGAGGGTGAAAGAGGAAAGTGAATAAG 
CTGGCTTAAGACTCAACATTCAAAAAACTAACATCGTGGCATCTGGTCCCATCACTTCATGGCAAATA 
GATAAGGAAAAAGTAGAACGGGGTCAGGCTTAATTTTTT^ 
TGCAGCCATGAAATTAGAGATGCTTGCTTCTTG 

5 

>'000203a-022.scf came from CONTIG 21 at offset 0;''E:\SEQUENCE\export\EST_db\000203a\000203a- 

022. scf(36>646) 

GTGGGTCCCCTTCCGCATTTAGGGTCCCTGAGCATGCTTTCTTGCCAGGGAGCTGGAAAGTm 

10 CCTTTTCCCCAGAAAGAGAGACAATAGATTGCCTTCATTTTGATGTCTGTC 

TCCTGTCTCCTCCCTCCCTCCCCGCCCTGGGGCCCCCCGCCCATTCATCCCCACCCCTCCAGAGCCACTT 
ANGACCCACTTCTGACTAATTATGGATTCCAGATGCTTGGGATAAAAGAAAAAGGACCAAGAACCCCT 
CCCCCTCTCTGACCTGGCCAAAGCCCTCCCCCAATCCCCAGGTCTCTGGAGGGCTCTGCTTAAGCCCGC 
CTCACCGANAGNAGGNATGTAGCTGTAGAAACAACCATGCAAACTGGGTGGCCTGCAGTTTACACCA 

15 CCCAATCTTCCCTCCTGGCTCCTTACATGATGAGGACAACTGGCTGAGAAGGGCGCAAGCGTCTGGCT 
CACTGCTATTCTGAAATAGAACTGGCTCTTGCTGGCGTGGCCTGGGTAGGGCCGGCAGAGGGG 

>'000203a-023.scf came from CONTIG 22 at offset 0; "E:\SEQUENCE\export\EST_db\000203a\000203a- 

023. scf'(l>640) 

20 GTGCGTTAAATAGGATCCCGGCTGAGAATGCCGAGGAAAAGGCCAGGTTAAAAGGGCCCGGCCCGGC 
CGGGTGAAGAAGCAGGAGGCCAAGAAGGTGGTCAACCCCCTGCTCGAGAAGAGGCCCAAGAATTTTG 
GCATTGGACAGGACATCCAACCCAAGAGGGACCTCACCCGCTTTGTCAAATGGCCCCGCTACATCCGG 
CTGCAGCGGCAAAGGGCTATTCTTTATAAGCGCCTGGAAGTGCCTCCTGCAATTAACCAGTTCACGCA 
GGCCCTGGACCGACCAACAGCTACTCAACTGCTTAAGCTGGCCCCAAGAACAGACCACAGACAAACA 

25 AGAGAAAAAGCAGAGCTGCTGGCCGAACTGAGAAAAAAGCGCGGGCAAAGGCGAGTCCCTACCAGA 
GCCCACTGTCCTTCGAGCAGGTNCACACGGCCACACCTGGGGAAGACAGAAGCTCAGTGTTGTGATCG 
TCAGAGTGGTCCCTTGGCTGGGGTCTCTGCTGCCTGGGCGCAGAGGGGNTTCTATGCTATAAGGCAGG 
CGGCTGGCGCGTGCCAGAGACGGCCACGACTTACCATCACGGGAAAGAGCTGTTAGGGGAACCAGAC 
ATTAAACAAAAAGAACGGGTGGGGGAGGCGGGCA 

30 

>'000203a-024.scf came from CONTIG 23 at offset 0; "E:\SEQUENCE\export\EST_db\000203a\000203a- 

024. scf(l>602) 

CGCCGCCGCTTAAACTATGGATCCCCGGGCTGCAGNAATTCGGCACGAGGATTACAAGCGGATAGAA 
GGGCTAAAAATCAAAGGCGAAGAGTTCATATGACTCTGGAGTTACCATGGAGTGCTGATAGAGCAATT 
35 CAGCAATTTGGACGAACTCATAGATCAAATCAAGITACCGCTCCTGAATATGTCTTTCTGATT^ 
TTGGCAGAAGAACAAAGATTTGCATCTATTGTTC 

TGGAGACAGAAGAGCAACAAAAACTAGAAAACCGAGCCGCGTCCACCTTCGATAATAAGATGGAAGA 
AAAGCTITAAAAATTGTGATGAAATCCAATGTGAAACCAAATTCTTCCTTGGTTCA 
TCCTGGAGATTCTTTAAGAGTTCGCAAGACTGATAGAGTGTCTTATAAAGTGAAAAAGTCAGAATCCT 
40 CTTTTATAAAAirrAAAACAAAGNAAAriTTAACAAT^ 

TCGCACCCCTCCTGCGGCTCAAAGCAAAAAAGAAAAACATAGGAATTAATGTTGTTG 

> , 000203a-025.scf came from CONTIG 24 at offset 0;"E:\SEQUENCE\export\EST_db\000203aV000203a- 

025. scf'(29>176) 

45 GGGCTGCAGCTCCATGGGGTGTTGGTGCCTGCCAGCCACGGAGGCCGGGCGGCCAGAACGCGCACAG 
AGGGATATGATATGGTCCGGTGTGATGGAGAGAGCAAGCGGGACCGTGCAGCCTCCCAGGACACTGG 
CCCCGCGGGGAGCC 

>'000203a-065.scf came from CONTIG 25 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 
50 065.scf'(l>665) 

GTGGCGCCCTCTAAACTATGGATCCCCGGGCTGCAGGTGGACTACACCATCACTGTCTATGCTGTCACC 
GGCCGGGGGACAGCCCGGCAAGCAGCAAGCCCGTTTCCATCAATTACCGAACAGAAATTGACAAACC 
ATCCCAGATGCAAGTGACTGATGTCCAAGACAACAGCATTAGTGTCAGGTGGCTGCCTTCAAGTTCCC 
CTGTTACTGGTTACAGAGTGACCACTGCTCCTAAAAATGGCCCAGGACCATCGAAAACGAAAACTGTA 
55 GGTCCAGATCAAACAGAAATGACAATTGAAGGGCTGCAGCCCACAGTGGAGTATGTGGTCAGTGTCT 
ATGCTCAGAATCAAAACGGAGAGAGTCAGCCTCTGGTTCAGACAAGCGTTACCCACCATTTCTGCACC 
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AACCAACTGAAATTNACTCAGTGACACCACCAGCTGACTGCCAGGACGCACCNATGTCACTCACTGGT 
TCGAGGCGGNGACCCGAGAAAGACGNACGAGAAGAATCACCTGCTCTGAACTATCGGTTGTTCAGAC 
TAGTTGCACCAATGAGGAGGCTTGCTTTAGACCTGACACAACGCTAGGAGGTCAATTGAAAGCACTCA 
AAGGCCGGGAAAGTTGAACACTCCTTATGAACAAATGAAAACGGTCAGTGGCTCC 

5 

>'000203a-026.scf came from CONTIG 25 at offset 40;"E:\SEQUENCE\export\EST_db\000203a\000203a- 

026. scf'(38>628) 

AATTCGCACGAGTGTCTATGCTGTCCCGGCCGGGGGACAGCCCGGCAAGCAGCAAGCCCGTTTCCATC 
AATTACCGAACAGAAATTGACAAACCATCCCAGATGCAAGTGACTGATGTCCAAGACAACAGCATTA 

10 GTGTCAGGTGGCTGCCCTCAAGTTCCCCTGTTACTGGTTACAGAGTGACCACTGCTCCTAATAATGGCC 
CCAGACCATCGAAAACGAAAACTGTAGGTCCAGATCAAACAGAAATGACAANTGAAAGCTTGCAGCC 
CACAGTGGAGTATGTGGTCAGTGGCTATGCTCAAAATTCAAAACGAGAGAGTCAGCCTCTGGGTCAAA 
CAGCGGAACCACCATTCCTGCACCACCCACCTGAATTACTCAGNGAAACCAACAGCTGACTGCCCAGG 
NACGCACCCATTTCACTCACTGTTCGAGGCGGTGACCCGAAGAGAGACGNACGAGAAAAATCACCTG 

15 CTCTGAACTATCGGGTGTATAGACTAGTTGCACAAATTAGGAGGCTAGTCTAGACCTGAAGCAACGCT 
CAGATGTACATTGAAAGAGCCTCAAAGCCGGGAAAGCTTGAACCCTACA 

>'000203a-027.scf came from CONTIG 26 at offset 0;''E:\SEQUENCE\export\EST_db\000203a\000203a- 

027. scf(30>646) 

20 CTGCAGAAATTCGGCACGAGGAGCGAGTCCTGTTAGGTGCGCGTGGAAACTAGGGTCATGGCTGCGCC 
CGGTCCAGCGCTCTGCCTTTTCGACGTGGACGGGACCCTGACGGCCCCGCGGCAGAAAATTACCAAAG 
ACATGGATTGCTTTCTGCAAAAACTGAGGCAGAAAATCAAAATTGGTGTCGTCGGCGGGTCGGACm 
GAGAAAGTACAGGAGCAGCTGGGAGATGACGTTATTAAAAAATATGATTACGTGTTTCCAGAAAATG 
GCTTGGTAGCATACAGAGATGGGAAACTCTTGTGTAAACAGAATATTTAAGGTCACCTGGGTGAAACC 

25 CTAATCAAGATATATTCACTACTGTCTGAGCTACATCGCGAAAAATCAGCTCCNGAAAAAAAGGNCAC 
TTCATAGAGTCCGTAACGTGAGCTGACGTGTCGCCGACGGAAAAGCTGCAGCAGAANAACCATGTATC 
TACGACTGTACAAAAGAAACATAAACAAAGTCGGAGNATTGCAAAGATTGCTGTAAGGCTACGTTTCT 
AGAGNCAATCACTTATTCTCCCTAGCTGAACAATAC^ 
GACAAC 

30 

>'000203a-028.scf came from CONTIG 27 at offset 0; "E:\SEQUENCE\export\EST__db\000203a\000203a- 

028. scf'(40>622) 

CACGTAGGGGCGACCGCAGGCCCTCTCCCGAGGAGCTGGACAAGGGCATCGACCCCGAGAGCCCCCT 
GTTTCAGGCCATTCTGGACAACCCCGTGGTGCAGCTGGGCCTGACCAACCCGAAGACCTTACTAGCAT 

35 TTGAAGACATGCTCGAGAACCCGCTGAACAGCACCCAGTGGATGAACGACCCGGAGACGGGCCCGGG 
CATGCTGCAGATCTCAGAATCTTCCAGACCCTGAACCGCACATATGCCGCGCACTGCAGCTGCCAGCC 
CAGAGAGCCTCTTCTTCCCAGCCCAGGGGTGGGGAGAGGGTGCAGACCCCAAGGTGCGCCTGGGCTG 
GGGGCGGGGAGCAGGGGGGCNTGGAGGGACCCTGCCCCTGGGTGTGGCGCCAGGCCGCACTCCGCTG 
GATCTTCTGGAAAAACTCGGNGGCAGGGCCGGGTGGCTCCACCCCTGACAGGTTACGACAGGCGCCA 

40 CCGGGAAGGGGGCTCCTTCAGGCCCTGGCTCTGACGTATTGATTAACGAGCGCGCTGGAAGACCTGTT 
TGAAAAAGAATGTCAACCAGTTAGGAAGGATAATGGGAAAAAAA 

> f 000203a-029.scf came from CONTIG 28 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 

029. scf"(35>595) 

45 AATTCGCACGAGGTCATCCCTAAGTGGCCTGAAGATGGACAAAGGGAAGTAACAGGCACGTGATGTT 
GGCAAGGATGCTTCTAGGGCTAGAGGATCAGTGGTGGGAGAGAGCTGCAGAATCCACCAGCCAGAAC 
TGCAGATAACGATATCTATGGTCAGGGGCTGTGACTGAGAGAAGGAAACTGAGGTTGTGTTCTGAAAG 

TGCATTAGGCAAATTGCTCAGACTTTCCAGAGCCATGCCCATCCCGTCTCTGGAA CCCCCACACCTCTG 
50 AGAGTGGGATCACCACGTCCTGCAGGGCTGCTCCCCTCCAACTACCTTTAGAGAGCAGGACAGGAGCT 
GTTTCACCACAAGACAAAATCAAAC^^ 
TTGNGTTTTGTTTTTTTC^ 



55 >'000203a-030.scf came from CONTIG 29 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 
030.scf'(36>676) 
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CTCATCCTACCATATAGATATTGGTACCCTTTATCTACTATTTGGTGCTTGGGCCGGTATAGTAGGAAC 
AGCTCTAAGCCTTCTAATTCGCGCTGAATTAGGCCAACCCGGAACTCTGCTCGGAGACGACCAAATCT 
ACAACGTAGTTGTAACCGCACACGCATTTGTAATAATCTTCTTCATAGTAATACCAATCATAATTGGAG 
GATTCGGNAACTGACTTGTTCCCCTAATATTTGGTGCTCCCGATATAGCATTTCCCCGAATAAATAA^ 
5 AAGCTTCTGACTCCTCCCTCCCTCATTCTACTACTCCTCGCATCCTTATAATTGAAGCTGAGGCAGAAA 
CAGCTGAACCGNGNACCCCTCCTTANNCAGCAACCTACCATGCAGGAGCTOATAGAACTACCATTTCT 
TTTCACTTACANGAGTCCTCATTTTAGAGCATCAACTCTTACACAATACAACATAAGCCCCGC 
TACAACCCTTGTGTTGATCGNATATACGCGACTATATATTGCTCTTTTACACGCACCAGCm 
ACTATCACTCTCACGCGAGAGAACTTTTTTACATTTTGI^ 
1 0 TTGCCCCTCAAAAAAACAGTA 

>'000203a-031.scf came from CONTIG 30 at offset 0; "E:\SEQUENCE\export\EST_db\000203a\000203a- 
031.scf(13>195) 

TACTATGGATCCCCGGGCTGCAGGNAGTTTTTTTTTTT^ 
1 5 TAAATAAAAGCAGCACGCTTTTATTTTCTATTTAAATACC 

GTGGACTGCAGGATGCTCAGACTTCACCCACATCACNTTGGATT 

>'000203a-033.scf came from (F3 S 033) 
no description length 

20 779GGCGCCCTCTAAATATGGATCCCCGGGCTGCAGGAATTCGGCACGAGGCCGGACCGGTGTCCTTCT 
CTGGAGGCTCCTCGCTGGTCGTGGGGGAGCCGGGAGGGCATGGCTGGCTGCCCGAAAGAGACTGCGA 
GACGGTGACCTGCTGTCTCTTTTCGGAGCGGGACGCCGCCGGAGCTCCCCGAGAAGCCGGCGAACCCC 
TGGTCGGGGCGGCCCTAGAGCCAGAGGCGGTGGGCGGGAGCGCGAAGCCCGCTCGCGGGTGCTGCTG 
CTGTAGCAGGAACTCAAGATGGTCACGATCTCGCTGCTGAAGCGGCTCAAGGAACGCTCGTTGGCCAC 

25 GCTGCTGGAGGGGGGAGACCCGCGGGGGGGGCCGGGCGGCTGCGGGCTGTGCCCGCCGCCGACCTCC 
CCTGGCGGCCACCCCGCCGCGCACTGGTGTCGGACCCCCTCCCTGGCCCACCTCAGCCGCCGGGGCCC 
AGCCCTGGCGGGGTCCACTCCCCCCCCCCGAGGCCCCAGGGCCGCACCCCACCCTCACCGCTCGGGGC 
CAAATACCGCCCGCCTACCTGTTTCCCCGGACAACAACACGATTATTATCCCTTGCTAATGAAAAACG 
CCCCCTTTCATCCGGAATCAACCACTGCCGCCCCCACCACCTGGCGGGGCTGTACGGCGGGGGGCTCC 

30 CTCCCCCCCCCCATTTCTCTCTTTTTTTTCGTCTCAT^^ 
TAGATATTATTTTTTTTTCTATCTATATT^ 

>'000203a-034.scf came from CONTIG 31 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 
034.scf , (28>623) 

35 GGGCTGCAGAATTCGCACGAGGCTGTCTGCTCGTGGTGGAGATGGCAGTAGGATCATTTTTGATGATT 
TTCGAGAAGCGTACTATTGGCTTCGTCACAATACTCCAGAGGATGCGAAGGTCATGTCATGGTGGGAT 
TATGGCTACCAGATTACAGCTATGGCGAATCGGACGATTTTAGTGGATAATAACACGTGGAATAATAC 
CCATATATCTCGAGTAGGGCAGGCCATGGCATCCACAGAAGAAAAAGCCTATGAGATCATGAAGGAG 
CTTGATGTCAGCTATGTGCTGGTCATTTTTGGNAGCCTCACTGGGATTCTTCAAATGACATCA 

40 TTCTGTGGATGGGCCGGATTGGAAGGAGCACAGATACAGGAAACACATACAGGACACGATATTATAC 
TCCACTGGNGATTCGNGTGGACCCGGAGGCTCCCANGCTGCTCACTGCTTTAGACAAAAGGGTACTAC 
GATTGACAGGNTACCAAAACCACGGCCCTAGCTTTACCGGCCGGATGCGAGATGGAATAAACTCGACT 
GAGTCTAAAAACAACACACCACATGCTGGCGAATTCAAGGAGACCGNAATCAG 

45 >'000203a-046.scf came from CONTIG 32 at offset 0; f, E:\SEQUENCE\export\EST_db\000203a\000203a- 
046.scf(37>597) 

NAATTCGGCACGAGGGCATGAATGTCCTGGCCGATGCTCTCAAGAGTATCAACAATGCCGAAAAGAG 

AGGCAAACGCCAGGTCCTTATTAGGCCGTGCTCCAAAGTCATCGTCAGGTTTCTAACAGTGATGATGA 

AGCATGANTACATTGACGAATKTGAAATCATTGATGANTCACAGAGCTGGAAAATTGGTGNGAACCTC 
50 ACNAGCAGGGCTAATAAGTGTGGAGNGATCAGCCCTAGATTGATGTGCAACTCAAAGATCTAGAAAA 

TGGCAGAATACCTGCTCCATCCCGCAGTTGGTTTCATGTACTGACAACTCAGCTGCATCATGGACATGA 

AGAGCAAGACGAAACATACAGAGGAAATCTTGATTCTT^ 

CTTGTGCTTCTTAAAAAAAAAAAAAAAACGACCGCACTGATGAC^ 

ATCTCACTAAAGTCAACCACTTTTCCATCAACG^ 
55 TTTTTTTTTTTTCriTTTT 
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>'000203a-035.scf came from CONTIG 32 at offset 542 ; "E:\SEQUENCE\export\EST_db\000203 a\000203a- 
035.scf'(38>379) 

AAATTCGACACAGTTATGTTAAAAAATATATGCATTGTACTTAGAGTTTGGTGTAAT^ 
5 GAGTGATTTCATTCACTCTCCTGTTTTAAACATTTGTTAAGGACTCAGCATGTGAAGGAG^ 
TAGTCATTTTTATTAGAAAACTTCAGTGTTCTAATTTCATC 
ATGATTTACTTGGAATATACAGCTTATCAAGGACTTCGTTATTTATGATGGTTA 

>'000203a-037.scf came from CONTIG 33 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 
10 037.scf'(37>554) 

CGCAGCCACTCCGACCGGTGCCGCCTCGTCCTGCTTCGCCATGACTTCCTACAGCTATCGCCAGTCGTC 
GTCCACCTCGTCCTTCGGGGGTATGGGCGGCGGCTCCATGCGCTTCGGGGCTGGGAAGCGCCTTCCGC 
GCGCCCAGCATCCATGGNGGCTCAAGTGGCCGCGGCGTGTCGGTGTCCTCCGCCCGCTTCGTGTCCTC 
GTCCTCCGGGGGCTACGGCGGCGGCTATGGGGCGCCCTGGCCACCTTCGACGGGCTGCTGGCGGGCAA 
15 CGAGAAACTCACCATGCAAAACCTCACGACCGCCTGGCCTCCTACCCTGAGAAGTGCGCGCCCTGGAG 
AGCCAACAGCGATTGGAGTGAAAATCGCGACTGGACCAAAACAAGGCCGGCCCGCCGCGACTACACC 
TACTCAAACATAAGACTGCGNACCAACTCGTGGCACATGAAACTCATAATCTGCATACACAGCCGTCG 
CTGCAAGACTCGCACATTGAGACGACAGCTGGCAGAGGGAGC 

20 >'000203a-038.scf came from CONTIG 34 at offset 0; n E:\SEQUENCE\export\EST_db\000203a\000203a- 
038.scf"(38>594) 

NAATTCGGCACGAGGAGCAGATCCTGGCTGCCCTCGAGAAAGGCTGCAGCTTCCTGCCGGACCAGTAC 
CGCAAGCAGTGTGACCAGTTTGTGACGGAGTATGAGCCAGTGCTGATAGAAATCCTGGTGGAGGGGA 
TGGACCCTTCCTrCGTGTGCTTGAAGATTGGAGCCTGCCCAGCAACCCACAAGCCGCTTTrGGGAGCTG 
25 AGAAATGTGTCTGGGGCCCGACCTTACTGGTGCCAGAACATGGAGTCGCAGCCCTGTGCACCGCGTCG 
AGCACTGCAGCGTCACGNGTGAAACTAGGGCACGCrTCACCCTGAAAAACTGCAGCGTCTTTTCTGCT 
CGGTTGTCTGGGGTAACCACACCAATTGTGACT^ 
CTCTTGTGCGTGCTTGCAGGCAGTGACTGCTGTTTC 

GATTGTGGCGGGGTAGGGGAAAGGGTTGTCGGAGGAACGACCTCGCGAGGCCGCCCCGCTGTTGGGG 
30 GGGCCTGCGCT 

>'000203a-040.scf came from CONTIG 35 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 
040.scf'(29>585) 

GGGCTGCAGGTTAATTCATTTTTCTGGAAAAAGAG^ 

35 TCTTTTGAATCTGCCTCTTAAACCTAACTCTGGGCTCTCTCAGGAGGGGCAAAGAGGACCTTTGAGTTA 
AACCCTCCAATGGAGACCCTGGGAAAGAACCGGAGGCATAACACCCNAGCCGCCCTCCAACTGGACT 
GTANGACTCCCCAGACCCGCTGCCCAGCTGCTTCTGCCCATCGNTCTGCCTGGTTGGGTTNTGGGTCCT 
GGATCCCACCCGAGCCCTGTAGGATGGCACCACAAGCCCTACATGAAGAGCTTTGTGGTGTCACTAAA 
ATGTGTGTTTCGGCACGTTGCTGTCATTCTGCCTGNCTGCCATGCTGAAAAGCTGGCACAGCCCGANA 

40 AGCCAGCGAAAACACCTTCTGCCAGANCTCTGNCCCACTCGAGATGAGACCACCAGCTGCTGTCCTCC 
CAGAACAGGTATTATATTTAAGTAAAACTGTTACTAAAAAGTTTGTTCCAA 
AAAAGGGGCGT 

>'000203a-04Lscf came from CONTIG 36 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 
45 041.scf'(l>593) 

GGGGCCCTCTAAACTATGGATCCCCGGGCTGCAGNAATTCGGCACGAGGCGGACCTGCTGGAGCTCCT 
GGCACTCCTGGACCTCAGGTATTGCTGGACAGCGTGGTGTGGTCGGCCTGCCTGGTCAGAGAGGAGAA 
AGAGGCTTCCCTGGTCTTCCTGGCCCCTCTGGTGAACCCGGCAAANCAGGTCCTTCTGGAGCAAGTGG 
TGAACGTGGCCCCCCTGGTCCCATGGGCCCCCCTGGATTGGCTGGACCCCCTGGCGAGTCTGGACGTG 
50 AGGGAGCTCCTGGTGCTGAANGATCCCCTGGACGAGATGGTTCTCTGGCGCCAAGGNTGACGNNGTG 
AGACCGNCCCTGCTGACTCCTGTGCTCCTGCGCTCCCGGGCCCCCGNCCCTGTCGACTGCCGCAGACG 
NNGACGGGTGAGACGGCCTGCTGTCTGCTGTCCCATGCCCGTTGTGCCGGGCCCGTGNACCCAGCCCC 
CGGGACAGGTGAAAGCGACAGGGACGAGCATAAGTCACGNGCTCTTGTCTCAGTCCCCGCCTCCGCTT 
CTGGAGCAGTCTTCGACTTGTCTGTGGCCGCGCCCCGTTTTGTTCTCGCA 

55 
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>'000203a-047.scf came from CONTIG 36 at offset 42; "E:\SEQUENCE\export\EST_db\000203 a\000203a- 
047.scf"(41>502) 

CACGAGGACGGACCTGCTGGAGCTCCTGGCACTCCTGGACCTCAAGGTATTGCTGGACAGCGTGGTGT 
GGTCGGCCTGCCTGGTCAGAGAGGAGAAAGAGGCTTCCCTGGTCTTCCTGGCCCCTCTGGTGAACCCG 
5 GCAAACAAGGTCCTTCTGGAGCAAGTGGTGAACGTGGCCCCCCTGGTCCCATGGNNCCCCCTGNATTG 
TCTGGACCCCCTGGCGAGTCTGGACGTGAGGGAGCTNCTGGTGCTGAAGGATCCCCTGGACGANATTG 
TTCTCCTGGCGCAAAGGTGACCGTGGTGAGAACCGGCCCTGCTGACCCTCTGTGCTCCTGCGCTCCCGT 
GCCCCCGNCCNTGTCGACTGCCGCAGACGTGATCGTGGTGAAACAGGCTGCTGTCTGCTGTCCATGNC 
CNGTGTGCCNGGNCCCCTGNACCCAGACCCGGTGACAGGGAAAAGCAACAACG 

10 

>'000203a-042.scf came from CONTIG 37 at offset 0; M E:\SEQUENCE\export\EST_db\000203a\000203a- 
042.scf'(l>652) 

CGGCGTCCCTCTANACTATGGATCCCCGGGCTGCAGTGGTTCTGCAGCTCTGTGGCAAGCCGCGGAGT 
CTGGGTTCTGATCCGCAGGATGGGGTTTGTTAAAGT^ 

15 AAGTGAAATTCAGAAGAAGGCGAGAGGGCAAAACTGACTACTATGCTCGGAAACGATTGGTAATCCA 
AGATAAAAATAAGTACAACACACCTAAATACAGAATGATTGTTCGTGTAACGAACAGAGATATCATTT 
GTCAGATTGCTTATGCCCGTATAGAAGGAGATATGATAGGTTGTGCAGCTTATGCTCACGAACTCCCA 
AATATGGNGTGAAGGNTGGCCTGACAATTATGCTGCGCATATTGTACTGGCCTGCTGCTGCCCCGCAG 
CTTCTTTATAGGTTGGATGGACAAAATTATGAAGCNAGACGAGGNGATGGAGAGATACATGNGNAAG 

20 CATCGAGCCAACTGGGCCTCACTGTACTGNAGCAGACTGCAAACTCTACGAGTTAAGTTTGGCCCTAG 
GACGCGAGAGCTGCTTTCTACAGACACGTCCTGTTGATCAAAGCAAATCAGCGAGCCCGAAGCATAGG 
CAAAGTGAATACGCCCCTGTGGAAAAAATCCAAAACTTTTCA 

>'000203a-044.scf came from CONTIG 38 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 
25 044.scf , (l>627) 

CGGCGCCCCTCTACAACTATGGATCCCCGGGCTGCAGNAATTCGGCACGAGGCAGGACAATCAAGTGT 
GGCAGCTGGGCTCATCGTCCCCAAACTTCACTCTGGAGGGACATGAGAAAGGTGTGAATTGCATTGAT 
TACTACAGGGATGGTGACAAGCCATACCTCATCTCTAGAGCAGATGACCGTCTTGTGAAAATATGGAC 
TATCAGAATAAACTTGTGTACAGACACTGGAGAGGACATGCCCCAAATGTGTCTTGTGCCCAGTTCAT 

30 CCTGAGCTGCCCATITTATCACAANTTCA 

TTGAGAGGACTTGATTATGAATGGAGAAGAGATGGGGGGGCCGCCGCGAGGTCCATAACGTGriTTG 
GCTTTGAGAAAGAAGCATATGTTAACTTGTCGGAGAACTGCTTGTCTGGTGCCAAGGAAAATAATGGG 
CCAACATCAAAATCACCAGCCACTAAACAAGGAGAGTGTAATTAAAGAAAAGATGCCTGCATAAAAA 
TGCAGTTGAATTACTCAATATCACAATCTAAGCGCGGTGGGGGGGGGGGGGAAATTTTTCCGCAGC 

35 GAAACAATGTGGGCCG 

>'000203a-045.scf came from CONTIG 39 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 
045.scf"(44>624) 

GCACGAGGCTTGCCTGCTGCCTGCCTGCCTGCCACTGAGGGTTCCCAGCACCATGAGGGCCTGGATCT 
40 TCITTCTCCTTTGCCTGGCCGGGAGGGCCITGGCAGCCCCTCAACAGCAAGCCTTGCCTGATGAGACAG 
AAGTGGTGGAAGAAACCGTGGCCGAGGTGGCCGAGGTACCCGTGGGAGCCAACCCCGTCCCAGGGGA 
AATAAGAAGAATCGATGATGGTGCCGAGGAAACCGAGGGGAGAGTGGGGANCGAGAACCCCCGCCA 
AACCACCACTGCAACACGGCAGGNGTGTGAACTGAACGAGAACACACCCCATGGTGTTGGCCAGACC 
CCACCACTGCCCTGCCCNTCGCGAAGTTGAGAGTGTGCACAACGACAACAGACTTCGATCCCTGCCAT 
45 TTTTGCACNAGGNACATGNAGGCACCAAAAGGCCCAACTCACTGNCTACTCGGCCTGAATACATCCCC 
TGCTGCATCGACTGATGATCCTGGCTGCGACGCTAAACGCCGNCACTGACAAGGAAGCACACTCGACG 
AAAATATGGATGAAAAACCAAATAAAGCCGGGGGGGCCTC 

>'000203a-048.scf came from CONTIG 40 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 
50 048.scf(38>559) 

TTATACTCCAAGGCCTGGCAAAATCACATAATCAAGATTGAATTGTTTCAGAAATATTGGCAGGA 
TTGGACTGTGTCTACTACAGAATGAACTGTGTCCTATCACATTGAATAGACATGTGATTAAAGTGTTGC 
TTGGTAGGAAAGTCAATTGGCACGATTTTGCTTTTT^ 
TTATTCTTGCTTCTCANAGTTCAGATC^ 
55 CCTGTGTTAAGAGAAGAGGGGAGACAGNTGAACTATTTNCTATGTGTAATATACCAGTCACTCTCAAA 
TGTTATGAGTATGTGCGGAATATGCTGACATAAATGTONGTAGTGCAGACACCATACTGCATGAGAAG 
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TCTCTGNTGTGCTTCAAAATCATATANATTACACAGAAATTAGCTTTGTTAGCTGGNGAGNTACGGCG 
AGCGTCAGTCACTCTTCTGAGATAGAAAAGTGAACTTGCGTC 



>'000203a-049.scf came from CONTIG 41 at offset 0;"E:\SEQUENCE\export\EST__db\000203a\000203a- 
5 049.scf'(l>306) 

TTTGTCGCTGATGGCATCTTCAAAGCTGAACTGAACGAGTTTCTCACTCGGGAGCTGGCTGAAGATG 
GTACTCTGGAGTTGAGGTCCGAGTTACACCAACCAGGACAGAAATCATTATCTTGGNCCACCAGACAC 
AGAATGTACTTGGTGAGAAGGGCCGGCGGATCCGGGAATTGACTGCTGTGGTTCAGAAGAGATTTGGC 
1 0 TTCCCTGAAGCAGTGTAAAGCTTATGCTGAAAA 

>'000203a-050.scf came from CONTIG 42 at offset 0; "E:\SEQUENCE\export\EST__db\000203a\000203a- 
050.scf'(39>525) 

1 5 TTCATTTTTTTCACAATTTATTTAAA 

TCCGAGAAACAAGACTTCTTTGGAACCATGGNAGAGGATGAAAATGAGACTGGCAAAGAACAAATG 

TGAANTTAAAGAAGAGACAANTGTGGGCAAATGATCCACTTACTTTTGTGGAATAAGATGTA^ 

TGATGTTAAAGTCAAATGAAAAAAATACACAATACAGCTCAACAGC^ 

TCTCCTAGCACCATCAACATTCTTNCAGTATCTGAAATACTGTTAATT^ 
20 AAAAAACACAAATACCTCAGCTCATCTCTGGTCAGCACTCACGGTGTGGTATCACACTCACAGGAAAN 

GTTTTGA 

y >'000203a-05 1 .scf came from CONTIG 43 at offset 0;"E:\SEQUENCE\export\ESTdb\000203a\000203a- 
S 051.scf'(38>406) 

m 25 NAATTCGGCACGAGGATCATATAGTAAACCCAAGCCCTTGACCTC1TACAGGAGCTTTGTCTGCCCTCT 
TAATAACATCCGGCCTAACCATGTGATTTCACTTTAACTCAATGACCCTGCTAATAATTGGCCTAAC^ 
CP CAAATATACTAACAATATACCAATGATGACGAGATGTTATCCGAGAAAGCACCTTTCCAGGGGCACAT 
H : ACCCCAGCTGTCCAAAAAAGCCTCCGTTATGAATATTCT^^ 
£ ATTTITTTGAGCTTTTACCACT 
IU 30 TCACCCACTAACCCCTACAAGTCC 

U >'000203a-053.scf came from CONTIG 44 at offset 0; M E:\SEQUENCE\export\EST_db\000203a\000203a- 

~t 053.scf'(37>515) 

zl TGAGAGCAGCAGCCAAAAACCACGCTCGAGTGACAGTAGTATGTGAGCCGGAGGACTATGCAGCTGT 
!:f 35 AGCCTCAGAGATGCAGGATTCTGACAGCAAAGACACGTCCTTGGAGACAAGACGCCAGTTAGCCTTG 
T AAGGCTTTTACTCATACAGCACAGTATGATGAAGC^ 

□ AGGAGTATCTCAGATGCCCCCTGAGTATGGAATGAANCCTCATCAGACTCCTGCCCAGCTGTATACGC 
M- TGAAGCCCAAGCTCCNTTATCACAGTCTGAATGGAGCCCNTGATTTATAANCTGGGTGATGCTTTGAA 

TGCCTGCAGCTGGTGAAGGAACTCNAAGAGCriTrAGCTTNCACTGCTGCGTCTTCAAACATGTAGCC 
40 CACAGGCTGCTGTTGGATTCACTCATGAAGAGAAACCACTCTGCATGTTATGATTGTACAAACCTCCA 

CCGCA 

> , 000203a-054.scf came from CONTIG 45 at offset 0; lf E:\SEQUENCE\export\EST_db\0002 03 a\0002 03a- 

054. scf(40>404) 

45 CCTAAATTACTCAATAGTTTTAAAGTGTTACATATTCAAAGCCTTTTCCAG 

TTAGAGTGAAGGGTAGTGTCTCTTGCGCATTCTGTGTGTGTATTTCTAAATGCTACTGTGTGTGTTTGTG 

TGTGCTCCCACAGTTTATATGCAAAGACTT^^ 

TCAAGAGATTTATTITGTGGCTACCACAGNCACTGCCAGT^ 

GACCAAAAATTTGGTGATTTTTATGACTTTGTTGTGTTGGTGm 
5 0 GTTAAAATTCAGAAATC 

>'000203a-055.scf came from CONTIG 46 at offset 0; "E:\SEQUENCE\export\EST_db\000203a\000203a- 

055. scf'(l>728) 

GTGCCTCTCCCTATACTATGTATCCCCGCGCTGCAGTATATTTTGCATGTAGGAGAACATGTAATCTCT 
55 ATCTTCCCTTAGCAGGATCAAACCTAGGGCCTTCTGCATTGCGAGCACAGAAGCCTATCCTCTGGACC 
ACTTGGGGGAGTCCCCGCTTTTCTTTGCATCCCAAAG 
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TTCCCCTTATCGGCGCGCTTCTTTCCTTTAGTCTAAGACAATAATGTCTTATTGTCCTGGGGGGGACAT 
AGTCAGTACGGGTTAAGCTCCTCTAACCTTTGGTGGCATTTTTTGCCCCAAATATTGCTm 
CCACAGAGGCTGTTTCTTTTATTAAATC 
GTCTTTTCTTAATAATAAAACAAA^ 
5 GAGTACTGTCAACCGGACTCCAGTTTTCT 
GGCCTTTTTCCATTTCAAGAAATTCTC 

TCTACTTGCTTCGCGACAGACACAACAATTTTCTTCTAAGCAGGCGAACCACAACAGAATAGGA^ 
ATCTATACAGAAGGAAAGAACGTATTCATGGCGATCT 

10 >'000203a-056.scf came from CONTIG 47 at offset 0; "E:\SEQUENCE\export\EST_db\000203a\000203a- 

056. scf'(17>140) 

TCAGGGATCCCCGGGCTGTCAGCTGCGTCAAGTGTTGTCATGAATGTTTTCCTGGGCCTGGCGGCGACT 
ACAGCGGTGCTGTTCTGTCCTGTCGCGGGCTGCGGTGACTCGCTGGCGGCTCTTC 

1 5 >'000203a-057,scf came from CONTIG 48 at offset 0; M E:\SEQUENCE\export\EST_db\000203a\000203a- 

057. scf(10>722) 

CTCTATACTATGGATCCCCGGGCTGCAGNAATTCGGCACGAGGAGGTATGTCTGAATGTGTTTCGACT 
ATTTACAGCCCCCTTTCCTCGCAGGGCCCCATGAGTAAGCTGTGGCGGCGCGGGAGCACCTCTGGGGC 
TATGGAGGCCCCTGAGCCTGGGGAAGCCCTGGAGTTGAGTCTAGCGGGTGCCCACGGCCACGGAGTG 

20 CACAAGAAAAAGCACAAGAAACACATGAAGAAACACAAGATAAAACACTACCAGGATGAAGAGGCT 
GGGCCAACGCAGCAGTCTCCTGCCAAGCCCCAGCTCATACTCAAATCAAGTTGGGCGGGCAGGTCTTG 
GGCACCAAGAGTGTTCCTACCTTCACTGTGATCCCTGAGGTCCTCGCTCACCCCTCTCCCTTATGTNTG 
GGAACATGAAGAGTACCTGTGAAGGAGCCCCCTGACATACCGCGCTGCTGGAGAAACAAAACTGCCC 
CTCCCATGGGNACTGCTGNGGNTANAGCCAGAGAAGAGAATACGAGGGCTGAGCTTGNAAAGGGAGC 

25 GAGACAGAAACCAAAGAAACAGACGCTGCACGTGCAGAGTTGTGAAGCCGAGCACTCCGGTGCCTCT 
GCTGGCTGCGGCCCTTACAAAAGGGGAGGGGGGGCGGAAGGGGGGGAGGGGCGGGAAAAAAAAAAA 
CCCCAAGAGCGGGGGGGGGGGCGGGGGGGGGGGGGCCCCG 

>'000203a-058.scf came from CONTIG 49 at offset 0; "E:\SEQUENCE\export\EST_db\000203a\000203a- 
30 058.scf'(38>620) 

NAAAGACTTCATGAAGGAGAAGAAAAGGAAAAAAATCAAAGG 

GCTTTGCAAAGCATGACTCAACAGAGAGATCACATTCTTGAAGACTCTCCAGACCACAGATTGAAGAT 
AAGTTGTTGTGCTGCACTATTTCTGTTGCTACTCGTGAGAGTCACTACCAGCCTCTCTTCTCAGGATTA 
ATGAATGGGCCAGAAACCGGGGGCAGAATGACTNCAGGGGCACCCCCAACACCAGATATTGGCATAA 
35 GGAAACAGTACAATGAAAAAAGTCATACTTGGACCCTTGTCATTCCACANAGCATGATGTACTATCTA 
AAACAAAAAGAAGAGCTGCTTTGGAGAAGGGTTTTAAAAGTTGTTTAT 
GGAAAACTCCAGTNTATNAGATGGCATTTACTT^ 

ACAGNACAGACGGGCTGCCAANCAGNTACTAATGTNTCTGCTCTAAGAAGGGNCCTCTTGCTTCCTTG 
TGATATCTTGCAGAGCCGACTGAGGACAGAAACACAATAAG 

40 

>'000203a-059,scf came from CONTIG 50 at offset 0; "E:\SEQUENCE\export\EST_db\000203a\000203a- 
059.scf(39>620) 

CAATTCGGCACGAGGGTGAGTGACATCGTCTTTAAACCCTGCGTGGCAATCCCTGACGCA CCGCCGTG 
ATGCCCAGGGAAGACAGGGCGACCTGGAAGTCCAACTACTTCCTTAAGATCATCCAACTTCTGGATGA 

45 TTATCCAAAATGCTTCATTGTGGGAGCAGACAACGTGGGCTCCAAGCAGATGCAGCAGATCCGCATGT 
CCCTCCGCGGGAAGGCTGTGGTGCTGATGGGCAAGAACACGATGATGCGCAAGGCCATCCGAGGGCA 
TCTGGAAACAACCCGCTCTGGAGAACTGTGCCTCACACCGNGGAATGTGNNGCTCGGTCACCAAGAG 
ACCTACTGAGACAGGACAGCTGCTGCCACAGGGCCACTGCGCCCGGCTGTGCATACGCCGGGAGACCT 
GGCCACCAGACATGNCTGGGCCGAAAGACTTCTCTCAGCTTAGCACACACGATACTCAGGCACAGAAC 

50 CTGAGAGGCATGATAAAAGAACAGAGCGCAGAGCACGCGACACGACACCCCTTCCTGCGCCCCAAGG 
GGAAAGCAGATACCCAGCTAAAAAGACCGCTCCTCGGGGGG 

>'000203a-083.scf came from CONTIG 50 at offset 7; H E:\SEQUENCE\export\EST_db\000203a\000203a- 
083.scf'(45>614) 

55 GCACGAGGGTGACATCGTCTTTAAACCCTGCGTGGCAATCCCTGACGCACCGCCGTGATGCCCAGGGA 
AGACAGGGCGACCTGGAAGTCCAACTACTTCCTTAAGATCATCCAACTTCTGGATGATTATCCAAAAT 
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GCTTCATTGTGGGAGCAGACAACGTGGGCTCCAAGCAGATGCAGCAGATCCGCATGTCCCTCCGCGGG 
AAGGCTGTGGTGCTGATGGGCAAGAACACGATGATGCGCAAGGCCATCCGAGGGCATCTGGAAAACA 
ACCCGGCTCTGGAGAAACTGTTGCCTCACATCCGGGGGAATGTTGGCTTCGTGTTCACCAAGGAGACC 
TCACTGAGATCAGGGACATGCTGCTGGCCAACAGTGCCAGCTGCGCCCGGCTGTGCCATACGCCGGTG 
5 AAGCCTGGCCAGCCAAACATGTCTGGGCCCGAGAGACCTCTCTTCAGCTTAGCACACAGAANATTCAG 
GCACATGAAATCTGAGAGGCACGATAGAAGAACAAGAGCGCACGAGCAGCGTGACAGCGACACCCCT 
TTCTCGCGNATCACAGGTGACAGCAATT 

>'000203a-060.scf came from CONTIG 51 at offset 0; ''E:\SEQUENCE\export\EST_db\000203a\000203a- 
10 060.scf'(l>262) 

GGGCTAACAGTCCGCGAGCCCGGCAATCCGCAGCCGGGCCCACAGGAACATGCGTCTGCTTGGGGGG 
GAGAGGGCCGGGCTAGAGCGAGCAAGGTGAGGGGGGGGGGGGGGGACCTCCCGCGGATACAAGGTC 
ACACACCCCTCCTAATGCAGAAGGCGACGGTTGCAGGAAGGGCAAAATAAGGACTCGCAAGGTGTCT 
AGGGGAACGAGTAAATGAAAGGCCACGGCGCGAGACGCGAGCGACCACCCAGGAGAACCGCG 

15 

>'000203a-061.scf came from CONTIG 52 at offset 0; M E:\SEQUENCE\export\EST_db\000203 a\000203 a- 
061.scf'(39>494) 

NAATTCGGCACGAGGGTGAGTTTCATTGAGTTAAATAAATACCTTTTGGAAA 

CCAAAAAAGCCTGTCTGCGCTGTAGGAATGTGTGGTGAAGCT^ 
20 GGCGGGGGTCTGGGGGTTGCACAGAGAATGAGTTCTTGTATTTCGCGTCACACAGGTAGTTATGGAAA 

TATGTTATTGTACTGTGTAAAGATGCCCAGCCATTTTC^ 

GCTTTTGCTATACATCTGGAACCCT 
~k AAGTTTGCACATAACTCTTGTTATACTGTACGATAATCTTGGGGGAAAATAm 
;S AAAAAAAAAAAAAACCGAGGGGGCCCGCCCCCATTCCCCTTA 
M 25 

y >'000203a-062.scf came from CONTIG 53 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 
* ' 062.scf'(l>630) 

^ CGGGCGCCGTTAACTAGGTCCCCGGCTCAGCAGACACAGTGTCGTGAAAACCACCGTTAAACCTAAGC 
CAAAATGGGAAAGGAGAAGACCCACATCAACATCGTTGTCATTGGGCACGTAGATTCAGGGAAGTCT 

h 30 ACCACGACTGGCCATCTGATCTACAAATGTGGCGGGATCGACAAGAGA ACAATTGAAAAGTTCGAGA 
AGGAGGCTGCCGAGATGGGAAAGGGCTCCTTCNAATATGCCTGGGTCTTGGACANACTTAAAGCTGA 

r- ACGNGAGCGNGGNATCACCATTGATATCTCCCTGTGGAAATTTGAGACCAGCAAGTACTATGNTACCA 
TCATTGATGCCCCAGGACACAGAGACTTCATCAAAAACATGATTACAGGCACATCCCCAGCTGACTGT 

«- GCTGTCCTGGTCGGTGCTGCTGGGTTGGNNGAATTGAAGCCGGATCTCCAAGACGGCAGACCCGNGAG 
35 CTGCCTTTTTGCTTACACCTGGNNGNGAAAACACTA 

"i; TACAGAGAATCAANAATGTTAGNANCACACTTATANAAATGCTCACCCGACANACATTGGCCATTTGC 

% - TGAAGGACAAGCTAACAAGCT 

>'000203a-075.scf came from CONTIG 53 at offset 27;"E:\SEQUENCE\export\EST_db\000203a\000203a- 
40 075.scf'(41>615) 

CGGGACACAGGTGTCGTGAAAACCACCGTTAAACCTAAGCCAAAATGGGAAAGGAGAAGACCCACAT 
CAACATCGTTGTCATTGGGCACGTAGATTCAGGGAAGTCTACCACGACTGGCCATCTGATCTATAAAT 
GTGGCGGGATCGACAAGAGAACAATTGAAAAGTTCGAGAAGGAGGCTGCCGAGATGGGAAAGGGCT 
CCTTCAAATATGCCTGGGGTCTTGGACAAACTTAAAGCTGAACGTGAGCGTGGTATCACCATTGATAT 
45 C^TCCTGTGGNNAATTGAGACCAGCAGTACTATGNTACCATCATTGATGCCCCCAGACACAGAGACTT 
CATCANAAACATGATTACAGGCACATCCCAGCTGACTGTGCTGTCCTGATCGTGTGCTGTGNTGGNNG 
AATTGAGCCNGCATCTCCAAGACGGCAGACCCGGAGCTGCCCTTTTGGCTACACCTGGTGTGAAAACA 
CTATGTTGGCGTTACAATGGATNCACTGACACCTTANCAGAGAATCAANAAATGTAGAAGCAGACTAT 
TAAAAATGCTCACCCGACAGACTTGGCCATTTGT 

50 

>'000203a-063.scf came from CONTIG 54 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 
063.scf"(10>605) 

GCTCTATACTATGGATCCCCGGGCTGCAGCGTCACTTACCTCACTCGTTCGGAGTCGTATATCGGGGGA 
AATTGCTACATTCTGTCAGGGTCACGTGATGCAACCCTTCTGCTCTGGTACTGGAATGGAAAAAGCAG 
55 TGGTATTGGAGATAACCCGGGCAGTGAGACTGCCACTCCGCGGGCCATTCTGACAGGCCACGACTACG 
AGATCACTTGTGCTGCTGTCTGCGCGGAGCTCGGCCTCGTGCTAAGTGGCTCCAAAGAGGGACCATGT 
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CTCATACATTCCATGAATGGNAGACTGNNTAGGGACTTGNAGGNTCCANAAAACTGCCTGAAACCAA 
ANCTCATTCANGCGTCGAGAGAGGCCATTGTGTCATTTTTATGAAAATGGGCTCTCTGCACATCATGTA 
ACGGAAAGCTCAGCCACATGGAACGACATACATAAGGCATCACTGACGGNATGGCAGACTGCTCACG 
GAGAACAGGGGGCTCAGTCTGCGGGTCGACTAACATGTCGCTACAGTGGAGCGGATCGGCTGGCTGCT 
5 AACAAGGCGCTGTGCTCCTAGACACGTGTTCACATCACGGGACCAACACCCT 

>'000203a-064.scf came from CONTIG 55 at offset 0; "E:\SEQUENCE\export\ESTjIb\000203a\000203a- 
064.scf f (44>603) 

GCACGAGGCCTGGACCCCCTGGTCCCCCAGGTCCTCCCAGCGGCGGCTACGACTTGAGCTTCCTGCCC 
10 CAGCCACCTCAAGAGAAGGCTCACGATGGTGGCCGCTACTACCGGGCTGATGATGCCAATGTGGTCCG 
TGACCGTGACCTCGAGGTGGACACCACCCTCAAGAGCCTGAGCCAGCAGATCGAGAACATCCGGAGC 
CCTGAAGGCAGCCGCAAGAACCCCGCCCGCACCTGCCGTGACCTCAAGAGTGCCACTCTGACTGGAAG 
ATGCGAGATACTGGATTGACCCNCACCANNGCTGCACCTGGATGCCATTAANNGTCTCTGCACATGGA 
ACCGGTGAGACCTGGTATACCCACTCAGCCANGTGGCCCATATAACTGTATATCACAGAACCCAGTAA 
15 AAAGCACGTCTGTACGGGAGACTGACGGCGATTCAGTCGATTGCGGCAGGGTCGACTGCGAGGGCAT 
CATGATTCTGGCTGAGNCACGAGCTCAAAATACTACATGAGACAGGNCTATGACACAATGCACTAAA 
GCCGTCTCAGCTCAGATGA 

>'000203a-066.scf came from CONTIG 56 at offset 0;"E:\SEQUENCE\export\EST__db\000203a\000203a- 
20 066.scf*(39>329) 

GTCTCAATGTCCGTGGCGCTGAGGCAAGCGTTGTGGGGGAGAAGGGTAGCGACTGTAGCTGCCGTTTC 
n CGTTTCCAAGGTTTCGACCAGGTCGTTGAGCACTTCCACATGGAGGCTGGCACAGGACCAAACTCGAG 
i= 2 ACACGCAACTCATAACAGTTGATGAAAAATTGGATATTACTACTATAACTGGTGTTCCAGAAGAGCAT 
S ATCAAAACTAGAAAAGCCAGATCTTTGGTCCTGCTCGNCATACATGCAGTCTGTAGTTAACAAACACA 
™25 AGAATGGAGATGGAGGTTG 

8' >'000203a-067.scf came from CONTIG 57 at offset 0; ,, E:\SEQUENCE\export\EST_db\000203a\000203a- 

H 067.scf(45>669) 

4- GCACGAGTGGCGGATGACGCCGGTGCTGCGGGAGGGCCCGGAGGCCCCGGGGGCCCCGGAATGGGAG 
y 30 GCCGCGGTGGCTTCCGCGGAGGCTTCGGTAGTGGCGCCCGGGGCCGGGGTCGCGGCCGGGGTCGGGG 
3 CCGGGGCAGAAGCCGCGGAGCTCGCGGAGGGCAAGGTCGAGGACAAGGAGTGGCTCCCCGTTACCAA 
p GCTGGGCCGCCTGGTCAAGACATGAAGATCAAGTCTTTTGAGGAGATCTACCTTTCTCTCTGCCTATCA 

iV ; : AAAACCAGACCCGGGCTGCCCAGGAACCAGTTCAAGGCGTTGTTGCTTTCGGGGATACAACGACTGGG 

J! 35 GGCTGGTGGCAGGCCCAAGAAAATACCCTGCCTCCGGGGGCCATCTTCTGCTAAGTGTCCACGCCCGG 

Ifj GCAAGAGCTTAGGGGAACANAAGACACCCCCCCGTCTGCAGGGACGGCTGGGTCCGGCGGGCCCTAC 

H CTCCCAAGACGGCTCCTCGCCCGGCCAAACGGAGAGCGCTGACAGTCCTTGCCGGCGCTGCCCTGGCA 

H : TCCAGCCTTGTCTCCA 

40 > ! 000203a-068.scf came from CONTIG 58 at offset 0;' , E:\SEQUENCE\export\EST_db\000203a\000203a- 

068. scf'(40>680) 

TTTTrTTATGGCTTCTTCITrCTTTA 

TAAATAATTATTTAAAAACCAACCAGGATTAAGGCCCTGGCCCAGAGCTCCAAACCAGAAGCAGA 
GGAATGGTGGCGGTGGGCTGGGGGGGTATTCCTCCAACATCACCAAAACCCAGAGAACGAGGATCCT 

45 AAGCTTTTCACAGGCCAACCCGGGCACGGGCCTGCAGGCTGACCCTCGGAGGCCTCTGGCTGCATCAC 
TATCAGATCAAAACCAGCGAGGAGCTGCCGGGAACAGCCAGCCGAGTCCAGACATGGACACAGTAGC 
TGGATGGACACGAGACGGACAGGTCCTGTCCAGCTGTGGACAGGATTCAGATGCAAGCTAGGCAGTG 
GGGGCAGGGGCTGGGGAGCAGAATGAAGCATGCAGGAGGGGCCCCGGGGCCTGGCTCANCCACCGG 
CCGCCGAGCCTCACCGTGTGGGNTCGCTGGGGNCTGGGCTCCCGCCCACACTGGACTTGAGGCTCTGN 

50 AGCGAGAGTTCCAGCCATTGTGATGTTGCTCTCACAACAAATNCTTGCCACTGGGAGAATTGAGATGG 
TGACAAACTACGCCCAAGCATGTGGATGCCAGC 

>'000203a-069.scf came from CONTIG 59 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 

069. scf'(12>643) 

TAATTAAAATTTTTATTGAAATCTCTCAAACGTTACCAAGAAA 
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GAAAAAACAAACAACAACAACAAAAAACAGCTAACAAGCAAATTCAACATGGGAGCTCCCTCTGCTG 
GTCTGCAGTAGGTTGATATGTTACAAACACATTCCCAGAGACAAATCTATTTGCTGGAGAAGGGACAA 
AAAACAGGTGTGTGGGCTTTGCCTCNAGAGAGAACACTGGCATGCAGNGAGCGGGGTAGTGAAAGCA 
GAGGAGCAGCGCAGCGCTAAGTCGCTGGTACAGAAGTACGGGCCACACTCAGGCTATGNGTAAAGGC 
5 AGCCTGTGACTCTATGTCTCTGCATGACTGAGACAGGTGGCAAGNAACTGGGTTGGAGCCTACTATTG 
TCTTGCTCTCGGGTTGCTACAACCTATGTAGGTTGCGATTAGACGACGAGCCTCAAGATTTGCGCm 
TTGACATGCAATGCAACTAGCTGTATTACTTTAAAACTTT^ 
GAAGGCAAAAAAACTCTTT 

1 0 >'000203a-070.scf came from CONTIG 60 at offset 0;' f E:\SEQUENCE\export\EST_db\000203a\000203a- 
070.scf'(19>728) 

CTACGGCATCCCCCGGGCTGCAGGTCGAGTTTTTTTT^ 

TAGTGCTTTCTTAAAATAAATATAATAATATAATTATCAAACATACAGTGAGAAGTAA^ 
TGAACGGCATGTCACAGGAGTTCACTCAGGACTGTTTCAACACTCAGCACTGGAGAAACCGCACAGGC 
15 CTACCTATGTACAGACGACCCAACCGCCAGGGCGAGGCCACCGCGTCCCCTCCGTCCTCATGGACACG 
GCCACTCCCCCTTGCGTTGAAATGACCAGTTTGCATGTTTTAACTTT^ 
TTTTTTTTCTTTTGCAGTTTTGAA^ 

AGGGACTCAGAGTCCGGCGCCGGTCAGGGGCAGCGCACAGCGGGGGGGCAGCCGGCCGAGTCTGTCC 
CGGAACACGGGGCGCAGGACCCCGCCCACTCGAGGAGGGGGGGACGGAGGCCGGCCTGGGTCCAAA 
20 GCGCCAGACCTTTGTTGAAAGCAGCACAGCCCGCGAACGAACGCAGTCCGCGGCCGACTTCGGACCA 
AGGAAGGAGAGGGGGAAAAATAAAAGTATTAGGATCCTTTTATAAAATATAAAAT^ 
f p AAAGGGCGCCCCCGGGGGGGGGGGCCCC 

S: >'000203a-07Lscf came from CONTIG 61 at offset 0;''E:\SEQUENCE\export\EST_db\000203a\000203a- 
u :25 071.scf r (38>713) 

J? TTGACATCCTCCATTTCGCTGTGCTGAGTTAGTACAGGGAAGACGGGGAAGTGAAATGCCAACAGTAG 
y : TAGATGGGGGACTTCCCTGGTAGTCCAGTTGTTGAGACTTCGCCTTCCAGTGCTGGGGGGTGCAGGTTC 
H AGTCCCTGATGTGGGAGCTAAGATCCCTCATACCTCATGGCCAAAAAACCAGAATGTAAACAACAGAT 
*f ACAATATTGTAACATATTCAATAAAGAATTAAAAAAAAATTTT^ 

W 30 CCTGACAGTTTCACAGAGAGGGCTGTGATAGGATTGCTCATGAGGAAATCCAAGGAATAGAAGTTTTT 
s GATAGAGGATGATGGGAAGTGTGTTAGCAGAAGTAGGACTGCCTACTGTCCATCTGGACCATGNAAA 
f: GCACANATTCATCCCGCACAGCTTGGAGAGAATGTCTCACTAAGAGCTCATGCCTTGTATTCCTCCCAC 
S ATTATTTGTATTGTTGGTTTTATATACGTTTTTTTGCTG 

^ AGGACATTCTATGTAGAGAAAGATAAACTTAAAAAAGAAGCCCTTTTTCTTTT^ 
J; 35 ATCTTAAGTGAGTCACCCTTTCGGCAAA 

t >'000203a-072.scf came from CONTIG 62 at offset 0; n E:\SEQUENCE\export\EST_db\000203a\000203a- 

^ 072.scf'(38>334) 

CTGGTGCTTTCGGCCTCGCTGCGGTGCCGACAGTCCGTTCATGCCTCGCGTTTGAGGGCAGGGGGTGG 
40 CTCAGCGGCTGGCTCGCAGCTTTCTCCGCTGGCTGAGGCCCGCCACAGCCGACATGGGCTGTTTCTGCG 
CGGTTCCGGAAGAATTCTATTGCGAAGATTTGCTTCTGAATGAATCCAAGTTA^ 

AAACAGGCATCAGAAAATCACGAAAGGGCTCATTGTCCTTGAGCACCGTATCCGCCACTCAACCCTGG 
GGAGGTGAGTATTTTTGGCTTGC 

45 >'000203a-073.scf came from CONTIG 63 at offset 0; "E:\SEQUENCE\export\EST_db\000203a\0002 03a- 
073.scf'(l>639) 

CGGGGCGCCCTCTAAACTATGGATCCCCGGGCTGCAGGCCCAGTTTCCCTCCCAGAACATTCTTGGGA 
CCAGCCACCTTTCCCCAGGTGTGTGCTGCCCACTGCCACCCAGAGGTGGGATGGCAGGTTCCAGGTTC 
CCTCTTGGATCCCAGGCTTCCCCTGACATCAGCACCATTCAGTGGTTTTCCTGGCTCCATCGCTATCGCT 
50 TCATGCTGAATGGACAGGACTGTTGACCTGTCTCAAGAAGCCCATAAGATTTGAGCAGAAACGNTGAC 
TTCCTTGTACCTCTGCCAGAGCAGCTCCCTTCTCCCCCCCAGAATTTCACCAGATCTCTTCATGCTGCTC 
TTNATTTNCGTAC1TGAAGTGGNTCTGCCGACA 
GACGGNAGNTTCTTTCTCTTAAG^^ 

CCTCGTTTTAAGTGAACAGGAGACTAGATGCTGTACTAAACAGATGGAACCGAGAGAAACACTACCAT 
55 CAGTAAAGACCACCACCCAACACTCATAAACGCTAACAAATCTGCTGAAAGATGTAGCTGGAAAAAA 
AAAACGGGGGCCGGCCACCTTA 



153 



> , 000203a-074.scf came from CONTIG 64 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 
074.scf'(l>580) 

GCGGGCGCGCTCTAAACATGGATCCCCGGGCTGCAGGTTCCTGTGTCGTCTTGGAGGTGACTCGGCGT 
5 GATTGAATTTGCGGCATCTTCGCATTCACTCACA 

GGCAAGACCATCACCCTGGAGGTGGAGCCCAGTGACACCATCGAGAACGTGAAGGCCAAGAATCCAG 
ATAAGGAAGGCATTCCCCCTGACCAGCAGAGGCTCATCTTTGCCGGCAAGCAGCTGGAAGATGGCCGC 
ACTCTNTCTGATTACAACATNCAAAAGAGTCGACCCTGCACCTGGNCCTNCGTCTGAGGGGGGNATGC 
ANAATTTCGGAAACCCNNTGACGCAGACATCACCTGGAAGGGAGCCCANGACACCACGANAACGGAA 
10 GCCNAAATCAGATAGAGGCATNNCCCCGACACAAGCTCATCTTGCGCAGCACTGGAGAGGCGCCTCTT 
TGATACACANCAAAAGGCGACTGCCCGGCCTCGCGAGGGGGAGCAATCTCGAAACCGACGCAGACAT 
ACTGAGGGGGCAGCACACCAAAGAAGCAAACAAAAAAGA 

>'000203a-076.scf came from CONTIG 65 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 
15 076.scf'(45>598) 

GCACGAGGCCTTCATCCAGCACCTTCCCCTGAGTGAGCGCATCCGGGGCACCGTCGGACCAAAGAGCA 
AGGCAGAGTGTGAGATTCTAATGATGGTGGGCCTGCCCGCTGCTGGCAAAACCACGTGGGCCATCAAA 
CATGCAGCCTCCAACCCCTCCAAGAAGTACAACATCCTGNGTACCAATGCCATCATGGATAAGATGCG 
GGTAATGGGCCTACGCCGTCAGCGAAACTACGCCGGCCGCTGGGACGTCCTGATCCCAGCAGCCACTC 
20 AGTGCCTCAACCGTCTCATCCAGATTGCTGCCCGCAAGAAGCGCAACTATATCCTANATCAGACAAAT 
GTTTATGGGTCAGCCCAGAGACGAAAAATGAGACCATTTGAAGGCT^ 
Z} GTNCCNACTGATGAGACTGNAAGACGAACAATAAGCGACTGACGAGAAGGAAGGAGTCCNANACAC 
H GCGTCTTAAAATGAAAGCACTTCACGTGCCGATGTGGGACTTCTGGAGAGNGCTGTCATGAGCTGCAG 
J GAAAGGAGCGAC 

>'000203a-077.scf came from CONTIG 66 at offset 0; ,, E:\SEQUENCE\export\EST_db\000203a\000203a- 
~f; 077.scf f (46>306) 

*Z CACGAGGGGAATCTTGTCCTTCCAGGTCCGCCAGTTTAAGCGCCTTTATGAACATATTAAAA^ 
+ AGTACCTTGTGGGCCAGCGCCTCGTGAACTATGAACGGAAATCCGGCAAACAAGGCACATCACCACC 
W30 ACCTCCACAGTCGTCCCAAGAATAAAGTGGTTGTCTCCACTACCTTGGCCTTCCCCTTGCCTTCACGTG 
3 TCCTTTTTTGTGGACTTCTCTCTCTGGAGATITCCCCAGTGATCTCTCAGCGTTGTT 

ff. >'000203a-078.scf came from CONTIG 67 at offset 0; "E:\SEQUENCE\export\EST_db\000203a\000203a- 

078. scf'(39>281) 

1 : TTGAGAATGAATGTGCAGAGTTTATGATGTGTGTCAAGCATGCCTCGATAGCCACAGGCTTTACAAAA 
r ATTACCTATTGTTTGCTTCTTTGGATTGACATGCAAAT^ 
AACAAATTTTTTTATGAATCCATCCACCATGCTT 

40 >'000203a-079.scf came from CONTIG 68 at offset 0; "E:\SEQUENCE\export\EST__db\000203a\000203a. 

079. scf*(16>24) 
ACAGGGATC 

>'000203a-080.scf came from CONTIG 69 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 
45 080.scf'(38>623) 

NAATTCGGCACGAGGCAAGCGCCTGCTGGAGCCCCCGTGCTCCTTGCACTTGAACTCTATGGGGTTTG 
GTGGGCAGAGGCTCAGGAGTCCCCTGGATTTCCCCAGCTGGTATCCTGGGACGTGGTAAGCCTTGGGG 
CTGGGGTAGCATGGGATCCCCCGAGGACCCANATTCTGGTACTNAGGGCAAGGNGAGGNGAACCCGN 
ACCTCANCCGTCCCCCAGTCTACAGCCTGAGCCCAGTGTGCTCCCAGCTCCCCANTCCNCATGAAGCCT 
50 GCCGGNGGCTGGCAGNAGGGNTTAGAGGNNCTGGCCTTCGATTCCTTTTCTGTCGCGCTGCTTTCACCC 
GCTTCCTGCAGCTTTGCTCTGGCCTGATGATCGTGCT1TGTTCTCTGTACTGTTAACTGAGCATGCCACA 
TTTGITGAAATGTTGTTCAAGTGTAAGCAAGGAGAGGTCCAATTGTGATGGGGATGGAGGCATGGACT 
CTGCTTCTATCCTTCTACTTATCTGAAATGTTC 
AGCGAAAAAAAAAGGCAAAAAATTCTCTACCACGAGA 

55 
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>'0O02O3a-081.scf came from CONTIG 70 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 

081. scf'(41>563) 

CTCCAGTTACCTCTGCCAGTACCGCTGTGTCAACGAGCCGGGCCGCTTCTCCTGCCACTGTCCACAGGG 
CTATCAGCTGCTGGCCACGCGCCTGTGCCAAGACATTGACGAGTGTGAGTCGGGTGCGCACCAGTGCT 
5 CTGAGGCCCAGACTTGTGTCAACTTCCACGGNGGCTACCGCTGTGTGGACACCAACCGCTGTGTGGAG 
CCTTACGTCCNAGTGTCCGACAATCGCTGTCTCTGTCCGGCCTCAACCCCCTGTGCCGGGAGCAGCCCT 
CATCATCGTGCACCGTATATGAGCATCACCTCGAGCGGAGCGTACCGCGGACGTNGTTNCAATCAANC 
ANCNNTCGTCTACCTGTGCTACATGCTTTCAATCGTGCTGTAACTCGCAGGAACTCTACATAGCAATCA 
CATGCACGCTGCTGTCTCGCTCGGCTGGACGGCCCCGGATACGGCTGACTGAGAGTCACTTACTCTCTG 
1 0 ATACGGCACTCTTTTGAATACGCTTGGGGCTACTTTGGGGGGG 

>'000203a-082.scf came from CONTIG 71 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 

082. scf'(48>533) 

GCACGAGGGCCTGCTGCAGCCCGGCTGCCAGCTGGAGTCCCTGTGGGTGAAGTCCTGCGGGTTTACGG 
15 CCGCCTGCTGCCAGCACTTCAGCTCTATGCTGACCCAGAACAAGCATCTCTTGGAGCTGCAGCTGAGC 
AGCAACCCGCTGGGCGACGCGGGCGTCCACGTGCTGTGCCAGGCCCTGGGGCCAGCCGGCACTGTGCT 
GCGGGTGCTCTGGGTGGGCGACTGTGAGCTGACGAACAGCAGCTGTGGCGGCCTGGCCCTCACTCTGC 
TGGCCCAGCCCCACCTGCGGNAGCTGGACCTGANNCATACGGNCTGGGCGACCCCCGCGTCTGCAGCT 
GCTGGGGCAGCTGGAGCACCCGCTGCAGCTGGAGCACTGTCCTGTCGACTCTATGGACCGAGCATGGA 
20 CGACGCTGCGGCTGTGGAGAAAGCAGCTGGNCTGCGATCTTTCTGACCCGTCCCCAGNGCGTNATGAA 
AAGTNCATCA 

>'000203a-084.scf came from CONTIG 72 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 

084. scf'(47>388) 

25 GCACGAGGCACAGTAGCATCACTTCAGAAAGGAGCCAGACTTATTCTCAAAGAACTATGTTCACACTT 
TTCAGCAGAAATAGCGATGGTTGTAACATATGTATCCCCTCCCTCGGATTTGAAGGCACAATCTACAG 
TGTITCTTCGCTTCTTITCTGATCTGGGGCATGAAAAACCAAGATTGAGATTTGAACTATGAGTCTCCT 
GCATGGCAACATAATGTGTGTCACCGTCAGGCCAAACAGCCAGCCCTGAACGGTGGNTTTATTACTTG 
TGTATTTGTGTTGGATGATAAACACTCATCATCTCTCCTGTAGTCCCTGCTCATTTCACTTAACCCTAN 

30 

>'000203a-085.scf came from CONTIG 73 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 

085. scf'(9>658) 

CGCTCTATACTAGGGATCCCCGGGCTGCAGAATTGGCACGAGGGGAGCTCCGCATCCACACCGGCCAG 
CCCAGATCCCGAGGTCTGACAGCGCCCGGCCCAGATCCACAAGCCTGCCAGGAGCCAGCCGAGAGCC 

35 AGCCGGCCGCGCGCTCCTACCCCAGCAGTCTCTGTCCTTCGGCCTGAGCCCCGCGTCCTTCCCGGGACC 
TCTGCCCCTCGGGCAGTGCTGCCACCCTGCCGGCCATGGAGACCCCGTCCCAGCGGCGCGCCACCCGC 
AGCGGNGCGCAGGCCAGCTCCACCCCGCTGCCACCCACCCGCATCACCCGGCTGCAGGAGAAGAAGA 
CCTACAGGAGCTCAATGACCGNCTGGCTGTCTACATCGACCGTGTGCGGGCGCTGGAAACGAAATGCA 
GTCTGCGCCTCGCACACTGATCTGAGAGGGGGCAGCCGGAGGGTCTGGCTTAAGCCCGCTCCAGCCGA 

40 CTGGGGAGCCGCCAGACCTGACCGTGGNCAGACGCGCCGCGCGCGGACGACAAGGGAAGAGTCAGG 
ACCAGCACGCATCAAAGAGGAACGAGGCCCAGCCGCTAGACGAGGCGTCACCAGAGCGGCGGCTGTT 
AGAAGCCGGGGGACGGACGGGGAGGCATGGGCCCGGGGCAAC 

>'000203a-086.scf came from CONTIG 74 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 
45 086.scf'(48>633) 

GCACGAGGATGAATTITCACTGGCCCrTCGGCATCTGGTTGTGCAAAGCCAATTCCTTCATTGCCCAGT 
TGAACATGTTTGCCAGTGTCTTCTTCCTGATGGTGATAAGCCTGGACCGCTATATCTACTTGATCCACC 
CGGTCTTATCTCATCGGTACCGTACCCrCAGGAACTCTCTGATTGTTATTATAGTTGTTTGGCTm 
TTCACTAATGGGTGGGCCAGCTCTGTACTTCCGGGACACTCTGGAGTTGAATAACCACACTCTTTGCTA 
50 TAACAACTTCCATGAGCATGATGTGGACCTCAGGTTGNTGAGGCATCATGTTCTGACCTGGGAGAAAG 
TTATTGTTGGGTACCCTCTCCCTCTGCTAACAAGAGCATTTGCTACTTGGCCTCATCTCAAGAGAAGAA 
CGAGCACCTGTACTCAGAAGCCTCCTGACCACCCGGCGNGGNCATGCCTTNCGATTGCTGAATCCTAT 
CACTGTTACATTGGAACCACGACCACACATACTATTCACCAAGCTACAGCACACCCCTTCACGCCGNG 
TTCTCAAATGCTGACCCCCCTTACCCGATATAAAAG 

55 
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>'000203a-087.scf came ftom CONTIG 75 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 

087. scf'(46>645) 

GCACGAGGATTTAATATTGTGGAGGGTGGGGCTTCCAGGTGAATACAGTTGCTGGTTGCTGAGCCATG 

CCCAACTCTTTGCAACCCCATGGACTGCAGACCGCCAGGCTCCTCTGTCCATGGAATTGTCCAGGCAA 

GAATACTAGAGTGTGTTGCCACTCTCTTCTCCAGGGTATCTTCCGAATATAGGGATCAAACCTGGATCC 

CCTGGATTGCAGGCAGATTCTTTATCCTCTGAGCCACCAGGGAAGCTCCTAGTCACCCTAAAACCTCCA 

AATTCTTAAAAAAATTACCCTATCTACTTCCACCCCAGTCTTTCTCTCTTCTTCTTTTGGTGTCTTGATTT 

TTGCTTTTGGCTCTGCCACTGCATCACATCACCTCTTCCAGCCTGACTATGAGTCGCCTCAGACTCAGA 

GCAGTTCACTCACGAATCTTGGCTTGACCACATACTCTCGNACTTGGCTCTGACTGCTTTTTTTATTGTT 

ATTCGACATCTCCACCCGCGAGATCTCTTTGGACAGCCTTGTATAACATCTGTTATACCTTTTGTACGCT 

ATTTGGGAAAAATAATTAAAAGGGGCTCCCCCAAAAAATTACGCAA 

>'000203a-088.scf came from CONTIG 76 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 

088. scf'(19>21) 
TAT 

>'000203a-089.scf came ftom CONTIG 77 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 

089. scf'(l>428) 

AGGTGGCGGCGCTCTTATTATGGATCCCCCGGGCTGCAGAATTCGCACGAGGGAGGCCTTTCGGCCGC 
AGCCATGGCGCCCAGCCGGAATGGCATGATCCTGAAGCCCCACTTCCACAAGGACTGGCAGCGGCGC 
GTGGCCACGTGGTTCAACCAGCCGGCTCGCAAGATCCGTAGACGCAAGGCCCGGCAGGCCAAGGCGC 
GCCGCATTGCCCCACGCCCCGCGTCCGGTCCTCTCCGGCCGGTGGTGAGATGCCCGACGGGTCAGTAC 
CACACGAAGGTTCGTGCCGGCAGGGGCTTCAGCCTGGAGGAGCTAAGGGTGGCCGGCATCCACAAGA 
AGGTGCCCGGACCATTGNNGATCTCGTGGACCCGNAGCGCGGANCAAGTGCACGGAGTCCCTGCAGG 

CCACGTGCAGCGCTCAAGGAGTAN 

>'000203a-090.scf came from CONTIG 78 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 

090. scf'(42>591) 

NAATTCGGCACGAGGGGAAGTGTATAATTTCCTGGCCACTGCAGGTGCCAAGTACGGCGTGGGCTTCT 

GGAGGCCTGGCTCTGGAATCATTCACCAGATCATTCTGGAAAACTATGCGTACCCTGGGGTTCTTCTGA 

TTGGCACTGATTCCCACACCCCTAATGGCGGTGGCCTGAGAGGCATCTGCATTGTAGTCGGAGGTGCT 

GATGCCGGGNACGTCATGACTGGGATCCCCTGGGAGTTGAAAGGGCCCCAGGTGATTGGGCGTGAAG 

CTGACAGGCTCCCTCTCTGGCTGGACCTCACCTAAGATGTGATCCTGAAGGTGCGGGTATCCTCACAGT 

GAAAGGTGGCACGGGCGCCATCGGGNAGTACCACGGGCCTGGAGTAACTCCATCTCTGCCCCGCATGC 

GACCTCTGCACATGGTGCAGAATCGGCCACACTTGTGTTCCCTACACACAGAGAANAATACTGACAGA 

CGGCGGCAATATGCACCTGTGAGATTAAGATACTGTACTGCTTGCTGCCTTTACAATTATATTACCTAG 

GCGA 

>'000203a-091.scf came from CONTIG 79 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 

091. scf'(41>338) 

TAATTCGGCACGAGGCCCCTTTCATCACCAACCCTGGGTATGACACTGGAAACGGTATTCATCTTCCCG 

GCACTTCTGGGCAGCAGCCCAGTOTGGGCAACAAATGATCTTTGAGGAACATGGTTTTAGGCGAACC 

ACACCGCCCACCACGGCCACCCNCGTAAGGCATAAGCCAAGACCGTATCCGCCGAATGTAAATGAGG 

AGATCCAAATTGTTCATGTCCCCAGAGGAGACGTAGACCATCATCTCTACCCTCACGTTGTGGGACTC 

AATCCAAATGCTTCTACAGGCCAAGA 

>'000203a-092.scf came from CONTIG 80 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 

092. scf'(47>391) 

GCACGAGGCAGCCCGAGGACAGCCAGCAGGACCTGCCTGGGGAGCGCCACGCCCTCCTGGAGGAAGA 

GAACCGGGTGTGGCACCTGGTGCGGCCCACGGACGAGGTGGACGAAGGCAAGTCCAAGTGCGGCAGC 

GTGAAGGAGAAGGAGCGTACCAAGGCCATCACCGAGATCTACCTGACCCGCCTGCTGTCCGTCAAGG 

GCACGCTGCAGCAGTTCGTGGACAACTTCTTTCANNAGCGTGCTGCGCCCGGGAAACGCGTGCCACCG 

GGCGTCAAGTACTTCTTCGATTTTNCTGNACGAGCAGCAGAAAAGCATGACATTANAGATGNANGACA 

CCNATTNC 



156 



>'000203a-093.scf came from CONTIG 81 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 
093.scf(44>356) 

CAAAAACCAGAAGTGACGGGAGGTGCTGCGCTCCCCTGCGTCGTGGCAAAGTCAGCTGGCCTCTTGTG 
TGTGCGTGTGTGCGTGTGAGGAGCCGAGTGTGGGTGTGTGGCGGGCGTGGGAGCAGCTTTCTCACATA 
5 GTGCCTTATACACGCTCTAAAGAAACCAGTC^ 

TACCTTNCATTTCAGTAGCTTTGATGACCAGTTTTGCAGTTCAT^ 
GGGGCTCCCCATGCCCGAGAGCCGACTGGTCNTGTGACG 

>'000203a-094.scf came from CONTIG 82 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 
10 094.scf(40>373) 

AAGTGTCTTCAAAAATTAACAAAACAA 

AAAGCTGCTCCAATTATAGCCTTTAAACAACATGTGAGCATCCTCCCTTTCCCTCCCCTTCAGTAAGTA 
TATTCACAGCTTCAAGTCCTCTGTCCGAAGCACTCTCCACAGAGAGAAGTTAAGAGTCAATGCACCTCT 
1 5 CTGCAAAATTGTCTGAAAAGCTTTANNAAACAGTACGTCAAGGAA ACTGCTTCGGNTC 

> f 000203a-095.scf came from CONTIG 83 at offset 0; T:\SEQUENCE\export\ESTjIb\000203a\000203a- 
095.scf'(42>489) 

CGACAGCCTAGAGGGCTTCGTGCTGTGTCACTCCATCGCTGGGGGAACAGGCTCTGGCCTGGGCTCCT 
20 ACCTCITAGAACGGCTCAACGACAGGTACCCCAAGAAGCTGGTGCAGACATACTCAGTGTTTCCCAAC 

CAGGATGAGATGAGCGATGTGGTGGTCCAGCCCTACAACTCACTGCTCACGCTCTAGAGGCTGACCCA 
n NAACGCCGACTGTGTGGTGGTGCTGGACAACACTGCCCTGAACCGGATCGCCACAGACCGCCTGCACA 
;S TCCAGAATCCCTCATTCTCCCANATCAACCAGCTGGTGTCCACCATCATGTCAGCCAGCACCACACCCT 
S GCGCTACCCCGGCTACATGAAACACGACCTCATCGGCCTCATCGCCTCGCTTATTCCACGCCACGCTNC 
r]25 ACTTNCTCTGACTGTTTCACCCCCTCCACAGNACAGCG 

H 11 >'000203a-096.scf came from CONTIG 84 at offset 0;"E:\SEQUENCE\exportVEST^db\000203a\000203a- 
H 096.scf"(43>460) 

4- CATCAGGCTCGAGGGCTCTGTTGTGCGGACTGCTCCCCCTGGACCCTCTGGTTTCTCTGGGCCCTCTGA 
W 30 CCTCTTTGATCCTGCTGGTAAAGAAGGGCTTCGTGGGCCTCGTGGGGACCAAGGTCCAGTTGGTCGAA 
s GTGGAGAGACAGGTGCCTCTGGCCCTCCTGGCTTTGTTGGTGAGAAGGGTCCCTCTGGAGAGCCTGGT 
O ACTGCTGGGCCCTCTGGGACCCCAGCCCACAAGGCCTTTTTGTOGCTCCTGTTT^ 
ffi CTCTACAGTGAGCGCGACTACACGTGTCGTGATCTGTGGAGGGGTTGACACCTCTTTTCCTCGTTACAT 

S 35 ACAAA 



>'000203a-001.scf came from CONTIG 1 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 
001.scf'(45>465) 

GCACGAGGCTGTTTTATATTCGCCCATTCCAGTCCATTTTAATTCTCTGATTCCTAATA 
40 ACTCTTGCCATCTCCTGTTTGACCACTTTCAATT^ 

TGCAATATTGCTCTTTTTATCATCAAACTTTACTTCTATCACTAATTACATCCATA 
TTTGCTTrGTTTTCATTCTCTTCTTCTTTTTGGAGTAT^ 
CTACCGACCTGGGGGGGTGATCTTTTCATGTCTTTCTTTTTGCTT^ 
AAGATATGAAGAGTTTGCTTTCCTTTTCCGGGACACG 



50 GCTTAATACTGTATGTCTCGTAAGATGGGCCTTATTGCCTGTATTCTTTGATATGTGATTAAGCCTATA 
GCTTTCAGTGACCAAACATTTTACAGAGTAAAAAAT^^ 
TCTATGTCTCATTTATCCAGCCCTGCACTTAGATAGAAGTGTGC 

>'000203a-003.scf came from CONTIG 3 at offset 0;"E:\SEQUENCE\export\ESTjlb\000203a\000203a- 
55 003.scf'(40>551) 



45 



G 




TTTTGACAGAGAACATTTTTCT^ 

AGATCTGCAACAGCCACGGTCTCTCTCTTTGTGATGGATGAGAATGACAATGCTCCCACTGTCACCCTT 
CCCAGAAATATTTCCTACACTTTACTGCCACCTTCGAGTAACGTCAGGACAGTAGTAGCTACGGGGTT 
GGCAACAGACAGTGATGATGGCATCAATGCAGACCTTAACTACAGCNATGGGGGAGGGAATTCCTTC 
5 AAGCTGTTTGAGATTGATTCACCA 

TTGCACAGGNTGGTGTGCCAGNGATGACAGGGGCAGCTTCCCATCTACACGATCTGTGCTGTGTTGTC 
ATGAAAGGTTCTAAGCACTGGATGACTCCCAAAGCAAAACTGCCNCCCCATCACCAGAATATACGGG 
ACCAGCTATAATTACACAAAATAATGTTTGGGGGGGG 

10 >'000203a-004.scf came from CONTIG 4 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 

004, scf'(43>365) 

GCACGAGGGCCCTTTGACGTTCCGGCCGCGCGCCCCGCGCCTCGTCGCTATGCCTCGCAAAATTGAGG 
AAATCAAGGACTTTCTGCTCACAGCCCGCCGCAAGGACGCCAAGTCCGTCAAGATCAAGAAAAATAA 
GGATAATGTGAAGTTTAAAGTTCGATGCAGCAGATACCTTTACACCTTGGTCATCACAGACAAAGAGA 
15 AGGCAGAGAAGCTGAAGCAGTCCCTGCCCCCCGGTTNGNNNCGTGAAGGAGCTGAAATGAACCACGC 
ATGCTGCTTTGAACTGTATTAAATTTTTTAAATTCTCAAAAAAAAAAAAAAAA 

>'000203a-005.scf came from CONTIG 5 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 

005. scf , (45>563) 

20 GCACGAGGCCAAGAATACAGTCACCTGCAGCCGGGGGACCACCTGACTGACATCACCTTAAAGGTGG 
CAGGTAGGATCCATGCCAAAAGAGCTTCTGGAGGAAAGCTCATCTTCTATGACCTTCGAGGAGAGGGG 
GTCAAGNTGCAAGTCATGGCCAATTCCACGAATTACAAATCTGAAGAAGAATTTATTCGTATTA^ 
CAAACTGCGCCGNNGAGACATAATTGGAGTCCCAGGCANTCCCTGGAAAACCAANAAGGNCGAGCNT 
AGCGTCATCCCCTATGAAATCACACTGCTGTCTCCTTGCCTGCACATGTTACCTCATCTTCACTTTCGCC 

25 TCAAAGACAAGGAACACCGTATCGTCAGAGATACTTGGACTTGATTCTGATGACTTGTGAGCAGAAGT 
TTATCTCCGCTCTNATAATCACGTTTTATNAAGTTCTTGNTGAATGGN^ 
GAGAACATCATCCAGGGNAGCTGTGCTAGCTTTACACTACAA 

>'000203a-006.scf came from CONTIG 6 at offset 0; T:\SEQUENCE\export\EST_db\000203a\000203a- 
30 006.scf'(47>562) 

GCACGAGGGTTTAATTAGTGTACAAGGAGGCTTCAAGAGGGCTTCTGTGGTGACCCCGTGGTAAAGCA 
TCTGCCTACCAGTGCAGGAGACTCCAGTTCAGTCTGGTCTGGGAAGATGCCACACACCCGGGGGAAAC 
TGAGCCCATGTACCACAACTGCTGAGCCTGTGTTCTAGAATCCGGGGAGCTGGCACGAGAAGTCACAG 
CAATGAGAAGCCCACACACTACTANAGAGTAGCCACACTCACCACACAAGGCTTNCCTTGTGCTCAGT 
35 TGTTAGGAATCTGCCTGCATGGCGGAGACCTGGGTCGATTCCTGGTCGGAAGATCCCTGGAGAAGGAA 
AGCTACCTGCCGGAGCCACACGGAAGACCCACCTGACAGTCTGTGAAGAACTGAGAGCAGGGATAAA 
CTAGGATCCTTGATTGTCAACTCTATCAAACAAACTCTTCT 
AGCTTTCCGCCCCTTITNAAATAAATAATTTATTATATT 

40 >'000203a-007.scf came from CONTIG 7 at offset 0; M E:\SEQUENCE\export\EST_db\000203a\000203a- 

007. scf'(32>465) 

TTCCACTTTATTTCATATTCCCACC^ 

CCCTGAAATTGTGGCAGCAAAGGAATGAAAGTGTCAAATACCGAGGGACAGGTGGGGTGGGGAATCA 
45 CCGAATCGTCTCACTGGGCTCTTGAAGTTGCTGGCGGCTGAAGCTGCAGCTGGTAGGGCATTGATGGT 
ATCTGAAACCGAAAGCCTGGGCCAACCTGGTGGCGGCCCCTTGGCCGGTACTGGGGTGCACATGAAA 
ACATTGAAGGACCCGCGCCGCAGAAGCGCCTCCGGGGGGGGGCCTGTTGATTGGGGGTACACCCCTCC 
CCTGGGAAAAAATTTCCATGGCT 

50 > f 000203a-008.scf came from CONTIG 8 at offset 0; "E:\SEQUENCE\export\EST_db\000203a\000203a- 

008. scf(39>747) 

CAAAATGTCTTGAAATGATATTACCATAATTTTAAGTAGGAAAGTT 

TAACTGACTGGCCCGCAATATTGTAGGAACAGCATGTCCTTTGTACTGTGGTATTCAGAACAGCCACA 
GCACTCACTTTTTCCAAATGATTCTAGTAATTGCCTAGAAATATCTTT^ 
55 TTTTCCCCATATTTTTATATGGAAAA 

ATCTGTTCTAATTATGTTTGGTGGATTATTTTTATACTGTATGTGCCAAAG^ 
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CAACTGTTTAATAAAGAATTACTTCCCAAAAAAAAAAAAAAAAAAAAAAAATAACCGGAGGGGGGCC 

CGGTCCCCATCGTCCTATGGGAGCGTTACCATCCACGGGCGGCGCTTACAGCNCGGACGGGAACCCGC 

CGTCCCCACCTACGCCTGCACCCACCCCCTTCCCGTGGGTAAAGGAAAACCCCACCACGCCTCCACGT 

GCGCACCGAGGCGAGGAAAGAAGGGTAATTTGTAATCGTAATTTTTATATATTTTTACATGCCAAGCC 

ATCCTTAAAAAAAAAAGAAGGGGGGGGTGTGTAAAAACTCTTAAAGCCCCCGAGAAAAACCTAGGGC 

CCCCCCCCCCCTCTTTGGGGGCGAC 

>'000203a-009.scf came from CONTIG 9 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 

009. scf'(37>606) 

TAATTCGGCACGAGGCTCATTTTTCCATCTCTTATGAGGACACACATCACTGAATTTAGGTTCTACCCT 

AAGTCCAGAATAATCTCATCTTGAGATCCTGAAACTTATCACATTTGCAAAATTCAAGAGCCAGGGAA 

AGCTGAGCAGTGACTGCTAATGGAACAGGGTTTGCTTCGAGGGTGATGAGAGTGTTCAGGGGTAGAC 

AGGGATGCTGTTTGTACGACTCAGTGAATATACTAAAACCCNAGGGATTGCATGCTTTAAAGAAGAAG 

CTTAATGTTTGTGAAATTAGTCTCAATATAGCTGTTATTTTTAAAAGAGCCTGGCTCGGGGAGCCATCA 

ATCATACTGCTATTTTTATATCGATGTGCCAGCAGAAGTATrCTTAAATCTTTATGACACTGTTTTACTT 

TTGGCTGTCTCCCACCTGGTTTAAATACATTGAACAGAACCCAGNGAAAGCCTATGGTACAGGGAGAG 

CCCCGCTTTGCCATGAGGGATAGAATTGGTGATGCCAGAGATTCCAAGAATTTGTGAAAAACCAGACT 

CCGGGGCCGGGTAACCTTCTCCG 

>'000203a-010.scf came from CONTIG 10 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 

010. scf'(44>427) 

GCACGAGGAGAGAACTAGTCTCGAGTTTTTTTTTTTTTTT^ 

CTGTGTTGGTTTCTGTCATACCAACGTGAATCAATCATAATTATATTATATATCCTGATGGCACATGTT 
AAGAATGCATTTTCTCGTTTGAACATTACTGA 

TGACTACTGACTTAACTAAAATTCAGAAGATACAGCCATTTACCTACAGTCCTCCAGTTAAAACATGG 
CAGACCTGAGCCTANAACCCAGTTTGCTCATTTTCACTCCAGTATCACCCAACTATACCTAAAATGTTC 
CCTCTGCAGATACTATTCAAAGCACTTTATTTATTTCTAT 

>'000203a-011.scf came from CONTIG 11 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 

011. scf'(31>278) 

CTGCAGAATTGACACGAGCACCCTCTCAAGACCGAGCTGCTGCGGCCACACTCCTACAGTCTGTGCAA 
GCCCCCGAGTTCACCCCCAAGTCTGGAGGGAAGAACCATGTCTGTGACCAGCAACTGCAAAGAGCCA 
ATGCCTGTGTGGTTGACAGCCGGCGTGGAGATCTCATAGCTACTCTTGCCACTGCCCGACAGCTCCCTG 
GCTCAAAAATTACCCTCATCTACTTGATAAGGATGATGTACACC 

>'000203a-012.scf came from CONTIG 12 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 

012. scf'(l>719) 

TGATGCCTTCTAATTATGGTTCCCCCGGGCTGCTGGTGAGACCTGTGTATACCCCACTTTGCCCTGTGT 

GGTTCCAGAAGAACTGGTATATCAGTAAGAACCCCAAGGAAAAGATGGCTCGTCTGGTACGGAGAGA 

GCATGACCGTCGGATTTCAGTTCGAGTATGGCGGCCAGGGGTCCGATCCTGCCGATGTGGCCATCCAG 

CTGACTTTCCTGCGCCTGATGTTCACCGAGGGTCTTCCATAACATCACCCTACCACTGCAAGAACAAGA 

GTGGCCTACATGGGACCAACTGACTGGCAACCCTCAAGATGCCCTGCTCCTCCAGGGCTCCAACGAAG 

TACGAAATCCGGGCCGAGGACAACAGCCGCTCCACTACAGCGACACCTAAAATGGCTGCACGATCAC 

ACCGGACCCTGGGCAAGAAGAGACGAATACAAACACCAAACTCCGCTGCCCACATGATGGCCCCTTG 

AAGTGGCGCCCATACAGAATTCGTTCGAGTGGCCGCCTGTTCTGAACTCCTTCCCCACCGCTCCTCACC 

AACCCTGCCCGACTCGAAAACAACACCAACGAACCCAAAACAAAAGGAAAATCACAGCTGAAAATTT 

TCTGCTTTCTTAATATTTATTTACACAACTACAACAAAGACACTCAAAAAAAAACAGGACGCCCCCCC 

TAGGCATAATATCGGTTACGGAGGACCGCCCCCTCCTCCC 

>'000203a-013.scf came from CONTIG 13 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 

013. scf'(284>351) 

ATGAAGCGTTATATTTTGTTAAATTCCGTTATATTTTGT^ 

>'000203a-015.scf came from CONTIG 14 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 
015.scf'(l>680) 
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CTGCGGCCCTCTACACTATGGATCCCCGGGCTGCAGGCGGAAGATGGCGGCCACGGCGGTGAACGGG 
GTGGCCGGCACCTCGAGCTCGGGGTCTGCGGCGGCCTCGGGCGCGATCCTGCAGGCCGCGGCCGGCAT 
GTACGAGCAGCTCAAGGGCGAGTGGAACCGGAAAAGCCCTAATCTTATCAAGTGCGGNGGAAGAGCT 
GGGCCGTCTCAAGCTGGTTTTGTTGGAGCTCAACTTCCTGCCAACNNCACAGGACCCAAATG 
5 CAGCAGCTCATTCTGGCCCGTGACATACTGGAGATCCGGGCTCATTGGAGTATCCTACGCAAGGACAT 
CCCCTCCTCGAGCGGGACATGGCCCAGCTCAAGTGCTACTACTTCGATTACAAGGAGCAGCTCCCAGA 
GTCAGCCTACATGCACCACTCCTGGGCCTCACCTCCTCTTCTGCTGTCCCAAACCGNTGGCTGATTCCA 
CCAGACTGGACGGTGCCTGCCAAGACATCCAACCACGGTACACAAGCATCGGGNCCTCGAGCATACG 
AGGAGGCAGTACATAGTATTCTGGCAAGCACATCCCGCGAACTACCTTCTCATGATTCGCTGAACTCA 
10 GAAGAAGTTGTGANGAAGGCATGAAATCTTTACAAGCCCGACCC^ 
AAA 

>'000203a-016.scf came from CONTIG 15 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 

016. scf'(8>560) 

15 GCTCTATACTATGGATCCCCGGGCTGCAGGTTCGCTTAGGCGCAGACGGGCAAACAGAGCCAGCATGC 
CGGTCGCCCGGAGCTGGGTTTGTCGCAAAACCTATGTGACCCCGCGGAGACCCTTCGAGAAGTCCCGC 
CTCGACCAAGAGCTGAAGCTGATCGGCGAGTATGGGCTCCGGGACAAACGTGAGGTCTGGAGGGTCA 
AATTCACCCTGGCCAAGATCCGAAAGGCTGNCCGGGAGCTGCTGACGCTGGATGAGAAAGACCCGCG 
CGTCTGTTCGAAGTAATGCCCTGTGCGGCGGCTCGTCCGTATCGGGTGCTGGATGAGGCAAGATGAAG 

20 CTGGATACATCCTGGGCTGAAGATGAAGATTTTTTGAGAGACGCCTGCAGACCAGTCTTCAGCTGGGC 
TGCCCAGCCATCACCAGCCCGGGCTCTCCGCACGCACACAGGTCGCAGCAGGGAGACATCCGTCTCAT 
GGCGCTGGACTCCAAACCATCACTCTCCTCCTCCCCTCGCGGGGCGNCCGGCCGGGAAGAANAAGCAA 
AGACAGGGGGT 

25 >'000203a-017.scf came from CONTIG 16 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 

017. scf'(44>531) 

GCACGAGGAGTGACCAGGGTTAGCTGGGATGCCCTCAGACTGCACTGGACCAGCCCCGATGGGATCT 
ATGAACGGTTTGTCATTAAGATCCGGGAGACTGACCAGCCCCAAGAAGTTCACAGTCTCACGGTTCCT 
GGCAGCCAGCACTCCGTGGAGATNTCCAGCCTCAAGGCTGGTACCTCTTACACAATCACCCTGCGTGG 
30 CGAGGTCAGGGACCACAGCACTCAACCCCTTGCTGTGGAGGTCATCACAGCGGAGCTCCCCCAGCTGG 
GAGACTTATTCGNGACTGAGGCTGGCTGGGATGGCCTCANACTCAACTGGACCGCAGCTGATCAGGCC 
CTTGAGCACTTTGTCATTCAGGCGCAGGAGGCCACAGGGTGGNAGGCGCTCAAACTCCCGGGGCCCAG 
GACATGCGGCTGGGACATCCGGGCCCTGAGCGCNCCCCTACAGAGCACATCCACGGTGATCGGGCTAT 
AGACCAGGCTCTT 

35 

>'000203a-018.scf came from CONTIG 17 at offset 0; n E:\SEQUENCE\export\EST_db\000203a\000203a- 

018. scf'(13>586) 

AAATATGGATCCCCGGGCTGCAGNAATTCGGCACGAGGGTACCATCTATTTTTTCAAAC 
ATCCCCGGGGGGAAGCCCGCATACTCCTTCCACGTTACCGCAGATGGTCAGATGCAGCCCGTCCCCTT 

40 CCCCCCAGATGCCCTCATCGGCCCTGGCATCCCCCGACACGCTCGCCAGATCAACACCCTGAGCCATG 
GAGAGGTGGTGTGTGCGGTGACCATCAGCAACCCCACGCGACACGTGTACACGGGTGGGAAGGGCTG 
CGTCAAGGTCTGGGACATCAGCCACCCCGGCAACAAGAGCCCGTCTCTCAGCTCGATTGTCTGAACAG 
GGATAAACTACATCCGTTCTGCAAATTGCTCCCTGATGGCTGCACTCTCATAGTGAGAGGGGAAGCTA 
GTACCCTGTCCATCTGGGACCTGCGGCTCCCACCCGCGCATCAAGCAGACTGACGCCTCGGCCCCGCT 

45. GCTCGCCCTGCCATCAGCCGGACTCAAGTCTGCTCTCGGCTGCAGCGAGGCACATGCTGGTGGGACTG 
CACACCAACGCGTGAGGCATNCAGGCACCGA 

> , 000203a-019.scf came from CONTIG 18 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 

019. scr(13>287) 

50 AAATATGGATCCCCCGGCTGCAGNAATTCGGCACGAGGCAGGCCTTTTTTTTCTCTCTCAGACAACCAT 
CTCATGGACCCCATTCCAGGAAAGCTCTGAGTATATCATTTCATGTCATCCAGTTGGCATTGATGAAGA 
ACCCTTACAGTTCCGAGTTCCTGGAACCTCTGCTAGTGCCACCTTGACGGGCCTCACCAGAAGGGCCA 
CCTACAACATCATATGGNAAGCAGTAAAAAAACAANCAGAGCAGAAAGTTCGCGAGGAGGGGGTTNC 
CG 

55 
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>'000203a-020.scf came from CONTIG 19 at offset 0;''E:\SEQUENCE\export\EST_db\000203a\000203a- 

020. scf f (2>215) 

CCCACCCTGAGGGTTCTCCTCCAAGCTGGCATCGCCCCACTTTACAGATGACCACCCCAGGCTTGGAC 
5 AGGGCCGCCCCTGGACAAGAAGCTGATCAAGGCCCTCTTTGACGTGCTGGCGCACCCCCAGAACTACT 
TCAAGTACA 

>'000203a-021.scf came from CONTIG 20 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 

021. scf"(29>265) 

10 CCTGCAGAATTCGCACGAGGAGAATCTATTTTTTCTCTTGATGAGGGTGAAAGAGGAAA 

CTGGCTTAAGACTCAACATTCAAAAAACTAACATCGTGGCATCTGGTCCCATCACTTCATGGCAAATA 

TGCAGCCATGAAATTAGAGATGCTTGCTTCTTG 

1 5 >'000203a-022.scf came from CONTIG 21 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 

022. scf'(36>646) 

AATTCGCACGAGGTGGAAGCTTTTTTGTCGGGGGTTGTC^ 

GTGGGTCCCCTTCCGCATTTAGGGTCCCTGAGCATGCTTTCT^ 

CCTirrCCCCAGAAAGAGAGACAATAGATTGCCTTCATTTTGATGTCTGTGGCCT^ 

20 TCCTGTCTCCTCCCTCCCTCCCCGCCCTGGGGCCCCCCGCCCATTCATCCCCACCCCTCCAGAGCCACTT 
ANGACCCACTTCTGACTAATTATGGATTCCAGATGCTTGGGATAAAAGAAAAAGGACCAAGAACCCCT 
CCCCCTCTCTGACCTGGCCAAAGCCCTCCCCCAATCCCCAGGTCTCTGGAGGGCTCTGCTTAAGCCCGC 
CTCACCGANAGNAGGNATGTAGCTGTAGAAACAACCATGCAAACTGGGTGGCCTGCAGTTTACACCA 
CCCAATCTTCCCTCCTGGCTCCTTACATGATGAGGACAACTGGCTGAGAAGGGCGCAAGCGTCTGGCT 

25 CACTGCTATTCTGAAATAGAACTGGCTCTTGCTGGCGTGGCCTGGGTAGGGCCGGCAGAGGGG 

>'000203a-023.scf came from CONTIG 22 at offset 0; ,, E:\SEQUENCE\export\EST_db\000203a\000203a- 

023. scf'(l>640) 

GTGCGTTAAATAGGATCCCGGCTGAGAATGCCGAGGAAAAGGCCAGGTTAAAAGGGCCCGGCCCGGC 
30 CGGGTGAAGAAGCAGGAGGCCAAGAAGGTGGTCAACCCCCTGCTCGAGAAGAGGCCCAAGAATTTTG 
GCATTGGACAGGACATCCAACCCAAGAGGGACCTCACCCGCTTTGTCAAATGGCCCCGCTACATCCGG 
CTGCAGCGGCAAAGGGCTATTCTTTATAAGCGCCTGGAAGTGCCTCCTGCAATTAACCAGTTCACGCA 
GGCCCTGGACCGACCAACAGCTACTCAACTGCTTAAGCTGGCCCCAAGAACAGACCACAGACAAACA 
AGAGAAAAAGCAGAGCTGCTGGCCGAACTGAGAAAAAAGCGCGGGCAAAGGCGAGTCCCTACCAGA 
35 GCCCACTGTCCTTCGAGCAGGTNCACACGGCCACACCTGGGGAAGACAGAAGCTCAGTGTTGTGATCG 
TCAGAGTGGTCCCTTGGCTGGGGTCTCTGCTGCCTGGGCGCAGAGGGGNTTCTATGCTATAAGGCAGG 
CGGCTGGCGCGTGCCAGAGACGGCCACGACTTACCATCACGGGAAAGAGCTGTTAGGGGAACCAGAC 
ATTAAACAAAAAGAACGGGTGGGGGAGGCGGGCA 

40 >'000203a-024.scf came from CONTIG 23 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 

024. scf'(l>602) 

CGCCGCCGCTTAAACTATGGATCCCCGGGCTGCAGNAATTCGGCACGAGGATTACAAGCGGATAGAA 
GGGCTAAAAATCAAAGGCGAAGAGTTCATATGACTCTGGAGTTACCATGGAGTGCTGATAGAGCAATT 
CAGCAATTTGGACGAACTCATAGATCAAATCAAGTTACCGCTCCTGAATATGTCTTTCTGAT^ 
45 TTGGCAGAAGAACAAAGATTTGCATCTATTGTTGGTAAAAGACTTGAGAGTTTGGGC 

TGGAGACAGAAGAGCAACAAAAACTAGAAAACCGAGCCGCGTCCACCTTCGATAATAAGATGGAAGA 
AAAGCTTTAAAAATTGTGATGAAATCCAATGTC 

TCCTGGAGATTCTTTAAGAGTTCGCAAGACTGATAGAGTGTCTTATAAAGTGAAAAAGTCAGAATCTT 
CTTTTATAAAATTTAAAACAAAGNAAATTTTAACAAm 
50 TCGCACCCCTCCTGCGGCTCAAAGCAAAAAAGAAAAACATAGGAATTAATGTTGTTG 

>'000203a-025.scf came from CONTIG 24 at offset 0; M E:\SEQUENCE\export\EST_db\000203a\000203a- 

025. scf'(29>176) 

GGGCTGCAGCTCCATGGGGTGTTGGTGCCTGCCAGCCACGGAGGCCGGGCGGCCAGAACGCGCACAG 
55 AGGGATATGATATGGTCCGGTGTGATGGAGAGAGCAAGCGGGACCGTGCAGCCTCCCAGGACACTGG 
CCCCGCGGGGAGCC 
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>'000203a-065.scf came from CONTIG 25 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 
065.scf'(l>665) 

GTGGCGCCCTCTAAACTATGGATCCCCGGGCTGCAGGTGGACTACACCATCACTGTCTATGCTGTCACC 
5 GGCCGGGGGACAGCCCGGCAAGCAGCAAGCCCGTTTCCATCAATTACCGAACAGAAATTGACAAACC 
ATCCCAGATGCAAGTGACTGATGTCCAAGACAACAGCATTAGTGTCAGGTGGCTGCCTTCAAGTTCCC 
CTGTTACTGGTTACAGAGTGACCACTGCTCCTAAAAATGGCCCAGGACCATCGAAAACGAAAACTGTA 
GGTCCAGATCAAACAGAAATGACAATTGAAGGGCTGCAGCCCACAGTGGAGTATGTGGTCAGTGTCT 
ATGCTCAGAATCAAAACGGAGAGAGTCAGCCTCTGGTTCAGACAAGCGTTACCCACCATTTCTGCACC 
10 AACCAACTGAAATTNACTCAGTGACACCACCAGCTGACTGCCAGGACGCACCNATGTCACTCACTGGT 
TCGAGGCGGNGACCCGAGAAAGACGNACGAGAAGAATCACCTGCTCTGAACTATCGGTTGTTCAGAC 
TAGTTGCACCAATGAGGAGGCTTGCTTTAGACCTGACACAACGCTAGGAGGTCAATTGAAAGCACTCA 
AAGGCCGGGAAAGTTGAACACTCCTTATGAACAAATGAAAACGGTCAGTGGCTCC 

1 5 > , 000203a-026.scf came from CONTIG 25 at offset 40;"E:\SEQUENCE\export\EST_db\000203a\000203a- 

026. scf'(38>628) 

AATTCGCACGAGTGTCTATGCTGTCCCGGCCGGGGGACAGCCCGGCAAGCAGCAAGCCCGTTTCCATC 

AATTACCGAACAGAAATTGACAAACCATCCCAGATGCAAGTGACTGATGTCCAAGACAACAGCATTA 

GTGTCAGGTGGCTGCCCTCAAGTTCCCCTGTTACTGGTTACAGAGTGACCACTGCTCCTAATAATGGCC 

20 CCAGACCATCGAAAACGAAAACTGTAGGTCCAGATCAAACAGAAATGACAANTGAAAGCTTGCAGCC 
CACAGTGGAGTATGTGGTCAGTGGCTATGCTCAAAATTCAAAACGAGAGAGTCAGCCTCTGGGTCAAA 
CAGCGGAACCACCATTCCTGCACCACCCACCTGAATTACTCAGNGAAACCAACAGCTGACTGCCCAGG 
NACGCACCCATTTCACTCACTGTTCGAGGCGGTGACCCGAAGAGAGACGNACGAGAAAAATCACCTG 
CTCTGAACTATCGGGTGTATAGACTAGTTGCACAAATTAGGAGGCTAGTCTAGACCTGAAGCAACGCT 

25 CAGATGTACATTGAAAGAGCCTCAAAGCCGGGAAAGCTTGAACCCTACA 

>'000203a-027.scf came from CONTIG 26 at offset 0; M E:\SEQUENCE\export\EST_db\000203a\000203a- 

027. scf'(30>646) 

CTGCAGAAATTCGGCACGAGGAGCGAGTCCTGTTAGGTGCGCGTGGAAACTAGGGTCATGGCTGCGCC 
30 CGGTCCAGCGCTCTGCCTTTTCGACGTGGACGGGACCCTGACGGCCCCGCGGCAGAAAATTACCAAAG 
ACATGGATTGCTTTCTGCAAAAACTGAGGCAGAAAATCAAAATTGGTGTCGTCGGCGGGTCGGACTT^ 
GAGAAAGTACAGGAGCAGCTGGGAGATGACGTTATTAAAAAATATG 

GCTTGGTAGCATACAGAGATGGGAAACTCTTGTGTAAACAGAATATTTAAGGTCACCTGGGTGAAACC 
CTAATCAAGATATATTCACTACTGTCTGAGCTACATCGCGAAAAATCAGCTCCNGAAAAAAAGGNCAC 
35 TTCATAGAGTCCGTAACGTGAGCTGACGTGTCGCCGACGGAAAAGCTGCAGCAGAANAACCATGTATC 
TACGACTGTACAAAAGAAACATAAACAAAGTCGGAGNATTGCAAAGATTGCTGTAAGGCTACGTT^ 
AGAGNCAATCACTTATTCTCCCTAGCTGAACAATACGCTGGAACGGGAAGAAGATAAACTTATTTTTG 
GACAAC 

40 >'000203a-028.scf came from CONTIG 27 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 

028. scf'(40>622) 

CACGTAGGGGCGACCGCAGGCCCTCTCCCGAGGAGCTGGACAAGGGCATCGACCCCGAGAGCCCCCT 
GTTTCAGGCCATTCTGGACAACCCCGTGGTGCAGCTGGGCCTGACCAACCCGAAGACCTTACTAGCAT 
TTGAAGACATGCTCGAGAACCCGCTGAACAGCACCCAGTGGATGAACGACCCGGAGACGGGCCCGGG 

45 CATGCTGCAGATCTCAGAATCTTCCAGACCCTGAACCGCACATATGCCGCGCACTGCAGCTGCCAGCC 
CAGAGAGCCTCTTCTTCCCAGCCCAGGGGTGGGGAGAGGGTGCAGACCCCAAGGTGCGCCTGGGCTG 
GGGGCGGGGAGCAGGGGGGCNTGGAGGGACCCTGCCCCTGGGTGTGGCGCCAGGCCGCACTCCGCTG 
GATCTTCTGGAAAAACTCGGNGGCAGGGCCGGGTGGCTCCACCCCTGACAGGTTACGACAGGCGCCA 
CCGGGAAGGGGGCTCCTTCAGGCCCTGGCTCTGACGTATTGATTAACGAGCGCGCTGGAAGACCTGTT 

50 TGAAAAAGAATGTCAACCAGTTAGGAAGGATAATGGGAAAAAAA 

>'000203a-029.scf came from CONTIG 28 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 

029. scf'(35>595) 

AATTCGCACGAGGTCATCCCTAAGTGGCCTGAAGATGGACAAAGGGAAGTAACAGGCACGTGATGTT 
55 GGCAAGGATGCTTCTAGGGCTAGAGGATCAGTGGTGGGAGAGAGCTGCAGAATCCACCAGCCAGAAC 
TGCAGATAACGATATCTATGGTCAGGGGCTGTGACTGAGAGAAGGAAACTGAGGTTGTGTTCTGAAAG 
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TACATAAACTCTCACATATACCCAGTTC 

TGCATTAGGCAAATTGCTCAGACTTTCCAGAGCCATGCCCATCCCGTCTCTGGAACCCCCACACCTCTG 
AGAGTGGGATCACCACGTCCTGCAGGGCTGCTCCCCTCCAACTACCTTTAGAGAGCAGGACAGGAGCT 
GTTTCACCACAAGACAAAATCAAACGAGAGCAGACGGGTAAACAAANAAGACAGGGGCAATGTm 
5 TTGNGTTTTGTTTTTTTTCCATTGGAGGTG 
TTTTTTTAACAAANA 

>'000203a-030.scf came from CONTIG 29 at offset 0; "E:\SEQUENCE\export\EST_db\000203a\000203a- 

030. scf(36>676) 

10 CTCATCCTACCATATAGATATTGGTACCCTTTATCTACTATTTGGTGCTTGGGCCGGTATAGTAGGAAC 
AGCTCTAAGCCTTCTAATTCGCGCTGAATTAGGCCAACCCGGAACTCTGCTCGGAGACGACCAAATCT 
ACAACGTAGTTGTAACCGCACACGCATTTGTAATAATCTTCTTCATAGTAATACCAATCATAATTGGAG 
GATTCGGNAACTGACTTGTTCCCCTAATATTTGGTGCTCCCGATATAGCATTTCCCCGAATAAA 
AAGCTTCTGACTCCTCCCTCCCTCATTCTACTACTCCTCGCATCCTTATAATTGAAGCTGAGGCAGAAA 

15 CAGCTGAACCGNGNACCCCTCCTTANNCAGCAACCTACCATGCAGGAGCTNATAGAACTACCATTTCT 
TTTCACTTACANGAGTCCTCATTTT^ 
TACAACCCTTGTGTTGATCGNATATACGCGACTATATA 
ACTATCACTCTCACGCGAGAGAACTTTTTTACATTTTGTTTTC^ 
TTGCCCCTCAAAAAAACAGTA 

20 

>'000203a-031.scf came from CONTIG 30 at offset 0 ; "E:\SEQUENCE\export\EST_db\000203a\000203a- 

031. scf'(13>195) 

TACTATGGATCCCCGGGCTGCAGGNAGTTTTTTTTm 
TAAATAAAAGCAGCACGCTTTTATTTTCTATTTAAATACCATACACGAG 
25 GTGGACTGCAGGATGCTCAGACTTCACCCACATCACNTTGGATT 

>'000203a-033.scf came from (F3, 033) 
no description length 

779GGCGCCCTCTAAATATGGATCCCCGGGCTGCAGGAATTCGGCACGAGGCCGGACCGGTGTCCTTCT 
30 CTGGAGGCTCCTCGCTGGTCGTGGGGGAGCCGGGAGGGCATGGCTGGCTGCCCGAAAGAGACTGCGA 
GACGGTGACCTGCTGTCTCTTTTCGGAGCGGGACGCCGCCGGAGCTCCCCGAGAAGCCGGCGAACCCC 
TGGTCGGGGCGGCCCTAGAGCCAGAGGCGGTGGGCGGGAGCGCGAAGCCCGCTCGCGGGTGCTGCTG 
CTGTAGCAGGAACTCAAGATGGTCACGATCTCGCTGCTGAAGCGGCTCAAGGAACGCTCGTTGGCCAC 
GCTGCTGGAGGGGGGAGACCCGCGGGGGGGGCCGGGCGGCTGCGGGCTGTGCCCGCCGCCGACCTCC 
35 CCTGGCGGCCACCCCGCCGCGCACTGGTGTCGGACCCCCTCCCTGGCCCACCTCAGCCGCCGGGGCCC 
AGCCCTGGCGGGGTCCACTCCCCCCCCCCGAGGCCCCAGGGCCGCACCCCACCCTCACCGCTCGGGGC 
CAAATACCGCCCGCCTACCTGTTTCCCCGGACAACAACACGATTATTATCCCTTGCTAATGAAAAACG 
CCCCCTTTCATCCGGAATCAACCACTGCCGCCCCCACCACCTGGCGGGGCTGTACGGCGGGGGGCTCC 
CTCCCCCCCCCCATTTCTCTCTTTTTTTTCGTCTCATTACA 
40 TAGATATTATTTTTTTTTCTATCTATATTTT^ 

>'000203a-034.scf came from CONTIG 3 1 at offset 0; 'T:\SEQUENCE\export\ESTjIb\000203a\000203 a- 
034.scf'(28>623) 

GGGCTGCAGAATTCGCACGAGGCTGTCTGCTCGTGGTGGAGATGGCAGTAGGATCATTTTTGATGATT 
45 TTCGAGAAGCGTACTATTGGCTTCGTCACAATACTCCAGAGGATGCGAAGGTCATGTCATGGTGGGAT 
TATGGCTACCAGATTACAGCTATGGCGAATCGGACGATTTTAGTGGATAATAACACGTGGAATAATAC 
CCATATATCTCGAGTAGGGCAGGCCATGGCATCCACAGAAGAAAAAGCCTATGAGATCATGAAGGAG 
CTTGATGTCAGCTATGTGCTGGTCATTTTTG 

TTCTGTGGATGGGCCGGATTGGAAGGAGCACAGATACAGGAAACACATACAGGACACGATATTATAC 
50 TCCACTGGNGATTCGNGTGGACCCGGAGGCTCCCANGCTGCTCACTGCTTTAGACAAAAGGGTACTAC 
GATTGACAGGNTACCAAAACCACGGCCCTAGCTTTACCGGCCGGATGCGAGATGGAATAAACTCGACT 
GAGTCTAAAAACAACACACCACATGCTGGCGAATTCAAGGAGACCGNAATCAG 

>'000203a-046.scf came from CONTIG 32 at offset 0; "E:\SEQUENCE\export\EST__db\000203a\000203a- 
55 046.scf'(37>597) 
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NAATTCGGCACGAGGGCATGAATGTCCTGGCCGATGCTCTCAAGAGTATCAACAATGCCGAAAAGAG 
AGGCAAACGCCAGGTCCTTATTAGGCCGTGCTCCAAAGTCATCGTCAGGTTTCTAACAGTGATGATGA 
AGCATGANTACATTGACGAATNTGAAATCATTGATGANTCACAGAGCTGGAAAATTGGTGNGAACCTC 
ACNAGCAGGGCTAATAAGTGTGGAGNGATCAGCCCTAGATTGATGTGCAACTCAAAGATCTAGAAAA 
5 TGGCAGAATACCTGCTCCATCCCGCAGTTGGTTTCATGTACTGACAACTCAGCTGCATCATGGACATGA 

CTTGTGCTTCTTAAAAAAAAAAAAAAAACGACCGCACTGATGACAGATCTACATATTCTGAC 

ATCTCACTAAAGTCAACCACTTTTCCATCAACGAACACAAAATAAAAAAAACCCTGAAAAAA^ 

TTTTTTTTTTTTCTTTTTT 

10 

>'000203a-035.scf came from CONTIG 32 at offset 542; "E:\SEQUENCE\export\EST_db\000203a\0002 03a- 
035.scf'(38>379) 

TTTTTTTTTTTTCCTTTCTCGCT 

AAATTCGACACAGTTATGTTAAAAAATATATGCATTGTACTTAGAGTTTGG 
15 GAGTGATTTCATTCACTCTCCTGTTTTAAACATTTGTTAAGGACT 

TAGTCATTTTTATTAGAAAACTTCAGTGTTCTAATTTCATCAGAGACC 
ATGATTTACTTGGAATATACAGCTTATCAAGGACTTCGTTATTTATGATGGT^ 

>'000203a-037.scf came from CONTIG 33 at offset 0; M E:\SEQUENCE\export\EST_db\000203a\000203a- 
20 037.scf'(37>554) 

CGCAGCCACTCCGACCGGTGCCGCCTCGTCCTGCTTCGCCATGACTTCCTACAGCTATCGCCAGTCGTC 
GTCCACCTCGTCCTTCGGGGGTATGGGCGGCGGCTCCATGCGCTTCGGGGCTGGGAAGCGCCTTCCGC 
GCGCCCAGCATCCATGGNGGCTCAAGTGGCCGCGGCGTGTCGGTGTCCTCCGCCCGCTTCGTGTCCTC 
GTCCTCCGGGGGCTACGGCGGCGGCTATGGGGCGCCCTGGCCACCTTCGACGGGCTGCTGGCGGGCAA 
25 CGAGAAACTCACCATGCAAAACCTCACGACCGCCTGGCCTCCTACCCTGAGAAGTGCGCGCCCTGGAG 
AGCCAACAGCGATTGGAGTGAAAATCGCGACTGGACCAAAACAAGGCCGGCCCGCCGCGACTACACC 
TACTCAAACATAAGACTGCGNACCAACTCGTGGCACATGAAACTCATAATCTGCATACACAGCCGTCG 
CTGCAAGACTCGCACATTGAGACGACAGCTGGCAGAGGGAGC 

30 >'000203a-038.scf came from CONTIG 34 at offset 0; "E:\SEQUENCE\export\EST__db\000203a\0002 03a- 
038.scf*(38>594) 

NAATTCGGCACGAGGAGCAGATCCTGGCTGCCCTCGAGAAAGGCTGCAGCTTCCTGCCGGACCAGTAC 
CGCAAGCAGTGTGACCAGTTTGTGACGGAGTATGAGCCAGTGCTGATAGAAATCCTGGTGGAGGGGA 
TGGACCCTTCCTTCGTGTGCTTGAAGATTGGAGCCTGCCCAGCAACCCACAAGCCGCTTTTGGGAGCTG 
35 AGAAATGTGTCTGGGGCCCGACCTTACTGGTGCCAGAACATGGAGTCGCAGCCCTGTGCACCGCGTCG 
AGCACTGCAGCGTCACGNGTGAAACTAGGGCACGCTTCACCCTGAAAAACTGCAGCGTCTTTTCTGCT 
CGGTTGTCTGGGGTAACCACACCAATTGTGACTT^ 

CTCTTGTGCGTGCTTGCAGGCAGTGACTGCTGTTTCGTCCTTTTTGTAAA 

GATTGTGGCGGGGTAGGGGAAAGGGTTGTCGGAGGAACGACCTCGCGAGGCCGCCCCGCTGTTGGGG 
40 GGGCCTGCGCT 

>'000203a-040.scf came from CONTIG 35 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 
040.scf(29>585) 

GGGCTGCAGGTTAATTCATTTTTCTGGAAAAAGAGAAGATGTTTATTTA 
45 TCTTTTGAATCTGCCTCTTAAACCTAACTCTGGGCTCTCTCAGGAGGGGCAAAGAGGACCT^ 

AACCCTCCAATGGAGACCCTGGGAAAGAACCGGAGGCATAACACCCNAGCCGCCCTCCAACTGGACT 
GTANGACTCCCCAGACCCGCTGCCCAGCTGCTTCTGCCCATCGNTCTGCCTGGTTGGGTTNTGGGTCCT 
GGATCCCACCCGAGCCCTGTAGGATGGCACCACAAGCCCTACATGAAGAGCTTTGTGGTGTCACTAAA 
ATGTGTGTTTCGGCACGTTGCTGTCATTCTGCCTGNCTGCCATGCTGAAAAGCTGGCACAGCCCGANA 
50 AGCCAGCGAAAACACCTTCTGCCAGANCTCTGNCCCACTCGAGATGAGACCACCAGCTGCTGTCCTCC 
CAGAACAGGTATTATATTTAAGTAAAACTGTTACTAAAAAGTTTGTTCCAACT^^ 
AAAAGGGGCGT 

> , 000203a-041.scf came from CONTIG 36 at offset 0; M E:\SEQUENCE\export\EST_db\000203a\000203a- 
55 04Lscf'(l>593) 
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GGGGCCCTCTAAACTATGGATCCCCGGGCTGCAGNAATTCGGCACGAGGCGGACCTGCTGGAGCTCCT 
GGCACTCCTGGACCTCAGGTATTGCTGGACAGCGTGGTGTGGTCGGCCTGCCTGGTCAGAGAGGAGAA 
AGAGGCTTCCCTGGTCTTCCTGGCCCCTCTGGTGAACCCGGCAAANCAGGTCCTTCTGGAGCAAGTGG 
TGAACGTGGCCCCCCTGGTCCCATGGGCCCCCCTGGATTGGCTGGACCCCCTGGCGAGTCTGGACGTG 
5 AGGGAGCTCCTGGTGCTGAANGATCCCCTGGACGAGATGGTTCTCTGGCGCCAAGGNTGACGNNGTG 
AGACCGNCCCTGCTGACTCCTGTGCTCCTGCGCTCCCGGGCCCCCGNCCCTGTCGACTGCCGCAGACG 
NNGACGGGTGAGACGGCCTGCTGTCTGCTGTCCCATGCCCGTTGTGCCGGGCCCGTGNACCCAGCCCC 
CGGGACAGGTGAAAGCGACAGGGACGAGCATAAGTCACGNGCTCTTGTCTCAGTCCCCGCCTCCGCTT 
CTGGAGCAGTCTTCGACTTGTCTGTGGCCGCGCCCCGTTTTGTTCTCGCA 

10 

>'000203a-047.scf came from CONTIG 36 at offset 42; "E:\SEQUENCE\export\EST_db\000203 a\000203 a- 
047.scf'(41>502) 

CACGAGGACGGACCTGCTGGAGCTCCTGGCACTCCTGGACCTCAAGGTATTGCTGGACAGCGTGGTGT 
GGTCGGCCTGCCTGGTCAGAGAGGAGAAAGAGGCTTCCCTGGTCTTCCTGGCCCCTCTGGTGAACCCG 
15 GCAAACAAGGTCCTTCTGGAGCAAGTGGTGAACGTGGCCCCCCTGGTCCCATGGNNCCCCCTGNATTG 
TCTGGACCCCCTGGCGAGTCTGGACGTGAGGGAGCTNCTGGTGCTGAAGGATCCCCTGGACGANATTG 
TTCTCCTGGCGCAAAGGTGACCGTGGTGAGAACCGGCCCTGCTGACCCTCTGTGCTCCTGCGCTCCCGT 
GCCCCCGNCCNTGTCGACTGCCGCAGACGTGATCGTGGTGAAACAGGCTGCTGTCTGCTGTCCATGNC 
CNGTGTGCCNGGNCCCCTGNACCCAGACCCGGTGACAGGGAAAAGCAACAACG 

20 

>'000203a-042.scf came from CONTIG 37 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 
042.scf'(l>652) 

CGGCGTCCCTCTANACTATGGATCCCCGGGCTGCAGTGGTTCTGCAGCTCTGTGGCAAGCCGCGGAGT 
CTGGGTTCTGATCCGCAGGATGGGGTTTGTTAAAGTTGTCAAGAACAAGGCCTACTTCAA 

25 AAGTGAAATTCAGAAGAAGGCGAGAGGGCAAAACTGACTACTATGCTCGGAAACGATTGGTAATCCA 
AGATAAAAATAAGTACAACACACCTAAATACAGAATGATTGTTCGTGTAACGAACAGAGATATCATTT 
GTCAGATTGCTTATGCCCGTATAGAAGGAGATATGATAGGTTGTGCAGCTTATGCTCACGAACTCCCA 
AATATGGNGTGAAGGNTGGCCTGACAATTATGCTGCGCATATTGTACTGGCCTGCTGCTGCCCCGCAG 
CTTCTTTATAGGTTGGATGGACAAAATTATGAAGCNAGACGAGGNGATGGAGAGATACATGNGNAAG 

30 CATCGAGCCAACTGGGCCTCACTGTACTGNAGCAGACTGCAAACTCTACGAGTTAAGTTTGGCCCTAG 
GACGCGAGAGCTGCTTTCTACAGACACGTCCTGTTGATCAAAGCAAATCAGCGAGCCCGAAGCATAGG 
CAAAGTGAATACGCCCCTGTGGAAAAAATCCAAAACTTTTCA 

>*000203a-044.scf came from CONTIG 38 at offset 0; M E:\SEQUENCE\export\EST_db\000203a\000203a- 
35 044.scf'(l>627) 

CGGCGCCCCTCTACAACTATGGATCCCCGGGCTGCAGNAATTCGGCACGAGGCAGGACAATCAAGTGT 
GGCAGCTGGGCTCATCGTCCCCAAACTTCACTCTGGAGGGACATGAGAAAGGTGTGAATTGCATTGAT 
TACTACAGGGATGGTGACAAGCCATACCTCATCTCTAGAGCAGATGACCGTCTTGTGAAAATATGGAC 
TATCAGAATAAACTTGTGTACAGACACTGGAGAGGACATGCCCCAAATGTGTCTTGTGCCCAGTTCAT 

40 CCTGAGCTGCCCATTTTATCACAANTTCAAAAAATGAAACTGGCGTTTTGGCATTCAAG 

TTGAGAGGACTTGATTATGAATGGAGAAGAGATGGGGGGGCCGCCGCGAGGTCCATAACGTGTTTTG 
GCTTTGAGAAAGAAGCATATGTTAACTTGTCGGAGAACTGCTTGTCTGGTGCCAAGGAAAATAATGGG 
CCAACATCAAAATCACCAGCCACTAAACAAGGAGAGTGTAATTAAAGAAAAGATGCCTGCATAAAAA 
TGCAGTTGAATTACTCAATATCACAATCTAAGCGCGGTGGGGGGGGGGGGGAAATTTTTCCGCAGCCC 

45 GAAACAATGTGGGCCG 

>'000203a-045.scf came from CONTIG 39 at offset 0 ; "E:\SEQUENCE\export\EST_db\000203a\000203 a- 
045.scf'(44>624) 

GCACGAGGCTTGCCTGCTGCCTGCCTGCCTGCCACTGAGGGTTCCCAGCACCATGAGGGCCTGGATCT 
50 TCTTTCTCCTTTGCCTGGCCGGGAGGGCCTTGGCAGCCCCTCAACAGCAAGCCTTGCCTGATGAGACAG 
AAGTGGTGGAAGAAACCGTGGCCGAGGTGGCCGAGGTACCCGTGGGAGCCAACCCCGTCCCAGGGGA 
AATAAGAAGAATCGATGATGGTGCCGAGGAAACCGAGGGGAGAGTGGGGANCGAGAACCCCCGCCA 
AACCACCACTGCAACACGGCAGGNGTGTGAACTGAACGAGAACACACCCCATGGTGTTGGCCAGACC 
CCACCACTGCCCTGCCCNTCGCGAAGTTGAGAGTGTGCACAACGACAACAGACTTCGATCCCTGCCAT 
55 TTTTGCACNAGGNACATGNAGGCACCAAAAGGCCCAACTCACTGNCTACTCGGCCTGAATACATCCCC 
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TGCTGCATCGACTGATGATCCTGGCTGCGACGCTAAACGCCGNCACTGACAAGGAAGCACACTCGACG 
AAAATATGGATGAAAAACCAAATAAAGCCGGGGGGGCCTC 

>'000203a-048.scf came from CONTIG 40 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 
5 048.scf*(38>559) 

TTATACTCCAAGGCCTGGCAAAATCACATAATCAAGATTGAATTGTTTCAGAAATATTGGC^ 
TTGGACTGTGTCTACTACAGAATGAACTGTGTCCTATCACATTGAATAGACATGTGATTAAAGTGTTGC 
TTGGTAGGAAAGTCAATTGGCACGATTTTGCTTTTTTTGACCCTGT^ 
TTATTCTTGCTTCTCANAGTTC 
10 CCTGTGTTAAGAGAAGAGGGGAGACAGNTGAACTATTTNCTATGTGTAATATACCAGTCACTCTCA^ 
TGTTATGAGTATGTGCGGAATATGCTGACATAAATGTNNGTAGTGCAGACACCATACTGCATGAGAAG 
TCTCTGNTGTGCTTCAAAATCATATANATTACACAGAAATTAGCTTTGTTAGCTGGNGAGNTACGGCG 
AGCGTCAGTCACTCTTCTGAGATAGAAAAGTGAACTTGCGTC 

15 >'000203a-049.scf came from CONTIG 41 at offset 0 ; "E:\SEQUENCE\export\EST_db\000203a\000203a- 

049. scf'(l>306) 

TTTGTCGCTGATGGCATCTTCAAAGCTGAACTGAACGAGTTTCTCACTCGGGAGCTGGCTC 
GTACTCTGGAGTTGAGGTCCGAGTTACACCAACCAGGACAGAAATCATTATCTTGGNCCACCAGACAC 
20 AGAATGTACTTGGTGAGAAGGGCCGGCGGATCCGGGAATTGACTGCTGTGGTTCAGAAGAGATTTGGC 
TTCCCTGAAGCAGTGTAAAGCTTATGCTGAAAA 

>'000203a-050.scf came from CONTIG 42 at offset 0; T:\SEQUENCE\export\EST_db\000203a\000203a- 

050. scf"(39>525) 

TTCATTTTTTTCACAATTTATTTAA 

TCCGAGAAACAAGACTTCTTTGGAACCATGGNAGAGGATGAAAATGAGACTGGCAAAGAACAAATGC 
TGAANTTAAAGAAGAGACAANTGTGGGCAAATGATCCACTTACTTTTGTGGAATAAGATGTA 
TGATGTTAAAGTCAAATGAAAAAAATACACAATACAGCTCAACAGCAGAGGAGTATCTCTTCTCAAAT 
30 TCTCCTAGCACCATCAACATTCTTNCAGTATCTGAAATACTGTTAATTAGCACCTTCGTAIT^ 

AAAAAACACAAATACCTCAGCTCATCTCTGGTCAGCACTCACGGTGTGGTATCACACTCACAGGAAAN 
GTTTTGA 

>'000203a-051.scf came from CONTIG 43 at offset 0; "E:\SEQUENCE\export\EST_db\000203a\000203a- 
35 051.scf'(38>406) 

NAA1TCGGCACGAGGATCATATAGTAAACCCAAGCCCTTGACCTCTTACAGGAGCTTTGTCTGCCCTCT 
TAATAACATCCGGCCTAACCATGTGATTTCACTTTAACTCAATGACCCTGCTAATAATTGGCCTAACAA 
CAAATATACTAACAATATACCAATGATGACGAGATGTTATCCGAGAAAGCACCTTTCCAGGGGCACAT 
ACCCCAGCTGTCCAAAAAAGCCTCCGTTATGAATATTCTTTTTATTATCTCCAAGT^ 
40 ATTTTTTTGAGCTTTTACCACTCAGCCTCGCCCCACCCCTGACCTAGCGCTGCTGA 
TCACCCACTAACCCCTACAAGTCC 

>'000203a-053.scf came from CONTIG 44 at offset 0; ,, E:\SEQUENCE\export\EST_db\000203a\000203a- 
053.scf'(37>515) 

45 TGAGAGCAGCAGCCAAAAACCACGCTCGAGTGACAGTAGTATGTGAGCCGGAGGACTATGCAGCTGT 
AGCCTCAGAGATGCAGGATTCTGACAGCAAAGACACGTCCTTGGAGACAAGACGCCAGTTAGCCTTG 
AAGGCTTTTACTCATACAGCACAGTATGATGAAGCAATTTCAGATTACTTCAGGAAAG 
AGGAGTATCTCAGATGCCCCCTGAGTATGGAATGAANCCTCATCAGACTCCTGCCCAGCTGTATACGC 
TGAAGCCCAAGCTCCNTTATCACAGTCTGAATGGAGCCCNTGATTTATAANCTGGGTGATGCTTTGA^ 

50 TGCCTGCAGCTGGTGAAGGAACTCNAAGAGCTTTTAGCTTNCACTGCTGCGTCTTCAAACATGTAGCC 
CACAGGCTGCTGTTGGATTCACTCATGAAGAGAAACCACTCTGCATGTTATGATTGTACAAACCTCCA 
CCGCA 

>'000203a-054.scf came from CONTIG 45 at offset 0; "E:\SEQUENCE\export\EST_db\000203a\000203a- 
55 054.scf'(40>404) 
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CCTAAATTACTCAATAGTTTTAAAGTGTTACATATTCAAAGCCTTTTCCAGACCAGGGAGAGAGTT 
TTAGAGTGAAGGGTAGTGTCTCTTGCGCATTCTGTGTGTGTATTTCTAAATGCTACTGTGTGTGTTTGTG 
TGTGCTCCCACAGTTTATATGCAAAGACTTTGAGCAAC^ 
TCAAGAGATTTATTTTGTGGCTACCACAGN^ 
5 GACCAAAAATTTGGTGATTTTTATGACTTTGTTGTGTT 
GTTAAAATTCAGAAATC 

>'000203a-055.scf came from CONTIG 46 at offset 0; t, E:\SEQUENCE\export\EST__db\000203a\000203a- 

055. scf'(l>728) 

10 GTGCCTCTCCCTATACTATGTATCCCCGCGCTGCAGTATATTTTGCATGTAGGAGAACATGTAATCTCT 
ATCTTCCCTTAGCAGGATCAAACCTAGGGCCTTCTGCATTGCGAGCACAGAAGCCTATCCTCTGGACC 
ACTTGGGGGAGTCCCCGCTTTTCTTTGCATCCCAAAGAATATTATAACTAACCTAAAGA^ 
TTCCCCTTATCGGCGCGCTTCTTTCCTTTAGTC^ 

AGTCAGTACGGGTTAAGCTCCTCTAACCTTTGGTGGCATTTTTTGCCCCAAAT^ 
15 CCACAGAGGCTGTTTCTTTTATTAAATTCCTTCTGCCGCCCCCCACTTGGGGGT 

GAGTACTGTCAACCGGACTCCAGTTTTCTCCTGGGACGTCAAATTTTCCTACTCTCATCGCCTCTGCT 
GGCCTTTTTCCATTTCAAGAAATTCTCGACCTATTATTCACTCCT^ 
TCTACTTGCTTCGCGACAGACACAACAATTT^ 
20 ATCTATACAGAAGGAAAGAACGTATTCATGGCGATCT 

>'000203a-056.scf came from CONTIG 47 at offset 0; M E:\SEQUENCE\export\EST_db\000203a\000203a- 

056. scf'(17>140) 

TCAGGGATCCCCGGGCTGTCAGCTGCGTCAAGTGTTGTCATGAATGTTTTCCTGGGCCTGGCGGCGACT 
25 ACAGCGGTGCTGTTCTGTCCTGTCGCGGGCTGCGGTGACTCGCTGGCGGCTCTTC 

>'000203a-057.scf came from CONTIG 48 at offset 0;" E:\SEQUENCE\export\EST_db\000203a\000203a- 

057. scf(10>722) 

CTCTATACTATGGATCCCCGGGCTGCAGNAATTCGGCACGAGGAGGTATGTCTGAATGTGTTTCGACT 
30 ATITACAGCCCCCTTTCCTCGCAGGGCCCCATGAGTAAGCTGTGGCGGCGCGGGAGCACCTCTGGGGC 
TATGGAGGCCCCTGAGCCTGGGGAAGCCCTGGAGTTGAGTCTAGCGGGTGCCCACGGCCACGGAGTG 
CACAAGAAAAAGCACAAGAAACACATGAAGAAACACAAGATAAAACACTACCAGGATGAAGAGGCT 
GGGCCAACGCAGCAGTCTCCTGCCAAGCCCCAGCTCATACTCAAATCAAGTTGGGCGGGCAGGTCTTG 
GGCACCAAGAGTGTTCCTACCTTCACTGTGATCCCTGAGGTCCTCGCTCACCCCTCTCCCTTATGTNTG 
35 GGAACATGAAGAGTACCTGTGAAGGAGCCCCCTGACATACCGCGCTGCTGGAGAAACAAAACTGCCC 
CTCCCATGGGNACTGCTGNGGNTANAGCCAGAGAAGAGAATACGAGGGCTGAGCTTGNAAAGGGAGC 
GAGACAGAAACCAAAGAAACAGACGCTGCACGTGCAGAGTTGTGAAGCCGAGCACTCCGGTGCCTCT 
GCTGGCTGCGGCCCTTACAAAAGGGGAGGGGGGGCGGAAGGGGGGGAGGGGCGGGAAAAAAAAAAA 
CCCCAAGAGCGGGGGGGGGGGCGGGGGGGGGGGGGCCCCG 

40 

>'000203a-058.scf came from CONTIG 49 at offset 0 ; "E:\SEQUENCE\export\EST_db\000203a\000203a- 

058. scf*(38>620) 

NAAAGACTTCATGAAGGAGAAGAAAAGGAAAAAAATCAAAGGATGACTACAGCCTCTCTTCATCTCA 
GCTTTGCAAAGCATGACTCAACAGAGAGATCACATTCTTGAAGACTCTCCAGACCACAGATTGAAGAT 

45 AAGTTGTTGTGCTGCACTATTTCTGTTGCTACTCGTGAGAGTCACTACCAGCCTCTCTTCTCAGGATTA 
ATGAATGGGCCAGAAACCGGGGGCAGAATGACTNCAGGGGCACCCCCAACACCAGATATTGGCATAA 
GGAAACAGTACAATGAAAAAAGTCATACTTGGACCCTTGTCATTCCACANAGCATGATGTACTATCTA 
AAACAAAAAGAAGAGCTGCTTTGGAGAAGGGTTTTAAAAGTTGTTT 
GGAAAACTCCAGTNTATNAGATGGCATTTACTTTNAAGGCTCTGTCCCTGT 

50 ACAGNACAGACGGGCTGCCAANCAGNTACTAATGTNTCTGCTCTAAGAAGGGNCCTCTTGCTTCCTTG 
TGATATCTTGCAGAGCCGACTGAGGACAGAAACACAATAAG 

>'000203a-059.scf came from CONTIG 50 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 

059. scf'(39>620) 

55 CAATTCGGCACGAGGGTGAGTGACATCGTCTTTAAACCCTGCGTGGCAATCCCTGACGCACCGCCGTG 
ATGCCCAGGGAAGACAGGGCGACCTGGAAGTCCAACTACTTCCTTAAGATCATCCAACTTCTGGATGA 
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TTATCCAAAATGCTTCATTGTGGGAGCAGACAACGTGGGCTCCAAGCAGATGCAGCAGATCCGCATGT 
CCCTCCGCGGGAAGGCTGTGGTGCTGATGGGCAAGAACACGATGATGCGCAAGGCCATCCGAGGGCA 
TCTGGAAACAACCCGCTCTGGAGAACTGTGCCTCACACCGNGGAATGTGNNGCTCGGTCACCAAGAG 
ACCTACTGAGACAGGACAGCTGCTGCCACAGGGCCACTGCGCCCGGCTGTGCATACGCCGGGAGACCT 
5 GGCCACCAGACATGNCTGGGCCGAAAGACTTCTCTCAGCTTAGCACACACGATACTCAGGCACAGAAC 
CTGAGAGGCATGATAAAAGAACAGAGCGCAGAGCACGCGACACGACACCCCTTCCTGCGCCCCAAGG 
GGAAAGCAGATACCCAGCTAAAAAGACCGCTCCTCGGGGGG 

> , 000203a-083.scf came from CONTIG 50 at offset 7; n E:\SEQUENCE\export\EST_db\000203a\000203a- 
10 083.scf(45>614) 

GCACGAGGGTGACATCGTCTTTAAACCCTGCGTGGCAATCCCTGACGCACCGCCGTGATGCCCAGGGA 
AGACAGGGCGACCTGGAAGTCCAACTACTTCCTTAAGATCATCCAACTTCTGGATGATTATCCAAAAT 
GCTTCATTGTGGGAGCAGACAACGTGGGCTCCAAGCAGATGCAGCAGATCCGCATGTCCCTCCGCGGG 
AAGGCTGTGGTGCTGATGGGCAAGAACACGATGATGCGCAAGGCCATCCGAGGGCATCTGGAAAACA 
15 ACCCGGCTCTGGAGAAACTGTTGCCTCACATCCGGGGGAATGTTGGCTTCGTGTTCACCAAGGAGACC 
TCACTGAGATCAGGGACATGCTGCTGGCCAACAGTGCCAGCTGCGCCCGGCTGTGCCATACGCCGGTG 
AAGCCTGGCCAGCCAAACATGTCTGGGCCCGAGAGACCTCTCTTCAGCTTAGCACACAGAANATTCAG 
GCACATGAAATCTGAGAGGCACGATAGAAGAACAAGAGCGCACGAGCAGCGTGACAGCGACACCCCT 
TTCTCGCGNATCACAGGTGACAGCAATT 

20 

>'000203a-060.scf came from CONTIG 51 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 

060. scf'(l>262) 

GGGCTAACAGTCCGCGAGCCCGGCAATCCGCAGCCGGGCCCACAGGAACATGCGTCTGCTTGGGGGG 
GAGAGGGCCGGGCTAGAGCGAGCAAGGTGAGGGGGGGGGGGGGGGACCTCCCGCGGATACAAGGTC 
25 ACACACCCCTCCTAATGCAGAAGGCGACGGTTGCAGGAAGGGCAAAATAAGGACTCGCAAGGTGTCT 
AGGGGAACGAGTAAATGAAAGGCCACGGCGCGAGACGCGAGCGACCACCCAGGAGAACCGCG 

>'000203a-061.scf came from CONTIG 52 at offset 0 ; "E:\SEQUENCE\export\EST_db\000203a\000203a- 

061. scf , (39>494) 

30 NAATTCGGCACGAGGGTGAGTTTCATTGAGTTAAATAAATACCTTTTGGAAAGGAG 

CCAAAAAAGCCTGTCTGCGCTGTAGGAATGTGTGGTGAAGCTCAATTTCTGTTTTATGAAACCTGTTTG 
GGCGGGGGTCTGGGGGTTGCACAGAGAATGAGTTCTTGTAirTCGCGTCACACAGGTAGTTATGGAAA 
TATGTTATTGTACTGTGTAAAGATGCCCAGCCATTTTC 
GCTTITGCTATACATCTGGAACCCTCAACACATACT^ 

35 AAGTTTGCACATAACTCTTGTTATACTGTA 

AAAAAAAAAAAAAACCGAGGGGGCCCGCCCCCATTCCCCTTA 

>'000203a-062.scf came from CONTIG 53 at offset 0; 'T:\SEQUENCE\export\EST_db\000203a\000203a- 

062. scf'(l>630) 

40 CGGGCGCCGTTAACTAGGTCCCCGGCTCAGCAGACACAGTGTCGTGAAAACCACCGTTAAACCTAAGC 
CAAAATGGGAAAGGAGAAGACCCACATCAACATCGTTGTCATTGGGCACGTAGATTCAGGGAAGTCT 
ACCACGACTGGCCATCTGATCTACAAATGTGGCGGGATCGACAAGAGAACAATTGAAAAGTTCGAGA 
AGGAGGCTGCCGAGATGGGAAAGGGCTCCTTCNAATATGCCTGGGTCTTGGACANACTTAAAGCTGA 
ACGNGAGCGNGGNATCACCATTGATATCTCCCTGTGGAAATTTGAGACCAGCAAGTACTATGNTACCA 

45 TCATTGATGCCCCAGGACACAGAGACTTCATCAAAAACATGATTACAGGCACATCCCCAGCTGACTGT 
GCTGTCCTGGTCGGTGCTGCTGGGTTGGNNGAATTGAAGCCGGATCTCCAAGACGGCAGACCCGNGAG 
CTGCCTTTTTGCITACACCTGGNNGNGAAAACACTATTGTGCGNNTACAAAGG 

TACAGAGAATCAANAATGTTAGNANCACACTTATANAAATGCTCACCCGACANACATTGGCCATTTGC 
TGAAGGACAAGCTAACAAGCT 

50 

>'000203a-075.scf came from CONTIG 53 at offset 27; "E:\SEQUENCE\export\EST_db\000203a\000203 a- 
075.scf'(41>615) 

CGGGACACAGGTGTCGTGAAAACCACCGTTAAACCTAAGCCAAAATGGGAAAGGAGAAGACCCACAT 
CAACATCGTTGTCATTGGGCACGTAGATTCAGGGAAGTCTACCACGACTGGCCATCTGATCTATAAAT 
55 GTGGCGGGATCGACAAGAGAACAATTGAAAAGTTCGAGAAGGAGGCTGCCGAGATGGGAAAGGGCT 
CCTTCAAATATGCCTGGGGTCTTGGACAAACTTAAAGCTGAACGTGAGCGTGGTATCACCATTGATAT 
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CNTCCTGTGGNNAATTGAGACCAGCAGTACTATGNTACCATCATTGATGCCCCCAGACACAGAGACTT 
CATCANAAACATGATTACAGGCACATCCCAGCTGACTGTGCTGTCCTGATCGTGTGCTGTGNTGGNNG 
AATTGAGCCNGCATCTCCAAGACGGCAGACCCGGAGCTGCCCTTTTGGCTACACCTGGTGTGAAAACA 
CTATGTTGGCGTTACAATGGATNCACTGACACCTTANCAGAGAATCAANAAATGTAGAAGCAGACTAT 
5 TAAAAATGCTCACCCGACAGACTTGGCCATTTGT 

>'000203a-063.scf came from CONTIG 54 at offset 0;'T:\SEQUENCE\export\EST_db\000203a\000203a- 
063.scf'(10>605) 

GCTCTATACTATGGATCCCCGGGCTGCAGCGTCACTTACCTCACTCGTTCGGAGTCGTATATCGGGGGA 
10 AATTGCTACATTCTGTCAGGGTCACGTGATGCAACCCTTCTGCTCTGGTACTGGAATGGAAAAAGCAG 
TGGTATTGGAGATAACCCGGGCAGTGAGACTGCCACTCCGCGGGCCATTCTGACAGGCCACGACTACG 
AGATCACTTGTGCTGCTGTCTGCGCGGAGCTCGGCCTCGTGCTAAGTGGCTCCAAAGAGGGACCATGT 
CTCATACATTCCATGAATGGNAGACTGNNTAGGGACTTGNAGGNTCCANAAAACTGCCTGAAACCAA 
ANCTCATTCANGCGTCGAGAGAGGCCATTGTGTCATTTTTATGAAAATGGGCTCTCTGCACATCATGTA 
15 ACGGAAAGCTCAGCCACATGGAACGACATACATAAGGCATCACTGACGGNATGGCAGACTGCTCACG 
GAGAACAGGGGGCTCAGTCTGCGGGTCGACTAACATGTCGCTACAGTGGAGCGGATCGGCTGGCTGCT 
AACAAGGCGCTGTGCTCCTAGACACGTGTTCACATCACGGGACCAACACCCT 

>'000203a-064.scf came from CONTIG 55 at offset 0; M E:\SEQUENCE\export\EST_db\000203a\000203a- 
20 064.scf'(44>603) 

GCACGAGGCCTGGACCCCCTGGTCCCCCAGGTCCTCCCAGCGGCGGCTACGACTTGAGCTTCCTGCCC 
CAGCCACCTCAAGAGAAGGCTCACGATGGTGGCCGCTACTACCGGGCTGATGATGCCAATGTGGTCCG 
TGACCGTGACCTCGAGGTGGACACCACCCTCAAGAGCCTGAGCCAGCAGATCGAGAACATCCGGAGC 
CCTGAAGGCAGCCGCAAGAACCCCGCCCGCACCTGCCGTGACCTCAAGAGTGCCACTCTGACTGGAAG 
25 ATGCGAGATACTGGATTGACCCNCACCANNGCTGCACCTGGATGCCATTAANNGTCTCTGCACATGGA 
ACCGGTGAGACCTGGTATACCCACTCAGCCANGTGGCCCATATAACTGTATATCACAGAACCCAGTAA 
AAAGCACGTCTGTACGGGAGACTGACGGCGATTCAGTCGATTGCGGCAGGGTCGACTGCGAGGGCAT 
CATGATTCTGGCTGAGNCACGAGCTCAAAATACTACATGAGACAGGNCTATGACACAATGCACTAAA 
GCCGTCTCAGCTCAGATGA 

30 

>*000203a-066.scf came from CONTIG 56 at offset 0; "E:\SEQUENCE\export\EST_db\000203a\000203a- 
066.scf'(39>329) 

GTCTCAATGTCCGTGGCGCTGAGGCAAGCGTTGTGGGGGAGAAGGGTAGCGACTGTAGCTGCCGTTTC 
CGTTTCCAAGGTTTCGACCAGGTCGTTGAGCACTTCCACATGGAGGCTGGCACAGGACCAAACTCGAG 
35 ACACGCAACTCATAACAGTTGATGAAAAATTGGATATTACTACTATAACTGGTGTTCCAGAAGAGCAT 
ATCAAAACTAGAAAAGCCAGATCTTTGGTCCTGCTCGNCATACATGCAGTCTGTAGTTAACAAACACA 
AGAATGGAGATGGAGGTTG 

>'000203a-067.scf came from CONTIG 57 at offset 0;"E:\SEQUENCE\export\ESTdb\000203a\000203a- 
40 067.scf'(45>669) 

GCACGAGTGGCGGATGACGCCGGTGCTGCGGGAGGGCCCGGAGGCCCCGGGGGCCCCGGAATGGGAG 
GCCGCGGTGGCTTCCGCGGAGGCTTCGGTAGTGGCGCCCGGGGCCGGGGTCGCGGCCGGGGTCGGGG 
CCGGGGCAGAAGCCGCGGAGCTCGCGGAGGGCAAGGTCGAGGACAAGGAGTGGCTCCCCGTTACCAA 
GCTGGGCCGCCTGGTCAAGACATGAAGATCAAGTCTTTTGAGGAGATCTACCTTTCTCTCTGCCTATCA 

45 AGAGGCTGAGATATTGACTTTTTTCCTGGGAGCATCCTTGAAGATGAGTTTTGAAGATTA^ 

AAAACCAGACCCGGGCTGCCCAGGAACCAGTTCAAGGCGTTGTTGCTTTCGGGGATACAACGACTGGG 
GGCTGGTGGCAGGCCCAAGAAAATACCCTGCCTCCGGGGGCCATCTTCTGCTAAGTGTCCACGCCCGG 
GCAAGAGCTTAGGGGAACANAAGACACCCCCCCGTCTGCAGGGACGGCTGGGTCCGGCGGGCCCTAC 
CTCCCAAGACGGCTCCTCGCCCGGCCAAACGGAGAGCGCTGACAGTCCTTGCCGGCGCTGCCCTGGCA 

50 TCCAGCCTTGTCTCCA 

>'000203a-068.scf came from CONTIG 58 at offset 0; n E:\SEQUENCE\export\EST_db\000203a\000203a- 
068.scf'(40>680) 

TTTTTTTATGGCTTCTTCTTTCTTTATTGGACGCI^ 
55 TAAATAATTATTTAAAAACCAACCAGGATTAAGGCCCTGGCCCAGAGCTCCAAACCAGAAGCAGA^ 
GGAATGGTGGCGGTGGGCTGGGGGGGTATTCCTCCAACATCACCAAAACCCAGAGAACGAGGATCCT 
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AAGCTTTTCACAGGCCAACCCGGGCACGGGCCTGCAGGCTGACCCTCGGAGGCCTCTGGCTGCATCAC 
TATCAGATCAAAACCAGCGAGGAGCTGCCGGGAACAGCCAGCCGAGTCCAGACATGGACACAGTAGC 
TGGATGGACACGAGACGGACAGGTCCTGTCCAGCTGTGGACAGGATTCAGATGCAAGCTAGGCAGTG 
GGGGCAGGGGCTGGGGAGCAGAATGAAGCATGCAGGAGGGGCCCCGGGGCCTGGCTCANCCACCGG 
5 CCGCCGAGCCTCACCGTGTGGGNTCGCTGGGGNCTGGGCTCCCGCCCACACTGGACTTGAGGCTCTGN 
AGCGAGAGTTCCAGCCATTGTGATGTTGCTCTCACAACAAATNCTTGCCACTGGGAGAATTGAGATGG 
TGACAAACTACGCCCAAGCATGTGGATGCCAGC 

>'000203a-069.scf came from CONTIG 59 at offset 0; M E:\SEQUENCE\export\EST_db\000203a\000203a- 
10 069.scf(12>643) 

CTCTATACTAGGGATCCCCGGGCTGCAGTAATTCGGCACGAGGCTC^ 
TAATTAAAATTTTTATTGAAATCTCTCAAACGTTACCAAGAAA^^ 

GAAAAAACAAACAACAACAACAAAAAACAGCTAACAAGCAAATTCAACATGGGAGCTCCCTCT 
GTCTGCAGTAGGTTGATATGTTACAAACACATTCCCAGAGACAAATCTATTTGCTGGAGAAGGGACAA 

15 AAAACAGGTGTGTGGGCTTTGCCTCNAGAGAGAACACTGGCATGCAGNGAGCGGGGTAGTGAAAGCA 
GAGGAGCAGCGCAGCGCTAAGTCGCTGGTACAGAAGTACGGGCCACACTCAGGCTATGNGTAAAGGC 
AGCCTGTGACTCTATGTCTCTGCATGACTGAGACAGGTGGCAAGNAACTGGGTTGGAGCCTACTATTG 
TCTTGCTCTCGGGTTGCTACAACCTATGTAGGTTGCGATTAGACGACGAGCCTCAAGATTTGCGCm 
TTGACATGCAATGCAACTAGCTGTATTACTTTAAAACTTTACCTATGTGAAAAATA^ 

20 GAAGGCAAAAAAACTCTTT 

>*000203a-070.scf came from CONTIG 60 at offset 0; M E:\SEQUENCE\export\EST_db\000203a\000203a- 

070. scf(19>728) 

CTACGGCATCCCCCGGGCTGCAGGTCGAGTTTTTTTTm 
25 TAGTGCTTTCTTAAAATAAATATAATAATATAATTATCAAACATACAGTGAGAAGTAAAG 

TGAACGGCATGTCACAGGAGTTCACTCAGGACTGTTTCAACACTCAGCACTGGAGAAACCGCACAGGC 
CTACCTATGTACAGACGACCCAACCGCCAGGGCGAGGCCACCGCGTCCCCTCCGTCCTCATGGACACG 
GCCACTCCCCCTTGCGTTGAAATGACCAGTTTGCATC^ 

30 AGGGACTCAGAGTCCGGCGCCGGTCAGGGGCAGCGCACAGCGGGGGGGCAGCCGGCCGAGTCTGTCC 
CGGAACACGGGGCGCAGGACCCCGCCCACTCGAGGAGGGGGGGACGGAGGCCGGCCTGGGTCCAAA 
GCGCCAGACCTTTGTTGAAAGCAGCACAGCCCGCGAACGAACGCAGTCCGCGGCCGACTTCGGACCA 
AGGAAGGAGAGGGGGAAAAATAAAAGTATTAGGATCCTTTTAT^ 
AAAGGGCGCCCCCGGGGGGGGGGGCCCC 

35 

> f 000203a-071.scf came from CONTIG 61 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 

071. scf , (38>713) 

TTGACATCCTCCATTTCGCTGTGCTGAGTTAGTACAGGGAAGACGGGGAAGTGAAATGCCAACAGTAG 
TAGATGGGGGACTTCCCTGGTAGTCCAGTTGTTGAGACTTCGCCTTCCAGTGCTGGGGGGTGCAGGTTC 
40 AGTCCCTGATGTGGGAGCTAAGATCCCTCATACCTCATGGCCAAAAAACCAGAATGTAAACAACAGAT 
ACAATATTGTAACATATTCAATAAAGAATTAAAAAAAAATTTTT^ 

CCTGACAGTTTCACAGAGAGGGCTGTGATAGGATTGCTCATGAGGAAATCCAAGGAATAGAAGTTm 

GATAGAGGATGATGGGAAGTGTGTTAGCAGAAGTAGGACTGCCTACTGTCCATCTGGACCATGNAAA 

GCACANATTCATCCCGCACAGCTTGGAGAGAATGTCTCACTAAGAGCTCATGCCTTGTATTCCTCCCAC 

AGGACATTCTATGTAGAGAAAGATAAACTTAAAAAAGAAGCCCTTTT^ 
ATCTTAAGTGAGTCACCCTTTCGGCAAAAAAG 

>'000203a-072.scf came from CONTIG 62 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 
50 072.scf'(38>334) 

CTGGTGCTTTCGGCCTCGCTGCGGTGCCGACAGTCCGTTCATGCCTCGCGTTTGAGGGCAGGGGGTGG 
CTCAGCGGCTGGCTCGCAGCTTTCTCCGCTGGCTGAGGCCCGCCACAGCCGACATGGGCTGTTTCTGCG 
CGGTTCCGGAAGAATTCTATTGCGAAGATTTGCTTCTGAATGAATCCAAGTTAACTCTC 
AAACAGGCATCAGAAAATCACGAAAGGGCTCATTGTCCTTGAGCACCGTATCCGCCACTCAACCCTGG 
55 GGAGGTGAGTATTTTTGGCTTGC 
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>'000203a-073.scf came from CONTIG 63 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 
073.scf'(l>639) 

CGGGGCGCCCTCTAAACTATGGATCCCCGGGCTGCAGGCCCAGTTTCCCTCCCAGAACATTCTTGGGA 
CCAGCCACCTTTCCCCAGGTGTGTGCTGCCCACTGCCACCCAGAGGTGGGATGGCAGGTTCCAGGTTC 
5 CCTCTTGGATCCCAGGCTTCCCCTGACATCAGCACCATTCAGTGGTTTTCCTGGCTCCATCGCTATCGCT 
TCATGCTGAATGGACAGGACTGTTGACCTGTCTCAAGAAGCCCATAAGATTTGAGCAGAAACGNTGAC 
TTCCTTGTACCTCTGCCAGAGCAGCTCCCTTCTCCCCCCCAGAATTTCACCAGATCTCTTCATGCTGCTC 
TTNATTTNCGTACTTGAAGTGGNTCTGCCGACAAACAGCAGACTTTGTGTGTCCCACTCTGACTTGCAG 
GACGGNAGNTTCTTTCTCTTAAGTTGATCGCTTCTTGCTGTGACTGNCCCGCTGGNGAAAATGGTTTTG 
1 0 CCTCGTTTTAAGTGAACAGGAGACTAGATGCTGTACTAAACAGATGGAACCGAGAGAAACACTACCAT 
CAGTAAAGACCACCACCCAACACTCATAAACGCTAACAAATCTGCTGAAAGATGTAGCTGGAAAAAA 
AAAACGGGGGCCGGCCACCTTA 

>'000203a-074.scf came from CONTIG 64 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 
15 074.scf'(l>580) 

GCGGGCGCGCTCTAAACATGGATCCCCGGGCTGCAGGTTCCTGTGTCGTCTTGGAGGTGACTCGGCGT 
GATTGAATTTGCGGCATCTTCGCATTCACTCACAGGTCAAAATGCAGATCTTCGTGAAAACCCTGACC 
GGCAAGACCATCACCCTGGAGGTGGAGCCCAGTGACACCATCGAGAACGTGAAGGCCAAGAATCCAG 
ATAAGGAAGGCATTCCCCCTGACCAGCAGAGGCTCATCTTTGCCGGCAAGCAGCTGGAAGATGGCCGC 
20 ACTCTNTCTGATTACAACATNCAAAAGAGTCGACCCTGCACCTGGNCCTNCGTCTGAGGGGGGNATGC 
ANAATTTCGGAAACCCNNTGACGCAGACATCACCTGGAAGGGAGCCCANGACACCACGANAACGGAA 
GCCNAAATCAGATAGAGGCATNNCCCCGACACAAGCTCATCTTGCGCAGCACTGGAGAGGCGCCTCTT 
TGATACACANCAAAAGGCGACTGCCCGGCCTCGCGAGGGGGAGCAATCTCGAAACCGACGCAGACAT 
ACTGAGGGGGCAGCACACCAAAGAAGCAAACAAAAAAGA 

25 

>'000203a-076.scf came from CONTIG 65 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 

076. scf'(45>598) 

GCACGAGGCCTTCATCCAGCACCTTCCCCTGAGTGAGCGCATCCGGGGCACCGTCGGACCAAAGAGCA 
AGGCAGAGTGTGAGATTCTAATGATGGTGGGCCTGCCCGCTGCTGGCAAAACCACGTGGGCCATCAAA 

30 CATGCAGCCTCCAACCCCTCCAAGAAGTACAACATCCTGNGTACCAATGCCATCATGGATAAGATGCG 
GGTAATGGGCCTACGCCGTCAGCGAAACTACGCCGGCCGCTGGGACGTCCTGATCCCAGCAGCCACTC 
AGTGCCTCAACCGTCTCATCCAGATTGCTGCCCGCAAGAAGCGCAACTATATCCTANATCAGACAAAT 
GTTrATGGGTCAGCCCAGAGACGAAAAATGAGACCATTTGAAGGCTTTCAGCGCAAAGTATTGTATTT 
GTNCCNACTGATGAGACTGNAAGACGAACAATAAGCGACTGACGAGAAGGAAGGAGTCCNANACAC 

35 GCGTCTTAAAATGAAAGCACTTCACGTGCCGATGTGGGACTTCTGGAGAGNGCTGTCATGAGCTGCAG 
GAAAGGAGCGAC 

>'000203a-077.scf came from CONTIG 66 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 

077. scf'(46>306) 

40 CACGAGGGGAATCTTGTCCTTCCAGGTCCGCCAGTTTAAGCGCCTTTATGAACATATTAAAAATGACA 
AGTACCTTGTGGGCCAGCGCCTCGTGAACTATGAACGGAAATCCGGCAAACAAGGCACATCACCACC 
ACCTCCACAGTCGTCCCAAGAATAAAGTGGTTGTCTCCACTACCTTGGCCTTCCCCTTGCCTTCACGTG 
TCCTTTTTTGTGGACTTCTCTCTCTGGAGATTTCCCCAGTGATCTCTCAGCGTTGTT 

45 >'000203a-078.scf came from CONTIG 67 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 

078. scf'(39>281) 

CTAGTCTGAGTTITTTTTTTTTTTT^ 

TTGAGAATGAATGTGCAGAGTTTATGATGTGTGTCAAGCATGCCTCGATAGCCACAGGCTTTACAAAA 
ATTACCTATTGTTTGCTTC1TTGGATTGACATGCAAATCTGTTTCATGATTCTCACACTCACGACAGAA 
50 AACAAAT1TTTTTATGAATCCATCCACCATGCTT 

>'000203a-079.scf came from CONTIG 68 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 

079. scf'(16>24) 
ACAGGGATC 
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>'000203a-080.scf came from CONTIG 69 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 

080. scf'(38>623) 

NAATTCGGCACGAGGCAAGCGCCTGCTGGAGCCCCCGTGCTCCTTGCACTTGAACTCTATGGGGTTTG 
GTGGGCAGAGGCTCAGGAGTCCCCTGGATTTCCCCAGCTGGTATCCTGGGACGTGGTAAGCCTTGGGG 
5 CTGGGGTAGCATGGGATCCCCCGAGGACCCANATTCTGGTACTNAGGGCAAGGNGAGGNGAACCCGN 
ACCTCANCCGTCCCCCAGTCTACAGCCTGAGCCCAGTGTGCTCCCAGCTCCCCANTCCNCATGAAGCCT 
GCCGGNGGCTGGCAGNAGGGNTTAGAGG>mCTGGCCTTCGATTCCTTTTCTGTCGCGCTGCTTTCACCC 
GCTTCCTGCAGCTTTGCTCTGGCCTGATGATCGTGCTTTGTTCTCTGTACTGTTAACTGAGCATGCCACA 
TTTGTTGAAATGTTGTTCAAGTGTAAGCAAGGAGAGGTCCAATTGTGATGGGGATGGAGGCATGGACT 
1 0 CTGCTTCTATCCTTCTACTTATCTGAAATGTTGCTTCTGCTGTTGGATTATTATACAGGGCAACCTATAC 
AGCGAAAAAAAAAGGCAAAAAATTCTCTACCACGAGA 

>'000203a-081.scf came from CONTIG 70 at offset 0;"E:\SEQUENCE\exporf\EST_db\000203a\000203a- 

081. scf'(41>563) 

15 CTCCAGTTACCTCTGCCAGTACCGCTGTGTCAACGAGCCGGGCCGCTTCTCCTGCCACTGTCCACAGGG 
CTATCAGCTGCTGGCCACGCGCCTGTGCCAAGACATTGACGAGTGTGAGTCGGGTGCGCACCAGTGCT 
CTGAGGCCCAGACTTGTGTCAACTTCCACGGNGGCTACCGCTGTGTGGACACCAACCGCTGTGTGGAG 
CCTTACGTCCNAGTGTCCGACAATCGCTGTCTCTGTCCGGCCTCAACCCCCTGTGCCGGGAGCAGCCCT 
CATCATCGTGCACCGTATATGAGCATCACCTCGAGCGGAGCGTACCGCGGACGTNGTTNCAATCAANC 

20 ANCNNTCGTCTACCTGTGCTACATGCTTTCAATCGTGCTGTAACTCGCAGGAACTCTACATAGCAATCA 
CATGCACGCTGCTGTCTCGCTCGGCTGGACGGCCCCGGATACGGCTGACTGAGAGTCACTTACTCTCTG 
ATACGGCACTCTTTTGAATACGCnTGGGGCTACTTTGGGGGGG 

>'000203a-082.scf came from CONTIG 71 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 
25 082.scf'(48>533) 

GCACGAGGGCCTGCTGCAGCCCGGCTGCCAGCTGGAGTCCCTGTGGGTGAAGTCCTGCGGGTTTACGG 
CCGCCTGCTGCCAGCACnTCAGCTCTATGCTGACCCAGAACAAGCATCTCTTGGAGCTGCAGCTGAGC 
AGCAACCCGCTGGGCGACGCGGGCGTCCACGTGCTGTGCCAGGCCCTGGGGCCAGCCGGCACTGTGCT 
GCGGGTGCTCTGGGTGGGCGACTGTGAGCTGACGAACAGCAGCTGTGGCGGCCTGGCCCTCACTCTGC 
30 TGGCCCAGCCCCACCTGCGGNAGCTGGACCTGANNCATACGGNCTGGGCGACCCCCGCGTCTGCAGCT 
GCTGGGGCAGCTGGAGCACCCGCTGCAGCTGGAGCACTGTCCTGTCGACTCTATGGACCGAGCATGGA 
CGACGCTGCGGCTGTGGAGAAAGCAGCTGGNCTGCGATCTTTCTGACCCGTCCCCAGNGCGTNATGAA 
AAGTNCATCA 

35 >*000203a-084.scf came from CONTIG 72 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 

084. scf'(47>388) 

GCACGAGGCACAGTAGCATCACTTCAGAAAGGAGCCAGACTTATTCTCAAAGAACrATGTTCACACTT 
TTCAGCAGAAATAGCGATGGTTGTAACATATGTATCCCCTCCCTCGGATTTGAAGGCACAATCTACAG 
TGTTTCTTCGCTTCTTTTCTGATCTGGGGCATGAAAAACCAAGATTGAGATTTGAACTATGAGTCTCCT 
40 GCATGGCAACATAATGTGTGTCACCGTCAGGCCAAACAGCCAGCCCTGAACGGTGGNTTTATTACTTG 
TGTATTTGTGTTGGATGATAAACACTCATCATCTCTCCTGTAGTCCCTGCTCATTTCACTTAACCCTAN 

>'000203a-085.scf came from CONTIG 73 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 

085. scf'(9>658) 

45 CGCTCTATACTAGGGATCCCCGGGCTGCAGAATTGGCACGAGGGGAGCTCCGCATCCACACCGGCCAG 
CCCAGATCCCGAGGTCTGACAGCGCCCGGCCCAGATCCACAAGCCTGCCAGGAGCCAGCCGAGAGCC 
AGCCGGCCGCGCGCTCCTACCCCAGCAGTCTCTGTCCTTCGGCCTGAGCCCCGCGTCCTTCCCGGGACC 
TCTGCCCCTCGGGCAGTGCTGCCACCCTGCCGGCCATGGAGACCCCGTCCCAGCGGCGCGCCACCCGC 
AGCGGNGCGCAGGCCAGCTCCACCCCGCTGCCACCCACCCGCATCACCCGGCTGCAGGAGAAGAAGA 

50 CCTACAGGAGCTCAATGACCGNCTGGCTGTCTACATCGACCGTGTGCGGGCGCTGGAAACGAAATGCA 
GTCTGCGCCTCGCACACTGATCTGAGAGGGGGCAGCCGGAGGGTCTGGCTTAAGCCCGCTCCAGCCGA 
CTGGGGAGCCGCCAGACCTGACCGTGGNCAGACGCGCCGCGCGCGGACGACAAGGGAAGAGTCAGG 
ACCAGCACGCATCAAAGAGGAACGAGGCCCAGCCGCTAGACGAGGCGTCACCAGAGCGGCGGCTGTT 
AGAAGCCGGGGGACGGACGGGGAGGCATGGGCCCGGGGCAAC 

55 
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>'000203a-086.scf came from CONTIG 74 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 

086. scf'(48>633) 

GCACGAGGATGAATTTTCACTGGCCCTTCGGCATCTGGTTGTGCAAAGCCAATTCCTTCATTGCCCAGT 

TGAACATGTTTGCCAGTGTCTTCTTCCTGATGGTGATAAGCCTGGACCGCTATATCTACTTGATCCACC 

CGGTCTTATCTCATCGGTACCGTACCCTCAGGAACTCTCTGATTGTTATTATAGTTGTTTGGCTTTTGGC 

TTCACTAATGGGTGGGCCAGCTCTGTACITCCGGGACACTCTGGAGTTGAATAACCACACTCTTTGCTA 

TAACAACTTCCATGAGCATGATGTGGACCTCAGGTTGNTGAGGCATCATGTTCTGACCTGGGAGAAAG 

TTATTGTTGGGTACCCTCTCCCTCTGCTAACAAGAGCATTTGCTACTTGGCCTCATCTCAAGAGAAGAA 

CGAGCACCTGTACTCAGAAGCCTCCTGACCACCCGGCGNGGNCATGCCTTNCGATTGCTGAATCCTAT 

CACTGTTACATTGGAACCACGACCACACATACTATTCACCAAGCTACAGCACACCCCTTCACGCCGNG 

TTCTCAAATGCTGACCCCCCTTACCCGATATAAAAG 

>'000203a-087.scf came from CONTIG 75 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 

087. scf'(46>645) 

GCACGAGGATTTAATATTGTGGAGGGTGGGGCTTCCAGGTGAATACAGTTGCTGGTTGCTGAGCCATG 

CCCAACTCTTTGCAACCCCATGGACTGCAGACCGCCAGGCTCCTCTGTCCATGGAATTGTCCAGGCAA 

GAATACTAGAGTGTGTTGCCACTCTCTTCTCCAGGGTATCTTCCGAATATAGGGATCAAACCTGGATCC 

CCTGGATTGCAGGCAGATTCTTTATCCTCTGAGCCACCAGGGAAGCTCCTAGTCACCCTAAAACCTCCA 

AATTCTTAAAAAAATTACCCTATCTACTTCCACCCCAGTCTTTCTCTCTTCTTCm 

TTGCTTTTGGCTCTGCCACTGCATCACATCACCTCTTCCAGCCTGACTATGAGTCGCCTCAGACTCAGA 

GCAGTTCACTCACGAATCTTGIGCITGACCACATACTCTCGNACTTGGCT 

ATTCGACATCTCCACCCGCGAGATCTCTTTGGACAGCCTTGTATAACATCrGTTATACCTTTTGTACGCT 
ATTTGGGAAAAATAATTAAAAGGGGCTCCCCCAAAAAATTACGCAA 

>'000203a-088.scf came from CONTIG 76 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 

088. scf'(19>21) 
TAT 

>'000203a-089.scf came from CONTIG 77 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 

089. scf'(l>428) 

AGGTGGCGGCGCTCTTATTATGGATCCCCCGGGCTGCAGAATTCGCACGAGGGAGGCCTTTCGGCCGC 
AGCCATGGCGCCCAGCCGGAATGGCATGATCCTGAAGCCCCACTTCCACAAGGACTGGCAGCGGCGC 
GTGGCCACGTGGTTCAACCAGCCGGCTCGCAAGATCCGTAGACGCAAGGCCCGGCAGGCCAAGGCGC 
GCCGCATTGCCCCACGCCCCGCGTCCGGTCCTCTCCGGCCGGTGGTGAGATGCCCGACGGGTCAGTAC 
CACACGAAGGTTCGTGCCGGCAGGGGCTTCAGCCTGGAGGAGCTAAGGGTGGCCGGCATCCACAAGA 
AGGTGCCCGGACCATTGNNGATCTCGTGGACCCGNAGCGCGGANCAAGTGCACGGAGTCCCTGCAGG 
CCACGTGCAGCGCTCAAGGAGTAN 

>'000203a-090.scf came from CONTIG 78 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 

090. scf'(42>591) 

NAATTCGGCACGAGGGGAAGTGTATAATTTCCTGGCCACTGCAGGTGCCAAGTACGGCGTGGGCTTCT 

GGAGGCCTGGCTCTGGAATCATTCACCAGATCATTCTGGAAAACTATGCGTACCCTGGGGTTCTTCTGA 

TTGGCACTGATTCCCACACCCCTAATGGCGGTGGCCTGAGAGGCATCTGCATTGTAGTCGGAGGTGCT 

GATGCCGGGNACGTCATGACTGGGATCCCCTGGGAGTTGAAAGGGCCCCAGGTGATTGGGCGTGAAG 

CTGACAGGCTCCCTCTCTGGCTGGACCTCACCTAAGATGTGATCCTGAAGGTGCGGGTATCCTCACAGT 

GAAAGGTGGCACGGGCGCCATCGGGNAGTACCACGGGCCTGGAGTAACTCCATCTCTGCCCCGCATGC 

GACCTCTGCACATGGTGCAGAATCGGCCACACTTGTGTTCCCTACACACAGAGAANAATACTGACAGA 

CGGCGGCAATATGCACCTGTGAGATTAAGATACTGTACTGCTTGCTGCCTTTACAATTATATTACCTAG 

GCGA 

>'000203a-091.scf came from CONTIG 79 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 

091. scf'(41>338) 

TAATTCGGCACGAGGCCCCTTTCATCACCAACCCTGGGTATGACACTGGAAACGGTATTCATCTTCCCG 
GCACTTCTGGGCAGCAGCCCAGTCTTGGGCAACAAATGATCTTTGAGGAACATGGTTTTAGGCGAACC 
ACACCGCCCACCACGGCCACCCNCGTAAGGCATAAGCCAAGACCGTATCCGCCGAATGTAAATGAGG 
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AGATCCAAATTGTTCATGTCCCCAGAGGAGACGTAGACCATCATCTCTACCCTCACGTTGTGGGACTC 
AATCCAAATGCTTCTACAGGCCAAGA 

>'000203a-092.scf came from CONTIG 80 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 
5 092.scf'(47>391) 

GCACGAGGCAGCCCGAGGACAGCCAGCAGGACCTGCCTGGGGAGCGCCACGCCCTCCTGGAGGAAGA 
GAACCGGGTGTGGCACCTGGTGCGGCCCACGGACGAGGTGGACGAAGGCAAGTCCAAGTGCGGCAGC 
GTGAAGGAGAAGGAGCGTACCAAGGCCATCACCGAGATCTACCTGACCCGCCTGCTGTCCGTCAAGG 
GCACGCTGCAGCAGTTCGTGGACAACTTCTTTCANNAGCGTGCTGCGCCCGGGAAACGCGTGCCACCG 
1 0 GGCGTCAAGTACTTCITCGATTTTNCTGNACGAGCAGCAGAA AAGCATGACATTANAGATGNANGACA 
CCNATTNC 

>'000203a-093.scf came from CONTIG 81 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 

093. scf'(44>356) 

15 CAAAAACCAGAAGTGACGGGAGGTGCTGCGCTCCCCTGCGTCGTGGCAAAGTCAGCTGGCCTCTTGTG 
TGTGCGTGTGTGCGTGTGAGGAGCCGAGTGTGGGTGTGTGGCGGGCGTGGGAGCAGCTTTCTCACATA 
GTGCCTTATACACGCTCTAAAGAAACCAGTCTTACATGTTAAGAACAACCAGTGTTACATTTTCTACAC 
TACCTTNCATTTCAGTAGCTTTGATGACCAGTTTTGCAGTTCATGGAGGAAATCATGGNNGCGTC 
GGGGCTCCCCATGCCCGAGAGCCGACTGGTCNTGTGACG 

20 

>'000203a-094.scf came from CONTIG 82 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 

094. scf'(40>373) 

GGGTTITTTTTTTTTTTTTTTT^ 

AAGTGTCTTCAAAAATTAACAAAACAAAAAAAATATATATATGGCCATAGTTCACAGTTAAGCAGCCA 
25 AAAGCTGCTCCAATTATAGCCTTTAAACAACATGTGAGCATCCTCCCITTCCCTCCCCTTCAGTAAGTA 
TATTCACAGCTTCAAGTCCTCTGTCCGAAGCACTCTCCACAGAGAGAAGTTAAGAGTCAATGCACCTTT 
CTGCAAAATTGTCTGAAAAGCTTTANNAAACAGTACGTCAAGGAAACTGCTTCGGNTC 

> , 000203a-095.scf came from CONTIG 83 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 
30 095.scf'(42>489) 

CGACAGCCTAGAGGGCTTCGTGCTGTGTCACTCCATCGCTGGGGGAACAGGCTCTGGCCTGGGCTCCT 
ACCTCTTAGAACGGCTCAACGACAGGTACCCCAAGAAGCTGGTGCAGACATACTCAGTGTTTCCCAAC 
CAGGATGAGATGAGCGATGTGGTGGTCCAGCCCTACAACTCACTGCTCACGCTCTAGAGGCTGACCCA 
NAACGCCGACTGTGTGGTGGTGCTGGACAACACTGCCCTGAACCGGATCGCCACAGACCGCCTGCACA 
35 TCCAGAATCCCTCATTCTCCCANATCAACCAGCTGGTGTCCACCATCATGTCAGCCAGCACCACACCCT 
GCGCTACCCCGGCTACATGAAACACGACCTCATCGGCCTCATCGCCTCGCTTATTCCACGCCACGCTNC 
ACTTNCTCTGACTGTTTCACCCCCTCCACAGNACAGCG 

>'000203a-096.scf came from CONTIG 84 at offset 0;"E:\SEQUENCE\export\EST_db\000203a\000203a- 
40 096.scf'(43>460) 

CATCAGGCTCGAGGGCTCTGTTGTGCGGACTGCTCCCCCTGGACCCTCTGGTTTCTCTGGGCCCTCTGA 
CCTCTTTGATCCTGCTGGTAAAGAAGGGCTTCGTGGGCCTCGTGGGGACCAAGGTCCAGTTGGTCGAA 
GTGGAGAGACAGGTGCCTCTGGCCCTCCTGGCTTTGTTGGTGAGAAGGGTCCCTCTGGAGAGCCTGGT 
ACTGCTGGGCCCTCTGGGACCCCAGCCCACAAGGCCTTTTTGTNGCTCCTGTTTTTCTGGGTCTCCCAG 
45 CTCTACAGTGAGCGCGACTACACGTGTCGTGATCTGTGGAGGGGTTGACACCTCTTTTCCTCGTTACAT 

ACAAA 

>'990729A-001.scf came from CONTIG 1 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 
50 001.scf'(56>557) 

GCACGAGGGGTGGTTTTGCTGTGTTAGCAGCAATGTCAATACAAGG1TCTGCAAATTTACAAACCCAA 
TGGAATATrGTTGGGGGAATTCAACAATTTGCCACAAGAAGAACTTATTGAATGGATTAAATATAATA 
CTAAACCGGATGCAGGGTTTGCGGGTGCCATGCCCACAATGGCAAGTGTTAAACCTCTCCGCACTCGG 
GCCGTTGTGAATCATCCACATTATGAAGATGCGGGTTTAAGAGCCAGAACAAAATAGTATTTCGATGA 
55 TAAACGGAAGCAGTGAGAAAGGAGGAGACTGTAAAGTACAGTGAATTTTCATTTGGAGAATGGGGGT 
AAAAAATACAAGCGGATGCAGAGCGGAATTGGGATGGGAAACCTGTATGCGGAAATCCCTTTCAACC 
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TTTAAGAGGCAAACCCCTCCCCGATTCCAACAAGGACAAAACTAAAAATAGAGGACGCGCTCAAAAA 
CCCAAAGGGTTCTTTGTTTAACTGCTGTT 

>'990729A-008.scf came from CONTIG 2 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 
5 008.scf'(315>902) 

GAGGTTGGGGTGTGGTGTTGGGTGGGTAGGTGGTTGTGTTATGTGTGTTGTGGTGTGGTGTTGTTGTTG 
GTGGGTGTTGGTTGTGGTGTGAGCTTGTGGTTGTGTCGGTGTTGTGTGGTGTTCTGGTCTGTGTTGTCGT 
CTTGTTGTTTCTTTGTTTTGTTTTTCTTTGTTCGCTGTT^ 
GTTTCGTTCGTTTTCTTATTTCTTTATGTC 
10 ATTCCTTATATATATATGTTACrCTTCTTTTCTTTCCTTTTTTTTTTTTCTTT 

CTATATCTTAGCTTCTTCTATTTATATATTCTTACGTACTACTACATCTTTTCCTTTCTC 
TTITCTATTCACTTTTTTGTTTATCTCTTCACTTTTCTTm 
TTCTTCTCTTCTCATTCTTGTTGTCGTATCTGCTCTATCTTTTCTGCATTTTCTCT 
AATAATTTATTTAAT 

15 

>'990729A-028.scf came from CONTIG 2 at offset 149;"E:\SEQUENCE\export\EST_db\990729a\990729A- 
028.scf'(291>388) 

GGTTGTTTTGTTTTTTGTTTTTTTTm 

20 

>'990729A-012.scf came from CONTIG 2 at offset 234;"E:\SEQUENCE\export\EST_db\990729a\990729A- 
012.scf'(576>659) 

TTATATTTCTTTTATTCATCITTTTTATTATTTC 
TTAATCCTCTT 

25 

>'990729A-002.scf came from CONTIG 2 at offset 430;"E:\SEQUENCE\export\EST_db\990729a\990729A- 

002. scf'(249>314) 

ATTCTATTTCTTTTTTATATCTCTC 

30 >'990729A-003.scf came from CONTIG 3 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 

003. scf'(48>272) 

TTGGAATTAGGAACGAGGGGGGGGCTGATTCCGCAGGACGCCGCCGTCGGGGCCTTCGTATTGGTGGT 
GGCGAGAGGGCCGGCCGCCGAGGACAGGCCGTGGCGGGTCGAGGCACTCCCCAGGAGAGCAACATTC 
ATAGGGTGGGTTGGATAGACGGGGTACCCGGCCCTGACCGATATACATGGCCGTTGTGGGACATTATT 
35 TCACTGTTGGAGGGCCCTTCCA 

>'990729A-004.scf came from CONTIG 4 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 

004. scf'(62>70) 
TTTTTTTTT 

40 

>'990729A-005.scf came from CONTIG 5 at offset 0; ,, E:\SEQUENCE\export\EST_db\990729a\990729A- 

005. scf'(51>589) 

CTGCCAAGGAGGGCAAGACATACAGGTGGTAAGGTGATGCCCGCTGTACCTTCTTCACCAAGGTCCGG 
AGATGACAGATACCACTCCAAGAGCGCACACAGGAGGGCCAAAGCCCCACAAGTGGCCCGCACTGCG 

45 TCCAAGAGCCTTTGCGCAACGCGCTCCTCACCTGGGCCCAGCACCCTGCGCATCCACCTAGGCGTGCA 
AGCCCTACCACTGGGTCCTACTGTGATAAGAGCCTTTCGACAGCTCTCCCACCTCCAACAGCACACCA 
AAAANCACACAAGCGACAAACCCTCAAGGGCCCACATCTGGGGTGGAATGGGTTCACTCAATCTCCA 
CCCCCAACCACCACGCCAGGCAAAAGGGCAAGCTCAAGGGCCCACTGCTCCGGGCCCCCGGCCCGCC 
CCTGCGACCCCCCTCGCCATGCCTCACCGCCAGCCGCTGTGGGGAGGGGGGGGCGCCCCCGGACTACT 

50 ATGAGAATACAACACAGGGGGGGCGGGGGCACTGCCCCAGGAGAGCCCCATCGGGGATTTTTTGGG 

>'990729A-006.scf came from CONTIG 6 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 

006. scf'(57>631) 

GCACGAGGGTTTCCTGGCATCCTCAGGTGTACTGGNGATCCTGTGTCTATATTGCTCCCTCACTGAAAC 
55 TTCCAATAGCTGCCCTGTAGGCTGCAAACTCAGATGCCCGTGTGGGCAAGTGATGGAGATCAGTGAAT 
ATCTGGGTACTAAAAAAAAAAAGCACCATAAAAACTAGACAGGGTTTTTTAAAGAAACTAGACAGGG 
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GTTTTTAAAAACTGGAAAGAGCATGTTCCCTGGCCTAGCCTCCATTTCCATGAAGGAGTAAAGGCCAT 

CCTGACCTCAGGTAGTGAACAATCTATGTGCCTGACACACAGGTGCTGGGGCGAGGCTGNGAGTGAG 

AGAAAGGCCCCTCCTCTCCTGGGTGGATGCCAGATCTACAGACCTGAGCCCACAGGAGCCACACCAGG 

GCAAGNAATACTGAAACATCTGCAAGACCAGATGTCAGNNTGTTTTAAGAAAGCCTGAATCAGATTTT 

CTGTGAATTCATTTTTGCAATGGGATTACAGCAGAAATCCACTTTTTATGATTATGTTAGTGGA^ 

AAAAAAAAAAAACTGAGGGGCCCGACCTATN 

>'990729A-007.scf came from CONTIG 7 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 
007.scf'(57>619) 

GCACGAGGCTAAAGCCATGCCTCCTCCTGCAGAACCAGATTCTCTCTCTTTGACCTTCCCCCTCCTGTT 

TTCCCCAATGTTTAAAATGTTTGGATGGTTTGTTGTTCTGCCTGGGGTCAAGGTGCTAATATAGACTTA 

AACGAATACATTAACGGAGCTAAACACAGACATTTTAACCCAAGTCACGACATTCTTAGCTGTAACTC 

AGCTCTCACGGCCTCTTGCTCACCCATGAATGGTCCCGTTTTCCTCTTGCCGCGTGCACCTCCACCCATT 

GTCTTGGGGGCACATGGGTGGAACACTTGATCTGCTCGCGTCTGCCTTCAACACACATTGCATCTTCAG 

ATTTTCTACTTTTCTGTGTCAAAACTAAATTCACCAAGTCAGACTTTGTGTTAATTTATATCAGGGGA^ 

GGGCTGNCAGGGGGCATGCCTAGNGGCCCCGAGAGGACAAGGGGAGAACAGCACGGATGTGGCAGG 

TGCTCTAGGCTGAGATCAGGGGGAGAGACGCGATCACAGCAGACGCGATACGATCTTGTCGGGCGGA 

CGCACAGAACGAGCGN 

>'990729A-009.scf came from CONTIG 8 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 

009. scf'(50>328) 

TGAAAACTTCGCTGTTCTATGCTTGGATCTTTGGGAGGGTCAAGTCTGGGCACCATACTTTGACAATCT 

TCCTCATCACCAACGATGGAAGCGGATGCTGGGGGAGTTTGGCAACGGGACGTGGGNGTGTTACAAA 

GGCAGCAGAAAAGCAAATGAAGGACAAGCAGGGAGAAGAGCAAAGGCTACATGGAGGGAGGAGGA 

GGAGAAAAAAGGCGAGGGAGAGGAAGAGGCAGACAAAGATGATACGAAGACAAGGATGAGGATGA 

GAGATAGAGAGAA 

>'990729A-010.scf came from CONTIG 9 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 

010. scf'(56>610) 

GCACGAGGGTTTATTGTTGCATTCTCCCTTAGCGTTGTCCTGCTCAGGGTCAGGGCCTAGCTACAGATT 

GGGCTTCCAGAATTGTAATAACTGTTTTTTAAAGTCAGACCTTGGCAAGAACTACAATAATTTGGGGTT 

ACATGCCCTTGACTTTTTAATAAACATCTCTTTCTAAGGAGATGCAGAAGGAAAGGAGGGTCTAAGCG 

AGACTCTGGCCTACCTATAATAATGTCTGGGAAACAGGCTAAACTTAAGGCCATGGTCCACTCTTACTT 

CAGAGAGGGAGCTCAGATTGTGACATTACTGTTTCCTTTCTGGCCTTITCTCCTGGATAGAAGGAAGAA 

CATATTAGGCAGGGCCCCCTGATGAGATGAGGGGGCTAGGCTACAGNGCCTGAGGGAAGACTATTTG 
GTTGAGGAGAGATCTCCTACAAAGNGAGGGGTAGAACCTCCTTCTACTATCTCTTACACAGATCGTCT 

ATCCCA 

>'990729A-01 l.scf came from CONTIG 10 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 

011. scf'(46>647) 

TAGGAATTTTTTTTITTTTTTTTATCAAACA^ 

CAAGCCAGTACACAGTTTCAGGACACTGCTTTAAGTACAATGAAAACTTGATATACAAAAATGAAAGA 

GGAAATAGCAGAAATAAAGCTCGATTTTTTTAAAAAGTTGAAGTAACCTGAAAACCm 

GAGTCTTACATCAATTCATAAATGCCTTAATTTATAGATAACAGTGGTACATTGTAATCAAAAAGGAC 

TTCCCAAAGAGTCATTTCGAACTGATCAGCTCCAGATAAGAAATTCCTGGCAGTGGCTACTCTGGGAT 

TCGGCACTCACTCATACTGTACAGACTGGTATAGTTCAATCCATGGCATTTGATTITTATTCAAATTCC 

AANAAGGTAAATACCTTTTTGGTAAGNTCAATAGGAGGCCCACACCACTACCAAAGAGTCCTGAAAAT 

GCCACTATATATTAAAGGTCTAAGACCATTTTGGCTTAGGCCCATGTACAATGTGGGGAAAGACTCAT 

NANACTCGTACTTAAATCTTTGTAGATGCAAAGGCCCTAAGCTNCCAGAAACGNT 

>'990729A-013.scf came from CONTIG 11 at offset 0; "E:\SEQUENCE\export\EST_db\990729a\990729A- 
013.scf'(55>549) 

GCACGAGGTGAAAGGTTAATGGTTTGGCACATAGTTATTTGCATTTTAAAATCTCTGGTGGGGTGGTG 

GATGTTTAGGTGTGGGATTTAGGGGACAAGGAACCGGTTrCTTAGCTAAAGTGTTCAAGTACTGTTTTG 

AACAGCTTATTCATTTTTGCCAGCCCTTCTGGACATCCCACACCCACCCATCITrGCTAGGCTTAAAAG 
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ACTGAGCTATCCCCAGTGGCTGGCTGGCCTTGGGATTGGCTGCAACCTTGTTAGAACCACACAGGTTC 

CATCCTCACCTAGCCGCCTGTTACTTCAGGCGAGGGGACAAAGACCGCCGCAGGACAGAGTAAAAGA 

CTCAGCTTCAGGACCCTTGGTTCCCCTTACCTAAACCCTAATCTACCCCTTCTTTTTCCTGGAGACTTTC 

ACACTCTTTTTTAGAGCGACACCAATATAAGCTCTATGCTAAAGGAGAGAAAGAGGCTGGGCGACTTT 

ATTCCCACCAACAGTA 

>'990729A-014.scf came from CONTIG 12 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 

014. scf'(49>564) 

TGCTGCGGCAGCCACAAGAGGGCTCGGGCCTGGGAGCATCCCTGAATGAGAGCAGCCTGCAGGACAT 

CATTCTGGAAACAGTGCCCGGGGGAGCCAGGACCCCAGGAGGAGGCTGAAGAGGAAGGTGGGGGCG 

GTGAGGGCATAGCCCTCCCGGCCTCTCAGGGCACGTCGAGCCCTATCATCCACGTCGTGAACCAGACC 

AACGCCCAGGGCGAGCGGGAGGTTCGTCTATTACGTGCTGTTCGAAGCCCCGGGAGAGCCCCCACCCG 

CCTCTGAGCCCCCCTCGGGGGCGTCATGGGAGAGCTTCAGGAGCAGCGGAAGACCAGAAGTCCAGAT 

GGTGTGAAGCTGCAGGCCCCACCCTTGTACCNCAGCCTGGAGCTGAGCCGCTGTGGCAGCGCCTAGGG 

CAGCCTGTCACGATGCTTAGAGGAGCTGGAGACGGTGCACCTGAGCATGCGCACTACAGCGAGACGT 

CTTTTGCATCACTCTTGTGGCGAAGTTGTTTGAGGGGACCGNGGG 

>'990729A-015.scf came from CONTIG 13 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 

015. scf'(47>430) 

TCGAGTTTTTTTTTTTTTTTTTTTTGTAACAA^ 

CTCACCTGCTTCATCCCCTTTCCTGCTTGGGAGGGAGGGCTCCTTGGTATGCAGAGCCACAAAGTGGGC 

GATCCAAGGGGAGATGCTCCTGGTGACTTCCCCACGGACCTTGCTACTGGCCTTGGCTCCTCACTGGTA 

GTCGGCACCTTGGACTCAAACCTCATCTGCCCTTGGTCTTGCCTACTGGCAACTCTGGTTAGAGGGCTT 

GGCCCAGCTGCTGGCCCTTTCACCCCAGAAGTCTGTGCAGCCTTGTGCCCAGCCAGGCCTACTTGAGC 

ACAAGCATGGCCTCCGTGCCGTCCTTGGCGNGCAGGTAG 

>'990729A-020.scf came from CONTIG 14 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 
020.scf'(362>694) nTlTAlllTGC 1 1111111 X 11 11 T IT 

CTCTCATI^^ 

AATTCCACTTCTCTTCTTITCTC 

AACTAGGATGAATATAATTCTCACCCATCTTTTCCTCCGA 

>'990729A-031.scf came from CONTIG 14 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 
031.scf'(45>126) 

TTGGGTTTTTTTTTTTTTITTT^ 
TTTATGG 

>'990729A-016.scf came from CONTIG 14 at offset 83;"E:\SEQUENCE\export\EST_db\990729a\990729A- 

016. scf'(443>608) 

TTCTTCTGTCTTTCTTCTTTTTT^ 

TTTTTCTATTTCTTTTTCTTTTATTTT^ 

TTGTTGTTTITTTTTGT 

>'990729A-017.scf came from CONTIG 15 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 

017. scf(46>592) 

TGGCTGGCTTCATGATTCCTTAAAAAGGCCCCCACCACAGAGGGAGGACAAGAAGGCGGCTGAGAAG 

AAACGGGGAGGACAAAGACCAAGAAGAAGCACGGACAGGGAAGTCCAGGCGCCCGGGACGAGGAGG 

AGGGAAGACAATGAGGGTGGCGAGTGGGAGAGAGTCCGAGGTGGCGGGCCCCTCGTTAAGGAAAAG 

CCAAAAATGTGTTGCCAAGGGAACTGAGATCACCCATGCTGTTGTCATCAAGAAACTGAATGAGATCC 

TACGGCACGAGGAAGAAAGGAACTGATCGTGCAGCCAGATGAGCTGTGGGCTGCGGGTCAGTTGCCT 

TGAAAACACCTAGAGAGGGCGCATCGCAAGATAAGTTCACATCATTGCTTTTTTTACTACACCCCACCT 

GCTCGACATGAGACGGAGTGCAGAAGAGTTGACTGCTCATGAGTGTGGCATCTGTTGCAACCTACTCT 

TGTGAGAGAATATGGAAAGGAGACGCTACCAACACCCGGGTCGGCTGCTTTACTGGGACGAGTAGAT 

TCCAAAGCG 
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>'990729A-018.scf came from CONTIG 16 at offset 0; , 'E:\SEQUENCE\export\EST_db\990729a\990729A- 

018. scf'(55>562) 

GCACGAGGGTTTGTGGAAAATAACTCCTTCACTTCAGCAAAATGTTGTCATGGAAAGGGTGTTGACTT 

CCGTGTCTGGAGACTTGATGAGTCTTGGTGCTATCAATTACAGTGTGAGTTTGGGCAAGGCACAGGTT 

GCCCTAGATTTATTGCTTCATTTCTAAAGAGAGGATTGTAATGCCTGACCTGCCTACCTCACAGGGCTA 

TTGAGGGGATCCAGNGAGACAGGATACACGTAAATGTGATTTTGTAAGATGAAAAGTATTGGACGGG 

GGAAAGAATTTAAGCCATAGATTTTAGACTATTTTTCAAATGACTGAAAAAGAAATTTTAAGAATTGA 

TTTCCTGGCTTACCAACCTCATAGAGAGAGACAATGAATTCAGCTGCTAAGGAAAAAACTTAGNAGTC 

TATGTTCTTGTCAAGGGCCCGTGCTCTGCGCGCTACATTTCTCCTCAGCAGCGACTGCCACACACTGCG 

AGGAGGGAAAAGAAGAGGNGACAAGATGAGA 

>'990729A-019.scf came from CONTIG 17 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 

019. scf'(49>570) 

GTGAGGATCTCGTCTCTGCGCCTTGAGCCATGCCGTCCAAGGCCCTCTGCAGTCGGTGCAAGTCTTCGG 

ACGTAAGAAGACGGCCACAGCCGTGGCGCACTGCAAACGAGGTAACGGCCTCATCAAGGTGAACGGA 

CGACCCCTGGAGATGATCGAACCGCGCACGCTGCAATACAAGCTACTGGAACCTGTTCTGCTCCTGGG 

CAAGGAGCGATTTGCTGGTGTGGACATCCGCGTCCGAGGAAGGTGGTGGTCACGTCGCCCAGATTTAC 

CCATCCGCCAGTCCATCTCCAAGCCTTGGTGCCTATTACCAGAATAGGGGATGAGGCTTGCAGAAGAG 

ATCAAAGACTCCTATCCAGATGACCGACCTGCTGTAGCCGATCCCGCGCTGCGATCAAAGTTGGAGGC 

CGNGCCCGGCCGCTCCAAAATCTCCGTAGCCGGCTGAAGCACGTNCCTTCACACTTTATAAGTTTGGA 

TTAGTTTAGAAAAAAAAAAAAAAAAAATGGGGGGCCGACCCATGCT 

>'990729A-021.scf came from CONTIG 18 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 

021. scf'(46>562) 

TGGTTTTTmTTTTAGTTTGGTTGGTTTTGGTTm 

GCAGACTTTACTCATTTAAAGAGTTAACAGTTCAGAGATTTTAAATATATTCACAGAATTGACCATCAC 

CACAGATTTITAACATTTTCAACACCCCCAAAAGAAAGGCGCTACCTTGTAGCAGTTACTCCTCAGATT 

TTCCCCAACCCCCCAACTACAGGCAACCACTAAACCACATTCTGTGTCTGACTGGCCAACTGGGGACA 

TGACTATAATGGGAGATTATGTGGCCGTGTGTGCGAACCAGCTCAGGGCTTAAGGAGCAGGAAGCAA 

AGGAAAGGCTGGATGTTGCCGCAGAGACGAAGCCGAGGCAGGAGCTCGGGTGGGGAGGCCAGGCAG 

AGGAGCAGGAGCGCGTCTCTACCAATCTNGCTCAGAGACAGTAGGCTGGGCGCGGCCCGGGCTTTCAC 

CTCTCGCTATCAAGGCGGACACATCCACAAAAAACCGCG 

>'990729A-022.scf came from CONTIG 19 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 

022. scf'(197>625) 

ACTAGGGGAGAAAACGGGCACAACGCTGTAATAAGGCAATTGGGATGACTTTTATCCCCCCCCAAAA 
GGGGGGAAGGGGGGAGTCCGCCCCCCCGGGGAACGGGGAACAGAGGGAGGCAGCGGGGGGTCTCTG 
GTGGTGCTTTCGTGCCAGCACCCCCTATCCGGGCGCGGGGGTAAGGGGAGTCCCCCCAGGAGACCCCA 
AAAAAAGAATTTTTTCTGAACCTTTAATTGGGCCTC 

TCCACCACAAGAGACGGAGGGGGGATATGCTGGGGGGGGCCGGCAGAGGAGGTTGGCCCCCGGGGC 
AGACCTGCAAGGCGGGCGCGGCGCCGAGGAACAAAGCGGCCCGCCCCCCCTCCTGGCCGGGCCTCCC 

CCCGCCTGGGGGGGGGGGGGCCACGT 

>'990729A-023.scf came from CONTIG 20 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 

023. scf(48>557) 

CGCGAGCCCCAGGACCTGTGTGCAGTAGCCGCGCATCCCGAGCCGGACCACGTCGGAGTTCCTCTGGA 

CCCAAGACATCAGAAGCCATGTCGAAGCACCACAGCGACGCCGGGACGGCCTTCATTCAGACTCAGC 

AGCTGCACGCAGCCATGGCCGACACATTCCTGGAGCACATGTGCCGCCTGGACATCGACTCACCGCCC 

ATTACGGCCCGAAACACCGGCATCATCTGTACCATCGGCCCAGCTTCAGAGCAGTGGAGACATTGAAG 

GAGATGATTAAGTCTGGATGTATGTGCTCGTTGAACTTTCTCATGAACCACGGTACACGCAAGACCAT 

AAGATGACGTGAGGCCGAGGCTTGCTCAACCCTTCTTTCGGCGGGCGGGCCTGACACTAGACGAGATC 

GACTGGTCACAGGCGCGCCGTGGGGGGCGAGAGGAGCCACGAACACTGCAGCTACTGAAGGGCGACT 

CGGCGACCAACATGAGGGGGGGCGAGATACGAGAGC 
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>'990729A-024.scf came fromCONTIG 21 at offset 0;''E:\SEQUENCE\export\EST_db\990729a\990729A- 

024. scf'(101>231) 

CGCGGGTTGGGTGTGCTGGTGGCTTGGTTTTTTCTGCTGATTGTCTTGCTGGTTGCAGTTGTCTTTGTCG 
TTGTGTTTGGTTTTTTGTATGTTGGTGTTGTTGTGTGGCTATTATGGTGTGTGTGGGTGTA 

>'990729A-025.scf came from CONTIG 22 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 

025. scf'(31>550) 

GTCCCCCGGGCTGTTTGGTAGAACCTTTATTTTGTGGTGAATAATCCTATAATTGCTTGGAGTAATTTA 

TTTTGTTTATTATTTTCTATTAAAAAATTGTCAGACCTTAAAAAAGAAAAGTAAGGTTTAAAGCATCAT 

GTTGGCAAGTCATTTTTATGTGTGGGGGAATTTGGCAAATAAATTTTAGGGGGATTGTTCTTTm 

CTTGGACTTTTTATCAGGGAGAACATGTCAGGATAAAATTTAAAACTAAATTCAAAATCATTTGGGGG 

CGGTGAAACAATGAATAATATAGGGTGGGGGGCTCTATTTTCTTATTTCTGTTGTATGACAGGACTGG 

ATCGCTTTGTGTTTTTAAATATTAAAAGATAGGGGGTTGCCACTTCTGGTGGTTGCTTTGGACTGTGGC 

CCGGGCAGCCGATTGGGGGAGGAGCAAAAAATGATACTATTTGTGTGGGGCAGGGCTGGTGGGACAG 

GAACATTTTTGTGTGTGGGTGTTTATTTTTTTAGGGAGAG 

>'990729A-026.scf came from CONTIG 23 at offset 0;''E:\SEQUENCE\export\EST_db\990729a\990729A- 

026. scf'(44>536) 

TTTGTGAGTCTCATTTTAAGTGGCCTTGATATTTAAAACTATTCCTGCCACCAAT^ 

TTAAAAATGAAAGGGGTAAACTAGTGGGGTTGTGGAGATTAACATAAAGCACTGATTTAACTTGCTAA 

GTAAACTGAAAGATAAATCCTGACTGCCTACTATCCAATGTCAGTTAACCGCGTCCTCCCCTTCATTTT 

CTCAGTCCCCTAAAGCTTCTGTCCCGGATTCCTTCATTTGCTCTTGACTTCACGTTGCTCTTCTCTTCTCC 

CGCTTTGCTCCrrCCTGTCTNCATGAGTTGATGAAATGGAAGATTAATTGCATGCACTAGGTTGGAGGG 

GGTGNGGTNTGTCTTTCTACTAAGGTATAGCCATCACTTCCTAGATAAATACTACCTAAATTGATGTCT 

CATTTG 

>'990729A-030.scf came from CONTIG 23 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 
030.scf'(45>376) 

TTGGTGAGTGTCATTTTAAGTGGCCTTGATATTTAAAACTATTCCTGCCACCAATTCTI^ 

CTTTTTCCTCCTGTGTCTTGCTGCATGCTGGTTTATTTGCTTCCTCCCCACCACCCTGTGGAATGAGTTA 

TTGAAAAAGGAAAGGGGTAAACTAGCGGGGTTGCGGAGATGAACATAAAGGACTGATGTAACTTGCT 

AAGAAAACTGAAAGATAAAACCTGACTGCCTACTATGCAACGGCAGTTAACCGCGTCCTCCCCTTCAT 

TTGCTCAGGCCCCTAAAGCGCTGCCCCGGATTCCTTCTTTGCTCTTGACTTCACTTG 

>'990729A-027.scf came from CONTIG 24 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 

027. scf'(54>547) 

GCACGAGGATCTTGCTGCTTATATGTACCTGTGCTTATATCCGATCCTTGGCACCCAGCCTCCTGGACA 

GAAATAAAACTGGGTTGTTGGGTATATTTTGGAAGTGTGCCAGAATTGGTGAACGGAAGAGTCCGTAT 

GTrGCAGTGTGCTGTATCGTGATGGCCTTCAGCATCCTTTTCATACAGTAGCTTGGAACAACGCCAGAA 

TTCCAGGCGCTATCAGATTTAAATATGACAAAAAAGGACGATCTGCCGAAAATAGAGGAAAGAATGG 

TTAACCCTTTATCTCTCAAATTGAAGAGCTACACTCTCACT 

TTATAAAAATTAGAGTAACATTAATACCGAGTGAAATGGNCTGAACATCACCCACACTNCGCTCATAT 

ACATTTGCTTGTCATCTTTCKjCTGATCAGCTTAGGAGATCTTAGCCAAGAAAAAC^ 

CCCTTCTGGATGAAG 

>'990729A-029.scf came from CONTIG 25 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 
029.scf'(55>468) 

GCACGAGGCTGGGCTGTGCAAAGCTGGGTTTGCAGGAGATGACGCCCCCCGCGCCGTCTTTTCTTTCA 

TTGTGGGGCGGCCTCGTGACCAAGGGGGTGATGGGGGGAATGGGGCAAAAAGACAGGTATGGGGGA 

GATGAAAATCAAAAGAAGGGGGGGGATCTTACTCTCAAATACCCCATTGAACACCGCATAATTACTAA 

CTGGGGTGACAGGGAGAAAAACTGGCACCACTCCTTCTACAATGAGCTGCGGGGGGCCCCGAGAACA 

CCCCACCTGTCACAAAGCCCCCCTGAACCCCAGGCAACAAGAGAAAGACCAAAACAAGTTGAAACTC 

AACACCCGCAGGACGCGGCCTCAACTGGCTTCCTCTTTGCTTGGCGACAACGCAGGGCCGGATTAGGA 

GGGGACCACA 
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>'990729A-032.scf came from CONTIG 26 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 

032. scf'(58>61) 
TTGC 

>'990729A-033.scf came from CONTIG 27 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 

033. scf'(54>518) 

GCACGAGGGTGGAGTCCCACTGCTGTGCCTCGGATGTGAAGCTCAAGCTGTACGACCGGAGTCTGGAG 
TCAAACCCGGAGCAGCTGCAGGCCATGAAGCACATCGTTATGGGCACCACCCGCCCCGCCCCCTACAT 
CATCTTTGGGCCTCCGGGGACAGGCAAGACTGTCACCCTAGTGGAAGCCATCAAGCAGGTGGTGAAGC 
ACTTGCCCAAAGCCCACATCCTGGCCTGCGCTCCGTCCAACTCAGGGGCTGACCTCCTCTGTCAGGCCT 
CCGGGTCACTTACCCACTCCATCTACGNCCTCTGGCGCCCACAGGATATCCCCTGGCCCTGAGACTCAG 
CCCTGTGTTACTGGAGCAAAGAGGGATTTGTTTTTCTTCAGAAGAGCTCAGNATTCGNGCTTATTACAC 
CrCTCCTGCAGCGTGGCTCAGCACTTCCTCATCCTCCACCTCTTTCGCAGCGGC 

>'990729A-034.scf came from CONTIG 28 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 

034. scf'(46>481) 

TGGAATTCGGCACGAGGGCGAGAGGAGGGGGCTGGGCCGTGGGGAGCCCCGCGGAATGGGGCACCGT 

GGGCTACTTCTGCTGATGCTGTTAGGCGGGTTCCTCTGGGACGCATTCACCGGCTGACGCTGACGGGG 

GAGAAGCGAGCAGATATCCAACTGAACAGCTTTGGTTTCTACACCAACGGCTCCGTGGAGGTGAATCT 

GAGCGCTCCTGAGGCTAGGCCGCCAGGATACAGAAGAGAAGGCCCCGCTGTGGGGGTCAGGCTGACC 

CGGTGAGATCTGCAGCATTCGCTCCTATCAATCGGGACTCATGAGTGGCTCTACGGAAAACAGAGCAG 

CCCTGGTCTTACTCACAAACAAGGATTGGAGCCAGTCGAAAGATGGGAGCAAAAAATATTCTCTTGCT 

GGCTCCTCGCATCACCTCAACAGGCTCCGA 

> , 990729A-035.scf came from CONTIG 29 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 

035. scf'(49>380) 

GGGGTGGGAGCAGGAGGCACGCGGGGTGTGAGGCCACGCATGAGCGGACGCTAACCCCCACCCCAGC 

CGCAAAGAGTCTACATGTTTAGGGTCTAGACATGTTCAGCTTTGTGGACCTCCGGCTCCTGCTCCTCTT 

AGCGGCCACCGCCCTCCTGGCCCTGCTGGCAAAGAAGGCAGCAAAGGCCCCCGCGGTGAGACTGGCC 

CCGCTGGGCGTCCCGNGGAAGTCGGCCCCCCTGGTCCCCCTGGCCCCGCGGGGAGAAAGGGAGCCCCT 

GGGCTGACGGACCTGCTGAGCTCCTGCACTCCTGACCTCAGGTATTGCGGACACGAGGGGG 

>'990729A-036.scf came from CONTIG 30 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 

036. scf'(55>461) 

G^ACGAGGGACTGACAATGATCTTATCAATATTCTTGGACCCTTTTTATCATCTTTCAACTAAAAGTTT 

CAAAACACAACTTITATCACAATCCAGAACTGACACCAACAAAAATATTAAAACAAAACACCCCTTGA 

GAAACAAAATGAACGAAAATTTATTTACCTCTTTTATTACCCCTGTGATTGTAGGTCTGCCTCTCGTGA 

CCCTCATCGGACTATTCGCAAGCCTACTATTTCCACATCAAACCGACTAGAAGGCATCGCTTTGTACCC 

TCCACATGAATACTCTACTTGTATAAAACAATATGAGTATCACAATCTTAGGACAAACAGACATTATA 

TTATATCTTGTCCTTTTGGGAGCACAAACTACTAGCCTTACCCCCTCTTCCACCACACACACAT 

>'990729A-037.scf came from CONTIG 31. at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 

037. scf'(55>532) 

GCACGAGGGCCCTCGGCCCATTTCGAGTTCAGACAGCGACAGTGATAAATCCACAGAAGACCCCCCA 

ATGGGTGAGCCTCACCATCACCCAACCCCTCCAATAGAGTGAGCGAAGCTGCCATCCTTCCCAGCATA 

ACTCCCACCTAGCCCTTCATTTGCCCATAATATATGAGAGCTAGAAGGGCCCTTAGGAAGCCTGTCATT 

CAATCCCCTCACTTTATAGATGGGGAAACTGAAGCCCAGAGCCACTAACCCAACCAGATTCCCATCCG 

GGGGCCCTTCATTrATCACTTCACCTTTTCTCTTCTCATTCTCCTTGGGGAATATCCTTTAAGCCACT 

GTCCTAAGGCTAGTAACTGCCAAGGGAAGTGCAAGGGGGGGGCAGGGCTGTGGGCGCTGGGGTGCAC 

ACGCGCCAGAGTGGCTTGCTGGTGAGGGTGAGGAATTTCAGCCAGACGGAAAGCCAGCTTGAGACCC 

CT 

>'990729A-038.scf came from CONTIG 32 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 

038. scf'(49>243) 
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GTATGAAGTAAGGTTTTAGTTGGTTCAAATGATTCCAAATGGGGGGCGGTTGGCTTGGCATACAGAGG 
ACACTCTGGGGTGTGGGAAGGTGGGGAAGGAAGGGAAGGAGAGGGCCGCCTGCCGGGGTTGTGTGTT 
TGAAGCTGATCTCCCGAGCGGCCCCGTGGCGCCTGGCCTGCGTTTTGTGTGAGTTGAAAG 

>'990729A-039.scf came from CONTIG 33 at offset 0;''E:\SEQUENCE\export\EST_db\990729a\990729A- 

039. scf*(l>603) CCCCCGGGCTGTTTTTTTTCGGCACGAAGATGATGTTG 
AATGGTGTTGTGTGAGACCTACAAGACCTTTTATTAACTAACACCCAAAAAAGTCGTGCTTTTATTATG 
GGGGACGGAATACAAAAGGAGGAAGGAAAGAAACACCTGGGGGAATGGGCGGATTGGGCCTTAGAG 
GAGGGGGTGAAGCAGGGGTTGGGGGTTTGTGAGTTTTGTCAAAGGAACGCACTGGTCGTAGCCAACA 
CCCCCCCTTCCAACAACACAGGAGATGACTGTACACATGGACATCACCTGATGGCCAACACTGAAATC 
AGATTGTTTTTTTTCTTTGCAGGCAAGGAGGGGAAGCCCnTTCCAGCCGGAAAAACAAGACCGGGTGC 
GAGATGTGGCGAACACATGTACTCCCTTTGGCAATTCACACTCAAATGAAGATGTGGGGAAACCACCA 
CCCCTGCGGGGTGCCCTCCTTAATCCTTTTGCTCTCATTGGAGGTAATTGGCTTTAGGCTGGTCCGTTGT 
CGGGGCGGCGACCTTGTGGGGTCGTGCTTGCTTGTTCGGCCCGCCCCCCCCGCCAAAC 

>'990729A-040.scf came from CONTIG 34 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 

040. scf'(39>122) 

CGGGCTGCAGGAAACCGGCATACGAGGGTTGAAGTTGTATTGGTGTCTTTTGTAGACAATACTAGAAG 
TGTTTTTATTATTTAT 

>'990729A-041.scf came from CONTIG 35 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 

041. scf'(48>56) 
TTTTTTGGC 

>'990729A-042.scf came from CONTIG 36 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 

042. scf'(46>511) 

ATAAAATACAAAACAAAACAACCCAAATCTTACAGTCTAGAAGCATGCCAAGACAGAACATTTTCTGC 

AGACCAGAGTCCCGTCAAAAGGATAAAGGGCACCTGGAAAGGGGGGGGGCAAGGGGCTGGGTCCCTT 

CCCCAAGGACACTGCTTTTTGTGATGAGAACAACTGAAAAAAACCAACCCATTATAAAAATATAGAAA 

CTGAGACAGTTTACACCACCTGGGCCTGGAATTTTTAGCCTCGACTGCCTGATrCATGTTCTTTCTTCGT 

TCTGTGTGAGGAGAAAGGGATGACCCCGCAGCCCCAGGCCCTGGGCGGGGGGGGGGGGGCACGGGA 

GAGGCCCAAACAACAGTGCTCGGCAGCAGAACCCAACCACCTACAACGCCCCACCGCT 

>'990729A-043.scf came from CONTIG 37 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 

043. scf'(55>565) 

GCACGAGGCTTGCCCGCCACCCGTGCGCCCAGTCCGAGAGGCCAGCCCAGTTCTCCCGGTCCTCACTG 

CCCGCCGGCCGGCCCGTCCCCCACTGCAACCATGGACGCCATCAAGAAGAAGATGCAGATGTTAAAA 

CTGGACAAGGAGAATGCCATCGACCGCGCAGAGCAGGCTGAGGCCGACAAGAAGCAAGCTGAGGAC 

CGCTGCAAGCAGCTGGAAGAGGAGCAGCAGGCCCTCCAAAAAAGCTAAAAGGACGGAGACGAGNGG 

AAAAGATTCTGATCAGGAAGGATGCCAGAGAAACTGAGCAGCTGAGAAGAAGCACTGTGCTGAGCAG 

AGGGCCTCCTGACCGGCATCACTGGAGAGAGAGCTGACGGCCAGAGCTCTGCTCAGCCGAGAGCGGG 

GAGTGAAAGAGTGAGAAGGAGAAGATGAGTCATGAACGACTTGAGAGAGAAAAGAGTGAGAAGCAT 

GAGAGCACCATGCGGATCGACGAATGGAGGGCGAACGGATCGAG 

>'990729A-044.scf came from CONTIG 38 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 

044. scf'(49>550) 

CCAAGGACGCCTTATGACTCCGTTTACTAAATGTACCACTCAGACCTGCAGGCCTTGCTTGGGGTGGG 

ACCTTGATACTGGAGTrTTGGTTATTAATCCTTCCTCCTCTGACCCTAAATTCAGAACACAGAAAGGGA 

TCCAGTCAGGGAATGGAAGGAAATCTCACCACGAAAGGCTTAAGTAAACTCTTAAAAAGCAGTTGTAT 

TGAGGTATTTTiTTAAGTGCACAATTTGATAAGTTTTGACATCTATATGAAATCATGGCCACA^ 

ACATAGGTGTATCTCTCACTGCCGNACGTTACTGCTGAAGACGTCGTTTGCTATTACTCTCTCAGAATC 

TGAGCACTGNAGATCAGAGACTGATTACAGGGCCCTATGACCTGTCCTATCTTCTAAGACCGCGAGAG 

CCACAGACTACAGCTCTGAAGAGATAACGGCCAAAGACTTGTACGAAACAACAGCTTCTCAGACTTTA 

TATGGTGATAGACGAGACGAGAA 
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>'990729A-045.scf came from CONTIG 39 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 

045. scf'(55>561) 

GCACGAGGCTTATCTCCAGGTGCGTACGGGAGCTGAGGTGGGCGAAACTTCGAGGGGTGAGGAGAGG 

GTGCCGGGATCCAGGTGTGAGAGAGGGGTGGGCGTGAAGGCGAAAAGAACGGGCCCGCCCCTTTCCG 

GCCTGGAAAGTAGTTTCTGTGGGTCCCTGGGAACGTCGGAATACCAGATCTCGATCCGTGGGGGCGGG 

GTCCCTGGGGGAACTTGAGCGCCCCCTTCTGGGAACCGGCGGGTCTGTTCGCAGGGACTGCTGTTGGG 

GCCTGATTGGTTAGACAGACGTTCCCCGAAGCCACGGGAAGCCCTACCCGCGGGGCGTGGGTGGGGG 

ATCCCTACTTAGTACTCCTGCCTCTCCTGCATCGCAGCCCCTCCCTAGTGCATTGTCCCTGTCCGGGCCA 

TNAGACATGCACCACCACGCGGCGCTCTGTTGAGAAGGAAGGACCTCGTCTCAGCTTGCTGGGAGAAC 

CGAGCCCTTGCTCGCCACAACGGAAAAGAGAG 

>'990729A-046.scf came from CONTIG 40 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 

046. scf'(55>533) 

GCACGAGGCTGACATCGGCCTCCTGCAGAGCCTCCAGAACTTGGCCGTCACGGCCAACCGGATCGAGG 

CGCTGCCACCCGAGCTCTTCCAGGGCCGGAAGCTGGGGGCCCTGCACCTGGGCAACAACGTGCTGCAG 

CCGCTGCCCTCGCGGGTGGGCGAGCTGACCAGCCTGACCCAGATCGAGCTGCGTGGCAACCGACTGGA 

GTGCCTGCCTGTGGAGCTGGGCGAGTGCCCGCTGCTCAGCGCAGTGGCCTGGTGGTGGAGGAGGACCT 

GTTAACACCCTGCCCCTGAGTGAAGAGCGCTCTGGAGGTGACAGGAGCAGCCTGAGTCCATGCATGAG 

CACGGTGCCCTGGGGGCGCCGCACCGACCCCAGCAGCCTGACCCGAACCAGAGCGACGACACCAGCA 

CCTGCAGAGGCGCGGGCTGNCGACAAGACGACTGAGGTGCCCTTTTCTGGATAGCCCCAGCGGCGCG 

AGGAA 

>'990729A-047.scf came from CONTIG 41 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 

047. scf'(55>544) 

GCACGAGGCTCGCTCCGGTGTCCCCGCGCCAGAGACACAGCAGCGCTCCCTCTGCCCACACCCACCGC 

GCCCTCGCGCTCGCCTCTCCTTCCGGAGCCAGTCCGTGCTACCGCAGTCGCCCAGCCCACCACCACCCT 

CTGCAGCCATGTCCACCAGGTCCGTGTCCTCGTCCTCCTACCGCAGGATGTTCGGCGGCCCCGGCACCG 

CAGGCGGCCGAGCTCCACCCGGGCTACGTGACCACATCCACCCGCACCTACAGGCGGGCAGGCGCTG 

GCCCACCCCGCCGCACCTTACACCTGTCCCGGTGGCGGGTCGCCAGCGCTCTGCCGGCGCTGGGGGGG 

GTGCGGCGGCGGTGTGAGACCGGGGACTGCTGTGGCAGCCTCACACGATCAGACACCGACCACAGAG 

GAGCGAGACCAGACCGTCCACACCGCAGGCGCTCGACAAAACAACGTGCGACGAGGCTAGGCAGCAG 

GGCGGGACTTCAGAG 

>'990729A-048.scf came from CONTIG 42 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 

048. scf'(46>593) 

TGGAATTCGGCACGAGGCACCAACCGATTCGACCAGTTATTTGACGACGAATCGGACCCCTTCGAGGT 

GTTGAAGGCAGCAGAGAACAAGAAAAAAGAAGCCGGCGGGGGCGGCGTTGGGGGCCCTGGGGCTAA 

GAGCGCAGCTCAGGCCGCAGCTCAGACCAACTCCAATGCGGCGGGCAAACAGCTGGGTAAAGAGTCC 

CAGAAAGACCGCAAGAATCCGCTGCCCCCCAGCGTCGGCGTGGTTGACAAGAAGGAGGAGACGCAGC 

CGCCTGGGCGCTGAAGAAAGAGGAATAAGACGTGTTGGAAGAGACCTGATCAACAACTTCGGGTGAA 

GGGAAGATAATGAAGGAGACCGAAGGCGACCACCTGTGAAAGAGATTCGAAAGCCATTGAGAAAGG 

TNGAGGAGAGATTTCCGTGATGACGATTTTGCCGCCTTCCGAGCCGGTGGTCTGGAGGGCGGGAGCCG 

GACGGGAGGGCGGAGAGCTTGTCTCGGCAACGGATTGTAGCTGGGAGGGGACGCCGAGCGGGCAAGG 

GGGGGATGAACC 

>'990729A-049.scf came from CONTIG 43 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 

049. scf'(49>505) 

TCTTGCTGCCGGATCTGGCTTCCGTGGGGACCCTCCCTTGATGAATATGGCCGTCCTTTGCTTATTATCA 

AGGATCAAGACCGCAAGTCTCGATTTATGGGACTTGAGGGCCTCAAGTCTCATATAATGGCAGCAAAG 

GCTGTGGGAAATACAATGAAAACATCGCTTGGACCAAATGGGCTTGATAAGATGATGGTGGATAAAG 

ATGGAGACGCGACCGTGACCAATGACGGCGCCACCATCTTAAGCCTGAGGACGGTGACCCCAGACGG 

CAGCTGAGGCTGAACTGCCAAATCCAGATGTGAGAGGGAGAGGACCACAGAGGGTTGGCTGCTGCGC 

CTGGGGAGAGCGAGAGAGCTGGCCGGGATGACCCACGAGGCCGCGATACAACGCGGCGCTGCTTGAA 

ACCGACAATANGACGGGCTGAGACGAAAACGTGCCCCTCAAGCAGACCGCT 



182 



>'990729A-050.scf came from CONTIG 44 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 
050.scf'(46>198) 

TTGGGTITACATCTCCCCACATTTCATACCAGTATTCCAACAGATTCTTTATTACTTAAACCCAAAACC 
ACTTCAAACCATTACCCTTGGATTGGGACTTAGCCTTTAGCTGTGCACACGGAGAAAATTCGCGCCAC 

ATTTGGGCCTCCACAC 

>'990729A-05 1 .scf came from CONTIG 45 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 
051 scf'(45>193) 

TTTGAATTCGGCACGAGGCTCGGGTTTTTTTTTTTTTT^ 

CAACTAGGGTTAGCCCACATAAATATGCTACCAATAAATGAGAACGCTTAATGGCTTATTACATGCTA 
TGTATGTGCTT 

>'990729A-052.scf came from CONTIG 46 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 
052.scf'(45>513) 

TTGGTTTTTCCTTACTTGGAGATCTTCT 

GAGCGTTGCTTTCCAGAGCCCACGAACAGTGCTGGCCCGATCTTGGGCTCTGGCTGCCCCATCCGCGT 

GGAGCCCTTGCAGGAAGCCCCGGCGAGCAGAGGAGCCGCGCCTGGGTCCCAGCAGCGCTCACTAGTC 

TGTCACTTGGCCCGGNGCGGGCTCGTCGTCATCTTCTTATGGCCAGGATGTACTGACTAAATCTGGTTA 

GCAAATCAGACCTCCTCCCTTCAGAGCATACAGGTCATCTCCTCAGCTTCCTCCACCGAGCTCGTGGGA 

GGGGCGGACCCCGGGGCTTGAGGGGAGGGGGAGCTGCCTCCTGGGAGCTGAGCCCTCCAGACAAACC 

TTCTTCTCCTCGCATGCAACAGGCAGACCCGCTTATCGTCATCACTTCAAAAGAAGAGC 

•'990729A-053.scf came from CONTIG 47 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 
i.scf'(56>573) 

:acgaggagagaactagtctcgagtttttittttttit^ 

CATCATTTGTTCTAATGCTTCTTGTTGGCAGCTGCCACCTGTCCAGCGATTCTGTCCAGATCTCTCTGTC 
^ » a. ^T^^n^fiprprrATrTTr.r,TrrTTTTrrArrATTTTrAfifrr:rTf.CAGGGCTTGGA 



053.scf'(56>573) 

GCACGAGGAGAGAACTAGTCTCGAGTTTTTTTTTTTO 

CATCATTTGTTCTAATGCTTCTTGTTGGCAGCTGCCACCTGTCCAGCGATTCTGTCCAGATCTCTCTGTC 
CCTGAGGCGTCAGTTTGCGGCCCCCATCTTGGTCCTTTTCCACCATTTTCAGCCCCTCCAGGGCTTGGA 
GGACCCGCCGGGCCACGCTCTTGGAGCCTCTGCTGAAGTGGGTGGGCATGACGCCGTTCCTCTGGCGC 
CCCCCATAGATCTTGGTCATGGAGCCAACCCCACGCCACCCCGGGGTACAGGGGCCGNNGGCCGGGA 
GCGCTCGGGTGTAGACCAGTCTCANGTAGGGAGCAGTTTTTATGCTGGCCGCTGACGCGTCCACCATC 
VGGACTTCAGCTCCCGACTTTTGGGAAGCTGCAAGCTTGACACTCTGCTGTGAATCTTAGGCTCTGCCT 



CAGGCCGGGGTCCGTGTAACACGAACGGGGACGTCCGC 
•'990729A-054.scf came from CONTIG 48 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A 



054.scf'(56>577) 

GCACGAGGGATTCAAAAAGTAATAAGCAACCTTTTGAACCTATGATTATTTATGCACACTTCTAGTTTT 

GTTTTGATATTTAAGAACTGTTGATCATCTAAAGTTTCTATGCACAAAGCACTGGCATCTTCAAGCAAT 

TTAAAATTTGAGAATATCCATCAAAAATTCTTACCTrCTGGAGATGACTTTGTCACATATAGAGTTATT 

GAATAAGCATGTTGTGCACCTGGAACCAACATAGGGCTGTAGGTCAATTATACTTTCAAAAAAAAAAA 

GTTCITGCCTTCCTTATTCTCAAGCATCCCAAATTTTGCAACCTCCNTCTTTCTGGCCCCAATCACCAAA 

GAAGATGGACCCTGCCCAGCCCTTGCTTTGAGCCCCTCCCTCCTTCTTCCTCAGCTTCCTGAGACGCTA 

TATGAATGACCACACNCACAGAAAAACACTGGTTTTCCTTAAGGTAGTTCCGGGGGGGGGGAGGCCC 

k. ^ a r^ry a r> a r*r*r*r*r\r± apa AMAPAHA A A TCXCX AHA AHA PrfTNTTTr 



AGACCAGAGGCCGGACAANACAGAAATGGAGAAGACGNTTC 

>'990729A-055.scf came from CONTIG 49 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 

055. scf'(56>534) 

GCACGAGGCAAGTCTCTACATTTGTrTCTCAGGCAGGTTCTAGTATTTTTAGGGGCAGGGTCAATCGAA 

ATTGACCCTTCAGATTAGTCAATCCAAGTTACTGACATTTCCAGTATTACTTAGTATTTTTTTGTGTTAT 

GTTGGCGAGTAGGCTTTTCATATTTTTATACAATGAAAAAAATATAGCCCTTGGGTGTATCTCTAACAG 

AATGTGCTCATCGACATTTACTAGCACAAACTTTCAGTTTTGATTrCATCAAACTCTACTTTAAC 

CCATATTATTCTCrTATCGCAAGACTTAGTGAGAAAGAGAAAGCAGTTCTGACCATCGGAAAGGCCTG 

CCAGCTGCTTTGATTATAGGGGCTGCCGGTCCAGGACGNTGGCACAAACCCACACACACAGAGACAG 

GCCTCGGATGGAGAAGGANAAAGACAACAAAACAATACATTGTTAGGCTACAGGAAGGAAACTACGC 

>'990729A-056.scf came from CONTIG 50 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 

056. scf'(56>450) 
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GCACGAGGCTTCACCGTCTCTGCCATGCACGGGAAACATGGGACCAAAAAGAACGAGACGTTATCAT 

GAGGGAGTTCCGCTCTGGCTCTAGCAGAGTATTGATTACCACTGACCTACTGGCCAGAGGTATTGATG 

TACAGCAAGTTTCCTTAGTCATCAACTATGACCTCCCCACCAATAGGGAAAACTATATCCACAGAATT 

GGGCGTGGCGGGACGTTTCGGCCGTAGGGTGTGGCTATTAACATGGTGACAGAGAGGACAGAGGACT 

CTCGAGACTCGAAACCTCTACACACCTCCTTGGGGAATGCCCTCATGTTGCTGCCTCTCTGGGGGGGCT 

GTTGGCTCCTACCACAGCCGGCTGAAACCTGGGGGGCGAGGCGCAGGGANGGGGGA 

>'990729A-057.scf came fromCONTIG 51 at offset 0;''E:\SEQUENCE\export\EST_db\990729a\990729A- 
057.scf'(56>460) 

GCACGAGGATTGATCAGAGCATTGAGCAATACAATTTAATTCACTCCCCCTCCCTTTCCCCCTCTCCAA 
AAGATTTGGAATTTTTTTTTTTCAACACTCTTACACCTGTTGTGGAAAATGTG 

CCAAAATAAAAATTGAAAAATAAAAACCATGAACATTTGCAAAAAAAAAAAAAAAAAACTGGAGGG 
GGGGCCCGGTACCCAATTCGCCCTATAGTGAGTCGTATTACAATTCACTGGCCGACGCTTACAACGTC 
GAGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCCATCCCCCTTTCGCCAGCTGGG 
CGAATAGCGAAGAGGCCCGCCCGACCGCCCTCCCACAGCTGGCAGCCGATGGGAAGGCAATGGGG 

>'990729A-058.scf came fromCONTIG 52 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 

G^ACGAG^ATCAGCCGCTCGGTGACCGTCACAGGGCCTACCTGATGCAGAAGATGAACCTGTCGCTCA 

ACGATGCCTACGACTTTGTCAAGAGGAAAAAGTCCAACATCTCACCCAACTTCAACTTTATGGGGCAG 

CTGCTGGACTTCGAGCGGACGCTGGGGCTGAGCAGCCCGTGTGACAACCACACCCCCAGCGAGCAGCT 

CTATTTCTCCACACCTACCAACCACAACCTGTTCCCACTCAACACGCTCGAGTCCACGTGAGGCCGGG 

GGCACTGGGCGATGGGCTAGCCCCTCCCGGGCCCCCACAGGGCCCGCCGGCAGGGCCCCAGCCTGCC 

GCCTCTGGCCCGAGGACCCAGACTCACCGTGCCGGGTGAGCTCCCTCAGGTCCCACACCGGCCTGCAC 

GGCAGACTTTCGAGGGCCGAGCGACAGACACAGGCTTGGAGTCCTGGGCCTCTCTGNCCAGACCTCTT 

CTGTGAGCTCAGCGNTGCTGTTTTTAAGACACCACGACGGTTACTTTACTTGCAGAACCC 

>'990729A-059.scf came fromCONTIG 53 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 

059. scf'(46>550) 

TTGGTGCAGCGCCTCTCGTCTTGCAGGCTCTCCTAGCTTTCGCCTTTTCGCTTCCGGAAACATGGGCCTC 

CGGTGTGGCTGTCTCTGATGGGGATCATCAAAGTGTTCAACGACATGAAAGTGCGTAAGTCGAGGACA 

CCAGAGGAAGTGAAGAAGCGCAGGAAGGCGGTGCTCTTCTGCCTGAGTGAGGACTTGAAGATTTTTAT 

CCTGGAGGGGGGCATGGTGATCCTGGGGGGTGTCGTGGGCCAGACGGTGACGACCCCTTTGCCCCCTT 

GTCAAGATGCTCCAGACAGGGCTGCCGCTCGCCCTTATGTGCACCTAGAACCCAGAAGCGGAGGGGG 

CCTGTGTCTTCTCTGGCCCCGCGGGCCCCCCTAGACAATGACTTGCGCTCCAGACGCTTATAGAGCTGC 

GGGTCAACTGATTACAGCCACGCTCAGGGGGCAACCCTCCCCTCCGAAACCGGGCACCTCCTTTCCGC 

GGAGCCTGGGCCCCCACCCTCTGGCTG 

>'990729A-060.scf came from CONTIG 54 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 

060. scf'(30>644) 

CGGATCCCCCGGCCTGCAGGAATTCGGCACGAGGGTTTTCATGACCTGCTATCGCAGCTGGATGATCA 

ATACAGTCGCTTTTCTTTGGAGAATAATTTTTTATTGCAACATAACATAAGGAAAAGCAAGCGT 

TCAGGATAATTTTCAGGAAGACCCAATACAGATGTCTATGATCATCTGTAACTGTCTGAAGGAGGAAA 

GAAAGATCTTGGATCATGCCCAGAGAATCAGCCAGGCGCAGTCTGGGAATATCCAGAGCACTGTAAT 

GTTAGACAAACAGAAGGAGCTTGACAGCAAAGGCAGAAATGTGAAAGACAAAGTTATGAGTATTGAA 

CATGAAATCAAGACTCTAGAAGACTTGCAAGATGAATATGACTTTAAATGCAAAACCTTGCAGAACAG 

AGAACATGAAACCAATGGCGTGGCAAAGAAGCACCAGAAACAAGAACAGCCGTTACTCCACAAGATG 

TCCTAATGCTGGACAATGGAGAAAGGAGTTGTCCCAAAAAATAGAGTGGTGAATGCCACTGACTACCC 

AGAGCCCGATTATGATGACTGGGGGGGGAACGGGACAGCGAGGCGGTTGGGGGCCCCACGCTGCCGT 

TAATGT 

>'990729A-061.scf came from CONTIG 55 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 

061. scf'(47>604) 1 _^ 4 ^ 4 
TOGTrTTTTTTTTTTTTTTTAATO 

AAACACTAGGAACTAATTCACAACTCTTTCTACCCTCTTTTTATGTCAAAAATACAAATGACTATCCAT 
TGCATATCAGGAGAAATTAAGCTTTTTACAGAACAGGTTGGAAGAGAAAACTATAGGTGATAATTAAT 
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AAGAATTTAAGAATATATTTTCCATAAAAACAACAAATGAGAACCTCTTACATAAAATTCTAAATACA 
TGCTAAATATATTAGGAAAACAAACATATTTTGGACATTGTTATACATGCCTATAAAANGAGTTGGGG 
CTG1TAAAAAACTAATAAAATGCTACTACCANACTATATACAAAACTCTTAAAACTAGTTTTCTCTTAC 
ATATGGCTCTGAATATTTATGACACAAACTATTCACGAACAGACGGGATCATTGAGATGAGCAAATTA 
AATTATTCCCGGAAAAAACCTCAGTTTCATTTTCCTATTAATAAGTGNTAATACTGGCCATCGTGACGC 

ATAAAAAG 

>'990729A-062.scf came from CONTIG 56 at offset 0; M E:\SEQUENCE\export\EST_db\990729a\990729A- 

062. scf'(50>470) 

GGAGAGTCGGTGGGATCTCTTTACGGCCTCTGGACTGGAGGCCGAGCCCCCGCCCGCGGCCGAGCCCC 

GCGCCCGGCGTCTCCGGCGGGGTGCTCTCCGCAGTTTCCTGGCTTGGAAGCCATGGGAACATGGCGAG 

GCAGCGGTGGTTTAACGGGAAGGACGGAGACTGTTAGCCTGTGAACGAAAGCGAGAGTGAGCCGCCT 

CACGCTCCGGACCAAGAGTGATCTTGAACTTGTGGCTGCTACTAGATTTTTGCCCACACCTCCTCGTAT 

GCTGCGGCTTCTCCATGGAGTGGGGCCAGGGTGACCGGGGACTTGCCGCAAGTCAGACGGCTGCAGGT 

CACAGCAGTCCAGNCTGTCCACCTTTGAGCGCGGGCGCATGTCCTTCCCACCCCGAGACCCCGCTGGC 

TTGACCCAAAACG 

>'990729A-063.scf came from CONTIG 57 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 

063. scf'(47>374) 

TCTGGTTCGTGTTTTTTTTTTTTTTTm 

ATTTGGGAGAGATTTGTAAAAACCAGGCCAGCCCAGGGCACTGAGATACTGGGACAGGGTATTTCCCA 
TGAGCATTCCTTGGTGGGGGTCAGGCCGTAGCTCTGGCTCCATTCGGTTTGGTGGGCTGTTGCCTCGCC 
CCCCITTGCTGCCCTGTAGAACACACGGGGGGGACTGGGGGCGGGCAATGGATCCCCTTGCCGGTCCT 
TGCGCCCGGCTTCTGGGGTCCTCAGCTGACCTCCCTCGTTTCGTTTCGGGGG 

>'990729A-064.scf came from CONTIG 58 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 

064. scf'(51>548) 

GGACTGTGGAGAAGGGCAAGGACCCCAAGGGCCCCGGAGGGTGAGGAGTCGGAGGAGGAGTGGGCT 

CCAGTAGAGAAAATCAAGTGCCCCCCCATCGGGATGGAGTCACACCGCATTGAGGACAACCAGATCC 

GGGCCTCCTCCATGCTGCGCCACGGCCTGGGTGCACAGCGAGGCCGGGTCAACATGCAGGCTGGCGAC 

ACTGAGGACGACTACTACGATGGGGCGTGGTGTGCTGAGGATGACTCCCAACCCAGGGATAGAGGGG 

ACACGAGAAGACCACAATTCACAGCGCCACACCAGGCCGGACTCCGCATCATGACACTTGGACCCCTC 

TCGGGGCTCACACGACGCAGCGGGGGATGACACACGCTACAGAAAGCTTCAGGGACGGATAGACCGC 

CGGCGACGACTCCGGCGNAGGCCGTCATCCACACCTCCCGAAGAGCGGCGCGCGAGGCGGGGCCGGC 

CTGCCGTCACGCGAGGGGACCGGCCGCT 

>*990729A-065.scf came from CONTIG 59 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 

065. scf'(48>589) 

TAGGCAACrCTATCAAACGCTTACTAATTGGAAGCCTCTTCGCAGGATACATCATTTCCAACAATATTC 

CTCCAACAACAATTCCCCAAATAACTATGCCCTACTACCTAAAAACAACAGGCCTAATTGTTACAATC 

CTAGGCTTCATCTTAGCCCTAGAAATCAGTAATATAACTAAAAATCTAAAATATCACTACCCCTCAAA 

CGCCTTCAAGTTCTCAACCTTGCTAGGGTATTTCCCCACAATTATACATCGCCTAGCTCCATACATAAA 

TTTATCAATAGCCAAAAATCAGCATCCTGCCTCTAGACCTATCTGACTGGAGCCATCCTACCAAAACC 

ATCTCACTCGCCCAATAAAAGCTGTACCTGGNCACAAGCAAAAGACTGATCAACTTATTCCTTCCTTCT 

ATCACATCCTATAGATATCTATTATTACAGAGTATTCATATACCACACACATAAAAGACACCATACAT 

ACTACAGAGCTACTGTAAGCGAGTCTTGCCTTACTAAGACAGATCCGTTATAATACATCCTAN 

>'990729A-066.scf came from CONTIG 60 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 

066. scf'(44>143) 

TTTTTTTGCCAGCCACTTCTACCGGCAGATTGGGAGGCGAGCGCTGGGTGTGGAACATCATTCTCACCA 
CCAGTCTCTTCTCTGTGCCTTTCTTCCTGAC 

>'990729A-067.scf came from CONTIG 61 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 

067. scf'(49>55) 
ATGAATT 
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> , 990729A-068.scf came from CONTIG 62 at offset 0;''E:\SEQUENCE\export\EST_db\990729a\990729A- 
068.scf'(57>391) 

GGGCACGAGGCGGTTGTTAACCTGGGGTATGTTGGTTTCGTGGAGATGCCCATGAGTGTTT^ 
CTGGTGGCCAGAGCTGAAATGGAACTTATTC^ 
5 TGGTAATAGGAGCCCATGGGTCTTTGGAAAGCCACCCTACATTGTGTGTTCCAGAGAAAAGGGACCAT 
GACAATGAGCTACCAGTGGAAAACACCTCAGCTGCAAGACAAGCTACAGGAGGCTGGTCTTGAGGTC 
TTGGGCTCACCCAAGCCAGAAGAGATCCCCTTTC^ 

>'990729A-069.scf came from CONTIG 62 at offset 2; n E:\SEQUENCE\export\EST_db\990729a\990729A- 
10 069.scf'(59>496) 

GCACGAGGCGGATGTCAACCTGGGGAAGTTGGTCCGAGGAGATGCCCATGAGTGTTTTATTTCACCTG 
TGGCCAGAGCTGTAATCGAACTTCTTGAAAAGTCAGGTGTCAGCTTAGATGGAAAGAAGATCTTGGTA 
ATAGGAGCCCATGGGTCTTTGGAAGCCACCCTACAATGTCTGTTCCAGAGAAAAGGGTCCATGACAAT 
GAGCTCCCAGTGGAAAACACCTCAGCTTCAAGGCAAGCTACAGGAGGCTGATATTGTGGTCTTGGGCT 
15 CACCCAAGCCAGAAGAGATCCNCCTTTCTTGGATTCAACCGGGAACTACTGTTTTCAACTGTTCGCATG 
ACTTTCTATCAGGGAAGGCTGCATGCATTTCTTCTGGCGTCCATC 
GGNTCTCCTTGCTGCTGCTCTGCGAATA 

>'990729A-070.scf came from CONTIG 63 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 
20 070.scf'(55>274) 

TAATGGTCCACTAAATTTACATATTC^ 

TGAAGGTGGCCCGGITCAGCTCATGAAATCCCTTCACTCCCAAGCATGTTGTCCTTTGAACTCCAAAGT 
GAACTGGCTGGAC 

25 

>'990729A-071.scf came from CONTIG 64 at offset 0;''E:\SEQUENCE\export\ESTdb\990729a\990729A- 

071. scf'(54>478) 

CAAAGAGCTGCCCCCATCCGAGTTCCTGCAAGTGGGCCGAGGGCCACGTGGTCTGGGGGCTGAACGTG 
GTCGCTCCCCCAGCGGGGGCGGGCCGGTGCAGGGCCGACCGGGGTTCACCAAGGATCGGCCCGGGTC 
30 AGTGGATCGGCACCCGCTGGGCCGAGGCACCACGTGGTCCGGGGCTTGATGCTGGTCCAACCTACCTA 
GACATGACTTTCATCCTTGTGCGGGGAGCAGGGACCTGTCCGCGGGGGATCCACACGCTGGGCCCGGG 
AGTTCGACATTTACCGAGAGGTGGGCGGGGAGCCTGTGCCCTGTGCCAGGGACGATTCCAGCAACGGC 
TTCCCCGTGCCCAGCATGGGCCCAGCCCCCACGNGCACCCCACCAGAACCCAAAACCGATCTGCGTNC 
TCACGCTGACCCGAGACC 

35 

>*990729A-072.scf came from CONTIG 65 at offset 0;"E:\SEQUENCE\export\EST_db\990729a\990729A- 

072, scf'(54>526) 

TCTCGCGAGATCCGCCTCCTCAATACCAAGCGCCTGTGTGTGGCAGAGCCGGGGTGAGACGAAGAGAC 
AATCCTTCCCAGCCGCCAGGATAATCAAGAGTTTTGGCCGGACCTTCGAGCACACACCGAGATAGTGA 
40 GGAGCCAGACGAAAAGCACAGACTATGGCGGCTGAAACGGATTAATAAGGAACTTAGTGATTGGGCC 
CGCGACCCTCCAGCACAATGTTCTGCAGGTCCAGGGGGGATGATATGTTTCATTGGCAAGCCACAATT 
TGGGACCTAAGACAGCCCATATAGGCGGTGTATTCTTTTGACATTCATTTCCTACGACACCCCTCA^ 
CTAGNTGCATGACAACAGAATTANATCCAATATAACGNAAGGCGCATTGTCTGAATTCAGACCAGTGT 
TCCTGTTACATTTAAGTCTTTTCATTGTTATGTTGGACCAACCAAGACCCTAGGCGGATGCGACT 

45 

>'990809A-089.scf came from CONTIG 1 at offset 0; H C:\export\EG_DB\990809a\990809A-089.scf '(60>576) 
GCACGAGGCAGAGAGTCATAAAAGGTTTTTAGCAGAGGAGTAGTCTTTTTAGAACAATG 
GTAGTATATGGAAATGGGAGCAGATACAGATTTAGGCAAGGAGGCCAGAAGACGATCTCAACAGTAG 
TAACACTGATAAGAGGTATTGGTGGTCTAGATTAGAGTAAAATGCAAAACTAAGGTTAGATCTATTAA 
50 AATACATGACTCAAAGGAAAAATTGAAGACCTAAAATTGG 

AAAAAAACTCGGGGGGGGCCCCGGACCCAATTGGCTCTAGTGAGTCGTATACAATCACTGGCCGCCGT 
TTACACGGGGNGACTGGAAAACCTGCGTACCCACTTATTGCCTGCAGCACATCCCTTCGCCGCGNCGT 
ATAGGAAGAGCCCGCCGTCGCCCTTCACAGTGGCAGCGATGGGATGGAGATGTAGGTATTTTGTAAAT 
GCGTTATTTGTTATAGTCTTTTTACAATGCGACGCAATCTTTA 

55 

>*990809A-065.scf came from CONTIG 2 at offset 0; "C:\export\EG_DB\990809a\990809A-065.scf '(56>544) 
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TTTATTTAAACCTAATTCCCCCCTTTTTGCCCTTTAAAGAGCCAATATCGTTTAAGG 

TGCTCCnTCCGGGCATCTCAGGGACTTCGCTGCTCTTTTTTCCTAGGAACGCCCCAGGTTTCCGGTGGG 
AAGACTCTCGGGGCCCGGGATTCCTCGGGGCCGCCCGGCCAGCCGGCGCCCGCCAGTGCCTCCGCCGC 
CCACGCGAGTCTGCTCGACAGAGGCGGAGCGTGGCCGAGCTCAGGCTGCAGCTGCGGCAGATGCGAC 
AGCTCCAGTACGGCGGCGTCCCCGGGNCGGNGNCCCTGACCGGGCTCTCCCCACCGCTGCCTCCGCAC 
CCCGCCCACACATGTGCGGTGGCTGCTTGCGCATCTTGTACGATGATGAGGCGGGGCAGGCGGCCACC 

GGCTCTCCTA 

>'990809A-017 scf came fromCONTIG 3 at offset 0;"C:\export\EG_DB\990809a\990809A-017.scf'(451>525) 
AAATATATATATTTTTTTTTTTTTT^ 

>'990809A-043 scf came from CONTIG 3 at offset 32;"C:\export\EG_DB\990809a\990809A-043.scf '(50>572) 
JGGTITTTTTTTTTTTTTTTT^ 

GTTTTAAAAATGAAAAAAAGAAGAAAGATGAACACAATATAAATTTGAATTGTAAAATAGGACAAAA 

TCAAGAAGTGGGGAAGCAGAAGGGGGAAAGGAGGGATGGTTGCCAAAAGATTGAAGGGGCGCTGGG 

GCCTGTGGGGGGAATGACGTGTGGGGGGCAGCACATACCTTTCCATATAAGGACAAAAGGGGTTGAT 

CCGTCTCATTTTTTTTTGTTAAGAAAAGAGGGGGGGGGGGGGGCTTTCTGGGGACTTAAGAACCAAGT 

TCTTTCTTGGTTTCTTGACCCCCTTTTCAAACAGAGAAGGCGGGATTCACGCTTGTAGAAGAGATAAGA 

GGAAGAGAAGAATCCGACTGAGGGGGGGGCAGAACTGGAGGTAAGGCTAGGAAGAAGGGAGAGATG 

AAAGAAATAAAGTCACACCGCCAGCGGGGGACGGGAACCGCACCAGA 



>'990809A-06 1 .scf came from CONTIG 4 at offset 0;"C:\export\EG_DB\990809a\990809A-061 .scf '(3 19>477) 




TTTTCTTCCCATCCT 



>'990809A-095 scf came from CONTIG 5 at offset 0;"C:\export\EG_DB\990809a\990809A-095.scf '(62>535) 

GCACGAGGCTGCCCTCTGGTCTGCCTCAGATCCAAGATGTCCAGTCCCCTGGAGCAGGCGCTGGCTGT 

GATGGTCGCCACCTTCCACAAGTACTCTGGCCAAGAGGGCGACAAGTTCAAGCTGAGTAAGGGGGAG 

ATGAAGGAACTTCTGCACAAGGAGCTGCCCAGCTTTGTGGGGGAGAAGGTGGATGAGGAGGGCCTGA 

AGAAGCTGATGGGTGATCTGGATGAGAACAGAGACCAGCAGGGGGACTTCCAGGAGTACGCCGTCTT 

CCTGCCCTCACACGATCATGTGCAATGATTTTTTTCAGGGCTCCCCAGCACGGGCCTGATGCAAGCTTG 

GGCTCCCTGCTTGGGTCTTTCGCCCAGAAGACTCTITATTrTTTTTTTTACT 

AGGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTGGGGGCCGGCCCCATCG 

>'990809A-056 scf came from CONTIG 6 at offset 0;"C:\export\EG_DB\990809a\990809A-056.scf '(53>609) 
TGGGTTrTTTTTTTTTTTTTTTTT^ 

ATATTTCTCCATGCCTGATGATTTGATATAAAAATCAAACCCATCATACTTTCCCCATCAGTCTCTCTAC 

ATCAAGGGCAATCAGAAATTTGTACAACATGAATATCTGCTTCTGAAACAAAAATTACAAATTAAGTG 

ATAACAAAAATACACAAATCAACTGGACCCTAAACAAATTTCTAATGAATTCTTCCCCCCACCCCCTC 

AATCACCTAGAGCTTCTiTCTTCAGCCTCATTCTGCTCCTTTrCCTTTCTTTGCTTGGCCATGAACTT 

TGTATITrGCTTATGACGTGTACTCTTGCGGGATTTGTCTrGCTTTTCTCTGAGTAG 

GGACAGAGGATCCAGCCTCGNACAGAAGTCTAATCTTAGGACACAGGGCCACGACTCCTGAGGCCTC 

ATCnTTGCGTCTGGTGGTCTGATCTTATCAATCTCACTATGGAGGCTrCTCTTCTGTTCACGACACnTTC 

GAG 

>'990809A-027.scf came from CONTIG 7 at offset 0;"C:\export\EG_DB\990809a\990809A-027.scf '(53>464) 

TTTTGTTTCCCAAATGTCTCTCCAGACTGTCTACATCTCCGCTACAATCACCTGAGTACCAACTGTGTCA 

TCTCTCACCATTTGTATCTGTCTCCGTGCAATCCATCCTCCACTAGAGCCAGAATGTTCTTTCCAAGATA 

CAGATGTCAGCTGGCCATCCTCCATCATAAACCCTTCAATGGCACTCACTGCTCATTAAGTAAAGACAT 

TCTGCCTTGTGGCCCCTGCTACCCTCTGTGACCTTCTCTGCCACCATGGCTCTCCCAGCTCACTCCCAGA 

GTCTCAGAGTTCATGTTTTCCATGTGACCTCCTGCACAGAACCTCTGCCAGTGCTCTTTATCCCCTCTTC 

ACCTGCAATCCAAGCGCTACTTCTTCAGAAAAAAAAAAAAAACAACCCCTTACGGCGNTGCGC 

>'990809A-079.scf came from CONTIG 8 at offset 0;"C:\export\EG_DB\990809a\990809A-079.scf *(58>614) 
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GCACGAGGCGCTGACTATTCTCAACCAACCATAAAGA 

GGGCCGGTATAGTAGGAACAGCTCTAAGCCTTCTAATTCGCGCTGAATTAGGCCAACCCGGAACTCTG 
CTCGGAGACGACCAAATCTACAACGTAGTTGCAACCGCACACGCATTTGTAATAATCTTCTTCATAGT 
AATACCAATCATAATTGGAGGATTCGGTAACTGACTTGTTCCCCTAATAATTGGTGCTCC 
5 ATTTCCCCGAATAAATAATATAAGCTTCTGACTCCTCCCTCCCTCATTCCTACTACTCCTCGCATCCTCT 
ATAGTTGAAGCTGGGGCAGGAACAGGCTGNACCGNGTACCCTCCCTTAGCAGCCAACCTAGCCATGCA 
GGAGCTCATAGATCTACCATTTCTCTTACCTTACAGAGN^ 

ATCACTAAGCCCCGCATGCCATACCACCCTTGTTGAGAACGAATATACGCGACTCTCTACTTGTCTTTT 
GCGCGC 

10 

>'990809A-021.scf came from CONTIG 8 at offset 9;"C:\export\EG_DB\990809a\990809A-021.scf '(61>617) 
GCACGAGGCTCAACCAACCATAAAGATATTGGTTACCCTTTATCTACTATTTGGGTGCTTGGGCCGGG 
ATAGGAGGAACAGCTCTAAACCTTCTAATTCGCGCTGAATTAGGCCAACCCGGAACTCTGCTCGGAGA 
CGACCAAATCTACAACGTAGGTGTAACCGCACACGCATTTGTAATAATCTTCTTCATAGTAATACCAAT 
15 CATAATTGGGAGGATTCGGTAACTGACTTGTTCCCCTAATAATTGGTGCTCCCGATATAGCATTTCC 

GAATAAATAATATAAGCTTCTGACTCCTCCCTCCCTCATTCCTACTACTCCTCGCATCCTCTATAGTTGA 
AGCTGGGGCAGGAACAGGCTNGACCGCGTACCCTCCCTTAGCAGCAACCTAGCCATGCAGGAGCTCAT 
AGATCTACCTTTTTCTTTCACTAGCAGAGTTTCTGATTTTAGAGCATC 

GCCCCGCATGCCATACAACCCTCTGTGTGATCGTATATACGCGACTCTCTCTTGCTCTGTTGAGCGGTA 
20 CAGCTTA 

>'990809A-006.scf came from CONTIG 9 at offset 0;"C:\export\EG_DB\990809a\990809A-006.scf r (51>493) 
TTGGAATTAGGCACGAGGACCCACATACCTTCAAAAGAAAACGAGGTGCTGACCTTGGCTGTGCTC^ 
CCTGACGGGGAGCCAGGCTCGGCATTTTTGGCAGCAAGATGACCCCCAGTCATCCTGGGATCGGGTGA 
25 AGGATTTTGCCACCGTGTATGTGGAAGCAATCAAGGATAGAGGCAGAGACTATGTGGCCCAATTCGAA 
GCCTCCGCTTTGGGAAAACAGCTCAACCTGAAACTCCTGGACAACTGGGACACCCTGGCCAGCACGTT 
GTCCAAAAGCGTGAACAGCTGGCCCAATGACCCAGAGTTCTGGGACAACCTGGAAAAGAGACCGCGT 
CGCTGAGGCAGAGATGCCAGGACTGAAGGAGTGAAGAGAGGGCAGCCTACTGACGGTTCAGAGAAG 
GACGAGAGTGAGATTACGCGAAGGGGGCGTGGCGGAGT 

30 

>'990809A-057.scf came from CONTIG 9 at offset 17; "C:\export\EG_DB\990809a\990809A-057.scf '(54>482) 
GACAGGATCCCTTCAAGAGAAGCCGGGTGCTGACCTTGGCTGTGCTCTTCCTGACGGGGAGCCAGGCT 
CGGCATTTCTGGCAGCAAGATGACCCCCAGTCATCCTGGGATCGGGTGAAGGATTTTGCCACCGTGTA 
TGTGGAAGCAATCAAGGATAGTGGCAGAGACTATGTGGCCCAATTCGAAGCCTCCGCTTTGGGAAAAC 
35 AGCTCAACCTGAAACTCCTGGACAACTGGGACACCCTGGCCAGCACGTTGTCCAAAGTGCGTGAACAG 
CTGGGCCCAGTGACCCAGGAGTTCTGGGACAACCTGGAAAGGAGACCGCGGTCGCTGAGCAGGAGAT 
GCACAGGACCTGGAGGAGTGAAGCAGAAGGCAGCCCTCCTGACGAGTTCCAGAGAGGGGACGAGAGT 
GGAGACTACCGCGAGGTGGNGCG 

40 >'990809A-066.scf came from CONTIG 10 at offset 0; "C:\export\EG_DB\990809a\990809A-066.scf T (62>596) 

GCACGATGGCACTTCCTGGCACCTCTAGGTATTGCTGGTCAGGGGGGTGTGGGCGGCCTGCCTGGCCA 
GAGCAGGAGAAAGAGGCTTCCCTGGGCTTCGTGGGCCGTCTGGTGAACCCGGCAAACAAGGTGCTTTG 
GGAGCAAGGGGTGAACGTGGCCCCCCTGGCTCCCATGGGTCCCCCCTTGGATTTGGCTGTGTCCCCCCT 
GGCGAGTTCTGGACATTGTAGGGATCTCCCTGTGTGCTGAATGCATCCCCTGGACGAATAGTTCTCCCC 

45 TGGCGCCAAGGGTGACCTCGGCTGAGACCGTCCCTTCTGGTCCTCTTGTGCTTTTGGGGCTCCTGTGTC 
CCCGTTCCTGTTGTCCTGCCTGGTATGATTGTTTTC 

CCCCTTTGGTCCGTGTCCCGCTTGCCCTAGTCCCCTGGTGAATGTGTGACAGGTACAGTCAAAAGCTTA 
AGGCCACCTTTTCTCTGCTCATGTCCCCCCCCTCCGTTTCTGGTGTCAGTCT 

50 >*990809A-093.scf came from CONTIG 10 at offset 5; n C:\export\EG_DB\990809a\990809A-093.scf ' (56>547) 

CTGGCACTCCTGGACCTCAAGGTATTGCTGGACAGGGTGGTGTGGGGCGGCCTGCCTGGTCAGAGAGG 
GAGAAAGAGGCTTCCCTGGGTACTTCCTGGGCCCCTCTGGCGAACCCGGCAAACAAGGTCCTTCTGGA 
GCAAGTGGGGAACGTGGCCCCCCTGGTCCCATGGGCCCCCCTGGATTGGCTGGACCCCCTGGCGAGTC 
TGGACGTGAGGGAGCTCCTGGGGCTGAAGGATCCCCTGCCGAGATGGCTCTCCTGGCGCCAGGGTGAC 

55 CGNGGNGAGACCGGCCTGCTGACCTNCTGTGCTGCTGCGCTCCCGGGCCCCCGCCCTGTCGGACCTGC 
GCAGAGGNGATGTGGGAGACGGGCTGTTGTCTGCTGTCCCATGCCCGTGTGCCCGGCCCCGTGACCCA 
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GGCCCGGNGACAGGNGGACAGGACAGGCACGAGAATAAGTNACGGCTGTTGTCTCAGAACCCGCCTT 
CGCTTCTGGAGAGACCT 

>'990809A-037.scf came fromCONTIG 11 at offset 0;"C:\export\EGJDB\990809a\990809A-037.scf(60>606) 
5 GCACGAGGCCCGGCCCTCCTGGACCCCCTGGGTCCCCCAGATCCTCCCAGCGGCGGCGTACGACTTGG 
AGCTTCCTGCCCCAACCACCTCAAGAGAAGGGTCACGATGGGGGGCCGCTACTACCGGGGCTGATGAT 
GCCAATGTGGTCCGTGACCGCGACCTCGAGGTGGACACCACCCTCAAGAGCCTGAGCCAGCAGATCG 
AGAACATCCGGAGCCCTGAAGGGAGACGCAAGAACCCCGCCCGCACCTGCCGCGACCTCAAGATGTG 
CCACTCTGACTGGAAGAGCGGAGAATACTGGGTTGACCCCAACCAAAGGTGCAACCTGGATGCCATTA 
10 AGGGGTTTTGCACATGGGACCCGGGAGACCTGTGNTACCCCACTCAGCCACGTGCCCAGAGTACGTTA 
TTCATCAGAACCCAGAAAAAGGACGCGGGGCGGGGAGATGACGCGGTGCATCGGGTTGGGGCAGGGT 
CGTCCTGCGTGGGCTCACTGCTTCTGGCTGTGGCCCGCGCTGCAACATACTACCTCAGAGGGGGCTCTG 
TCCGG 

15 >'990809A-092.scf came from CONTIG 12 at offset 0;"C:\export\EG_DB\990809a\990809A-092.scf" (61>533) 

GCACGAGGCAGAGGTCTTCCTGGCTTAAAGGGACACAATGGGTTGCAAGGTCTCCCGGGTCTTGCTGG 
TCATCATGGCGATCAAGGTGCTCCCGGGGCTGTGGGTTCCCGCTGGTCCCAGGGGCCCTGCTGGTCCTT 
CTGGCCCCGCTGGCAAAGACGGGCGCATTGGACAGCCTGGTGCAGGCGGACCTGCTGGCATTCGTGGC 
TCTCAGGGAGCCAAGGGCCTGCTGGCCCTCCTGGGCCCCCTGGCCCTCCTGGACCCCCTGGCCCAAGG 

20 GNGGGGGTACGAGGTTGGTTTGATGGAGACTTCTACAGGGCGCCAGCCCGCTCACAACTTCTTCAACC 
CAGGATATGAAGTGTGCTCTCTGATATCTCACAACAATGAGACCTTCTCTCAAGGATTAGAGAACCAC 
CGCCAGCGGACTGAACCACCCCCACAGACAGGGTCTCTGTTGACTACAGAGACTTGAGCTTAAA 

>'990809A-013.scf came fromCONTIG 13 at offset 0;"C:\export\EG_DB\990809a\990809A-013.scf'(55>581) 
25 CTTTACCCAGCCTATCTCAGAAGTTGTAGATGAAGTAATTCAGAATTGTCCTATCGATGTCAGACGTCC 
TCTCTACAAGAATATTGTGCCTCTCTGGAGGTTCAACCATGTTCAGGGACTTTGGACGTCGGTTGCAAA 
GAGATTTGAAAAGAACTGTAGATGCCAGGCTGAAATTAAAGAGGAATTGAGGGGTGGTAGATTGAAG 
CCAAAACCTATTGATGTACAAGCCATTACACATCACATGCAACGATACGCAGCTTGGTTTGGAGGATC 
TATGCTGGCTTCCACACCTGCGTTCTACCAAGCATGCCACACCAAAAAGGATTATGAAGAAATTGGAC 
30 CTAGCTTCGTCGCCACATCCAGCGCITGGGTCATGTCGCAAAATGGCTTCATAGTTTGGGGTAGGGGG 
GGAGGAGAAAAGACTTCTGTTACCTGCTGCTGGTGGCTGCTGGCACCTGACTGATCATAGACAACATC 
ATATCAGATATTTATAGATACACAGCGAAGAAGAGGCAAAGATAGNGTTT 

>'990809A-010.scf came from CONTIG 14 at offset 0;"C:\export\EG_DB\990809a\990809A-010.scf '(47>589) 
35 TTGTTAAAGTGGCCTACAGCACCGAGGGCGCCAATTCCAGTTCATCCAGGTTGCAGGGCGGGCAGGAG 
ATAAGATATTTATAGGTAATGTGAACAACAGCGGCCTGAAGATTAACCTGTTTGATACCCCCTTGGAG 
ACGCAGGATGTGAGACTGGTACCCATCATCTGCCACCGGGGCTGCACCCTCCGCTTTGAACTCCTTGG 
CTGGGGAGTTGAATGGATGCACTGAACCCCTAGGCCTGAAGGATAATACCATCCCCAACAAGCAGATC 
ACAGCCTCCAGCTACTACAAAACCTGGGGCCTGAGTGCCTTTAGCTGGTTTCCCTACTACGCACGACTG 
40 GATATCAGGGCAGTTCAACGCCTGACCGNCCACACCAACAGGCCTCTGAGTGCTGAGATGACCTGGCT 
CCAGAGCGGTCACGGCATATCACCAGGKjCCCGGACTTGCCCATCATTGTGCTGCTCAGGGGCTTGNGT 
GTGNGGACCGCTGGACAGACCGGGCCCAGAGAGATTTCTGTACTGACATATCCAAAAGAAATTGAC 

>'990809A-002.scf came from CONTIG 15 at offset 0;"C:\export\EG_DB\990809a\990809A-002.scf "(52>545) 
45 TTGTTTTGGTTTCTITGAATrCCTAGAGACACAGATTCTGATAGAGAAAATTATATTA 

ACTITACAGGATAATAGCrTTATATTCATTGCACACTTACCTTGAATAGTCATGGCGTTATCATAGTAT 
CATrAGTATAGTTATCTGTATTCATTAATTGGCATTTTATGGGTTTCAGGTAGACATGACATGACATGA 
CTCTAACAAAATTAAAAGAAGTAGGGCTTGTTCTTTTA 

TAAGAATTTGTTAAGCCAGCATATTTAGATTTATTTGTGCAGATGCTGNTAATGTCTGGATAACTATCT 
50 TTACTTTATGGGGGGTAAATATGTGTTTTGGGTGATGTGTGGCAGCCACTGGTATGTGTGTATCTGGTC 
CCATTTACAGTAGACACATTCTCTGTTrTGTACTTCACAGCTAAATTTTTGGTTAT^ 
NCCANATTA 

>'990809A-012.scf came from CONTIG 16 at offset 0;"C:\export\EG_DB\990809a\990809A-012.scf '(54>607) 
55 TTAACACCTACAAACCTrCCAACTCCCCACTCTACGCAAAAACAGCTATCTCATACGCCCTCATTACCA 
GCATAATTCCCACAATAATATTTATAACACTGAGGGCAAAAACTAATTATTTCAAACTGACACTGACT 
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AACCATGCAAACTCTTAAATTATACCTCAACTTTAAAATAGACTATTTTTGAATAATATTTATCCCAAT 
TGCGCTATTGGTCACATGATCTATTATAGAATTCTTAATATGATTTATATACTCAGACCCCAATATTAA 
CAAAATGTTCAAATATCTTCTCCTATTCCTCATTTCTTTGCGTGTCCTTGTTACCGCAAACAACCTCTTG 
CGGGTTTGATTGGCTGAGGAGAGTGGGATATATCTTTTTGCTCATCGGTGATGATGCGGCGAGGAGAG 
CAAAACGGAGGCGTCAGCATGCTGTTATCGGTCGGGCGTTGTTGTTGTGNGTAGATGTTCGTAAATTC 
AGTCCGGACGGCACGATCTTTCTTACCAACACCAACTCCTGGTGTCTGCTGTTGACGGTATCGACATTG 

GCTC 

>'990809A-008.scf came fromCONTIG 17 at offset 0;"C:\export\EG_DB\990809a\990809A-008.scf*(61>623) 

GCACGAGGAGAATCTTTTAAACCAAAATAATGCAGCAGGAGATGCCTGTGTTCCAGGTGCATTGAAAG 

CCAATGAGAAGTTATCTGAAGAGAGAGCACAAGATACATACTGTGATGGTTCACCTTTACCTGAAGAT 

TTTACAGAGTCTACCAAAATGAATGGCTGTGAAGAACATTGTGAAGAAAAAGGTAAAAGTGAAAGCT 

TAATTCAAAAGACAGAAGAAAAGAAGACTGAGGATGATGAAATAACATGGGGAAGTGATGAATTGCC 

AATAGAAACAACAGACCATGAAGATTCCAATAAAGAGCATCCCTTTCTGACAAATGAGGAACTCACC 

ACACTCCCCATCATCAAAGTGCTTCCCTCCGCGAGTACACTGCTGGCCAGCTGCAGTCAGNCATGCGG 

TGTTGCGGGGNNTACTCGATCAGGGATCCATCTAGGAGCTGGAGAATCTCAAGAATAAAACTTTGATC 

ATGTCTATTGACAGACGAGGAAACAGAGGAGAACGAATAAATATACGCCCTGACGCTCGGNGCCTCT 

GGGTGAGGGGNTTTCACGCGCTC 

>'990809A-048.scf came from CONTIG 18 at offset 0;"C:\export\EG_DB\990809a\990809A-048.scf (62>553) 

GCACGAGGGGGGGCTCAGTCCGCAACCGCCGCCGCCGCGCCTCCGTATCGGTGCTGGGAGGGGCCGC 

CGCCGAGACAGCCGTGCGGGCGAGCATCCCCAGGCAGCACATTAAGAGTGGGTGATAGCGGTGTCCC 

GCCCTCACCGAATACATCCCGTTCTGCACATATGCACTGGGAGGGCCTTCCAGCTATAAAGTAGGCAC 

CATGGCTGAGAAGGTCGACTGCCACTACTGCAGAGACAACCTGCGAGGGGAAGAAGTAACGTGCAGA 

AAGACGGCCACCACTGCTGCCTCAAGTGCTTCGACTAGTTCTGCGCCAACAGNTGTGTGGCAGTGCCC 

GCAGCCCATCGGCGCCGACTCCTAGGAGTGCACTACAGGAACCGCTACTTGCACCAACCTGCTTGCGC 

TGTTTTAGTGCTCCGCCCTTGGCAGAGAGACTTCGTGACAAGAAACAGATCCTGGCACAGGCCCCTCG 

GAGACAACCCAGGCTGGCT 

>'990809A-049.scf came from CONTIG 19 at offset 0;"C:\export\EG_DB\990809a\990809A-049.scf ' (62>438) 

GCACGAGGGATTAAAGGTCTGGAAACACATAAATGGATTGCAATGAACTTTCCAGATGTAGTAGTTCA 

TGGGGATTCTCACGGCAACAGTCGACTCATTGGAAAAGACCCTGAGACTGGGAAATATTCAAGGCAG 

AAGGAGAAGAGGGGGACAGAGGATGGAGATGGGGGGGAGGCATCACCGAGTCAATGGATATGAACT 

TGGGCAGACTCCGGAGATGGCAAACTCCGACCGTCTGCAGGCCATGGGGTGGCGAGAGGCGGCACAT 

TTGGGGACGGACAACACCAACAAAGATATTTGGAGCCACTTTTAAATTTTAATGATGCTCAGGTCATT 

AGTATGTGCTAAATTGAGGTCCCAGTTACCCAATGGCGGGG 

>'990809A-009.scf came fromCONTIG 20 at offset 0;"C:\export\EG_DB\990809a\990809A-009.scf'(51>605) 

TATGAGAGCAGCACCTTCCCCCTCCTCCTTTCCACACCTGCAAACTCTTTTGCTTGGGCTGAATATTTA 

GTGTAATTACATCTCAGCTTTGAGGGGCTCCAGAGGCAAATCCCCGGATTAAAAGGTTCCTCGGTTGT 

GAAAATATACAAGAGAAATCATGAAGGCAACTATCATCTTTCTCTTGGTTGCACAAGTTTCCTGGGCT 

GGACCATTTCAACAGAAAGGCTTATTTGACTTTATGCTGGAAGATGAGGCTTCTGGGATAGGCCCGGA 

AGAGCACTTTCCTGAAGATCCTGAAATAGAGCCTATGGGCCCAGTCTGCCCCTTCCGCTGTCAGTGCC 

ATCTGCGAGTTGTCCAGTGTTCTGATCTGGGTCTGGAAAATACCAAAAGACCTCCTCCGCTACTGCGCT 

GCGGACCGCAAAACACAAAATACTGAGACAAAGATGAGACTTAGAACTGAGACCTCTACACTGTTCN 

ATCACAACAAATAGCAAACAGCCTGGGCTTGCTCTTGGTGAATGGACACTATCTTCCAGATAACGAGG 

ATGCAGAAAA 

>'990809A-028.scf came from CONTIG 21 at offset 0;"C:\export\EG_DB\990809a\990809A-028.scf '(61>564) 

GCACGAGGCAACCACGTGCTGAAGGGCAAGGACGCCAGCTGCCTGGCAGAACAGTGGGTCTGGCAAG 

AAGGGGGGACACAGGCCGCCCTGGGGGAGCAAGAAATCCAAGAAGAAGAGCGGCCGGGCCAAGGGC 

TTGGGCGGGGGCAGCAGGAAACAGAGGAAGGAGCTGGGCGACCTCGACGGAGACCCCAGCCCCGAG 

GAGGACGAGGGCATCCAGAAGGCTTCCCCGCTCACACACAGCCCCCCTGACGAGCTCTGAGCCTAACC 

CAGTGGCTTTTGCTGACTGAGAGCCTGAGCTGGGAGCCCAGGTGTCTGGGCCCCCGGGCTGCACAGAT 

GGAGCAGCGCAGGCCTCAGCGGTGCCTGCCTGGCCGTGCCGCCTCCTGCCGTGGAACTCCAGCCTGGG 
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GNAACTTNATCAGTTCGGGCAGGCGGCTGCCTTTCCTCTGCCCAGCGTCTTCCTGACCAACTCAGCGGG 
CCCAGATTCAGATGCCAGACTCATGTGACTCG 

>'990809A-024.scf came fromCONTIG 22 at offset 0; f, C:\export\EG_DB\990809a\990809A-024.scf , (53>501) 
5 TTTCAGCCATCCCTTGGGTTGAAGACAAGCTCACCAACTCCCCACACGCCCACCACCCCCCTACCCAAC 
TGGGCAGCCCTTCAACGAGGATGGTATCGAGGGACTGAAACATCTTACCTGTTCCTGTCTGTCTGGCC 
GCAGGGTCTAGGAGCCCCCAGGACACAGCATGAGTGGGCCTTGGACCGCTACCCCGCTATGGGCCTGC 
AGACTTGGTTCCAAAGGCCTGGGCGGACAGACCGCCCAGTCACCACCTTCACCCTAGCTTGGCCACCC 
CAGGGCGACAAAGAGCAGCAGGGGGCGGGGGCAGCCGCGCGGACAAAGCCGGATTTCCTGGTCGCG 
10 GCTGGCTCTGTTTCCCTGCGCTCCCCCCCCGCCGTGTGTTCCGCCGAGCTGACGTCTAACGGGGAGGGT 
AGAAGGACAACCCGCAAGGTGTGGGATTGAAGGAATGTGGC 

>'990809A-020.scf came from CONTIG 23 at offset 0; , 'C:\export\EG_DB\990809a\990809A-020.scf (58>610) 
GCACGAGGGTCAGTGTTAGCATCAACACCACGCTCCCATCTACCATTGAGCCTTGCATCTTGCCATCCC 

15 CATGGCAAGGAAGCCTTTCTCTGCTCAGATTCCTCCTACCCTTGAAGACTTAGCTCAAAATGCA^ 
TGTATCTGCTTCAGCTCATCCTATCTTCTCAACTCCCTTATATGTTTGTACTTCTTACTTG 
CCTATATGCTGGTGAGGGTTACTGAGTCTCTTCTATGTCTCAGTCATGTCTTATCAACAAAGCTGCAAA 
CTTACCAAGAGACAGATCACTTCCACTCCCCAGGGTGCCTATCACAGGTTTTAGTAGCAGAGAGGAGC 
TCAAATCCACTGTTGATTTCATCTTTGTTCCATTTGCTATTATCAGTTC^ 

20 TCTATACCTGCTTTTCAAAAGAAACTAAATC^ 

GGCAGAGCCTGACAGNCNTAAACGAAAGCTCANGTCCCAGGAACATGGCCACGGTCGGGGGAGCGTC 
T 

> , 990809A-025.scf came from CONTIG 24 at offset 0; n C:\export\EG_DB\990809a\990809A-025.scf ' (55>597) 
25 GGAAGATGTATGGAGACATGGCCTAAAGCCAGAGACAGGGAGAACACGTGAACATTTTAGGCTGTCA 
CTTGAATCGATTCACATCTCATTTTTGTGTACACGTGATTTCAGGGGCACAA 
TTCTAACTGGGGAAAAGAAAAATTCCCAC^ 

AGTCCGCCAACCCCAGACACTGGTTTGAAGAAATTGAGACTTGATCATAGGACTGTATTAGTGCACAG 
CGCCAGCATGTATGCTAGGAGCAGGGGAGGAGGGCAGCAGAAAGCCTTGTATCTTTGGGGGGGNGGA 
30 GTGACTGGTTTTGGATGTGACTGAAAAGAAAACTTAGCATGCTCCTGTCTGCCTTAGCTCCAGCACGCC 
GGTGTGCGCCCCACCTCAGAGCGAGCAGTCGCTCTAGCAGACACAATCACTTGACTTTGATCAGACAT 
GTCAGAATAGATCTGCTTAACGACGCCGGCAGCGATGCCCACAGCAATNTTTTGTACGAATTGGG]^ 

>'990809A-026.scf came from CONTIG 25 at offset 0;"C:\export\EG_DB\990809a\990809A-026.scf '(57>601) 
35 AGGAACGAGGCCCAGCTCTATGTAGGCAGGGCGGGGTGGAGCTCACCTGCTCCCATGCTCTGGATGGA 
CAGCAACTACTCTACGGGGACCAGGGGCACAAGACTCAGCAACTGGACCACCAGGCACCCCCCCAAC 
CCAGAGGGGCTGGAGTTGGGTCCTGAGGGTTCCCAGGACCAACGGCTGCAAAAACCGGATGTTACAG 
GAAGGAGGCCTGCCTCCTCAGGGCCTCAGATTCTGAAATGCCCAGAGGGAGAGGGTGTCAAGCTGCG 
CTGTGAGCTGGGGGCACGGACCGGGAGAGAGCGCGAATCTGCAACTGCGTTGCGCGTGTGGGCCAAA 
40 ACCCTCTACAGCGGGAGCACCAGCCTTTAGACGGAGAGTGAGGCGGGATGAGCCCCGAAAGCACTAT 
AAAACTGCTCGACGGTTCCAGAGAGCTGCAGGGGCCAGGGGCAAGGACAAGGAGAGCAGCCCGGTGC 
TCTTGATCTATCTATCTGCCATGCCTCCGTCCGTCGCCTTTTACTTAAAATGATTTTAAGCTCGTCGCG^ 
CGNCT 

45 >'990809A-022.scf came from CONTIG 26 at offset 0; M C:\export\EG_DB\990809a\990809A-022.scf (60>522) 

GCACGAGGCTCCCTGTGGATCCTGTTCCACTTCCTGACGGGGCAAGGCAGGTCAGGAAGGTGTAGACC 
ATCCTCAGGAAAGAGCCAAGGCCCAGGAAGTCCTCCAAGCCATCCGGGGGCTTCGTCCGCTTCTTCTT 
CGGGTGGCGAGAGGGCGCTGGCCACTTTGGGCAGATGGCCTCTGGCTCCATGCA CCGGGTGGGGAGG 
CTGAACAGCGCCGTCCTTTGGGTCTGGGCCAACCACAACAAGGTGAACGCTCGCCTCGCAGGCGCCCC 

50 CAGCGAGGACCCCCAGGTCCCCAA GAGGCAGNGGCCACCCCGCGAGCTCTGGTCCGCCTGCCACAAT 
GAACTACGGGCACGCCTGTGTGGGACCTGCACAACATCTCAGATCTTGAGACCACTACTCCCCAGCAA 
AACTGCTATACTTTCTTTGCTGGCCGGGGCCGGGCGGGGGAGGAGGAGGAGGAAACA 

>'990809A-003.scf came from CONTIG 27 at offset 0; "C:\export\EG_DB\990809a\990809A-003.scf '(1>516) 
55 CCTCTCGGGGGGGCCGCTTAAATGGGTCCCCGGGTTTTTGCCGGGCATTTACCCTTCAGAAAACGAG 
CCACCAATTCCTTTCTTTCCCGGCTGGGGACCAGCCAGNGTTCCTGCCCACCCAGATGCTGGTGAAGAT 



191 



CATGGCAGATATTGCCAGAGGCATGGAGTATCTGAGTACCAAGAGATTCATACACCGGGACCTGGCTG 
CTAGGAATTGCATGCTGAATGAGAACATGTCGGTGTGGTGTGGCTGACTTTGGGCTCTCCAAGAAGAT 
CTACAACGGGGACTACTACCGGCAGGGACGCATCGCCAAGATGCCGGNCAAGTGGATTGGCATCGAG 
AGCCTGGCGGACCGTGTCTATCCAGCAGAGCGATGTTGGGGCTTGGGTGACGATGTGGAGATGGCAGC 
5 GAGGCAACCCCTATCAGNATGGAGACAGGAGATATGATACTGGCCAGGAACGCTGAGCACCGTGACT 
GCTGACGACGACGCCGTGTCGTGCTGGGCTAACCCCGACGC 

>'990809A-001.scf came from CONTIG 28 at offset 0;" C:\export\EG_DB\990809a\990809A-001.scf '(62>533) 
GCACGAGGCTACCAGTATGGATTCAACCTGGTCATGTCCCATCCTCATGCTGTCAATGAGATTGCGCTG 

10 AGTCTCAACAACAAGAATCCAAGGACCAAAGCCCTTGTCTTAGAGCTCCTGGCAGCTGTGTGTTTGGT 
ACGAGGAGGGCACGAAATCATTCTCGCTGCCTTTGACAATTTCAAAGAGGTGTGCAAGGAGCTGCACC 
GCTTTGAGAAGCTGATGGAGTATTTCCGGAATGAGGACAGCAACATCGACTTCATGGTGGCCTGCATG 
CAGTTTATCAACTCGGGGGTGCACTCAGTGGAAGACATGAACTTTCGGGTCCACCTGCAGTTGAGTTC 
ACAAAGCTGGGCTGGAGGAGTTCTGCAGAGTCACGCACCAGAGAGGGGAGCGCAGCGCAGATCAGGC 

15 GACCTGACACGGTCGTGTGGGGGGTGTGGGGTGCGGACAAAAGTGGCCTGGAAGGGAGAGTGGG 

>'990809A-004.scf came from CONTIG 29 at offset 0;"C:\export\EG_DB\990809a\990809A-004.scf f (50>557) 
TTTGCAAGAGAGAAGACAAAGCAAATGAACTCAAAGACAAGATGGGCAAGTGGAGAGATGATGGGG 
AAGGATTGGGGAGCTTTGTTCTGCTGGCTCCTCTGGTCTCAGAAATGAGAATTATAATT 
20 ATGAGAATGGACAGCAGACATTGGGAAGGGAGTGAGTGACTGATTAGATGAGGGGCACAAATTGGAG 
ATGCCCAGAAACACTAAGTTTCCTCTTAA 

TGGAGTTTTATTCTCTATCCTTATTCAGCTGGGAAGCTGGGGGTTTGGGTTGAAAGA 
TAGGTTGTGACTTTGCCAGCAGATGTAGCCACCAATGAGAGAGAGCAAATATGCCAATAGAAGCTTAC 
TTNTTCTGNAGCCCGNGGNCTCTGGATGCTACTGTTCATAGATAACCGCAGCAGAAAGGGAACCGCCC 
25 CGTACAGGAGCTGGACGAATATGCTCCGTCAC 

>'990809A-007.scf came from CONTIG 30 at offset 0; , 'C:\export\EG_DB\990809a\990809A-007.scf' (52>536) 

TGGCCGGCTCCCGCGGCGGCTCCCGCGGCGGGCTCCCTAGGTTAGTGTGATCTCAACTCAAGAGAAAG 

GTGGGGCTATCATGGCATCTATCTGGGTTGGGAAAGCGAGGGACAATAAGAGATTATGCTGGCTTTAA 

30 CCCATCGGGGGATGCTGAAGCGATTCGTAAGGCCATCAGAGGGAATTGGGGACCGACGAGAAAACAC 
TGATCAGCATTCTGACTGAGAGGACGAATGCACAGCGGCTGCTGATTGCTAAGGAATATCAAGCACTA 
TGTGGAAAGGAACTGAAAGATGACTTGAAGGGTGATCTCTCTGGCCACTTCAAGCATCTCATGGTAGC 
CCTCGCCGCCCCACCCGCAGNGTTCGCTGCGAAACAGCTGAGAATCCATGAGGGCATGGGACAATGA 
GATGCACGATCGAAATCTACCACTGACAGCAGCAATGCAGAGACGGCATCCTCTTCACGACAGAGGA 

35 CTGAGATGGATA 

>*990809A-030.scf came from CONTIG 31 at offset 0; M C:\export\EG_DB\990809a\990809A-030.scf *(48>602) 
TTTGTGGCAGGATGGGCAAGTGTTGCGGTCTTCGTACTGCCAGGAAGCTCCGCAGCCACCGACGAGAC 
CAG7VAGTGGGATGATAAGCAGTACAAGAAAGCCCATCTGGGCACAGGCCTGAAGGCCAACCCTTTTG 
40 GGGGCGCTTCTCACGCTAAGGGAATTGTGCTGGAAAAAGTAGGAGTTGAAGCCAAACAGCCAAATTC 
TGCAATCAGGAAGTGTGTCAGGGTTCAGCTAATCAAGAATGGCAAAAAGATCACT 
ATGATGGGTGCTTGAATTTTATTTGAGAAAATGATGAAGTTCTGGTTGGTGGATTTG 
ATGCTGGTGGTGACATTCCTGGGGTCGTTITAGGTTGGAAAATAGTCAT^ 

45 ATGGGGGGGCCGGCCCATTGCTTTTGGGTTGTTTATTATGGCGGGTTAACGGGATGGAA^ 
ACTTTTGTTGCG 

>'990809A-031.scf came from CONTIG 32 at offset 0; ,, C:\export\EG_DB\990809a\990809A-031.scf '(1>545) 
ACCACGGGGGGCGTTAAACTAGGGATCCCCCGGCTGAGAATGGCACGAGGGACATTCTACCCTGGCC 

50 GCTGACTCGGGAACCTCAATAACCAAACCAGCCGATTCAAGGGGCCAGGGCTTTGGTGGGGCACCCG 
ATCCCACGGGCTGACCACCACCCCCTCACGGAAGCCTCTTACGAGAACCTGCCCACCATTGCCCTGGG 
CAACACGGACTCTCCTCTGTGCTATCGGGACATCGGCACCCCGCGCCACAACAAGGGGGCGCACTAGG 
GGGGGTGGGTGGCGGGTGCTCGCCCGGGGAAGTCACGCGCATGCGGGGCACCATCTCCCCGCGCCCC 
GGGGGAGGGTGTCCGCCTCTCTTGTCAGAGAGCTGAGAGAAGAAAAGAAGAAGGGAGCAGAGAGAG 

55 CTGGGCCAGAGGGTTTGGGTTGATGGTTGCTCGCTTCTATTTGGCTGGATGCGAGGGACACGCCTGAG 
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GGCGCGCTCCGGCATCAGGGCGACTAGAGGAGCGAGCTCCCTGAACGCGCGCCACGACACCCGAGGA 
GAACACC 

>'990809A-035.scf came from CONTIG 33 at offset 0; M C:\export\EG_DB\990809a\990809A-035.scf '(13>36) 
5 AGGCGGCCGCTCTATGATACTATT 

>'990809A-033.scf came from CONTIG 34 at offset 0; M C:\export\EG__DB\990809a\990809A-033.scf (61>588) 
GCACGAGGCCCAAAGACACTGAAGTTTTCTGGAACAATC^ 

TTCTGTCTTAAAGCATGTGGACCAGAGGTCAGTAGATGATAGAAACATGTAAGTGTACATAGTAGTAT 
10 TGTCAGATGTCAAAGATGCCAGGATGGAGGCTGGGTGGGGTCTAAAGTGGCATTAATGGGTTAATAA 
ATTGTCACCCCTATCCTCAGTTCTATGGTAGGTGAAATGTACAGTTAGTGTGGGGAGATGTTGTGTTTA 
TTGGGTCTTTTTCTTTTACATAAAGATGAAGATCCACAGGGTTGTATGGGTTG^ 

GAGAAGAGGTACAGAGCTGAAGGGTTGAGACAGGGAGGNAACTGACTCCTTTGGCTATAGATATAGG 
ACGAACCCTATTGATTATTACCCAACATCAAGNNGATAGCAACAAAAGCGGCGGGGGGGCCGCCACA 
15 GGTGGGACCATGCTGGCTGGCATAAATTAACAGCCCCTCGGCGAGGGACGGCCTNf 

>'990809A-040.scf came from CONTIG 35 at offset 0; ,, C:\export\EG_DB\990809a\990809A-040.scf'(60>587) 

GCACGAGGGTGGGGTCCCCCTGGGGGTGGGGGGCGGGAGACATCTGGGCATCCAGCCCCCCCAGGTC 

CTCTTACTCTCTCTCTCCTTTCCTCCATCCACAGGTGATAGTGAGGTGCGGAAGCTGGAGGTGGCGCTG 

20 GGCGTACATCTTCGAGATGCCAGGCGTGGGCAGAGGCTCCGCTCAGGGGCGCACGGGGTGGTTGCGG 
GACCTCCCAACGCCGGCAAAAGCAGCCTGGTGAACCTGCTCAGGGGTGGGGCGGGGGCGGGGCTAGG 
GGCAGGGGCGGGGCTGGAGCTAAGCTGCTGGGCTTGTGGGGTAGGGAGGGGCCTGGGAGGGTGAAAA 
CTGGCCGGGCCGGGGGGGGCCTAGGGAGGGACCCTCCATTCCACCACCGCTCCTCTGGCCACCCCACC 
CCGGCCGGAGCTGGTCATCGGGCCCGAGCGGGACACCGGAGTCTGGACCCGGGACTGGCGATTCACG 

25 CTGTGGGACATGGGGTGGGAGGGGGGCTGGGCGGGGGGCGGGCCAAAGAGGAGCGA 

>'990809A^036.scf came from CONTIG 36 at offset 0;"C:\export\EG_DB\990809aV990809A-036.scf ( (55>584) 
CTCCCCCCGAGCGCCGCTCTGGCCGCACTGCGCTCGCCCTGAGCTCCGGGCTCCTGCTAAGCCAGCGC 
CGCTGTCGCCTCCCTCCAGTCGCCATCATGATCATCTACCGGGACCTCATTAGCCATGACGAGATGTTC 
30 TCCGACATCTACAAGATCCGGGGGGGGGCGGACGGGCTGTGTCTGGAGGTGGAGGGGAAGATGGGCA 
GAAGGACAGAGGGGAACATCGATGACTCGCTCATTGGTGGAAATGCCTCCGCTGAAGGCCCCGGGGC 
GAAGGTGCCGAAAGCACAGAATCACTGGGTGC^GTGTTGTCTTGAACCATCACTTGCAGGAAACCAGC 
TTACAAAAGAGCCTACACGAGTACTAAAAGATACATGAAGGAATCAATGGAAACTGTACACACAGAC 

35 TGAAACATGATCAATGCGGGTGGTTGTGGCTACGGAGGTGGGNANCCATTTGATTT 

>'990809A-038.scf came from CONTIG 37 at offset 0; u C:\export\EG_DB\990809a\990809A-038.scf '(54>610) 

CAGCAACCGGCCTGCCTTCATGCCCTCCGAGGGCAAGATGGTGTCGGACATCAACAACGGCTGGCAGC 

ACCTGGAGCAGGCCGAGAAGGGCTACGAGGAGTGGCTGCTGAACGAGATCCGCCGGCTGGAGCGGCT 

40 CGACCACCTGGCAGAGAAGTTCCGGCAGAAGGCCTCCATCCACGAGGCCTGGACCGATGGGAAGGAG 
GCCATGCTGAAGCACCGGGACTATGAGACGGCCACCCTGTCGGACATCAAGGCCCTCATCCGCAAGCA 
CGAAGCCTTCGAGAGCGACCTGGCCGCCCACCAGGACCGCGTGGAGCAGATTGCCGCCATCGCCCCA 
GAGCTCAACGAGCTGGATTACTACGACTCCCACACGTCAACACGCGCTGCCAGAAGATCTGTGACCAG 
TGGGACGCCCTGGCTCTCTTCCCACAGNCGCAGGGAGCCCCTGAGANAACGAGAGCAGCTGAGACAT 

45 CGACAGCTGCACTGGAGTCGCCAGCGGGCGCCCCTCACACTGGATGANGNGCATGGAGACTCAGACA 
GTCATCGCCCACATCAGN 

>'990809A-042.scf came from CONTIG 38 at offset 0;"C:\export\EG_DB\990809a\990809A-042.scf ' (54>549) 
CAAAATTCTGAAAGCTGAATTTGTTACATAGTCTCAGTC^ 

50 GGGGGAAAAGCAAACCTGAAAGGATTTTTCATGAATACT^ 

TCCAGGCTTAGTTGTAGCATGCGGGATCATTCATTGGTTGGTGTGCGTGGGCTTCTGTCTAGTTGTGGC 
ATGTGGGTTCAATAATTGTGGTGCACAGGCTTAGTTACCCAGGAGTTGTGGATCTTAGTTTCCTGATCA 
GGGATTGAACCTGCGTGCCCTGCATTGAAGGTGGATTCTCGACTGCTGGACCACCAGGGAGTCCCTAC 
TGAAATATTTTGTATTAAATAAAAGGGTTGGCTGGGTTCCCTCTGCAGGGCCCAGGCATC^ 

55 GACAGCGCGGGGNGGGGCTGGGGCGGCGGGGGGGCGGAGTGAGGACAGTTAGCTGGAGGAGTTTGG 
ATGGGGGGGGGGCGCGGA 
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> f 990809A-039.scf came from CONTIG 39 at offset 0; M C:\export\EG_DB\990809a\990809A-039.scf , (53>591) 
TTCTCCTCGGGCATCACGGGCTGCATCAAGAACCTGGTGCTGCACTCCGCCCGGCCCGGCGGCCCGCC 
CCCGCAGCCAGTAGACATGCAGCACCGTGCCCAGGCAGGGGCCAACACACGCCCCTGCCCCTCGTAG 
5 GCCCTGCCTGCCCCGCACGGACTCCTGGGCCGCACCCCAGCCCCGCAACGGCGACTATATTATTATTA 
ATATTATTATGATGATGATGATGAATATTTTGTAAGAAACCGAGGCGATGCCACGCTTTGCT 
CCCTGGGCTGGACTGGAGGGTGGGCACGTCACGCCCTCCCGCCCCCACCCACAAACACACCTGGGCAG 
AGCCACAGGCTGTGGGCACAGCAGGTTGCACCAGAGCCGTGCCTCGGGGGCCACCAGACACGGGTTA 
GGCGCAGTGGCTCATGGGTCAGACCGCCCCACACAGACCCCCCAGCAGGCTGCCGNCGTTGTCAGCTG 
10 GGCGGGCCCTATTCTGGAGCGCATGCTCACCGCCCTGCAGCACTGAACCACAAACCGGAGAGGA 

>'990809A-045.scf came from CONTIG 40 at offset 0 ; "C:\export\EG_DB\990809a\990809A-045.scf '(61 >5 8 8) 

GCACGAGGTGGAGAAGGGGGCAGACCTCAAGTGGGGGAGCCACCTGGGCTGAGGTGCCTGGGCCAAG 

TTAGACCTTGGGCCTGAAGGCTTCTGGTGGGTAGCCGGCCCCCTCCCCACTGAAGCACCGAGCTCTAA 

15 GAAGTCAAACACGTGTTGACTCATTTGTTGGAGAAATTCAGCTCATGGGCTTCCTGCAT^ 

TGGTATGCCAGAAATTCTCTGGAGGAGCAAGCAGGGAAGTCTTGTCTTAAAGTAAAAATGCTAATAAA 
ACATCTCTAGAATCTGCTCCTTCCTTTTCACCCACACAGCCACTGACTAAATTACCTTTTC 
GCTGAATTGCCTTGGCTGCTTAATTGGCTTCNCTGTTTTTGGTTTCTO 
CAATGGGTTCAGATGATATTAAAATGCANACTC^ 

20 AGGCAGATGCTAGTGGGCCTCTGGACCTCAGAACTTGGGCTNATGAGG 

> t 990809A-053.scf came from CONTIG 41 at offset 0; M C:\export\EG_DB\990809a\990809A-053.scf '(55>485) 
CAAAATTGACCTTAAACAAGGAAAGTTTGAAGTC^^ 

GAGGAATCTGGAAGAATTACTATGCTGAGTCCTATGGGGTAATATTTGTTGTGGATTCAAGTGATGAA 
25 GAAAGAATGGAGGAAACAAAAGAGACAATGTCAGAAGTGCTGTGACACCCTCGGATATCCGGAAAGC 
CTATATTGGTGTTGGCAAATAAACAGGATAAGGGAGGGGGCTCTAGGAGAAGCTGATGTGATTGAGT 
GGTGTTTTTCTGGAAAGCTCGACATGAGCACACGTGCTGTGTTAGATAAACCCTGTGTGCAGACTGGG 

CCTTAAGAACGCTCCAAAAACACA 

30 

>'990809A-046.scf came from CONTIG 42 at offset 0;"C:\export\EG_DB\990809a\990809A-046.scf '(53>593) 
TGAGACATTCCCATGTTTCGGAGGATTTACAGACAGGAGGATTCGCTCACCCTCACATCTAGCAGGTTT 
TTGTAAACGTGACCCTTGGCTGCATCTCCCATCTTCAGCACAGCTCAAGCACCCCAAACGTGTCCTTTC 
TCCCCCATAGACTGACAGGTGGGATCAGCTCCCCGGTAACCTTCTCTCCCTTCTCCATCTTCTCCCACA 
35 CCTTGTCCATCCATAAAAAGCAGATTTTGGGGGTCC^ 

TTAAGTGATATirTTAGAAATACATGTGAAATACCAAGGATTAATGTCTGCCCCTCTGC 
CACCTCTTTTTCATAAAGC^^ 

GAGAGTATTGTATATArrATATATTITTGlTGGACATCGATCCTTCTGAACTCTGCC 
TTCCTTCACATATCAGCAACGCGCCATACCCAGCCTNGAGCAANGGGGGAGAGNA 

40 

>'990809A-044.scf came from CONTIG 43 at offset 0; H C:\export\EG_DB\990809a\990809A-044.scf *(59>584) 
GCACGAGGGGCATGTTGCGCGCCGTTGCGCTTGCCGCCGCCCGCCTCGGACCCCGCCAGGGCCGCCGC 
CTGCTGTCCGCCGCCACCCAGGCCGCGCCGACCCCCAACCAGCAGCCTGAAGTCTTGTACAACCAGAT 
CTTTATAAACAATGAGTGGCATGATGCCGACAGCAAGAAAACCTTCCCCACGGTCAATCCATCCACTG 
45 GGGATGTCATCTGTCACGTGGCTGAAGGGGACAAGGCAGACGGGACAGAGCAGGGAAGGCTGCCCGG 
GCCGCATTCCAGCTGGCTCGCCCTGCGCCGCATGGACGCGTGCGGGGGGGCCGGCTGTGAACCGCCTG 
GCTGTCTGATTGAGGAGACCGACCTACTTGCAGGCTGGAGACCCTGAAAGACAGCCCTTATATCTCTA 
CCGTGATCTGACAGGCTCAGTGCTGCGTCTTGCGCTGGCTGCAAACAGGAAACATCCATGACGGACAC 
TCAGTCCCGCAGACGGGAGGGGGCGAAATCAGGACTCCGCCGGCGCTGTAC 

50 

> f 990809A-054.scf came from CONTIG 44 at offset 0;"C:\export\EG_DB\990809a\990809A-054.scf '(62>492) 
GCACGAGGCTCACTTTGGTTTTTTAAATGACGTTATTTCTGAGGCTT 

TTCTTCAAGGCCCTGGACCGGCAAGGGCAATCTAGGCTATGGGGAGTGTTAGCTTGTGTTGCTGACTT 
AAGACTTCAGCCCTTTCGCTGTCACCTGTACCAAGTGCCAGGCCAACAGAGGGGGGGGGGAGGCAGC 
55 TTCACGACGGGGCTAGGGGAGTCTGGAAGGAAGAAGCTGCACGCGGGGAGGCTGGGCCTGGGGAAAT 
GAGCATClTGGACTCATAAGGCCTGTTCTTCm^ 
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TTTTTTGTTTGCTTCTT^ 
AAGAGGGGTGGGCCCCTGCC 

>'990809A-051.scf came from CONTIG 45 at offset 0; n C:\export\EG_DB\990809a\990809A-051.scf ' (56>55l) 
5 CTCAGATCGCAGCGGAAGAGTCGTGCTTTTCTAACGTTTCTTAGCTTCCAAATCCCGACATACAGAGG^ 
TGGTAAAAGCAGAGCAGATCTGGTCAGGTCCTGAGACCGCTGAGTCCAGAGCAATGTTGCTGAAGAC 
AGTGCTCTTGCTGGCCTTGGCGTCCCAGGTGCTAGTCCTGGAGAACGGGCTCCTGCGGAAGCCACCCA 
TGGGCTGGCTGGCCTGGGGAACGCTTCCGCTGCAACATCGACTGCAGTGAGGGACCCGAAGAACTGC 
ATCAGTGAGCAGCTCTTATGGAGATGGCTGACCGGCTGGCGCAGGATGGATGGGGGGACCTGGCTAC 
10 GTATACCTTAACATCGTGACTGCTGATTGTGGGCGTGATGCCAAGGCACCCGGTGCGGGACGCAGCGC 
TTCCCACGCATGCCTTCTGCTGCTTGCTACTCCTGGCCGAGCTGGCTTTACAGACTGGNCACTCACTGC 
TGGGTACCGGCCCCGCTGACA 

> , 990809A-034.scf came from CONTIG 46 at offset 0;"C:\export\EG__DB\990809a\990809A-034.scf f (60>595) 
15 GCACGAGGCACTGGCTGGGAAGCACGGGGGATGACCTTCGTCGCACGAAGACGGAGATTTCTGAGAT 
GAACCGGAACATCAACCGTTTTGCA 

GAGGCTGCCATCGCTGACGCTGAGCAGCGTGGGGAGATGGCTGTTAAGGATGCTCAAGCCAAGCTGG 
CCGGGCTGGAGGCCGCTCTGAGGAACGCCAAGCAGGACATGGCGCGGCAGCTGCGCGAGTACCAAGA 
GCTCATGAATGTCAAGCTGGCCCTGGACGGTGGAGATTGCCACCTACAGGAAGCTGCTGGGGGGCGA 
20 GGAGAGCCGGCTGGGTCTGGATGCAGAACATGTATATCCACACCAAGACACCGTGGCTTCGCAGTGCC 
TGACTTCGCCCACGGACCCTGCTCACTACACCCGGCCCGCTCCTTACCCACCACTCCACCGGGGTGTGA 
AAGAGGGACCCGAGGGAGCGGGCCGGCCCTGTGTCCGCCAAGGAGGCCCGGCGCCTCCCCCCCC 

>'990809A-052.scf came from CONTIG 47 at offset 0; M C:\export\EG_DB\990809a\990809A-052.scf'(62>521) 
25 GGACGAGGGCCAACCGGGGTCGGAGAAGATCTCAAGATGGCTGGACGGGAACTTGCTCTAAAAACCA 
TTGGACTGGGGTAGCTTTTGGGGGGGATCATCCCTCGGAACCAGAAGGCGGGCTAACTCCTTGAAGTC 
CTGGAATGAGACCCTAACCTCCAGGTTGGCTACTCTGCCTGAGAAGCCACCTGCCATCGACTGGGCTT 
TCTACAGGCCAACGTGGCAAAGGCTGCTTGGTGGATGACTTGAGAAGAAGTTTATGCCTCGAGGTGTC 
TTACCAGAGATAAATTACTGCCAGGTGGTGCTGAAGAAAGAAGATGTGAAAGTGTGTGGGTTTGTCTC 
30 ATCAAAACAGATTATGATTGATAGAGTGTGGAAAGAGGAATATTTCTTGTCAATGACTTGGGATGAGA 
AGATTCACACCAATAACAAGAGACCCCTGCTCCAGCATGGACTTTGTGGTGCG 

>'990809A-050.scf came from CONTIG 48 at offset 0;"C:\export\EG_DB\990809a\990809A-050.scf f (60>423) 
GCACGAGGGGGATATGTGCCCAGGTCCTGCCCTACCTGTCCCAAGAGCACCAGCAGCAGGTCTTGGGA 
35 GCCATTGAGAGGGGCTAAGCAGGTCACTGCTCCTGAGCTGAACTCCATCATCCGACAGCAGCTCCAAG 
CCCACCAGCTGTCTCAGCTGCAGGCTCTGGCCCTGCCCCTGACCCCCCTGCCTGTGGGGCTGCAGCCCC 
CTTCTCTGCCGGCGGTCAGCGCAGGTACCGGCCTCCTCTCGCTGTCGGCGCTGGGCTCCCAGGCCCACC 
TCTCCATGAAGACAAAAACGGGCATGATGGTGACACCCACCAGGAGGACGACGGCGAGAAGTCGATT 
ATGGGCGGTGGTGGGGNGGGGGN 

40 

>'990809A-015.scf came from CONTIG 49 at offset 0;"C:\export\EG_DB\990809a\990809A-015.scf '(61>564) 
GCACGAGGCTCCGGTGTCCCCGCGCCAGAGACGCAGCAGCGCTCCCTCTGCCCACACCCACCGCGCCC 
TCGCGCTCGCCTCTCCTTCCGGAGCCAGTCCGTGCTACCGCAGTCGCCCAGTCCACCACCACCCTCTGC 
AGCCATGTCCACCAGGTCCGTGTCCTCGTCCTCCTACCGCAGGATGTTCGGGGGCCCCGGGACCGCAA 
45 GTCGGCCGAGCTCCACCCGGAGCTACGTGACCACATCCACCCGCACCTACAGCCTGGGCAGCGCGCTG 
CGCCCCACCACCAGCCGCACCCTCTACACCTCGGGCCCGGGTGGGCGTGTACGCCACGCGCTCCTCGG 
CCGTGCGCCTGCGGAGCGGCGGGGCCGGCGTGCGGGTGCTGCAGACTCGGTGGACTTCTGNTGGCCGA 
CGCCTCAACACCGGTTCAAGACACCGCACCACGAGAGTGGAGCTGCAGAGCCATGACGCTCGCCACT 
ACATGACAGGCGCTTCTGGACAGAAACA 

50 

>'990809A-096.scf came from CONTIG 50 at offset 0; t, C:\export\EG_DB\990809a\990809A-096.scf '(60>437) 
TGGTACGGGGATAGCGTCTGCGCTATGGCATATACGTCATCAACCAGCACGGGGAGGACACCTTCAAC 
CGGGCCAAGCTGCTCAACGTGGGTTTCCTAGAGGCACTCAAGGAGGACTCCACCTACAACTGCTTCAT 
CTTCAGTGACGTGGACCTGGTCCCCATGGGATGACCGCAACCTGTACCGCTGNGGTGGCCAGCCCCGC 
55 CACTTTGCCATTGCCATGGGCAAATTTGGCTTCCGGCTGCCCTATGCTGGCTACTTCGAGGGGTGTCGG 
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GCCTGAATAATCCCAGNTCCTGGGAATCATGGCTTGCCAACGAGTCTGNGGTGGGTGGTGAGATGATG 
ACTCTTCACCGGTCTCCTGCTTGATGAAGATCTGGGT 

>'990809A-055.scf came from CONTIG 51 at offset 0; n C:\export\EG_DB\990809a\990809A-055.scf '(60>587) 
5 GCACGAGGGTGTAATCTTGTGATATCACCTCTGTAAGCCTGGATCTCCCCAGGTGTCAAAGGAGGCAG 
TTGAATAAGAGGAACTATGAACTCTTCTATCTGTGTTATATAGACGGCCCATTTCAATCTAGAGCAGG 
GGAATGCCATCCCAAGAGGGCACTTTTACAGAGGAGGGGGGTTTGTCAACATCTTTGGT^ 
TCTGGTGTAGGGAGGGACGGAGAAGGCAATGGCACCCCACTCCGGCACTCTTGCCTGGAAAATCCCAT 
GGATGGAGGAGCCTGTAGGCTGCAGNCCATGGGGGCTCGAGAGTCAGACACGACTGAGCGACTCACT 
10 TTCATTTTCACTTCCTGCATTAAGAAGAAAGGCACCCACTCCAGGTCTGCCGGGAATCCCAGATGGGG 
AGCCGTGCTGTGCTTGGGGACACAAGCGACACACGAGGACTAGCGCGCGCAGGGGGAGCCGNGTTGA 
TAGATGCTCAACCTCACGGGACCTGCGGTGTACATAGATATACTATATTTGCGA 

>'990809A-064.scf came from CONTIG 52 at offset 0; u C:\export\EG_DB\990809a\990809A-064.scf '(59>611) 

15 GCACGAGGAATTTATCAAAAATCCCAATAACT 

CACCACTAGCTAACATAACACGCCCATACACAGACCACAGAATGAATTACCTACGCAAGGGGTAATGT 
ACATAACATTAATGTAATAAAGACATAATATGTATATAGTACATTAAATTATATGCCCCATGCATATA 
AGCAAGTACATGACCTCTATAGCAGTACATAATACATATAATTATTGACTGTACATAGTACATTATGTC 
AAATTCATTCTTGATAGTATATCTATTATATATTCCTTACCATTAGATCACGAGCTTAAI^ 

20 CGTGAAACCAGCAACCCGCTAGCAGGGATCCCTCTGTCGCTCGGGCCCTAAACCNGGGGGTCGCTTCT 
ATGAATIOTCCAGGCTCTGTTCTTTCT^ 

TGACTATGCTATAGCCAGCTACCATACGGCTGCNTCTTGTTTTTTATTTGTG^ 
AAN 

25 >*990809A-094.scf came from CONTIG 53 at offset 0;" C:\export\EG_DB\990809a\990809A-094.scf '(54>456) 

CGCACCGTCAGGCTGTACTGCAGGGCCGCGGGGGTGCCCAGTGCCACCATCACCTGGAGGAAGGAAG 
GGGGCAGCCTCCCCCCACAGGCCCGTGCAGAGCGCACAGACATTGCCACCCTGCTCATCCCCGCCATC 
ACGGCCGCCGACGCCGGCTTTTACCTCTGTGTGGCCACCAGCCCTGCGGGCACCGCCCAGGCCCGGAT 
TCAAGTGGTCGTCCTTCCAGGTGCCACCACCCCACCGGTCAGGATTGAGTCCTCCTCGCCTTTTGTGAC 

30 CGAAGGACAGACCCTGNACCTCAACTGCGGGGTGTCAGGGCTGGCCCACAGCCAGATCACGTGGTGC 
AGCGAGGGGGCAGCCTGCCTCCCACGCCCAGTGCGCGGCTCCCGCTGCGGCGCCCCAGTATTAC 

>'990809A-058.scf came from CONTIG 54 at offset 0;"C:\export\EG_DB\990809a\990809A-058.scf T (56>578) 
CTTCGTCCCTCTGGGGTGGAAACCGGAAAATTCTCAGGATAGCGTGTACCTCCAGTACTGTAAAGTCT 
35 GCCAAGCATACAAGGCACCACGGCCACATCACTGCAGAAAGTGTAACAGATGTGTGATGAAGATGGA 
CCATCACTGCCCTTGGATCAACAACTGCTGCGGCTATCAGAATCATGCTTCCTTCACGCTGTTCCTCCT 
TTTAGCACCACTGGGCTGCATTCACGCTGCCTTTATTTTTGTTATGA^ 

CGGCTCTCCTTTGGTGGAACACGGNCAAGATTGATATGAGTGCAGGCCGCAGAGACCCTCTCCGTTAT 
TCTTTTGATTAGCTGCTTTGCGCCACCTGTTTGCCTGGGTTAGCTTAG 
40 TATCAGAGAAATATCTAAAACAACTCATGATATGATGAGAGAGTAGATGATTATATATATAATGATTT 
GTTTCTTGTTGGAGGATGAACTCACAGATAATGCGGTCGAGGN 

>'990809A-059.scf came from CONTIG 55 at offset 0; n C:\export\EG__DB\990809a\990809A-059.scf (56>604) 
CTTTCTGAAGAGCCAGGAATTCCTTCAGGCTCGCACCCCGACCTCAGCCAGCACCCCCATCCCACCCA 

45 CCCCTCAGGCTCCCTGCCCTGCTGTAGATGCCGAGATCAGAGCCCAGGATGCCCCTGTGTCTCTGCCCC 
AAGCACGAGTTGGGAGGCAACAGGTGCCAGAAGTCATGTGGGCTGAAGCCAAGGTGGCCATCCCCGC 
CAGCGTCCTGCCAGGACCAGAGGAGCCTGGGGGCCAGCAACAAGAGCCCAGACCAAGCCAGACCCCT 
GAAGATCATGCCTCCCTGCTCCAGCCCTCACCCTGACCACTCCAGTCTAGAGACCAAAGATGGAGAAC 
CCAGGCATCTAGAGAGACCAGCAGATCCCAGGAGGAGATGAAGCCACTGTGGGGCTGACAGAAAGAA 

50 ACAAGGTAGAGCCAAGCAGGAGCAGCTGCAGAGAAACGGCAGAGAGCGTCTGGACGGAAAATTCAG 
ATGCCAGCCTTGAAAAGAGCTTGACCTTGGATAAAATCAAGCATGNTCCTGGAACAACCTGAACTTAA 
CCTAAAGGG 

>*990809A-084.scf came from CONTIG 56 at offset 0;*'C:\export\EG_DB\990809a\990809A-084.scf '(56>504) 
55 CTTCGGCACGAGGCCCCCTTCCTAGGTCGGGGGGGACTTTTGTCTACCCTTCCCTCACCCTCGAGGACC 
CTAGTGGCCTCTGATGCCAGGGGTGCAGTGCCTGCCCAGTGAAGGAAAGTAGAAGAAAGAGGCAAGG 
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CCCGCTCCCGGCTCAATGTTTGACCTTC^ 

AATGGTGATCTTTTTCTCTTCATCCACCATTGATGTTGGGTCAAGAAACTGGGCTGGATGGGATGAGCA 
CCCATGGTCCGTCCTGTGCATCTTTTCCTTC^ 

CCAACCCATTTTTGCCTTCCTCCTTCCCGGGTGCCTTGGTGTTTGGm 
5 TTTTGGGGGTTCTTGGTGGGGGTCTTTCTTCTCA 

>'990809A-063.scf came from CONTIG 57 at offset 0;"C:\export\EG__DB\990809a\990809A-063.scf (62>547) 
GCACGAGGGTGGGTTAAGCATGAATCCTTTTACAC^ 

ATTCTATAGTTTTTGTGGAATGAACATAAGAAAAATAAGTAGTACTTCAT^ 
10 GACCCTATTCCAAGTATTTTACATATATTGATTTATTTAATTATCA 

GCTTCTATATCAATCCAGCAGTCCCTGATTTCCACACTGTAGATGAGGGAGGATAGCTCACAGGCAGC 
AAATGAAGCAACAATGTGCTTCACAGCANACTGTTA^ 

GTTGTCTCATTATCAGGAACCTAAGCACGCTGATGTCCCCGCGTCCCCTCTCTCCACTGGGGAGACGCC 
ACACCCTTCTTATGTTTCCCTTGAGCATAACATCTACCTTAACACCCCCCCGCATT 
1 5 ACACAA>'990809A-060.scf came from CONTIG 58 at offset 0; M C:\export\EG__DB\990809a\990809A- 
060.scf'(58>515) 

GGGCACGATGCTCACTTTGATTTTTTATATGACGTTCTTTCTGATG 

ATGATTTACGTCCCTGTGCACCCAAGGGCCGTCGATGCTATGAAGAGCGATGGGTTGCTGGGGGGCCT 
TAAAACTGAAAAGCTTTCGGTTGCCCCTGTGCCAATCACCAGGACAAAAGAGGTGGGGGGGAAGCAG 
20 CTAGACAACTACGTCTAGGGGAGCGAGCTGGAACAAGGGCACACACGGACGCCGCGCCTGCCTGAAT 
GAGGGACAGGGACTCCGACGACCTGTGTTCTTGTGATTCTGGACGTGACACAGGCACTCTGCCCTGCG 
CCTTTCTGTACGCTCTCTTGCTTCGCTGCGGGCGGCCCTTGAGGCGGACTGAGGATGAGCGCGCAACG 
CCACACGAGGCCGCGGGCCCCTGCCCAGCGCGGCGCGAGAGGAAGTGCCC 

25 >'990809A-091.scf came from CONTIG 59 at offset 0;T:\export\EG_DB\990809a\990809A-091.scf '(56>557) 

CGGACTGGGAGGTGAACCTCACCGACTCCTTCTGGAACTGGGAGAAGGGCTTGGTTCTTGAAACTCCT 
CAGGTCGGACTTTTTTTTTTTTm 

GGTGTTTGCGTTTCCAACTTAAGAGAATTCCAGGCACTCCCCTTCCCCCTCCAGTGACATACTTGGGCA 
AGCGGTCATCGTTGCGTCATGGGGCAGACGGGGGGAGCTTCCTGCTGCCGNGCGGGGGTGGGGGCCG 
30 GGAGGAGGACCTGGGTGTGGGCCGCCCTGGGGAATGGAGGNGGGCGGCCTGAGCACTGCGCCTGCTG 
CGGTTATTGCCCGAGCCCCTCGCCTCGGGGTAGAGGNCCGACT^ 

GTTGAGTGGGATGTCACGTCCAGCTGCCTCAACCCACAACACACCGACGTCTGCCGATACAAATGAGG 
AGCAGAGCGACTGATCGGCTGCGA 

35 >'990809A-088.scf came from CONTIG 60 at offset 0; M C:\export\EG_DB\990809a\990809A-088.scf f (56>586) 
CTTGATTTGAGTCTGTTTCTAATCCCTGTGTCCTTTGCTCTCCAGG 

GCACCCGAGAAAACATCAGCAATGCTCAGGCTCTGCTGGAATATCACCTCTCCTACCTGCAGGAGGTG 
GAGCAGCTCCGCTTGGAGAGGCTGCAGATTGATGAGCAGCTTCGGCAGATTGGGCTGGGCTTTCGGCC 
TCCTGGAAGGGGGCGGGGCAGCGGCAGCAGGGACAAGGCTGGATAT ACCACTGATGAGAGCTCCTCC 
40 TCTTCCCTTCATACCACACGAACCTATGGGGGCAGGTATGGGGGCCGGGCCGGGGCCGGAGGACAGG 
CGGTCCTGCCTATGCTGTGAGACGNATCAGAGAAGAGGGAGAGCCCCCCCGGCTGGCCCGGCGACGG 
GATCCCCGCCCGGGGAGAAAGCCGAGCGNCTATAGAGGCGGGTAGGGACCCCACTGCCCCGNCCACT 
AGATCACTCTTATGATATGTAGCTGAGACAACGAATCTTCAACACGGCACATCACA 

45 >'990809A-078.scf came from CONTIG 61 at offset 0;"C:\export\EG_DB\990809a\990809A-078.scf '(55>588) 
GTTTTTTTTTTTTTTT^ 

TTGGCACATACAGTATAAAAAATAATCACCAACCATAATTAGACCAGATTCCTCTTATCAACTGCATA 
CTAAGTATCTTCAGTACAATTTTTTTTCCATATAAAAATACTGGGA 

GAAAAAGATATTTCTAGGCAATTACTAGAATCATTGGGAAAAGTGAGTACTGGGGCTGTTCTGAATA^ 
50 CACAGTACAAAGGACATGCTGTTCCTACAATATTGCGGGCCAGTCAGTTAAGTGGAAGCAGAAGTGTT 
CAGGTAACTTTCCTACTTAAAATTTGGTAATATCAT1TCAAGACATTTT 

GCTCCCTAGGATCCCATCCAAATCACAGTAGATCACTCATTTAAATCTGATGCATGGATATTTGAGAAT 
GATACCTCTGCTCATGATGAGAAAGCTGAACACTCAGGGAGCTGGAGAGCGT 

55 >'990809A-032.scf came from CONTIG 62 at offset 0; M C:\export\EG_DB\990809a\990809A-032.scf '(53>590) 
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TGGTTTTCTTAGGCACGGGGGGAGCTGAGTAGGTGTGGGGATGGGACAGGGAAGGGCAAAGGACAGA 
GCGGGGGGACCTTTGCCTCTCCAGGTGCCCCACGGCCAGCCCCCCGCGTCCTTCCTGCACTGCTCCCAC 
ACCCCACACCCCCAGGGCCCTGAGGGAAAGACAGGCCCCGAGGCCCCAGGCTGGAGAGAATAGCCCG 
AGGCATGATGCCGCACTCCTGGCCCCGAGACTTCCCCTTCATCCCCTCCCACTCCCCACAGACCCCTTT 
5 TGACTCTCATCCTGAAGCCTAGAAAGAGAGAGAAGCGGGGNGGGGTGGGTCTGTGGGGNGACGGGCG 
GAGGAGGCGGGGAGCAGGGAAAGGCGGGAGCCCTCTGTGCTGGTTTTTACCAGATACACAGCAGCTT 
CCAATATATTATTCACCCCTGAAAAAAAAAAAAAATGAGGGGGCCGGGACCATCGNCTATGGAGNGA 
TACATCATGNCGCGTTTACAGGGATGGAAACTGCGTACACTATGCTGACCATCCCTTGCGGGGGT 

10 >'990809A-090.scf came from CONTIG 63 at offset 0; ,f C:\export\EG_DB\990809a\990809A-090.scf '(60>584) 
GCACGAGGCTCGGGAGGTCAGAAAGCCGGGCCGCGGGCGGCACCGAGAACTGGAGCTGGGATCGGG 
GACGCACAGAGGTCAGGGGAAGTAATCCTGGACCATGACTCAGCAGCCACTTCGAGGTGTGACCAGT 
CTGCGTTTCAACCAAGACCAGAGCTGCTTTTGCTGTGCTATGGAGACAGGTGTGCGCATCTACAACGT 
GGAGCCATTGATGGAGAAGGGGCATCTGGACCATGAGCAGGGGGGCAGCATGGGCCTGGTGGAAATG 

15 CTGCACCGCTCCAACCTGCTGGCCCTGTGGGCGGGGGTAGCAGCCCCAAGTTCTCAGAGATCTCAGGG 
CTGTCTGGGACGATGCCCGGGGGGGCAGGACTCCAAGACAGCTGTGCTGGAGTTCACTTCACAAGCCG 
GCGGCTGGCGCTGCGCATGACAATCGGATCGGCTGAGAACGCTTATGGTTCTCTCCTGACATCCGAAG 
CTGTGATTGCACCGGACACCCAGGGCTTGGACTTGTCCACTGAAACAGTGTGG 

20 >'990809A-087.scf came from CONTIG 64 at offset 0;"C:\export\EG_DB\990809a\990809A-087.scf '(61>433) 

GCACGAGGCGAACGAGCAGTACCGGGCGCTGCGCCCCGACCTGGCGGTAGGGGGAGGGTGGATAGGA 
GGGGTGCGGCGGCGGGGGGGAGCGGGGGAACCCGGACCCCACAGGACATCCGAGGACGGGGGGCCT 
CTCCCCTGGGTCAGTACTGTCTTTGCTCCATGTCCAGACATC^ 
ACTTCAAAATCCACACTTCATTTGGGACT^ 

25 AAATCCTCCACCCGGGACTCTGATTTGGGGACCAAAAGCCCCCCAGAACCTCACCTGTGAGCCTCGCT 
GTGTGGTGCGGGGAGGGTGGGTTGGGGGNNNGGG 

>'990809A-067.scf came from CONTIG 65 at offset 0; M C:\export\EG_DB\990809a\990809A-067.scf*(59>555) 
GCACGAGGCTGCAGATTCCTTCCTATAACTATTTATAGGTAGTCCTGACTCCACTACCCGCTTCCCAAA 

30 TGGGCTGTTCACGCGGAAGAGGCTCACGTTTCACACAGCAGAACCCGAGAGAATGGTGTGAACTGTCG 
GGGGGGAGTGCATGCAGGAGGCAGACTGAGTGCCCTGCTGTGCTCACCTGTGCTTATCACTCTTCTAG 
CATCGCGTCCACGCTGGTCTCCCTCGGGAACCAGCTGTGTCAGAGGCCCCTCTGTGGCTGGATGTCTAG 
CTTGCTCCGCCAGGCACAGCGGNGCTTTGGGGGCCGCAGGGGGCGGCGCTGTGCTGGGCTCACCCCGC 
GCGGNNACACGCTCCCTCTTGGCCNCACGGGTGTCCGGTCTCCCTCTCTGGCTTCGCTGTCCCCATGTT 

35 AGTCACANGAGAGCCTGGCTCCCCTGCCCTTATTTGNATGAAATGGCTAGATCTGCCTTACTCTTACTG 
ATGATGAATTGATATGC 

>'990809A-068.scf came from CONTIG 66 at offset 0; M C:\export\EG_DB\990809a\990809A-068.scf '(56>612) 
GTTGAGTCTAGGAACCGTCCCAGCATGGCTCCCCTCCACCGCCACCACCACCACCATGTCCCACCCCCT 

40 GCGATGGCAGGTGATCTAGCTCAGGGGGGCCTCCCAGGCTGAGCAGGAAAGGAAGTTTCCAGAAAAC 
CTGGGCTGGGGGAGGAGTCCTGGGGACAGCAGATGCCTGCCGCAGAGGGCTGGCTGCCTGTGGACCC 
TTCCCAGCTCAGTGGAGGCCACGTTAGGGGCCCTCAAGCAACCCAGAAGCACAAATTGGTGGTTTGGG 
GCCACGCCCAGCTGGGCTGGCATCCACGAACCTGGAGAGTTGGCTATGGCAGCACCAGGGCCTCGGCC 
CCACTCCCCTCCCAGGGTCCCCGTCCTTTCCCCCGCCAGGCTCTGCTCAGGCCAGCCCCTGAGCCGNCA 

45 GCGGGCCCCTCTACCGGGGCCTGGTCTTGAGCACACCCTGTCCACTCACCCACTCTONTTCCTCGCCAC 
CCTTCCCCGCACCATCGCCCTATATCGGGTTGCTCTCAGGCCCACTGAGTCACTTTCTANNTTGTCTGG 
CCTGCGCGCGT 

>'990809A-069.scf came from CONTIG 67 at offset 0; M C:\export\EG_DB\990809a\990809A-069.scf '(60>613) 
50 GCACGAGGGGAAGCCCATGTTTTATGTGTGCACACACACACAAATGTACACACACTCATGGTCTGCCA 
GTCTAGCAGTGGGAAAATGAAGATGAGGCAGGGTCTGAATGTCCACTTGCTCTCACTGACTGCCACGG 
AGCATGGTATGTGAAGTGGGGTCTTATCTGGAGAACTGTCCATCAGGGCTGTAGTCCTGGCTACAGTC 
CACCAGGGCTGTAACATGCATTATCCATTTACAGTCAGCGAAACCATCGATAGAAAAGCCACAACAAC 
AAGGGAGCTGCAGGAAAAGAATCATGTAAGCCCTCCTGGGTCCTTCATGGCTTTAGGAAATAGGGAA 
55 AGGCACCTAAAATGAGCAGGAAGGGCAACTAGAGTGGGGTTGGAGGTGGGGCAACCACATTTCAAGG 
GCTGCCAGTCTCAACGAAGCTGCCCAAAGCGACACCTATGGTGTGGTGTGTGCCCGAAGGGCCAGCAA 
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GAGGAGTCTACATTTAAAGCTTACGTGACTCTTGTGCCATGCTAAACCACCTCAAGCAGGGGGGCCAA 
CCCGGCGCGCCN 

> f 990809A-075.scf came from CONTIG 68 at offset 0; "C:\export\EG_DB\990809a\990809A-075.scf '(60>563) 
5 GCACGAGGGTGAAATTCAGAAGAAGGCGAGAGGGCAAAACTGACTACTATGCTCGGAAACGATTGGT 
AATCCAAGATAAAAATAAGTACAACACACCTAAATACAGAATGATTGTTCGTGTAACGAACAGAGAT 
ATCATTTGTCAGATTGCTTATGCCCGTATAGAAGGAGATATGATAGTTTGTGCAGCTTATGCTCACGAA 
CTCCCAAAATATGGTGTGAAGGTTGGCCTGACAAATTATGCTGCGGCATATTGTGCTGGCCTGCTGCTG 
GCCCGCAGGCTTCTTAATAGGTTTGGTATGGACAAAATTTATGAAGGGCAGTCGAGGTGACTGGAGAT 
10 GAATACATGGGGAAGCTCGATGTCACCTGTGCCTCACCTGTACCGGTGCGGACTGCCGCACACTACGG 
GATAAGTTTTGGGCCTAAGGAGCGCGNGGAGCTGCTTCCTCCAGACCACGGTCTGNTTGATTAGAGCA 
AGATCAGGCTGGACACGAGCCAATGCCA 

>'990809A-074.scf came from CONTIG 69 at offset 0;"C:\export\EG_DB\990809a\990809A-074.scf' (62>380) 
15 GCACGAGGAAACAGGTTAGTTTTACCCTACTGATGATGTGTTGTTGCCATGGTAATCCTGCTCAGTACG 
AGAGGAACCGCAGTTCAGACATTTGGTGTATGTGCTTGGCTGAGGAGCCAATGGGGCGAAGCTACCAT 
CTGTGGGATTATGACTGAACGCCTCTAAGTCAGAATCCCGCCCAGGCGGAACGATACGGCAGCGCCGC 
GGGAGCCTCGGTTGGCCTCGGATAGCCGGCCCCCCGCCGCCCCCGCCGGCGGGCCGTCGCCCGCGTCC 
CCCGGGGCGCGGCGCGGCGCGCCCCCGCTGCGCGTCGGGACCGGGG 

20 

>'990809A-086.scf came from CONTIG 70 at offset 0;"C:\export\EG__DB\990809a\990809A-086.scf '(62>593) 
GCACGAGGCTAAGACCCGTGTGCAGCAGCGGCGGGCGGGGGTAGAGGCGGGGGCGGGGGCGGCGGC 
AGCGGCAGCGGCAGCGGGGCTCGGGAGGCAGCGGTTGGGCTCGCGGCGAGCGGACGGGGTCGAGTCA 
GTGCGTTCGCGCGAGTTGGAATCGTAGCCTCTTAAAATGGCAGATGATTTGGACTTCGAGACAGGAGA 
25 TGCAGGGGCCTCAGCCACCTTCCCGATGCAGTGCTCAGCATTACGTAAGAATGGCTTCGTGGTGCTCA 
AAGGCCGGCCATGTAAGAATGTGGAGATGTCAACTTCTAAGACCGGCAGCACGGGCATGCCAAGTCC 
ATCTGGTTGTATTGACATTTCATGGAAGAAATACCAGATTCTGCCATCACTCATATAGGAGTCCCCACA 
TAAAGAACGATTCACTGTTGCATCAGATGATACTTCACTCCCAAGAAGGGAGTGCGGAGACTCCGCGC 
CGAGAGACCTGCAGAAAGACAAAACACGGGAGAAAATTGTCAGGCGCCCCTGACAGGCG 

30 

> f 990809A-072.scf came from CONTIG 71 at offset 0; M C:\export\EG_DB\990809a\990809A-072.scf '(293>632) 
CAAATTGTAAGCGTTAATATTTTGTTAA 

AATAGGCCGAAATCGGCAAAATCCCTTATAAATCAAAAGAATAGACCGTGATAGGGTTGAGTGTTGTT 
CCAGTTTGCAACAAGAGTCCACTATTAAAGAACGTGGACTCCAACGTCAAAGGCGAAAAACCGCTTCA 
35 GGCGATGCCCCATACGGAACCATACCCTATAAGTTTTTGTGTCGAGTGCCGTAGCACTAATCGAACCT 
AAGAAGCCCGTTTAAGCTTACGGGAAGCGGGAAGTGGAGTAAGAGGAAAAGGAAGGGGGGCCCTGC 

>'990809A-073.scf came from CONTIG 72 at offset 0; "C:\export\EG_DB\990809a\990809A-073.scf '(60>570) 
GCACGAGGAGAAGGGGGACGTGGTGCTGCAGAGTGACCACGTGATCGAGACCCTGACCAAGACAGCC 

40 CTCAGCGCTGACCGAGTGAACAACATCAACATCAACCAGGGCAGCATCACGTTCGCAGGGGGGCCCG 
GCAGGGATGGCATCATTGACTTCACACCCGGCTCGGAGCTGCTCATCACCAAGGCCAAGAACGGGCAC 
CTGGCTGTGGTGGCCCCGCGGCTGAACTCGCGGGGATGAAGGCGCCCAGCGGACCCCTCCCGCCTCCC 
AGTGCTTCGCTCATCCCCTCCTNCCTTCCCAGCTACCAAAGACTCGAGCTTGCAGACAGGGACCCAGG 
GACACCTCNGAGCCCACCGACAAACTCCCGCCTNCTGCTCGGCCCTCTCTGNGGGGGCGGGAGGGGCG 

45 CAGGAGCTGCCCAGNAGTGGGCAGCCGGGCCACACATAGGAGAGCCGGGCAGAGCAGCGCGCAGCC 
CCTGNCATGCAATATTGAGAGAGGACTTTGTGAGTTTTN 

>'990809A-016.scf came from CONTIG 73 at offset 0; ,f C:\export\EG_DB\990809a\990809A-016.scf '(51>603) 
TATGGAATGATGCTGGCAGGCCTAAGGTTCAAGTAGAATACAAGGGAGAGACAAAGAGTTTTTACCC 

50 AGAGGAGGTGTCATCCATGGTCCTGACAAAGATGAAGGAAATCGCAGAAGCCTACCTTGGGAAGACG 
GTTACCAACGCTGTCGTCACAGTACCTGCCTATTTTAATGACTCTCAGCGTCAGGCTACCAAAGATGCT 
GGAACTATTGCTGGTCTCAACGTACTTCGAATCATCAATGAGCCAACTGCTGCTGCTATTGCCTATGGC 
TTAGACAAAAAGGGTGGAGCAGAAAGGAACGTGCTGATCTTTGTTTTAGGGGTGGCACTTTT 
TTAATCCTCACTATTGGGATGGATCTTTGAGTCAATCTACACTGGAGTACTCCTTGGGTGGGAGACTTG 

55 ACACCGCTGTTTACCATTTTTGCGAGTCAGCGGACACAGAAGATTAGGAAACAGAGGTGGCGCGCTCG 
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TCGGTGGGGGGCTAGCGCCTTTTTCGCCCC^ 
GCCCTTC 

>'990809A-014.scf came from CONTIG 74 at offset 0; "C:\export\EG_DB\990809a\990809A-01 4. scf r (61>603) 
5 GCACGAGGCAACGTCATCCGCTATTTCCCCACGCAAGCGCTCAACTTCGCTTTCAAAGACAAGTACAA 
GCAGATCTTCCTGGGGGGCGTGGACAAGCGCACGCAGGTCTGGAGGTACTTTGCGGGCAACCTGGCCT 
CCGGCGGGGCGGCCGGGGCCACTTCCCTGTGCTTCGTCTACCCGCTGGATTTCGCCCGAACCCGCCTG 
GGGGCCGA CGTGGGCAAGTCGGGCAGTGAGCGCGAGTTCAGGGCCTGGGAGATTGTCTGGTGAAGAT 
CACCAAGTCCGACGGCATCCGCGGGCTGTACCAGGCTTCAAGGGNNGGTGCAGGGCATCATCATCTAC 
10 CGCGCGNCTACTTCGCATCTACGAACCGNCAGGGCTGCTCCCGACCCCAGACACGCCATGNGGTGAGC 
TGAAGATCGGCAGACGGACGGCGGGGGGCGTGGCTCTACCCTCGCACGGCGGGGGCTGAGAGCAGCG 
GCGCAAGGACGCACATGACAGCCCGGGCTGTGCGAGACTAGACAGGCGAGGCTTTCAGGCCTGGCAG 
CN 

15 >'990809A-018.scf came from CONTIG 75 at offset 0; M C:\export\EG_DB\990809a\990809A-018.scf '(57>603) 

AAAGCGCTCAAATTTATGACATACAACAGCTGTGGCCAGACTCTGCTTAAATCAAGAGACAATATGTC 
TA GC AAGCACTGCTATGGAAA ACTGGAAAATTGTGTGGGCCAAAACAAAACTTGCCAATGGGACTTCC 
AGTATGATTGTGCCCAAGCAACGGAAACTCTCAGCAAGGCTATGAGAAGGGAAAGGGACTGTGTGTC 
AAATATTTTGAGCAGAGGGCAGAATCCGATCAAGGGGAATTTGTGGAACATCTTAT^ 

20 CATTATCCAACATGGGCACATAAACTCATATCTAAACCTTGTTGTTGAGGGGATTTCTTACTNTCTGCC 
GCTGGNGTGTAGTCACATTGTGGGACACCTGTGTACTGGGTGCGGATCATTTGTGTGCGNGACGGGTG 
GANAGAGGGACGCGNGCGGCGGTGGTGTTTGGGAGAGAGATGAAGAAGGGAGGCGATGTTGGGGAG 
GCGGGGACGAGGCNGGGCGGTTTGTAAAACAACCCGNGGAAGGCCCCACCTTTTTGT 
TCGCC 

25 

>'990809A-019.scf came from CONTIG 76 at offset 0; "C:\export\EG_DB\990809a\990809A-01 9. scf'(54>593) 
CGGCAGCATGTCTCACAGGAAGTTCTCTGCTCCCAGGCATGGGTTCCCTGGGGCTTCCTGGCTCGGAA 
GCGCAGCAGCCGGCACCGCGGGGAAGGTGGAAGAGCTTCCCCAAGGATGACTCTTCCAAGCCTGTGC 
ACCTCACTGGCTTTCTTGGCTACAAGGCTGGCATGACCCACATTGGGGAGGGAGGTCGATAGGCCAGG 

30 GGCCAAGGTGAACAAGAAGGAAGGGGGGGGAGGCTGTGACCATCGGGGAGACTCCGGCCCATGGTG 
ATTGTGGGCATCGTGGGCTACGTGGAAACACCCCGGGCCTCCGGACCTTTAAGACCATCTTTGTGAGC 
ATATTAGCGACGAGGGCAAAGGCGCTTTACAAGACTGCATAAGACAGAAGAAGGCCTCACAAAACTG 
AGGAAGGCAGACGCGACGCAGAAGAGTTGGAGGATTACAGATAAAAGACTGCAGTATCGGCATGCCA 
ACCAATCGCTGTCTTGGCAGAGAGCCCTATGAGTCAGGACGAGCCGNGCCAAATGACGGCGGGAGTG 

35 GC 

>'990809A-083.scf came from CONTIG 77 at offset 0; n C:\export\EG_DB\990809a\990809A-0 8 3. scf '(55>579) 

GTTGACCTTGACCTGGGTAACTATGAACGTTTCCTTGATATCCGCCTCACCAAGGACAATAATCTGACC 

ACTGGCAAGATCTATCAGTACGTCATTAACAAGGAACGCAAAGGAGATTATTTGGGGAAAACCGTCC 

40 AAGTGGTCCCGCACATCACAGATGCAATCCAGGAGTGGGTAATGAGACAGGCCTTAATACCCGTGGA 
CGAAGATGGTCTGGAACCTCAAGTGTGTGTTATCGAGCTTGGTGGGACAGTAGGAGATATAGAAAGC 
ATGCCCTTTATTGAGGCCTTCCGTCAATTCCAGTTCAGGGTCAAAAGAGAGGAACTCTGT^ 
GTCAGCCTCGTGCCGCAGCCAAGTTCACAGGGGACAGAGACTAACCCACCAGACAGGGTCGGGACTC 
AGAGGCTTGGCrrCCCAGTCTGTTGTTGCCGGGCTCAATCTCTGACCGCAGGAAAGAAAATATGAGTC 

45 TGCTGGAACCGACAGGACTGGCCTGAGCTCGCCTTACGGTCCCTATGTAGA 

>'990809A-08Lscf came from CONTIG 78 at offset 0;"C:\export\EG_DB\990809a\990809A-08Lscf '(61>602) 
GCACGAGGGATTTTTATTTTTC^ 

ATCTTATTGGTACCAATCAGTATACATCACTTAAAGCTGTTGCTCCTGAGCTTATATTGAAGTAGCCCT 
50 AAGTACCTGGTGAAGTTTACATGTATAAGAGAGTTAC^ 

TAACATAAACATACTCTAGAACTATACACAAAGATITACAATTrAAAAACATAATCAGNCACCTTA 
ACCTGGAAATTTATTACTTTTTACT^ 

TAGAATTCAAGAACCAGGACTCTAATCTTTTTCCTCTCATCTCTTATCTTTCTAAA 
GATCAGGTATAAATATTTATATTAATTGATTATTATGGTAGGGGGAGGCAAGAACCAACCATACAGGA 
55 TCATGCTACGATTTAGACATAGNCAAAACAGAGAAGGANNATATTTTTAAGGATATATAT 
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>'990809A-077.scf came from CONTIG 79 at offset 0; n C:\export\EG_DB\990809a\990809A-077.scf , (55>571) 
GTGGTACTAACCTTACTTCCCTTAGTGTTGACCCGGAGAAGGAACGATGGTGCTGGATCTGGATTTGTT 
TCGGGTGGATAAAGGGGGGGAACCCAGCACTCATCCGAGAGTCGCAGGAGAAGCGCTTCAAGGACCC 
GGGACTGGTGGACCAGCTGGTGAAGGCAGACAGCGAGTGGCGACGATGCAGATTTCGGGCAGACAAC 
5 TTGAACAAGCTGAAGAACCTATGCAGCAAGACAATTGGAGAGAAAATGAAGAAAAAAGAGCCAGTG 
GGAAATGATGAGTCCATTCCAGAAGAGTATTAAATCTCGATGACCTCACTGCAGACACTCTAACTAAC 
CTGAAAGTCTCACAGATCAAAAAGTCCGCCTCCTCGNCGACGAAGCCTCTGCAGGTGACGCCGAGCGG 
ATAAAACGGGAGCTGACGCCTGAGAGCGTTCGGAGATCGGGACCTCTGCACCGNCGNGCCATCACGA 
GACAGATGCGACACAAGANAGAGATTGGGGGATGTCAGNCAGAGA 

10 

>'990809A-085.scf came from CONTIG 80 at offset 0;"C:\export\EGJDB\990809a\990809A-085.scf *(27>51) 
TATCTAGTGGTTTCCCCCCGCTTCT 

>'990809A-082.scf came from CONTIG 81 at offset 0;"C:\export\EGJDB\990809a\990809A-082.scf '(61>456) 
15 GCACGAGGCTCTGGCGTCCCGAATTCCGTCTGTTTTTTCTCACAGGCTGTGTCCCGTCCGCTGGCCCAA 
CACCTCAGGGGAACGATGGGCCGCAGAGTCCACAGCCACTGCCGGCATCACCGCGGAGCTGGGTTCT 
GCCGACAAAATTGAAGAAGATGCCCCTGCTCCTTCTACTTCTGCAGATAAAGTGGAGAGTCTGGATGG 
GGATAGTGAAGCTAAGAAACTCTTGGGATTAGGACAGAAACATCTGGGAATGGGTGATATTCCTGCA 
GCTGGCAATGCCTTCCAGGAAGCAGCTAGNCTTTTAGGTAAGAAGGAGGGAGAGACAGCTAATGA^ 

>'990809A-071.scf came from CONTIG 82 at offset 0;T:\export\EG_DB\990809a\990809A-07hscr(49>598) 

TAGGCGCAGATCACCCTCGGCCTGGTCAAGTTCAAGAACCACAGGCCATCCAGACCGTGCGCGCCCGG 

CAGAGCCTGGGGCCGGGGCGCTGTGTGCTAGAGCGCGGGGGCGCGCCTGGCCTGCCCGAGGTCGTGC 

25 CAGCTTCTGGGCCCCCATCGGCTCTCGGAGCGTGACTGTGCTCCTGACTGTGCTCCGAGTGGCGAGGCT 
GCGGCTGCGGACACCCCCGTGGAGGAGGCGTTGGAGTCACGGGTCAGCGGGAGCCAGCAAGGAGGGG 
GACAGCCACGGAGAGCTGAGGATGAGGATTCGGCCCCGGGCGCTCAGGCTCTCAGGACGTGCCTGTC 
CCAGCCCAGCCTCTGAGCTCCAGCAAGCCCCGACCGCTGCGCCCTATTGCTACTCTGCAGATGTCCGA 
CCAGCTTGGGCTGGGCTGCAGAGGCGGACCCGGATCGTGACCACATTTAGACTGGAGCCGCTGGGAC 

30 ACGGACAACCCCAGCTAATTGATCACGAGCCATCTGGGTGTGGGCTGGTCCTCCGACCCCCCTCGCCC 
TTTTACATC 

>'990809A-070.scf came from CONTIG 83 at offset 0;"C;\export\EG_DB\990809a\990809A-070.scf '(59>543) 
GCACGAGGGTTTCACATAAAACACAGGGAAAAATGTCACGCITGAAGGTGGCCCTTCAGTTCTCCTAG 

35 TGAAAGGGCATGTAGCAACAGTACCTTGTGCCTGGCCATCTTTACTCCAGCTCACGTGCTCTGGTACCT 
CATTGTGTCCTCACAGCAGCCCTGGAAGGCGGGAGGGGCGCTACTGCCATCCTTGTGTGTGTGAAAAC 
TTGAGACCGAGATAAGGCCAGCGACTTGCCTGACTAAAGTTGCCTAGGTTGCCCAAGCTGTGCCATCA 
TTCCACACTCAGCAGAGACGGGGAGAGCACCTGTGGGGCAGAGACTGAAAAAAGTCCCCAGNTCCGC 
TTTGTCCTCCTGGGCCCGCGGCTGCCCTGCCCAGCCAGGTACTCTTTTCTCTTCACGATGATAAACCTG 

40 ACACCAGTCTTGTGCGACACAGGGGCCTGGCTATCTCTGCATATCACAACATACTGGCTCCTGGGGCA 
CGGNAAGA 

>'990809A-080.scf came from CONTIG 84 at offset 0; M C:\export\EG_DB\990809a\990809A-080.scf (61>603) 
GCACGAGGCTTGCATCCAGTITGACTACAAAGGAGCTTCATCTTTCAAGATAACCCGTGGA^ 

45 CAGTTGGTGGTAAATTAAGCGTGACGTCAACAAGGGAAAACATGGCCTATACTGTGGAATGCCTGCGG 
GATGATGTTGATATTCTAATGGAGTTCCTGCTCAATGTCACCACAGCACCAGAATTTCGACGCTGGGA 
GGTAGCTGCCCTTCAGCCTCAGCTAAGGATTGACAAAGCTGTGGCTCTTCAGAATCCACAGGCTCACG 
TCATTGAAAATTTGCATGCTGCCGCTTACAGAAATGCCTTGGCTAATTCCTTATATTGTCCTGA 
GGATTGGAAAAGGACACCAGTGAGITACTGACTATGTACAGAATCATTTACAGTGCAGGAGGCTTTGT 

50 TGACTGGGGNGTCATCTGCCTAAGCAGTGCTGACACTTCTACATAAGGGGGCTTGTTATTGGGCAAGC 
CAGACCATGAGGAAATGAGACAGAGAGACGCCGCCATCCGTTTGGCAAAGCACCTGAAGCAAACAA 

>'990809A-076.scf came from CONTIG 85 at offset 0 ; "C:\export\EG__DB\990809a\990809A-076.scf '(56>562) 
TTTGATTGGGAGGAAAAAGACAGGCCAAGAAGCTCTCTCTCAAACAACCATCTCATGGACCCCATTCC 
55 AGGAAAGCTCTGAGTATATCATTTCATGTCATCCAGTTGGCATTGATGAAGAACCCTTACAGTTCCGA 
GTTCCTGGAACCTCTGCTAGTGCCACCTTGACGGGCCTCACCAGAGGGGCCACCTACAACATCATTAG 
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GGAGGCAGCAAAAGACCAGCAGAGGCAGAAGGTTCGCGGGAGGGGGGGTACCGNGGGCATTCTGTT 
GACCAGGGCCCGAGCCAGCCCACACATGACTCCTGCTTCGACCCCTCACGGCTCCCATATGCCATTGG 
AGAGGGTGGGAGGGATGGCTGTTTGGCTTTACTCTCGGCGCGCTTAGCTTGGCGTGGGCATTCCATGC 
GATATCTATGTGCCTGACAGGGAGAACTCAGAAGAGGAAGGGACGGAGGGAGATGGCGAGAGGCGC 
5 CG GCCTGAATG A AAGAGATAGGTGACCAGAGCC AG 

>*990809A-005.scf came from CONTIG 86 at offset 0;T:\expoit\EGJDB\990809a\990809A-005.scf '(5>15) 
ATTTTCGCGGN 

10 >'990809A-01 l.scf came from CONTIG 87 at offset 0; M C:\export\EG_DB\990809a\990809A-01 l.scf '(49>63) 
TTTTGTTTAACACCT 

>'990809A-023.scf came from CONTIG 88 at offset 0; X:\export\EGJDBV990809a\990809A-023.scf '(1>14) 
GCCGCATGAAACCC 

15 

>'990809A-04 l.scf came from CONTIG 89 at offset 0;"C:\export\EG_DB\990809a\990809A-041.scf f (5>17) 
ATTTGAAAACCCC 

> , 990820A-045.scf came from CONTIG 1 at offset 0; ,, E.ASEQUENCE\export\EG_DB\990820a\990820A- 
20 045.scf"(58>535) 

AGGCACGAGGCAGAGACGCAGCAGCGGCTCCCTCTGCCCACACCCACCGCGCCCTCGCGCTCGCCTCT 
CCTTCCGGAGCCAGTCCGTGCTACCGCAGGCGCCCAGTCCACCACCACCCTCTGCAGCCATGTGCACC 
AGGTCCGTGTCCTCGTCCTCCTACCGCAGGATGTTCGGCGGCCCCGGCACCGGAGTCGGGCGAGCTCC 
ACCCGGAGCTACGTGACCACATCCACCCGCACCTACAGGCTGGGCAGGGCGCTGCGCCCCACCACCAG 
25 CCGCACCCTCTACACCTCGGCCCCGGGGGGGCGGGGCCCCCAGCGCTGCCTGGCCGTGCGCTGCGGGC 
GGCGGGCCGCGTGGGGGGGTGGAGAATTGGGGGATTCCGGGGCCGACGCCTCACACGATTCAAGACA 
CCGACACGGGAGGGGGGCGCAGACCCAAGCCGCTCGCAAATAAGGACAGGGGCTCTGAGAGAAAAA 
GAACG 

30 >'990820A-01 3 .scf came from CONTIG 1 at offset 3;"E:\SEQUENCE\export\EG_DB\990820a\990820A- 
013.scf'(54>434) 

CCCGCGCCAGAAACGCAGCATCGCTCCCTCTGCCCACACCCACCGCGCCCTCGTGTCTCGCCTCTCCTT 
GCGGAGCCAGTCCGTGCTACCGCAGTCGCCCAGTCCACCACCACCCTCTGCAGCCATGTCCACCAGGT 
CCGGGCCCCGGGCTCCTACCGGAGGATGGCGGGGGGCCCGGGACCGGAGGGCGGCCGAGCTTCACCG 
35 GGGCTACGTGACCACATCCACCGGACCTACAGGCGGGGAAGGGCGCCGGGGCCCACCCCCGCCGGAC 
CCTTACACCGGGGCCGGGGGGGGGGCCCCCCCCGCCCCGGGCCGGGGGCGGGGGGGGGGGGGCGGG 
GGGGGGGGGGGGGGCGGGGGCTTGGGGGGCGGCCCCCAAACCAA 

>'990820A-002.scf came from CONTIG 2 at offset 0;"E:\SEQUENCE\export\EG_DB\990820a\990820A- 
40 002.scf'(62>518) 

TGTAAATATATAAGATACCTTTTITTTGTTTTTAm 

TGGGGGACATGGGGGGAAAGGGGGGAACCCCATGCATGGCGCACTCCCCCCCAGGGGGGGGGGGGG 
GGGGAAAGGGGCGGAAAACCCCGGGGCTCCTGGTGCAAAAGCTTCCCGGGACAGGGTCCAAATGCAG 
45 GAACCAAAGGGGCCGGGGAGGCGGGGGGGGAACCGCGGAGGGGTTCACTCTTGGGAGGACATAACA 
TGATTCGGCCCCAACrrCCCCACCCGGGGTAAAAATTTCTAAAACCCCCGGTTGGACTGGGGGGCGGG 
GGGGCCGGGCCCGGGTGGGTGGAAACAGGGGCCCAAAAAAAAAAGCGACC 

>'990820A-043.scf came from CONTIG 3 at offset 0;"E:\SEQUENCE\export\EG_DB\990820a\990820A- 
50 043.scf'(58>460) 

TGGCACGAGGGAAAAGGTGGCTGGTGGTGAGTTGCTGGGTTCCTCCCTGGTGCCTACTGGGTTTTCCC 
AGGGTGGCTGGTTGGGGCGGAGGGCGGGGCCCCCCCGGCCCCCTTTTGGGAAAATGCCTGGGACCCCC 
CTTGGCCCCCTCCCTGGCGCCTGGGTGGGAAAAAAAAGGGAGCAAAAAAGGCCCCCGGCGGGGGAAG 
AATGGGGCCCCGGTTGGGGGGGCCCCGGGGGAAGGGCCGGGGCCCCCCTGGTCCCCCCCTGGGCCCC 
55 GGGTGGGGGGAGAAAAAGAGGCCCCGTGGGGGCGGACGGGCACCTGGTTGGGGGCTCCCGGGGACCT 
CCCTGGAACCCTAAAGGAATTTGGTGGGACAGGGGGGGGGGGGGGGGGGGACGGGCCCGGGCCAAA 
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>'990820A-035.scf came from CONTIG 4 at offset 0;'T:\SEQUENCE\export\EG_DB\990820a\990820A- 
035.scf , (60>530) 

5 GGAGGTTCGGAACAAGGAAGAAAGGGGGGGGAGGAGGGAGGGAGGGGGGGGGAGGAGAACACCAA 
GCCGGGGTAGGTGGGCCACGGCCAGAGGGAAAAAGGGGGCCCCGGGATGGAAGGGGAGCGGGGAGG 
GGGACGGGGGGCAGGCAACAGGAGGGGGACACGGAGAGGGGGGGGGGGTAGGGGACAAGGGGACC 
CCACATCCCCGCCGGTCCAATGGTAACAGAACAACCAAAGCCCCGGGGGGGACAAGGGGGGCAACTT 
GCGTTGGAACAGGGTTAAAATCGGGGAAGGGTGACCAACGCCCTTGGCGGGGGGTGGAGAAAAAAA 
10 AAAGAAAAAACCCCCGGACAAAAAGACCCCATTATGTTGGTGGAGAGGGGAAGTGGGGGGGAACCC 
ACGN 

>'990820A-014.scf came from CONTIG 5 at offset 0; M E:\SEQUENCE\export\EG__DB\990820a\990820A- 
014.scf'(56>446) 
1 5 GCACGAGGGTTTTTTTTTTTT^^ 
AAGAACTTAAGTTGATGTTTTC 

GCCTTGGGGACCAGGGAAGGCACCCCTGTGGGTGTGGGAAACCAGCCTGGGGCTTTAGTTTCACTGGG 
GCCAGGGTGTGCTTGGGAAAGGGGACCTCTGCCTTGCCAGATCCCGGAGCCCCCCTCTTGGGCCAGGT 
GGTTTTGGGGGCACCCATTTTTTGGTGGTTTCCCCCGTCT 

>*990820A-01 l.scf came from CONTIG 6 at offset 0; ,, E:\SEQUENCE\export\EG_DB\990820a\990820A- 
011.scf*(60>496) 

GCACGAGGGTTTirTTTTTm 

25 GGGATTGAACCTGGGCCCCCTGCAGTAGAAGTACAGAGTTAACCACTGGAACTGGTACCAGGGTATTT 
CCACACATAGATTTTAGGAGCTTTGTGCTGTATGCTTAAATGCTGGCATTCCAGAGATAACATGAAGA 
CAAACTGGGTTGGAGAGTCTCATCATCTGTTTTCCCCTCCGGGGCTGGCCATAGAAGACTGAAATCCA 
GGGAAGAAAGATGCTGCAGCAGCAGAGAGCGCTGATTCAAACTACCTGCTTACAGGCATGCTCGACG 
GCAGAGGCAGGCGGGGCTAAACAAACCGGGGACTATGTTTCTAATTGAAATACGTGTGGGCT1TCCTT 

30 GTTGGCCGGGGCAGGAAGGAACGAGTGG 

>'990820A-003.scf came from CONTIG 7 at offset 0; ,, E:\SEQUENCE\export\EG__DB\990820a\990820A- 
003.scf'(61>525) 

GCACGAGGGTTTTTTrTTTTTT^ 
35 TTGGTCAAGTTGTTITCATTAAAA 

CATATGGTCCACAAAAACATTCTCCTTTCCTTC^ 

CTTTTACTATTAAACTTAAATGGCCAATTGAGACAAA 

AGACTGGGGTGGCGGTATTTGGGGATATATTCATTT^ 

ACCCCAGCGCCTCCTGCCATGTTTTGAGACCCCCGCGATGTTTGTTAGTCCGCCAGAAACGCCAGGGA 
40 GGAATAAAGAACTTTGCCCATGGGTTGCCGACCTTAACGTGGGGGGGCCC 

>'990820A-038.scf came from CONTIG 8 at offset 0; "E:\SEQUENCE\export\EG_DB\990 8 20a\990 820 A- 
038.scf'(50>535) 

AGGCTCGAGTTTTTTTTTTTIT^ 
45 TTGGAAGGTACTCCCCGGATGGACATCGCTTGGGCCTTGAGATTCTTTGCCATAGACCCTAAACCACC 
ACACAACTGCAACCAACCACTTTACGAGGGTTCCCCTCTCTGTCAATTTTACAGAGGCCTACCCCTTCC 
CCTAGTTTCTTTITGCCATCAACCTTAATAAGGTGATTTGAAGC 

TGACATACATTAGCTCATCACAGTGGGATGCGAGCACACACAGAGGGGCTTGGCGCTTGGGCTAAGCT 
TCGAGATTCCGATTCCAGGCTAGCCATGGGATGAGGCGCCTCAGCCCCTGCGAAAGATAACGCCTTAC 
50 ACCCCGCACATGCCTCCTGCCTGGGGGGGTAGGGGGGGCAAACTGATGCCCGACCTCCCCCCGCGTCC 
CGGTGN 

>'990820A-072.scf came from CONTIG 9 at offset 0; n E:\SEQUENCE\export\EG_DB\990820a\990820A- 
072.scf'(9>114) 
55 GGGGGGGGGGCCGTTTTTTITATTTTTGTm 
TGTGTTTGGTTTTTrrrrTTGGTTTTTTTGTTG 
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>'990820A-096.scf came from CONTIG 10 at offset 0; "E:\SEQUENCE\export\EG_DB\990820a\990820A- 
096.scf(55>399) 
GTCTCGAGTTTTTTTTTTTm 
5 CCAGCCATGATGTAAAGGGCACAGACTTTGGGGTTGTCATAGGATCCCTTGACAAATTCGATGTAGAG 
TTTGCCTGGGAAGGTGGACACCTCGCCCTGGACGCTCAGCTTCCCCTTCCGGATGCTCATCGGGATGAT 
CTCATCATGGGCAGTACTGGGCCCTACAAGATCAAAGATATCCAGGCCCTTCACCACCCCGTGGCCGG 
TCAACCGCACGTAAAACACCTTTTGTTGG 
AG 

10 

>'990820A-062.scf came from CONTIG 1 1 at offset 0; "E:\SEQUENCE\export\EG_DB\990820a\990820 A- 
062.scf'(56>435) 

AAGCCTCATGTGTATGAGTGTTTTCCC 

GAGTTGCACAGATCTTCATGGTGAGCAATTAAGAAATTTTAGTGAAAAGTAGATA^ 
15 TCAGTTTCTCTGGTCTTTTGTAATACTGTTTGGCTTC^^ 

TGGTTTTGACAGCCTCCTCATTACAGTTTCTTAAATGCATACTGGTTTGTAAA 

CATTCCATTTATGAGAAAAGAGAGAACAGCTA^ 

AAAAAACTGAGGGGGGCCCGTACCCCATCGCCTT 

20 >'990820A-050.scf came from CONTIG 12 at offset 0; n E:\SEQUENCE\export\EG_DB\990820a\990820A- 
050.scf'(60>520) 

GCACGAGGTCGAGTTTTTTTTTTTTT^^ 

TTGAGTATTAAGCAGTTCTTGAAAGAATGAGGGGGGAAGAAGAAAAGCCCAAGTGAATAAAACATTG 
AAACTATTCCCCTTTGAAAATAAATTCT^ 
25 ATCCGAGTTTATAGATAGAAACAAAAAGTAGTCCTTNATGAAATAAGGTTACAAGAACATGTGGCTGT 
TTTTCCCTGTTATAACTGGAAGCGAGAAGAG 

CTTCACAGCTGACCCAAGCAGCTGAGTGCCGAGCTGTGAAGGAACCAAGCAACGGGCCGGGGGGACG 
AACGCGGGCCGCTGCAGAACACGGGCGACATAACAAGGGGGCTCGAGCTGTGTT 

30 >'990820A-00Lscf came from CONTIG 13 at offset 0;"E:\SEQUENCE\export\EG_DB\990820a\990820A- 
00Lscf'(ll>536) 

GGGCGGGCGTCTTATATTTGGATCCCCCGGGCTGGGGGGAGCGAGGCGGGAACGGGGCGTTGGGTCT 
GTCGTTTGGGCCGCCCAGACACCTTTACTGTAAAGATGGTCAACGTACCTAAAACCCCCAGGACTO 
GTTGGAAGGGTGGAAAGCATCAGCCTCACAAAGTGACCCAGGATAAGAAGGGGCAAAGGATTGCCTG 
35 GGTGCCCAGGGAAAGAGGCGCCTTGGATCGGGAGCAAAGGGGGTCCCGGGGGGCAAAACCAAGCCA 
ATTTTTCCGGAAGAAGGGGTAAACCACCAAGAAAAAGGTGGCG 
TTGCGGATCCAAAAGGATGCTGGCCirTAAAAGGGGCGGCCTTTTGGAATTGGGGAG^ 
AGGGCCCAGGTTCCCTTTAAATTTGGGTTTT^ 
GTGGGTAA1TTGGGTTTTCTTITA 

40 

>'990820A-079.scf came from CONTIG 14 at offset 0; f 'E:\SEQUENCE\export\EG_DB\990820a\990820A- 
079.scf'(54>478) 

TTTTTTTTTTCGTAAAAACCTGTITI^ 

GTAGGGAGAATTCAAGCTAGACCAGCTGGNGGTGGGGGGTCACAGGCCTACCTCGGGGGGGGGGACG 
45 GGCCCTGGAGGGGGGACAGGGAAGGCATGGCAGGGGGCCCAAGGCCCACAGAGCACCCCGGGCCGC 
CCCCCCGCCCCGGGGGCAGGAGACTAGCCCCTCCGGGGGCCCCCCTTGGGGGTGCGGGGGGGGGCCC 
CAGGCCCCGCAGCCTCTAACAAGACGAGAGAAAAGGGGGAAGGGGGGAAAGCACCAGGGAGGGAGA 
ACCCTGGGGCCCCCGGCTGCGGGGGGCCGCTTCCCCCTACAACCCCCAGCTTCTGGCCAGGCGGCGCA 
CAACTGCACAGGCCCTGTGGGC 

50 

>'990820A-015.scf came from CONTIG 15 at offset 0;"E:\SEQUENCE\export\EG_DB\990820a\990820A- 
015.scf f (60>454) 

GGACGAGGGCGGGAACGTGCTGGACCCTCTGTGCCAGCTGGGCAACCCCCAGCTTCGGGTTTTTCGCA 
CCAACTTCTTCATCCAGGGTGGGTGCGGGGCCGGCACCGGGCCCAGCCCCGAGGGATACCCGTGGCAG 
55 GGTCCCGGATCCCCCATGGAAGGATGGACCAGAAGTGGACCCTCAGGAAACTACCTCGGGCGCGGTT 
ACCATGTGCGGGGGGCCGCCGGGGGGGCGAGGGGGGAGGAACGGGTCCAAAAAGGAGGAGGGAACA 
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CAGGAACGTAGGGATAAAAAAGCCAGATTTTAAGGGGGCCTCGGGGCAGTGGGACAGGGAGAACTTT 
TAATTTCCAGAATTTGTTTCCTAGGGGGAAGGGGGCCGGGGGGGGTCGGGGGGGGGGAC 

>'990820A-009.scf came from CONTIG 15 at offset 368; H E:\SEQUENCE\export\EG__DB\990820a\990820A- 
5 009.scf(60>430) 

GGACGAGGGGGGGGTCGGGGGGGGGACCGGGCCCTGCTGGGTCCTGCTTGGGCCCATTGGTCCCCCTT 
GGGTGCCCGGGGGCCCCCCTGGAACCCCAAGGGCCCGGGGGGGGAAGGGGGGGGGAAAGGGGGAAA 
AGGGGGACAAGAGGGAAATAAGGGGGGACCGGGGGTGTTTTTGGTGTTCAGGGGGCCCCCCCGGGCC 
TTCCCGGCTTTGCTGGGGAGCAAGGGGTCTTTTCGGGACCTTTGGGTGCTGGTGGG 
10 CCCCGGGGTTTTTGCGGGGTNTTCCGGCGAAAAAGGGACT^ 
CCGGGGGCCAAAGGCGGGATGGGGATGGTGGGG 

>'990820A-019.scf came from CONTIG 16 at offset 0 ; "E:\SEQUENCE\export\EG_DB\990820a\990820A- 
019.scf'(60>343) 

15 GCACGAGGGGGGGGCGGGGTGCCGGGTTTGGGGCGCGACGCCGAAGGCGTGGGAGGAAGGCGGAGT 
GGGGGCCGGCCGGGGGCCGTCTTTTGGGAACGGCAACGAACAGGAAGTTGGGGCCCCCCCGGGCCCG 
GGGCGGACGGGGGGGGGGTGGGGGGGGAAGGGGGGTCGGGGGGGGGCCCGGCCCCTGGGGGGGTTT 
GTGGGCTTGAAATTCCCAAAGGGGGGGAACCCTGGCCCCCCCCACATAATTCTTCCTGGGGGTGCAAG 
GGGGGGGGGGGGCGCCG 

20 

>'990820A-094.scf came from CONTIG 17 at offset 0;"E:\SEQUENCE\export\EGJ)B\990820a\990820A- 
094.scf*(59>475) 

GGGGACGAGGAGAAGCCATTAGAGGTTGGGCCCCATGCACAGATGGAATAGACTACACCAATCATTC 
AAACACCCTCCCTTC1TGGTTACTTTGCACGACTTGCAAATGAGGAGAAGAAGAAAAAAATCG 
25 CCCCAACCAAGGACACTGAGTGGCAGAGCAAACCTGGCACTTTGCGTGGAAGAAGATGCACCTGAAA 
TTCTGGCAAAAAGCAAGACCGGGGGCCTGATGGGAAGACATGGTTATGGGCCGGACCCCCCGGAGCA 
CATAAATGGGGGGGACCAGAATCAGCCCTCTTTAAAGTGGGGGATGGAAAAGTGTATGGGACTGGAA 
ACCCGGGGGCTAAGGGGGGGGGTGGGGGGGTAAAGGTTTTAGGGGGGGGGAAGGGGGGGGTTTTCG 
GTGGGGGGCGAGCCC 

30 

>'990820A-005.scf came from CONTIG 18 at offset 0;"E:\SEQUENCE\export\EG_DB\990820a\990820A- 
005.scf'(118>329) 

TGTCTTTCCACTTCAGGGATGACCCTTTCCC^ 

CGAATGGGACGTCTGGCGGGAGAGTCCGGGGGTTCAGCACACGCTTGGAGGTGGTGGGCCCCATGGG 
35 GACCTGTACTGGCTTGGCCGGCTGTGTGTGTGGACGGCGCTTTCGGGGCGACTTTGGGGGGGCCCAAA 
GTCCCCA 

> , 990820A-017.scf came from CONTIG 19 at offset 0;' f E:\SEQUENCE\export\EGJDB\990820a\990820A- 
017.scf(60>389) 

40 GGCACGAGGAAGTACTTCTTGTCCTGGGAAAATTCCCATGGGATGGGAGGGACGCCTGGGTAGGTCTT 
ACAGGTCTATGTGGGTGCGCAAAAGAGGTCGGGACGGCGACCTGAAGTGAACTTTCACATTAAAGGC 
TGGTCACCCATTGTTTGCATACATTTTTATGGTC 

GGGGGCTTTTCCTGGGTGGGCTAAAGAGGGTTTAAAGCCGTCCGGCCTGGCAATGCCAGAAAGACCCC 
AGGGTTCAATTCCCTGGGGTTGGGAAAGATCNCCCTTGGAAAAGGGAAATGGGAAA 

45 

>'990820A-008.scf came from CONTIG 20 at offset 0; n E:\SEQUENCE\export\EGJDB\990820a\990820A- 
008.scf(55>287) 

AAAACATCACGTTGGGAGAACCGCCTGGGGTTTTGCACTCGGGNGGGGGGTATTTTGGGGACCTTTAC 
TGGGCAGCTCCTGAAAGGCGAGACACTTGTGAACATTCAAGTGAAGCAAAAGCCTTTCATGATTACAG 
50 TGCAGCAGCCGCCCCGAGCCCCGTGCTTGGCAACATTCCCCCAAGGATGGGAGGGCGGGAGGGCCCA 
TTCCTCCGGTITrTTTTTAGCTTT^^ 

>'990820A-004.scf came from CONTIG 21 at offset 0; ,f E:\SEQUENCE\export\EG__DB\990820a\990820A- 
004.scf'(209>270) 

55 CCGGGAACCCAAAGGGATTTTTTCTGTTTGCTGAGATTATACTATGCCTGGAGA 
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>'990820A-016.scf came from CONTIG 22 at offset 0;''E:\SEQUENCE\export\EGJ}B\990820a\990820A- 
016.scf'(54>535) 

GTCCACAGGCGTGCTGGGCTCCCCGCTCATCTCACTGCTCTTCTGGATCCTCATCTGCTTCTCCATCGCG 
GCCCTGTTCACCAAGCGCTACAGCATCCGCCCCCTCATCGTGGCGCTCATCCTGCGTTCCATCTACTAC 
5 CTGGGCATTGNGCCCACGCTCAACATCCTGGGTGCCCTCAACCTGACCAACAAGATCGGGGTCGTGGG 
GAGCTTTGTGGGCAACCGTGGCACCTTCATCCGGGGCTATAAGGCCATGGGCATGGACATGGAGTTCC 
TTACCACGTGGGCTACATTCTAACGGGGTGTTT^^ 

TTTACCCTTTTACGGGAAGGACCTGGAAAAGGGAAAAAAAGGGACCCGAAGGCCGCCAACTGCTGCC 
GCCGGTGGCCCCATCGGCTACCTTTTCTTTGGGGTTCCTTCCAAGAACAT^ 
10 C 

>*990820A-033.scf came from CONTIG 23 at offset 0;"E:\SEQUENCE\export\EG_DB\990820a\990820A- 
033.scf'(54>544) 

CGCCGCGCACGCCATGGGAGGCCGGGGACTGACGACGAAGTCATACGGTAAGCGTCGTCCTAATCGG 
15 ATGGAGGATGGTGGCTGGGAGATGAATCGGAAGAATTATATCTGCTGGTGAAAAGTTTCATTAAATGG 
TGCAACTCAGGATCTCAGGAAGAGGGATACAGCCAGTACCAACGTATGCTGAGCACGCTGTCCCAGTG 
GGAATTITCAATGGGCAAAACTTTGCTGGTATATGATATGAATC 

AAATTTACAAGAGATAGAATGGTGCATTGCTGGGAGCCCATGAAAAAATTGCTGAGTGCAAA^ 
ATTCTTCAGCAAAACGATACAAAAAATGGCAGATAGATGCACTGGCAAGGGATCCACACATCAGCAG 
20 CCCCAACGCAAAAGACTCGGGCCTGGAAAGAATAGACTCTTAAAATTAAGAGGGNGAAGAAACGGAA 
AGAACGAACGCCCAGGCTC 

>'990820A-020.scf came from CONTIG 24 at offset 0; M E:\SEQUENCE\export\EGJ)B\990820a\990820A- 
020.scf'(60>504) 

25 GCACGAGGCAGAGGTGCAACTTTCTTCGGTACGTCCCGAATCCGGGTTCATCCGACACCAGCCGCCTC 
CACCATGGCCGCCTAAGTTTCGACCCCAACGAGATAAAAGTCGTGGACCTGAGGTGCACCGGTGGGG 
AAGACGGTGCCACGTCTGCCCTGGCCCCCAAGATCGGCCCTCTGGGTCTGTCTGCAAAAAAGGGCGGT 
GATGACATCGCCAGGGCAACGGTGGTTGGAAGGGTCTGAGGATTACAGGGAAACTGACCATTNCAAA 
CAGACAGGCCCAGATGGGGGGGGCCTTTGGCTTTGCCTTGATCTTCAAGCCCCAAGGACCCCCAGGAA 

30 AGAAGAAAAAAAAAATTAAACCAAGAACATTTTT^ 

TATTGGAATTTGGGACATAGGGAATCGGGACGGCGGGGGG 

>'990820A-010.scf came from CONTIG 25 at offset 0;"E:\SEQUENCE\export\EG_DB\990820a\990820A- 
010.scf'(60>532) 

35 GCACGAGGCTGTGTTCTGGGGAGAGGAGCACCACTCCGGACATTACTGGCTACATAATCACCACCACC 
CCAACAGACGCGCCAGCAGGCGATACGTGCTCTGGAGGAAGAGGGGCATGCGGATCAGAGTTCCTGC 
ACCTTTGAAAACCTGAGTCCGGGCCTGTTGTACAATGTTCAGTGTTTACACTGGCAAAGATGACAAGG 
AAAGAGTCCATATGTCTGATACCATCTTTCCATCTGTCCCTCCTCCCAGTGATTGGCGATTTACCAATG 
TTGGCCCTGACACATGCGTGGCACCTGGCCTCCACCTCATCCATCGAACGACCACCTCTGTTCGCTCTG 

40 GCTGGGAAAAAGAGGGAGGTGCCGGCTGCCTTTCTCCTCAACAACCAGGATTTAAAATTCTGCCGGCC 
CGACTTTATAAGGTTCAAGGTAAAGAAAAGAAGCAACTTTAAGAAGA.\AAAACGCTTGATTCCC 

>'990820A-007.scf came from CONTIG 26 at offset 0; H E:\SEQUENCE\export\EG__DB\990820a\990820A- 
007.scf'(58>532) 

45 TGGGACGAGGGGGGGCCTGGGGGCTAAAGGGAGAAAGAGGACGGCTCCTGGGGGGGGAATGGGGGT 
AGGGATGGCCGCTCCCGGGAGCCCGCGCGACCGCGCCGGGAGGGTTTTGTGGCCTGCCGGCTCCCCCA 
GGGCCCCCAAAGGTGTGAAAGGGGGAACGTGGGCAGGTCCTGGTGGGTCCTGGTGGCTGGTGGGTTG 
CCCGGTGGGTCGGGGGGCCTCCTGGCCCCTCCTGGGAGGAATGGGTTACCCCACGCCCCCCCAGGCTC 
CAGGGGGGGCTCCAGGGCAAAGATGGGCCCCCCAAGGTCCACCCTGGCAGGTATTGGGGCTTGTTGG 

50 GAAGCCCGGGATTCTCTGGACCAAGGGGGTTTTTTGTGACCAGAGGGGAGGGGGGACCCGGGCCCCA 
GGGGCCTTCGGGGGCTCAGCCCACTAGAATTGATGATTATTGGAGCCCAAGGTTGAGGCCCCCAGGCT 
CTAG 

>'990820A-023.scf came from CONTIG 27 at offset 0; ,f E:\SEQUENCE\export\EG_DB\990820a\990820A- 
55 023.scf"(60>543) 



206 



GCACGAGGGTGAGGCGGGGTGGGGGCGGAAGCACGGGTCTCCAGCGGCTCGACTGGGGAGTTTTTGG 
CTGGAGCAACGGGGAGCACCATTGGATATCTGGACTTGGTATGACGAGTTTTGGGGAATTACATCGGA 
ACCAGAGCTTGATTCTGATGAAGAATGATGATTGAATTGGGCAGAGAGACCAAAGATCTTGATGAGGT 
CGAAGAGGACGAGGACGACGACGAGGGGGCCGAACACAACGAAAAACACCCTGGGTGGTGGGGGGG 
5 GTGCAGCAAGACAAAAAGACCACCCCACCGCCGGGGGGGGGGACGGCCCCAAGGGGGACCATAGTA 
AGAGGAAGACACCAGCCCTCCAAAACCATATTAAGCAGGAAACCAAAAATTACTCGATGAGCAGAGT 
CCTGCACGGGGCGCAATGGTTTTGGCGGAATGATGAAATCGGCTTATAAAATGGACCTTTGGGCTCTG 
ACCCGAAGAAGTTT 

10 >'990820A-03 1 .scf came from CONTIG 28 at offset 0; tf E:\SEQUENCE\export\EG_DB\990820a\990820A- 
03Lscf'(54>351) 

CTGCCTGCAGGGGCATCCTGAGTGTGGATTCCACTGTCAGCTCCTCTCCTTCCACCTGTGCTGTGACTC 
CGAGGGATATGTACGTTGCACTTTCTCCCAGAAAATCTGGGCCAAGTGCTGTGAACCGGGGGAATGGA 
GAAGGCTAGAGGGAGACCCACTACCACCTTCAAAGACCTGTGCCCAGAGAAACCCAAGGGGGGAAGA 
15 AAAGCTGGCATCGCGGCGNGGGTCTCAGGAGATACCCGATAGAGACTGACAGCTTTGATGTGCCCTGT 
ACCCCAGTGCTTTGCTTACAGGAGGT 

> f 990820A-027.scf came from CONTIG 29 at offset 0; ,, E:\SEQUENCE\export\EGJDB\990820a\990820A- 
027.scf'(60>518) 

20 GCACGAGGGGGTCCTGGACAGCATAAGCATCATTGACACGCCGGGGTATCCTGTCTGGAGGAGAAGC 
AGCGGCATCAGCAGAGGGTATGACTTTGCGGCCGTCCTCGAGTGGTTTGCCGAGCGGGTGGACCGTAT 
CATCCTGCTCTTTGACGCCCACAAGCTGGACATCTCTGACGAGTTCTCAGAGGTCATCAAGGCCCTCAG 
GACCACGAGAACAAGATCCGTGTGGGGCTGAACAAGGCCGACCAGATTGAGACGCAGCAGCTGATGC 
GGGGCTACGGGCCCTCATGGGGCCCCTGGGAAGATCATCAACACCCCGAGGGGTCCGGGTGACATTG 

25 GCTCTTTGTCCCACCGCTCTCATCCCGACACGCAGCTTTGAGCTGAGAGAGACTCTTAAGAATCAGCTT 
GCCCGAAGCGCCCTAGAGCTATGACTATAAAGGGCGGGGCCAGGCAGCGATT 

>'990820A-022.scf came from CONTIG 30 at offset 0;"E:\SEQUENCE\export\EGJDB\990820a\990820A- 
022.scf'(55>247) 

30 TTTAAGTACGAGGGTGAGGTGAGGGGGGGGGAAGCACGCAATCCACCGGCCGACTGTGAGTTTTTGG 
TTGGAGGAAGGAGAGCACCATGGATACTGAGTTGAATGACGAGTTCGGGAATGACATCGCACCAGAG 
TGGGCCGGTGGAGGAGAGGATGTTGAAAAGGGCTGAGGGACCAAAGATGTTGATGAGGT 

>'990820A-029.scf came from CONTIG 31 at offset 0;"E:\SEQUENCE\export\EG__DB\990820a\990820A- 
35 029.scf(60>526) 

GCACGAGGAGCGCCGCTCTGGCCGCACTGCGCTCGCCCTGAGCTCCGGGCTCCTGCTAAGCCAGCGCC 
GCTGTCGCCTCCCTCCAGTCGCCATCATGATCATCTACCGGGACCTCATTAGCCATGACGAGATGTTCT 
CCGACATCTACAAGATCCGGGAGGTCGCGGACGGGCTGGGCTGGGAGGTGGAGGGGGAAGATGGTCA 
GTAGGACAGAGGGTAACATCGATGACTCGCTCATTGGTGAAATGCCTCGCTGAAGGCCCGAGGCGAA 
40 GGGTACGAAAGCACAGGATCACTGGTGTCGATATTGTCATGAACATCACTGCAGAAAACAGCTNACA 
AAGAAGCCACAGAAGACATAAAGATACAGAAGGCAACAAGGAAACTGAAGAAAAGACAAAGAGAA 
AACTTTTGAAGGGGCGCAAACAAACAGCCAACTGCTATTAAAACATAAGCTTAGGGGAAAAGAT 

>'990820A-021.scf came from CONTIG 32 at offset 0; ,, E:\SEQUENCE\export\EGJDB\990820a\990820A- 
45 021.scr(54>537) 

CTTAATTCTTCTATGTCCAATGGGAA 

ATGGACGGAAGGGGNAGGCCGAGGGTCGGTGGGAAAGAGCACAATGAGTGTTATCATGCCATCTGTT 
GGTCACAGNGTTAAACTTGGAATGGATCTTACGAAGGTAGTTCTTCCAACATTTATTCTTG 
ATCTCTTTTAGAAATGTATGCAGACTTTTTTGCTCATCCGGCCCTGT^ 
50 GATGCCAGGACCGAATGGTTAAGGTGTGAAAATGTATTTTTC^ 

TGGCCAAAAGCCACCAACCCCTTGGGCGAAATTTAGGGCACTGACATACAAAGAACGAGAGAGGGGG 
CAGGCCAAAGACAGTCCTGGTTCCAGAAAAGAACATTGGGGCGGCAGTTCCACATCCCCCTTACTTTT 
TGCGGGGG 

55 >'990820A-032.scf came from CONTIG 33 at offset 0;"E:\SEQUENCE\export\EG_DB\990820a\990820A- 
032.scf f (54>526) 
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TGCCCGTGAACCTGCTCCGAGCCGGCCGCATCTTCGTGTTCGAGCCACCCCCGGGCGTGAAGGCCAAC 
ATGCTGAGGACCTTCAGCAGCATCCCCGTGTCTCGGATATGCAAGTCTCCCAATGAGCGTGCTCGCTTG 
TACTTCCTGCTGGCCTGGNTCCACGCCGACATCCAGGAGCGCTTACGATACGCACCCCTGGGCTGGGC 
GAAGAAGGATGAGTTCGGGGAGTCTGACCTGCGCTCGGCCTGCGACACGGGGGACACGTGGCTGGAC 
5 GACACAGACAAGGGAGACAGAACATCTCGCCAGACAGATCCCCGGTCCGGGCTCAGACCCTGTGGCC 
CATGCTNTATGGGGCGGGGGACACGAGTCGACAGCGCTGCTACACTTCCTGACGCCGTCACACCGGGT 
TNGAAGGNGGTCAGCTGGCTGCAGGCGAGCACAGGACATCAAGCGGCGCATAGCGAAGGATGGCAT 

>'990820A-028.scf came from CONTIG 34 at offset 0; ,f E:\SEQUENCE\export\EG_DB\990820a\990820A- 
10 028.scf'(60>520) 

GCACGAGGGTCATTGCTGGTTCTGGATTTTTGGCACGTCTTTGGGTCTCATGTTGCTAACC^ 

CAGGACTTAAGGCTGTCAGGAACAGTTCTTATTTGGGATTCAGAGCAATTACTGAAGAAGGAT^ 

TCTTGTGAGAAAACGAATTTATGATTC^ 

AACAGATGTTGNTAATTAACTGTCATTTTTGTCTTACAGCTGTTTGCAG 
15 AGATTAGTTTTACAAAGGGTATCTGATTATTACTTTGTTGTGNGTGTCTCCT^ 
ATATCTTTAATTTACAGAAACTTCGGCTTGAC^ 

TCGGTTTTGGCAGGATGAAAACGTACTCTGGTTGCTATTAGATGACTGN 

>'990820A-034.scf came from CONTIG 35 at offset 0; n E:\SEQUENCE\export\EGJ3B\990820a\990820A- 
20 034.scf(60>526) 

GCACGAGGGCCGGCTCTGGGTGGTCAGGCCTTGCGAAGCTGACCTGGAGGAGAACATTAAGAAAGGC 
AAAAAGTGCATCCGGACCCCCAAAATCTCCAAGCCTATCAAGTTTGAGCTTTCTGGCTGCA 
GAAGACATACCGAGCTAAATTCTGCGGAGGGTGCACAGACGGGCGGCGCTGCCACCCCCCACAGAAC 
CACCACCCTTCCGNGGAGGTTCAAGTGGCCTGATGGGGAGGGCATGAAGAAGAGCATGAGGTTCATC 
25 AAGACCGCGCCTGCCATTACACCGCCCCGAGACATGACTCTTTGGGCCCTGACTACAGAAGATGATGG 
GGACAGGCCTAAGCCGGGCAGGGGACCGGAACATTTTGCTGGCCTGAATGTTCCATTATTTTGGTC^ 
GGGGTTCAGGCCCAGTTTTTAATGGGTTTAAGG 

>'990820A-037.scf came from CONTIG 36 at offset 0;' f E:\SEQUENCE\export\EGJ)B\990820a\990820A- 
30 037.scf'(H>408) 

AATTCGGGCTCTGTACAACTAGATGATCTACAGGGCTGCTGGAATTATGCACGATTGTCTATTCTATAT 
TGTTCACCCAAirATCTTGTGCGTAATAATGGTTGATACTTGTTGTCCTGTGGGGAAATATGTTATGCC 
GGTCTACAATTGCACATCATTGTAACGAAGGCGGAAAACATAAAGATGTAGAAGCGTGGGGAAGGGC 
TAAAGGAAGGAGGCTCAAGTGAAATTAATGTGCGATGGGGGTCCCTGCCCCCGCTTTCCCGGGGGCCA 
35 AGACCTACCCCGGCCAAGGTGGTTTTAACGAAAGNGGAACATCGGGGCGAGGAGAGGCGGCGITTTG 
CTCCTTTTCGCCTCTTTTGGTTTCITTTGTTAAATTAAAAAAGTATTGTTG 

>*990820A-039.scf came from CONTIG 37 at offset 0;"E:\SEQUENCE\export\EGJDB\990820a\990820A- 
039.scf'(60>580) 

40 GCACGAGGACCCCAGGGCCTGATGGGAAACAAGGGTGGAACCGGGGGGTGGTTGGGCGGCTCCAGGG 
CACTGTTGGGCCCATTATGGGTCCTTAGCGGGACTCCCCAGGGAGAGAGGGGGTGCGGGCTGGGCATT 
CCTGGAAGGCAAGGGGAGAAAAAGGGTGAAAACTGGGCTCAGAGGGTGACATTTGGGAGCCCCTGGT 
AGAGAAGGTGGCTCGTGGGGGCTTCTGGTGGCTATTGTGGGCTCCTTGGCCCCTGCTGGAGCCAAAGG 
GGGACCGGCGGTGAAAACTTGTCCCGCTGGCCCTGCTGGCCCCTGCTGGTCCTCGGGGTAGCCCCTGG 

45 GAACGGTGGGGAGGCCGGGCCCCGCTGGCCCCAACGAATTTGTGGTNCCGGTGGGCTGGTGGTCACCT 
GTGCTAAAGAAAAAAAGAACCAAAGACCAAGGGGAAATGGCCTGTGGCCCCCAGCCCCGGGGACCG 
GCGGCCGCTGCCAAAGCCCCCTGGCCTGCGGAAGCGGGGAGGAGGGCCC 

>'990820A-040.scf came from CONTIG 38 at offset 0; n E:\SEQUENCE\export\EG_DB\990820a\990820A- 
50 040.scf'(55>520) 

GGACAAAATCTACTTCATGGCTGGGGCCAGCAGGAAAGAGGCCGAATCTTCTCCCTTTGTTGAGCGAC 
TTCTGAAAAAGGGCTATGAAGTGATTTATCTCACAGAACCTGTGGACGAATACTGCATTCAGGCTCTTT 
CCGGTTCGACGGGAAGAGGTTCCAGAATGTTGCCAAAGAAGGAGTGAAGTTGATGAAAGTGAGAAAA 
GGAGGAGAGGCGCGAAAGCAGTGAGAAAGAAATTGGGCCTCTGCTAAATGGATGAAAGATAAAGCC 
55 CTCAGGACAAGACGGGAAGGCTGGGGGGCTGACCGCCTGACAGAAGCTCGGGGGCCTGGAGCCGCCG 
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NCGGGGGGTGGGCACTGAGAGGTCAGAAAGCCAGCTCCCGCAGCANGCCTCTCACCATTTTTTGCGGC 
CAAGAAAATTGAATTACCCCACCCCCCTATCGGCCGCCGGGGGGAAGAGAGAAAGACAAAG 

>'990820A-041.scf came from CONTIG 39 at offset 0;"E:\SEQUENCE\export\EG_DB\990820a\990820A- 
5 041.scf r (60>514) 

GCACGAGGATTTAGTGAGATTTATGCTCTTTAAATTACATCCGTAGATACAATGTTT 
TCATTATATAGTTTTATAATCATCTATGTATCTAGAAAAAATGATTTATTAACTGTAGGA 
ATTTGGCAGTTTCCCAGACTTTTTGACTTTATC^ 
GGCTTAGTGTTTGCTGTTTTGAGGTCTC 
10 TATTATATATAATTGGATATTATAAAGGGTTCATACTAGGCTGAAAAGATCTAGGCAAAAT 
TCTTTTTGTGAGAAACTATAATAGTATTATTTG 
TATAATTTAAACCCCCAAAACCCAGACCTTGGCTTGGGGN 

>'990820A-046.scf came from CONTIG 40 at offset 0; "E:\SEQUENCE\export\EG_DB\990820a\990820A- 

15 046.scf(55>533) 

TTAAAAAAAAAAAGGAAGGAAGGAAAGAAGGAGACAGGAAGGAAGTATTGAAAA 
GCAGAAAGGAAAGGAGGAACAGAAGGAAAAAGCAAGGAATAAATAAATCACA 
ATAATCAGAAGAAATGAATTATATCTCCAGCATATGTTGTATAACTCTATGCTAATAAATTTGTAGATC 
TATTAGAAAATGTGTGATTAATAAATGATACAAGAAAATACAGAAGATTGGCGTTACTATGAAA^ 

20 ATGAAATATTGTTTAGTTTTTC 

TTCTGAACAGATAGCCTGGTTAATTAAATACTTAGATATAAGAAAAAGAAATTGTAGGT^ 

GGCACTTACATGATTAAAACTAAGAACCCCAAGGCTGACCATTAGACAATTTGGGAATCTAATT^ 

TTCAACC 

25 >'990820A-049.scf came from CONTIG 41 at offset 0;"E:\SEQUENCE\export\EGJDB\990820a\990820A- 
049.scf'(60>510) 

GCACGAGGGCGAATCGCAGAGCTCTGCACTTCGTGTTCAAAGGGGAAACCGCTTCGAGACGGCGTGTT 
TCTATCGCGATGTCCTGGGGATGAAGATTCTTCGGCATGAGGAATTCCAGGACGGCTGCAAAGCTGCC 
TGTAATGGGCCTTATGATGGGAAGTGGAGTAAAACAATGGTGGGGTATGGACCTGAGGATGATCACTT 
30 TGTCACAGAGCTGACTTACAATTACGGCATGGCAGCTACCAGCTTGGCATGACTTCCTGGTATCACGG 
NGGCTCCAGGCAGCTGGCAGCACGCTAGAAGCTGAGGGGCGCTCAGGAATGGAGATGGGGGGTTGGA 
CCAAGCCCCTGAGATTrTAGTTTTTGCGGACGGGCCCCCTACCAACCGATAAAGAAC 
CTCAAAGCCTGACACGGCCTACTACGGGAGAAATTTGAGAGTGG 

35 >'990820A-052.scf came from CONTIG 42 at offset 0; ,, E:\SEQUENCE\export\EG_DB\990820a\990820A- 

052, scf'(57>345) 

GCACGAGGGGCGAGGCTATAGGTCCATGGTAATGCTCAAGAAATGTCATGACATTGACTTTCATTAGA 
CAAAAAACAGCAAGCATTTTTAAACCCT^ 
TAAACTTITTTTTAAGGGGGGGATGAGAGGGG 
40 CAGGGGGACTTCGGGCCCAAAAAACATAAATACATTGGGGCACAAGGAGAATAAGGGAAAAAAACA 
TAAACCCTTGGGGCAAG 

>'990820A-053.scf came from CONTIG 43 at offset 0;"E:\SEQUENCE\export\EG_DB\990820a\990820A- 

053. scf'(60>202) 

45 GCACGAGGATAATATCGTAGGTTTATAAAACCTATTTATAACACTTTTT 
GTTTGCTTTACGTGTTGACCATAAGCCTTGGG 
ACTTAT 

>'990820A-054.scf came from CONTIG 44 at offset 0; M E:\SEQUENCE\export\EG_DB\990820a\990820A- 
50 054.scf'(60>298) 

GCACGAGGCCCCCGCCCATGGCTAGCCTCCTGCTCCTGCTTCTCTGCCTTGGTTGGGTGTCTACCTTCC 
AGGGGCCCATGGCTGCAGACGTGGGAACTGGCTCTTCTGAGCTCAAGTGTGCAGCGCACATCGCGGGA 
CCTGTCCTGTCAGCAGCCTGAGCTGACCGTCCTCCTCCCGAGGGCCCCGCGGGNCACAGAGAAGAAGC 
CCGCCCCCCCGGGCCGAGAGGCCCAAGGGTTGGA 
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>*990820A-055.scf came from CONTIG 45 at offset 0;"E:\SEQUENCE\export\EG_DB\990820a\990820A- 

055. scf'(51>514) 

CAAAATAGGTACAATTTAATTTTTCTGCTTGTCCGAGAAACA^ 
5 ATGAAAATGAGACTGGCAAAGAACAAATGCTGAATTTAAAGAAGAGGACAATGTTGGGCAAA 
CACTTACTTTGGGGGAATAAGAGG^ 

TCACAGCGNGGAGGATCTTTCTCAATTCCCTAGCACATCAACATTCTCAGAATCTGAAAACTGGTATTA 
GCACCTGGATTTGACAAAAACAAATACCCACTCTCCTGTCAGACTGCGGGGGACAACCACGAAGGGTT 
TGGGGAGTTAACTTGGAGTGGGTTAACTCCCTCGGGAGAATTAAGCCCGGGGGCA 

10 

>'990820A-056.scf came from CONTIG 46 at offset 0; ff E:\SEQUENCE\export\EG_DB\990820a\990820A- 

056. scf'(54>506) 

TGAGAGCCCACAAGGACCACAGTGGAAGATCCTGGCAGAAAGGAGAGTGCCACCCAGCACCCATCCC 
TCACCTTCCATATTCCTTTCTCAACACCTGCTAGGGCCTGGCAAAAGAGCTTTTCCCAG 

CTGAATCCAGCCCACAACAATAAAAGCGCTGAATCCTACCCACTAGACCACCAGGGAAATTTCCAAAC 
TGATACCTAGAAGGGGGNGGGTATTATGGAGTTTAGGCTTCCTGCGCTAAAACACCNCAACCTGCTAC 
TGTATGGGAAAGGNAGGGACCACACAGGAGAAGAACCACCTCAGCCCTGGAATGGGAAGAAAAATT 
ACATGTCAGTTTTGGGCGGAAATCAGGCCAAAAGAAAGAGACCCTC 

20 

>'990820A-057,scf came from CONTIG 47 at offset 0;"E:\SEQUENCE\export\EG_DB\990820a\990820A- 

057. scf'(54>504) 

GCAAGATGATGACTTCTTGGCCACCTTGAAAGAGCTGGAAGCAACCCTCCGGACCCAGAGCCTCTCTC 
TGGAGTGATTCCTGAAGGGAAGATCCTGAACAACACCTACTACCAAGAATGCCTCTTCTACCTGCACA 
25 GCTACAGCAGGCCGCCAAGAGCAGCGGGGACGCAGGGGTGGCAGACATCTGCTCCCAGTGGCTGCTG 
ACAAGCCGCAGCCGGGGTGCCCATGGTTCGGCCTCCAGCAGTGACCCTGGCTGCAGGCCAGACAGCG 
NGGGGCAGGAGGATGGCGCCTTTCAGCTCTTTCTCCGGGGGGCAGGACTTCCTGGCTCACCCAGGTGG 
AAGGCGGGAAGNACCCACCTGCATCTGAGCAGATGGACTTCCGCAGGCCAGTTTGAAAAGTGAGGCG 
GGGGGGGTGGCGGGAGCCGCCTTTACCAGAGGAGGGGGGGGAAGCC 

30 

>'990820A-058.scf came from CONTIG 48 at offset 0; u E:\SEQUENCE\export\EG_DB\990820a\990820A- 

058. scf(54>525) 

CTTTTCCAAACACGGGAGCCAGGATCATGCTGTTCACTGGGGGACCCCCCACCCAGGGAACCTGGCAT 
GGGGGGTGGTAGATGAATTAAAGGTTCCTATTCGTTCCTGGCATGACATTGAGAAAGACAATGCCCGC 
35 TTCATGAAAAAGGCAACCAAGCACTATGAGATGCTTGCGAACCGCACTGCTGCAAACGGTCACTGCAT 
TGATATTTACGCCTGTGCCCTTGATCAGACTGGACTCCTGGAGATGAAGAGTTGTCCAATCGTACTGGA 
GGGTACATGGGGAGGGAGATTCTTTCAACACTTCTCTCTTCAGCAGACATTCAAAGATTTTAGTAAGA 
TTTATGGAATTCCGATGGGCTTTGTGTACTTGAAGAAAGACCAGGGGCGGAGGGCGGGAGCATGACCT 
GGGGGTTTAAAGGGAGGACGGGGGGCAAAAAGACTGGGGCGGGCAGGGCAAGGAAAATGGGCG 

40 

>'990820A-059.scf came from CONTIG 49 at offset 0;"E:\SEQUENCE\export\EG_DB\990820a\990820A- 

059. scf'(54>533) 

CAGCAGCAGCAGCAGCAGCAGCAGCAGCCTCGGGGGGGGCGGCAGCAGCAGCAGCGGCGGGGCGGC 
CCGCGCGGGTGTTTATGTGGGGTCGCGGGGTCTCCTGGCAGCATGGCGGACTACCTGATCAGCGGCGG 

45 CACCGGTTACGTGCCCGAGGATGGGCTCACTGCGCAGCAGCTGTTCGCCAACGCCGACGTCCTCACCT 
ACAACGACTTCCTGATTCTCCCAGGATTTATAGACTTCACAGCTGATGAAGTGGGATCTGACTTCAGCC 
CTGACTCGAAGATCACACTAAAGACGCCATCATCTCATCCCCCATGGACACTGNGACGGAGGTGACAT 
GGCCTTGCATGGCTTGATGGCGGTATGGGTTCATCACACACTGACTCAGAATTCAGCCATGAGGGCGA 
AGGAAGAAAATGACAGGCTCATCAGGCCCGGGGGCTAACCCCGCTACGGGGGAGGGCGAGGCAAAC 

50 CGGCGGA 

>'990820A-060,scf came from CONTIG 50 at offset 0; "E:\SEQUENCE\export\EG_DB\990820a\990 820 A- 

060. scf'(60>529) 

GCACGAGGGATCAATGGAACAGATGGAGACACTTTTCACCCGCTAATCACCAAAGATGAAGTCCTTTA 
55 TGTCTTCCCATCTGATTTTTGCAGGTCAGTGTATATAACTTTCAGTGACm 

GCCTGCCTTGAGGTATAAGGGGCCTGCAGAAATATTAGCCAATACCTCAGACAACGCTGGCTTCTGTA 
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TACCTAAAGGAAACTGCCTGGGGTCAGGAGGTTTGAATGTCAGCGGCTGGAAGAATGGCGCACCTAT 
ATCATGCCTTCCCACACTTCTACCAGGCAGATGAAAAGTTGGCTCTGGCCTGGAGGCATGCATCCAAT 
AGGGATATCATGGGAGCTTGGGGCATCAACCCCTGCTGGATATCCTAGAGCAGCAGAGGTCCAATAAT 
GGTATGTAGAAAATAATGACTCATGAACAGAAAATTCAACCCGGTTCCCAGGGGGAATAAAG 

5 

>'990820A-061.scf came from CONTIG 51 at offset 0; "E:\SEQUENCE\export\EG_DB\990 820a\990 820 A- 
06Lscf'(54>521) 

TCGGAGTTTGCCACTTATCGGGCATCCTTGGTGTCCGCAGCACTCTCTCCCTCTCTCTAGGGCGGCGAC 
CTCCGGCGGCCGGAAAGTCACCATGTCCATCCTGAAGGTCCACGCCAGAGAGATCTTTGACTCTCGTG 
10 GGAATCCCACCGTTGAGGTTGATCTCTTCACCGCGAAAGGGCTCTTCAGAGCTGCTGGGCCCAGTGGC 
GCCNCAACTGGAATCTATGAAGGCCTGGAGCTCCGGGACAATGATAAGACGCGCTACATGGGGGAAG 
GGGGCTCAAGGCTGGTGAGCACATCAATAAAACTATGGCGCCGCCCTGTTAGCAGAAGCTGACGCGG 
GGAGAGAAAGAACGACAGCGAGATAAGAGGAAGGACAAAAAAGGCAGTTGGGCGACGCCTCGGGGG 
GGCTGCTGGTGCAGGTGGCGGGGGAGGGGGCCCCCACCCCCACGCCCGGGGGGAGGGGGGAAN 

15 

> , 990820A-025.scf came from CONTIG 52 at offset 0; M E:\SEQUENCE\expoit\EGJDB\990820a\990820A- 
025,scf'(60>249) 

GCACGAGGGTTGGGGTCCGGGCCCCTCGCTTCTACCCTGACCAAAACCGAAGTCCTGACGTGTTGGGG 
TCCGGCCCCCTCGCTTTTACCAAGACCAAAACT^ 
20 TACCCACACTAAAACCGAAGTTCGACGTTTTAGGGGGCCACTGGGCCCGAATC 

>'990820A-066.scf came from CONTIG 53 at offset 0; H E:\SEQUENCE\export\EG_DB\990820a\990820A- 
066.scf'(55>526) 

GCCTAATTTTCAAAAGAAAAACCATAAAGTTAGCTGAATAGTTTCTTT^ 
25 TGTCCACTTAGAAGATTTITGTTAAAAAAAATT^ 
ATGAATTTTATGGCTCATGTAACCTACA^ 

AAAAAGTATTTAAGATTATAGTAGGAAGTATGTAATTATTCATTTATATTAC 

ACCATCACACATTTCAGCCATTAAAAGGAAAATAGAGCATCATACATGATTCAGAGACAAGCAGCGT 
ATCACTATTAGACTAATAGAATTTTGTTATATTTCCACTTCTGTT^ 
30 CCGCCTGCTTGATTAATAACCCCAAACCTTTGCTTTTAGGCGAAATAAACGAATCC^ 

>'990820A-073.scf came from CONTIG 54 at offset 0;"E;\SEQUENCE\export\EG_DB\990820a\990820A- 
073.scf'(60>537) 

GCACGAGGCTCATGCCTGTGCTGCTGCAGGGCCAGGCCCGACTGGTGGAAGAGTGTCATGGGCGCCG 
35 GGGCAAAGCTGCTGGCCTGCGATGGCAATGAAATTGACACCATGTTTGTGGACCGACGAGGGACAGC 
TGAGCCCCAGGCACAGAAGCTGGTGATCTGCTGTGAGGGGAACGCNAGCTCTATGAGGGGGGCTGCG 
CCTCCACACCTCTGGAAGCTGATATTCAGTCCTGGGGCTGAATCATCCAGGCTTTGCTGGAAGCACGG 
GGNGGCCGTTCCCACAGAATGAAGCCCACAGCATGGATGTGGTGGGCCCAGTTGCCATTCACCGCTGG 
GCrTTAAGCCGAGAATTTATCCTTTTCCTGGCCATGGGGGGTCACGGTCGCGGCCGCCTGTCCTACCGG 
40 CrTATGCCGGACCTGGTGCTTCTTTGTGACCGGGCCCTGCATGAAGAATCCAAAAGTGGGGGCTGGGC 
CCGN 

>'990820A-064.scf came from CONTIG 55 at offset 0; ,, E:\SEQUENCE\export\EG_DB\990820a\990820A- 
064.scf(60>465) 

45 GCACGAGGTTACAATGCCAGCTTGGGAAAACAGAGAGTGGTTTTCTTCTAAAGGCGATCTGACGAACT 
CAAAGGTCCTAGAGAAGGAGGTGTCCCGCAGCCCCACCACCAGCAGCATCACCAGCGGCTACTTTTCC 
CACAGTGCCTCCAACGCCACCCTGTCCGACATGGTGGTCCCTTCCAGTGACAGCTCAGATCAGTTGGC 
CCTTCCAACGAAGACACAGATTCCAGCGAGCATCCGGACCGTCCCTTGGGCAGATTTCAGACCATCTT 
CAAACAAGAGTTGACAGAACTAGAAAGAGCTTGGGAAAGGATAGATGACCGGGTGCCACTCAGAAAA 

50 AGGCCTTACCAAGGGGCCCTTGCCCCCAGTTCCGGGAAAACTCAAACCTCTGTGGACGCTGGTTAGA 

>'990820A-063.scf came from CONTIG 56 at offset 0;"E:\SEQUENCE\export\EG_DB\990820a\990820A- 
063.scf'(54>534) 

CTITTGTCAATTGTACCTCCATAAAACTGGGAGGAAATGAACAATAAACAGTAAAAGAGTCA 
55 TTGTITrTTAAAGAACAGGGAATCTCAGTC 

ATACTTTTCATTGTTTTATGAAGCAAGGTTAAC^ 
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GAAAAAAAATAAACATAGCTCAGTCTTACTTTTGATAGCTACAGGGGTAATTTGGCCTTCTAAGAAAA 
GTTTGTATGTTTTAGATTTTATACTGAAGGATTAAGGGGAAGATGTC 

CCTGTCGTTTTTACTTTAAATCTTAGATTGAATATATATACCTAGATTTTGGTCTAGGTGGCCGACGCTT 
CTTTTTAGGGGTCTGGGAGGAGGAGGCCGCGACCTTTTTGGATATTAATTGAAATGGGGATGGACCGN 

>'990820A-069.scf came from CONTIG 57 at offset 0;"E:\SEQUENCE\export\EG_DB\990820a\990820A- 

069 scf Y56>464) 

AGGCACGAGGGCGGGGGGTGAGGGAGCGACCGGGGGCCGAGTCGCCGGACCCCGGCCGGGGCGATG 

TGGGAGGCGGGCAGCGGTGGAGCTGGGGGCCCGGGGCTGTTGGGTATACTGTTGGCCCTCTCGCTGTC 

GGGGGGCCGTGCCGCCAAGAGCGACGCGGGGCTTGTGACCTGCGTGTCGGTGTTGAAACTTGTTAAAA 

CGCAGAAACGGGGGCGGGGTGCACTCGCACGAAATAAAATACGAATCCGCCAAGGCCAAGAGCGGG 

GGGACGGGGGGAGGGGCCCAAGAACCCCAAAAGTATTGCGGTTCCCGGGGGGACGGAGGCGGAGGC 

CCCGCGGTCCCCGGGCCGGGGAAAGGGGGAGCTGTCCACGGCTAACGAAAAACCGCCCCCCCATTCC 

TGCCGCTT 

>'990820A-071.scf came from CONTIG 58 at offset 0;"E:\SEQUENCE\export\EG_DB\990820a\990820A- 
071 scf '(56>459) 

ACCGTGGCCGGGTGGCCGGGGTACCCGGGGAGCCAACCCCGTCCAGGTGGAAGTAGGAGAATTCGAT 

GATGGTGCTGAGGAAACCGAAGAGGAGGTGGTGGCCGAGAACCCCTGCCAGAACCACCACTGCAAAC 

ACGGGAAGGTGTGCGAACTGGACGAGAACAACACCCCCATGTGTGTGTGCCAGGACCCCACCAGCTG 

CCCTGCCCCCATCGCCGAGTTGAGAAGGTGTGCAGCAACGACAACAGACCTTCGACTCTCCTGTCACT 

TCTTGCCACCAGTGCACACTGGAGGGCACCAAGAAGGCCACAACTCCACTGACTACATGGACTTGAAA 

ACTCCCCCTGCGGGATTCGGCTGCTGAATCCCTTGGCTGGGAAGGTTAAGAAGGCGGGCGCCGGCGA 

>'990820A-065.scf came from CONTIG 59 at offset 0;"E:\SEQUENCE\export\EG_DB\990820a\990820A- 

CAGCATTCCAGGTTGCTGACTCm 

TGCAGTTGGCATTGATCTTGGCACCACCTATTCTTGTGTGGGTGTCTTCCAGCACGGAAAGGTGGAAAT 
AATTGCCAATGATCAGGGGAACCGAACCACCCCAAGCTATGTCGCCTTTACTGATACCGAACGGTTAA 
TCGGTGATGCAGCAAAGAACCAAGTCGCAATGAATCCCACCAACACGGGTTTTGATGCCCAACGACTT 
'^^GACGAAGATTTGATGATGCTGTTGCCAGTCTGATTGAAACATTGGCCCTCATGNGGGNGAAGAG 
A.GCCTAAGGTCAGNAGAAACAAGGAAGACAAAGCTTTACCANAGAGTGGACCTGGCCTGCAAG 
.GAAACGAAAGCCACTTGGAGACGGTCCAGCTGGGCCAGCCGCTTTTTAGACTAAGGAGG 

>'990820A-070.scf came from CONTIG 60 at offset 0;"E:\SEQUENCE\export\EG_DB\990820a\990820A- 
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086.scf'(60>445) 

GCACGAGGCTCTGAACTTTTTACGAAGAAATATGGAAAAACTTTGTATGGTGAGCTTCATGTTGAAGT 
GGTTTTTTTTITTGTrGGTTTTTTG 

GGCTATGCTCTACACTCCCCTCCCCTCCCCCCGCCCCGCCCACCCCCCACCCCACTCTTAACGGCCATT 
AGGGTrTTACTGACCCACTGGCTTTAAAGTTCCACTCTGTTTACTACATCATAATGCTGGGTTGCGGCC 

TTTTTGTTTTTlTATATrATAAAAAAAGAAAAGTGGGGATGGGT^ 
GGGATGTAACAGGCCCGGGACCGGGGCTCGGGCCCCGACC 

>'990820A-047.scf came from CONTIG 62 at offset 0;"E:\SEQUENCE\export\EG_DB\990820a\990820A- 
047.scf'(60>514) 
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GCACGAGGCATGATTAATCACACTGTTCGGGCTGGCCAGTTTTTCATGCATGCAAGCTTGACAATTGA 

GCACAGTCAGGCGTTTGTATTAAAAACGAAAAAGTGAAAAAACAAATTCAAAACCTACTCAGAGGGT 

TCTAGTTCAAATTGTTAGTGTAAATTGTAGCCGGTTTACTGAGAAGAGCNGTTAAAATTGGCTCACCTC 

AGGAGCCCGGTGGGTAACTGGCCAGGCGGAGCGCCCCTGCTGCGGGCGGGCCTCTCTACCGCCCCTGG 

CGACCGTGACGCGCTGGCGGGGCGCCCGCTGGGTCGGGGGGGGTGCCGGGTGGCTGGTGGAAGGGGG 

CAGGTTTCACATTATTCAATTTAAAAAAAATTTTTAGGAGATTTGGGCTTTGTTTA 

TGGGCCGCGGGGGGGGGGGGGGCCCCACAACCAAACCGGGGAAGAAA 

>'990820A-051.scf came from CONTIG 63 at offset 0;''E:\SEQUENCE\export\EG_DB\990820a\990820A- 
051.scf'(54>507) 

GTTTCGGGGGCCAAGCGGGCTGTTTACTTATGCCGGAAAAGGGAAGTTTAACATCCAGCCCAACAAAA 

AGGGCTCCACCAGAAGCGCGCGTGGCCAGGAACCTGGAATGATTGCCGAAGCACAAGAATTACTCCA 

TGCTGCAGCTGATCCGGGCCATTCTGAAAGACCCACAAGATCCCACCAGTGCTTTTGGTGGTTTGGCA 

ACCAGACTGAAAAGACATTATTTTACGAGAGGACTTGGGGGACTGCAGGCCCGCCCCCCGCCGTTTAT 

GTTTGGTTTACCTGGTAACCCCCAAAAGCCCCGGGGACGGAACCCGGTTCCCTGGCCCTCCTGTTTTTC 

TGGGCGGGGGTGCAGGGGGGTGCCCGTGACTTTGGGTGGGGACTGGGGGTTGAGGGGCAGCGGCACC 

TCCCTGCCCCCGCCCCCGGCCCAGGTTGAGGGGGGTTCTTCCCGCCC 

>'990820A-092.scf came from CONTIG 64 at offset 0;"E:\SEQUENCE\export\EG_DB\990820a\990820A- 

092. scf'(61>496) 

GCACGAGGCTTCITTCATGGATTGTATATTGTTT^ 

TCCCCACCCAAAAGCTATTTCTTAAAATCGGATGTTTTAAAAGAAAAAAAAAAACCCTCAGATTCTCA 

ACAGGAAACAGTAAACTGGTGTGGCAGTAGTTCAGAAATCACAAAAGATACAAATGTAAACAAATCA 

CTATGCAAAAGATAAAAAAGGAACAAAAGGAACAAATCTATGGACAGAAGTAAATGCTAAGAGACC 

GGAATCATTTTGTTTTCACCACAAATTGCAAGAAAAGAAGAACAAGCTCGACGGAAACGAACAAAGA 

AAAGATAAAGGCCCGACCAGGATAATTAAAAAGAACTGGAGGGGAAGAGGGAAGGGGGGTCCGGGG 

TACGTGGACCTATCAGGGGCGGGCACAGGAGC 

>'990820A-093.scf came from CONTIG 65 at offset 0;"E:\SEQUENCE\export\EG_DB\990820a\990820A- 

093. scf'(55>471) 

CGTTGCCGTCGCCATGACCCGCGGTAACCAGCGCGAGCTCGCCCGCCAGAAGAATATGAAAAAGCAG 

ACGACTCGGTTAAGGGAAAGCGCCGAGATGACGGGCTTTCTGCTGCCGCCCGCAAGCAGAGGTAGCC 

CCAGGGAGGGGAGGGGAGGCTGGGGTGAGACCTCGGTCTGGTTTCTGAGTGCCCCCGGGTCTGACCTT 

AAGGGCAAGGGCGGGAGTTCACATTCAAATGCAGAAGAGGGTAGGACAGCCCGTACTTTGGGCCTCT 

TGCTGCCATTTGCCCTCCTTCCCCCAACCTTTCCTGGGGGGGGGGGGGGGATTGGGACAAAACCCTGG 

CCGGGTGGCCGACTGGACCCTGGCAAAGCAAAGAAACGATGCTTGGGCCACmTTCCTGGTTCCGGG 

GGAACACACCAT 

>'990820A-084.scf came from CONTIG 66 at offset 0;"E:\SEQUENCE\export\EG_DB\990820a\990820A- 
084.scf'(58>374) 

AACACTTTGAAAGAATTTGACCAATAATGTATGTTTGGCTTGT^ 

TGCTTGAATTTCTGTGTCCAGGAGAGTTTGGATGTTTAATGGTTCTTGAGCTAATTTTATAATATAm 
ATATATTACCAGTTGAGATATATAAAATTGGACATATTGAAATAAAAACCAGGGGCTAAGGAGGGGG 
AAAGACGGGGTACAGGGAGACCGGAGGGCGGTACCCATATGTGTAAAGGCATGACGAACAACCACCC 
ATTTACCCTCCTGGGGTTCGGTGGAGAAAAAAAAAGAAAACTG 

>'990820A-087.scf came from CONTIG 67 at offset 0;"E:\SEQUENCE\export\EG_DB\990820a\990820A- 
087.scf(54>521) 

GCTGACTATTCTCAACCAACCATAAAGATATTGGTACCCTTTATCTACTATTTGGTGCTTGGGCCGGGA 

TAGGAGGAACAGCTCTAAGCCTTCTAATTCGCGCTGAATTAGGCCAACCCGGAACTCTGCTCGGAGAC 

GACCAAATCTACAACGTAGGTGGAACCGCACACGCATTTGTAATAATCTTCTTCATAGTAATACCAAG 

CATAATTGAAGATTGGGGAACTGACTTGTTCCCCTAATATTTGGTGCTCCCGATTAGCATTTCCCGAAA 

TAAAATTrAAGTTTTGGACTCCTCCTTCTTATTCCTCCTATCCCTGGATTCTTm 

AAAGGGGACCGGGGCCCCCCTTTGAGGCACCTAGCCTGGCGGGGTTrGTGTTTAACTTTTTm^ 

TTTGGGGTTTTTATTTGGGGCCTTAAT1TTTAAAATTTTAATTAAAC 
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>'990820A-044.scf came from CONTIG 68 at offset 0;"E:\SEQUENCE\export\EG_DB\990820a\990820A- 
044.scf'(54>605) 

GAGACATTCCTCCACCTTAAGGAGGGGGAGCGGGGGCTTCCATTTCCTCCTTCCTCCTCCCTTCCTCCT 

CGGAGCTCCCCACAGCGCTCCCCGGGCCCCAGGCACGCCACCACATGGAAGGAAAGGCCGTTGAGGC 

ATTGTTGTTCCGAGGGATTTTTGGGCGGGGTTCCATGCGGGCGCCCCACTCGGGAGCCCCCCTGGGCCT 

TTTCCAGCCACTCCCCACGGGCCCGGGGCTGCGGGGGGGCCGGGCCAACATACAAGAACCCGGGGAG 

GACGCCCTATGAGTGTTGCTGTGGGACGGGAGCCGACTTCTGACCTGGGGGACATCAACGGGCACCAC 

CTCCCACCAACCACATGGGGGGGGGGGGCCTGGGAAGGCTTGGAGGCGGGGGGGGCCGGCATGAACA 

CCCTGGGTCAAAGGGCCGGTGGCGGGGGCGGGGCCCCATTTGGGACCCCGGCCGCGGGGGGAGGGAG 

GCCCCCCTCCGGCCCGGGGCGGCCCCAGGGGAGGGGGGAGAATTTGGAGGGGAGAGAATGAGCCGGC 

TGCCCACCCCA 

>'990820A-026.scf came from CONTIG 69 at offset 0;"E:\SEQUENCE\export\EG_DB\990820a\990820A- 
026.scf'(60>583) 

GGACGAGGGGTACATCTACGAGGATCCAGCTGTCGGGCCATCACGGGGCTCCAGCAGGGCCCGGGCT 

GGCTCTGGGGGCGCAGCATCGTGCCAGAGGGAAGGCACAACGCACCAGGCACTTCAGTGCGCAAAGT 

CGGGAACCCTCCAACCAAAACCAGATAACTACGGTTCAAGATGGGCGACCTTGGATTGGGGGGTTCAC 

CTTCGGTCCTCCAAAGTGGGGAAAAAAGACAAGACAAAGGTCGGTGTCCCCCCACCATCTTCTTTCCA 

CTGTGGACCCCTGGGGGAAGGGAGGGGTTCCCCGGGTTCCAGCCACGAGACTGGCCGACTGCCAGTA 

CCTTTTCTCCGGCCCCACCTGTGCCGGGGGGCCCGCTGGGGGGGGCTTTGACGGGGGATGGGAGGGGT 

GGACCCCAGGAGCCATAGGCTCCAGAGGGCACCGGCGGCGGGCAGGGCTCACCCGCGCTGGGGCCCC 

ACCGCCGCCGGCCCCCCGCGCGGCAAAAGGGGCCGGGGAGGGAGGAGCGGTT 

>'990820A-075.scf came from CONTIG 70 at offset 0;"E:\SEQUENCE\export\EG_DB\990820a\990820A- 

075. scf'(53>527) 

TTTTTGTCTATTTTGTTCGTTGAAGTATCCCAAGCACCTAAAATAATGTACACAGCAGGTGGGTGTAT^ 

GAATAAGCK3TAATAAATATTTATGAGATACCCAGTATGTATTG<}GACAAATATGAGCATTTAGTTGTG 

GCATGGAGAATGAGAATGACCTTTGGCAAGGTCAAAGAGAGTGGAAGAAGCAGAGTTTCTCACTTCA 

GAATTTTAAAAATTTACTCAAGGGGAAGCGGGAGGGAAGAAGCCACCGAGGAGGCCTCTTGTAACTG 

CCTTGATATCGCCAAAGCACAGAAAAAAATTTGGGGGTTTGCCTGCTCCCCTTATTGTGTTGGCCTAGA 

CTTTATATATCATATGGAACCTATTCAGCAACAACATTTTAGCTGGCTGATAAGAGACCTGAGGAGCG 

AGGTACTAACCAAAACGAGCCGGGGGCCGCAAAAAATCTGGATAAGAAAAGGCAACACGAACAGTTC 

>'990820A-074.scf came from CONTIG 71 at offset 0;"E:\SEQUENCE\export\EG_DB\990820a\990820A- 
074.scf'(60>390) 

GCACGAGGCTTTATTTTTGATATTTTGTATGAGCTT^ 

ATACTGTGTGCAAATGTTCTCCCATTCAGTAGGTTATCTTTTCATTTTGTTGATAGTTTGCTTTACT^^ 
AAAAAGAGATAATTAGGACCCATTTATTGATTTTATGCTTTTATTTCTlTrGCC 
AGAAGAATATTGGTGGAATAGAGGGAAAGAGGGGTTTGCTTGGCTTTT^^ 
AAACTCGCATTAAGTCTCTATTTGATTrGGGGTTATTTTGCTTAGAATGAGAAA 

>'990820A-082.scf came from CONTIG 72 at offset 0; "E:\SEQUENCE\export\EG_DB\990820a\990820A- 
082.scf'(60>513) 

GCACGAGGCAGGTTTACAACCTGGTACTGACTACAAGATCCACTTGTACACCTTGAATGACAATGCCC 

GGAGCTCCCCTGTGGTCATCGATGCCTCCACTGCCATTGATGCACCATCCAACCTGCGTTTCCTGGCCA 

CCACACCCAACTCCCTGCTGGTATCATGGCAGCCACCCCGGCCAGGATTACTGTTTACATCATCAAAG 

ACCAGAAGCCTGGGTCCCCTCTAGAGAAGGGCCCCTCGCCCCCGCCTGGGGNCAAAGAAGCTTATATA 

ATGGCCGGAAACAGAAACAAAAAACAACCAAGCCATGCCCTAAAAACAACGAAAAGGAGCCTTGAT 

GGAGGAAAAAGAAAAGAGCCCCAGCGGGACCCTCCACCCAACTTATGGCAAAATTGGTGGTCCTCCA 

AGAAAAAACCCTT1TACCAACCGGTTGAACGAAAGTTTAATTCCGGCT 

>*990820A-076.scf came from CONTIG 73 at offset 0;"E:\SEQUENCE\export\EG_DB\990820a\990820A- 

076. scf'(54>517) 

TTrGTATAGAGCTGATGTGTGGGCTTTTAGAAACATAAATAAATAATAAAAGATCAAAAAGCAGGAG 

GCACATGACTATACTGGAAAATATAAAAGCCACATCTGTTTCCATAGTTGCCTTTTGACAGCGATTGGC 

AAAGAACCATTGAATGTATTCTCACAGTCTTTGCTTATGTCATGGAACCTTTGTCCCTAACTCTCCTTTC 
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CTGAGGGTATCGGGGCAGAAGGGTTGAATTATGAAATTGGGGTCTGTAAGGATTTGTTCAGCTTGAGT 
TGTTGCTCTTTAGTTGGTTTCCTGTGCTTTCATGGGACGGTGAGCTCTGTTAGAAGATTTCAAGCCTCTA 
ACCACCTATTATGGTGGCAGCGAGGAGCGCTGGACTGCGCAGACCAGAGGCCGTGCTTGGTGCTACAC 
TTGGTCATATCCTAATTAATGGCCTCATGGGACGTTTATTTATTAATGTGTT 

>'990820A-080.scf came from CONTIG 74 at offset 0;"E:\SEQUENCE\export\EG_DB\990820a\990820A- 

cacagcctccWtcagctgtttctgtctcaaagtctttgcta 

CCATTCTGCCCCCAACTTCATCTCATTGTTGCTGTCATGTATTAGTCCAAATGTTACTTCCCAAGGAAA 

gctttctgacaggaccaaaataagtctgcatttcatatgcttcagagccacctgaactcttaaagctat 
tcactattttatgtatttaggtaatttagtgattgaggtgtgtctctcttatggactttaaagtctagag 
aacataagccctggctcttagcctctctgatctcagagcccagacaaagatgaagaagaaccactcat 
ccggcatcagaaagggaaattccccagctccagcccagatgggcttctgccagcagggccgggatcc 

GGGTAACCCGGCCGATAGGCGGGAATTAGCCGAGCTTTGGGGGAGCGGCTT>'990820A-078.scf came 

from CONTIG 75 at offset 0;"E:\SEQUENCE\export\EG_DB\990820a\990820A-078.scf '(60>424) 

GCACGAGGGTGCTCCCGGCAGCCGCGGTCCTCTCAGTGCATGGGGCGCCGCTCTGGTTCCCGCCCTTG 

CTGGTGCGGGAGGGGGGTGCTGGCGCGGGAGCGCTTTTTCNGTTTTGGCTGGCTGGCGGGGACTTCGG 

GGAAAGGGAGGGGGAATGCGGGAGCAGAGGGAAGGCACCGCCCCCCCCATGGGGAGGGCTGGTGGC 

CTCCGGGGCGGGAGATTCAGGGGCCGGGGGGCCCGCGGCGGGACCGGAGCCCCCGGGACCCTTTCTG 

CCCAAACCATGAGCATTCTTCAAAGAAAGCAATGGGTTGTTTGGTTTTTTGAGACCCAAAGGCCCCAG 

GGACCCTGCCCGGGAGGCAGCATGGGGG 

>'990820A-077.scf came from CONTIG 76 at offset 0;"E:\SEQUENCE\export\EG_DB\990820a\990820A- 
077.scf'(54>528) 

TAGTAACTATTGGCATTAACCAACCTTACCTAGCTTTCCTCCACATCTGTACCCACGCCTTTTTCAAAG 

CTATACTATTCATATGCTCCGGTTCCATTATTCACAGCCTAAACGACGAACAAGATATTCGAAAAATA 

GGAGGCCTATTTAAAGCCATGCCATTCACCACAACAGCCCTCATTGTTGGCAGTCTCGCACTAACAGG 

AATACCCTTCCTCACAGGATTCTACTCCAAAGACCTAATCATCGAAGCCGGCAACACGTCTTATACCA 

CGCCTGAGCCCTTCnTATAACATTATTGCCACTCTTTTAAGGTATITACGCACCGTA 

TTCTGGACACCCGATTCCTACCTAGTAAATTAAGAAACACCCCTCTGATCAACCTTCAACGCTACTATT 

GGAGCCGTTCCAGATTCATATTCCACATATCCTCACACAATCCCAATACATGCCTATCCTAAC 

> , 990820A-081.scf came from CONTIG 77 at offset 0;"E:\SEQUENCE\export\EG_DB\990820a\990820A- 
081.scf'(54>539) 

GGTCTGCGGCTCCAAGTATCTTGGGGCGGGGCGAGGAGTGCCCTCGACCACGTGTGGATCTGCTCGTG 

CTCTTTCCCGNCCATTGGGCCTCCTGTGTGACGTGGGTTGACATGGGGCACACCTGTGGGGCCTGGGGT 

GCTGACCTCTGGCTACCCCGCACCTGACCAACCAGATGTGGGGGAAGGAATTTAGGGCTGTTTCTCTA 

GCCCCCACGGAGCCACCAGNGAGGGGGGTCCTGCCCCAGACCTCTGGACCAAGATTATACAGGGGAA 

ATGAAAGAGCCCGAGCACTCTGCCCAGAACCTTGTCACAAGAATGCCAAAACGCGCATCGGCCACGC 

AGGCAACAGGCAGCCTGGGAACCAAGCTGGAAACATTCTTGCCCTGGGTCTGAGTGGACCCATGNAG 

CATCTGGCTATTGAAGAAGAAAAAAAAAGGGGCGCAGGCCCTTGCTTTGAAAGCCACCCTTTACTTTA 

AAGGCTAGGTTC 

>'990820A-090.scf came from CONTIG 78 at offset 0;"E:\SEQUENCE\export\EG_DB\990820a\990820A- 

090.scf'(60>330) k 
GGACGAGGTGAGAGCCCTGCAGGTGCGGACCGGGAAGTTCAGGCCCAGCGATGAGCACCACCCGGGA 

AGTCAAGGCTGATGGATACGTGGACAACCTCGCAGAGGCCGNGGACCTGCTGCTGCAGCACGCGGAC 

AAGTGACGGGCCTTCTGGGAGGGCCCCGCCTCCTGCCACCCTGCCCCGTGCCCCAACCACCCAGGGTG 

CTGCCCTCGGCCCCTGGATAAGAAGGGAGAAGGGGGCAGCCAGGCTGGTTTGGGCCCCCGGGCCACC 

CA 

>'990820A-088.scf came from CONTIG 79 at offset 0;"E:\SEQUENCE\export\EG_DB\990820a\990820A- 
088.scf'(54>514) 

CTCGCGGCGGCAAGATGGCCGTGCAAATTTCCAAAAAGAGGAAGTTTGTCGCTGATGGACATCTTCAA 
AGCTGGAACTGTAACGAGTTTCTCACTCGGGAGCTGGCTGAAGATGGGTACTCTGGAGTTGAGGTCCG 
AGTTACACCAACCAGGACAGAAATCATTATCTTGGCCACCAGGACACAGAAAGGACTTGGGGAGAAG 
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GGCCGGGGGATCCCGGGATTGACTGCTGTGGTTCAAAGAGATTTGCCTCCCCTGAAGCAGGGTAGAGC 
TTTATGCCGAAAAGGAAGCCCCAGAGGCCTGGGGCCCTTGGCCAGCCGGGTTCCGCGTTCCAACTCCA 
GGGGCCCGCGGGCGGGGCCCGCTTGGGGCCGGGGCCTAGGGGAGGGGCCAAGCGGGAGGCGGGGGC 
GGAAAACCGGGCAAGGCCAACCCGAATGGGGGGCCCGAACCCCGGGGCCCCGTACC 

5 

>'990820A-085.scf came from CONTIG 80 at offset 0;"E:\SEQUENCE\export\EG_DB\990820a\990820A- 
085,scf'(54>520) 

GTTGAGAGGAGCGTGGCCTTCTCCTCTCCCGCCATGGCGTGTGCTCGTCCACTGATATCAGTGTACTCC 
GAAAGGGGGAGTCCTCTGGCAAAAATGTCACTTTGCCTGCTGTGTTCAAGGCTCCCATTCGACCCGAT 
10 ATTGTTAACTTTGTTCACACCAACTTGCGCAAAAACAACAGACAGCCCCTAGCTGTCAGTGAATAAGC 
AGGCCATCAAACCAGTGCTGAGTCTTGGGGGACCGGCGAGCTGTGGCTCGATTCCCAGGGTTCGGGGG 
GGGGGGACCACCGTCCCGCCCGGGGGCTTTGGAAACAGGGGGGGGGGCCGATGTTGGGCCACTAAAC 
CTGCGCGGTGCCCCGAAAGGAAACCACCAAACCAACCCCTCCGCTTCCTGCTGCCCACCCTCCCCCCC 
GGCAGGCAAAGGAAAGAAAAAGAAAACCCGACCCCTTGGGGGGGGAAAAGGAGGCCCCC 

15 

> f 990820A-067.scf came from CONTIG 81 at offset 0; "E:\SEQUENCE\export\EG_DB\990820a\990820A- 

067. scf'(54>455) 

GTCAAATTGTGTCCTCCATCACTGTTTCCCTGAGGTTTGATGGTGCCCTGAATGTGGATCTGACAGAGT 
TCCAGACCAACCTGGTGCCCTATCCCCGCATCCACTTCCCTCTGGCCACATACGCCCCTGTCATCTCTG 
20 CTGAGAAAGCCTACCATGAACAGCTTTCTGTAGCAGAGATCACCAATGCTTGCTTTGAGCCAGCCAAC 
CAGATGGGGAAATGTGACCCTCGCCATGGGAAATACATGGCCTGCTGCCTGTTGGACCGGGGGATGG 
GGTTCCCAAAGATGGCAATGCTGCCATTGCCACCATCAAGACCACCCACCATCCAATTTGGGGACCGG 
GCCCACGGCTTAAGGGTGGATTACTCCACCTCCCCTGGGACCGGGGGGAACGGCAAGGACA 

25 ><990820 A-068.scf came from CONTIG 82 at offset 0;"E:\SEQUENCE\export\EG_DB\990820a\990820A- 

068. scf*(58>322) 

AGTGGCGAGGTGCGTCCTTGTGTGCCTGGCCTCTTGCTGGTCCTGCCTTCACGGGGTGTGTCGCCAGTA 
GACCGCGGGAACAAGGCTCGGTCCCGCTAGCCACCGCCGCCTACTCTTGGTCTTTACAGATCACCGGC 
CTGGACTTCCGTGGGTGCGCAGAGGCTGCCATGTCACCGGGTTTAGGATCACCCCTCACCAGCCGCAT 
30 CGCGATGAGCCTGGAGAAGGGGGGGTGCTGACGCTGACCAGAGGCGCGAAAGATAAAGAG 

>'990820A-095.scf came from CONTIG 83 at offset 0;"E:\SEQUENCE\export\EG_DB\990820a\990820A- 
095.scf'(l>528) 

TGTTCTCTCATCCGGGTGTGTGTCGGGGCTGCTTCTAGTTTCGTTGTTGGCATCCCGCCTCGGTTTCGTG 
35 CTACTGATGAGGGCGTGTGACGCCACCTGTGTCATCCACTGGCGTCGTGTTCGGCTCCTTTGTGCCCTA 
CTTGCTTTCTCTGCCCGGACTGGGTGGCGGGTCCCCCTGGGTGGCCTGGAATACGTGCTTTTTC 
GGGTTTGCACTCTCGGCTCTAACACGCTTTGCAACTATTTCTCTTCTCATTCCTATAGTCCTTCACTCAT 
GGCTTGGTTTCTTTTGCGATGTCCAACAGCCAACCCCGCCCCCACGTCCCCCTCCACTCTCCCTCCTTCC 
ACACATAATATAATAAACATTGTAACTACAAATTGTAAGTGAAAGTCTCACTGTTCTATTAATGT^ 
40 TGCTTTTCTCTAACCCTCTTATC 

CATAAATATCTTATTTATGTTGTrrGTTCTCTTGCGTTC 

>'990820A-091.scf came from CONTIG 84 at offset 0; M E:\SEQUENCE\export\EG_DB\990820a\990820A- 
09Lscf(56>478) 

45 GCTCTGAGTGGTTTCCTGTTGCCAGGGCTCTAAGACCCCTCACATTCCTGCAGACCTCCAAACTGCCCG 
GGGCTTGCCTGCTGCCTGCCTGCCTGCCACTGAGGGTTCCCAGCACCATGAGGGCCTGGATCTTCTTTC 
TCCTTTGCCTGGCCGGGAGGGCCTTGGCAGCCCCTCAACAGGAAGCCTTGCCTGATGAGACAGAAAGG 
GAGGAAGAAACCGGGGGCGAGGGGGCCGGGGACCCGGGGGAGCCCACCCCGCCCGGGGGAAGTAGG 
GAAATCGGGGGTGGGGGCCGGGAAACCGGGAGGAGGGGGGGGCCGGACCCCCGCCAACCACAAGCA 

50 AAACGGGAGGGGGGGAAGGGAGAAACAAACCCCTGGGGGGCCCGCCCCCCCCTGCCTGCCCCTGGGG 
AGTGGAAGGGGCACACAA 

> , 990820A-083.scf came from CONTIG 85 at offset 0; n E:\SEQUENCE\export\EG_DB\990820a\990820A- 
083.scf'(58>513) 

55 GGGCACGAGGCCCAGCAGGGCCCTAGCCTTGCCCTGCCGTCCTCCCATCACTCTAGCCCACCTGTATC 
AAGGGCCGGGGAGGGGCCGCCCCTGCTGCCCACCCCAGCATGAGGTTCTGAGCCACACCCTCCCCACA 
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GACAGCCGCTCCGACCGCTGGTCCCAGATGCCAGCAAGCAGGGGGTGAAGGAGGACACAGAGGACGG 
GCGGCCGAGGCCCGGGACAGCCCAGCCCCGGTCCTTTCGCATCCCTGCCCACCTCAAAGCACCGGGGT 
TATGCAAGACCCGGATGAGAGGCACCGAGAAACAGCCCGGGGCCCAGGACGAAGCCCCACCCCAACC 
CAACAAACCAGAACCCGGGCTGGGGAAAAATGAATTGGAAAGGGGGAAACACAAGAAGGGGGGGGG 
5 CCCCCCAGGGCCCGGCCTCCCCCGGCCGGGGGGGCCGGGACCCATGGCCCTT 

>'990820A-089.scf came from CONTIG 86 at offset 0; T:\SEQUENCE\export\EG__DB\990820a\990820A- 
089.scf'(46>647) 

CGCTTGCAGGGCAGGCAGCGGGAGCGCACGGGAATGTTTGTGCCTGCCGTTGGCTGCGTTACCTTCAG 
10 GGCGGCCGGGCGCGAGAACCCTGGACCCATGGGAAACCCTCACAGGCTTCCGTTGGGGCCCCTTTTGC 
AGCTTGGCGCTTTTTTGGCCCCTAACGCTTTTCAAACGGGA^ 
TGGGAGAAAGATTTTTTTTAATTTGGTTGCCT^ 

CAAAATTCAAACCACGGGAACAAGGCCCCCAAAATGTTTCCAAAATTTAAACAACCAAAAACAATGG 

15 AGAACTAAAAAAGTGCCCAGCCTTTCCACACATAAGGGCCTGACCCCCGGGGGCATTTGG 

GAGGGGCCGGTTTCCCGTTTGCCCCGTGGGCCCCCCCAAAAAATTTAGACTTTT 

>'990913a2-001 .scf came from CONTIG 1 at offset 0;"E:\SEQUENCE\export\EG_DB\990913a2\990913a2- 
20 001.scf(57>62) 



>'990913a2-002.scf came from CONTIG 2 at offset 0;"E:\SEQUENCE\export\EG_DB\990913a2\990913a2- 
002.scf(13>49) 



>'990913a2-004.scf came from CONTIG 3 at offset 0; n E:\SEQUENCE\export\EG_DB\990913a2\990913a2- 

004. scf"(51>218) 

CTTTTTCGGCTGGAGCGGGGCCCGTGCGGGATCGTGGTGCTTGGGGGTGAGGGGCGAGAGGGTGCGG 
30 GGGTGGGTCGGCGGATTGGCTGGGAGGGAGGATGCCCGACGAACGGTGGCCGCTTGCGGGGGCCCAT 
TTTATGTGGTAAGGGGGGTAGAAAGGGATGGGCG 

>'990913a2-005.scf came from CONTIG 4 at offset 0;"E:\SEQUENCE\export\EG_DB\990913a2\990913a2- 

005. scf'(51>356) 

35 CCAAAATCTACAGCCGCTCACTGTTACCTGTCCTGCGTTCAGGACGTGTTAAGGCCGTTGCACATATTA 
CTGGTGGAGGATTACTGGAAAACATCCCCAGAGTCCTCCCTCAGAAATTGGGGGTGAATTTAGATGCC 
CAGACCTGGAGGGTCCCCAGGATCTTCTCATGGTTACAGCAGGAAGGCCACCTCTCTGAAGAGGAGAT 
GGCCAGAACATTTAACTGTGGGATTGGGGCTGCCCTCGGGGTATCAGAGGACCCGGNGAAGCAGACT 
CTGCGGATATTGAGCAGCACCAGAAGAAGCCGCG 

40 

>'990913a2-007.scf came from CONTIG 5 at offset 0;"E:\SEQUENCE\export\EG_DB\990913a2\990913a2- 
007.scf'(57>326) 

GCACGAGGCACGTGTGATTGTGTCTCCACACATCCGTGCATGTTCCCTGCCTTCCCCTCCGCTCCCTGC 
CCGCCTGCCCTCTGGCCCTTACCATGGGCGGGCCCCTGCAGTGTGGTCTGTTGCCCAGGAGGCGAGCG 
45 CAGGGACTGAGCTAGAGGATACAGGAGCCTGGGCTCCCAAAATGCCAAAAACTCACACATATTCTCG 



>'990913a2-008.scf came from CONTIG 6 at offset 0; "E:\SEQUENCE\export\EG_DB\990913a2\990913a2- 
008.scf'(49>556) 

50 TGTTAGCITAAAAGATGGCGGGTTCCGCTGTTTGCCGGGCAGCTGGCGCCGGGAGCGAGTGCTGCTAC 
GCACCCGCCGCTCGCCGGCCCTGCTGAGTCGGCTGACTGGGGGGCACCGCCACCTACGCCCAGGCTCT 
CCACAGCGAGCCAGAGACGCAAGTCAGCCAGCTGGACAACGGGCTGCGAGTGGCCTCGGAGCAGTCT 
TCCCAGCCTACCTGCACGGTGGGGGTATGGATTGATGCTGGCAGCCGNTACGAGAGTGAGAAGAACA 
AGGGGGCTGCTACTTTGGGAGCATCTGCTTTCAAGGAACAAACATCGCCTGGCATGCTTGGAGAGGAG 

55 GTGAGAGCATGGGGCCATCTATGCCTACACACCGGAGCCACGCTTATAATAAGAGTATCAAGACTGCA 



TTAGGG 
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AAGTGAGAGTCTGCCGCACTGCAGATCANCTCAGACTCCAATGAGAGAGCGGAGGATCTGAGAGTGA 
GAATACCATCTGCGACGTCTTATACTGTTGCCGCT 

>'990913a2-009.scf came from CONTIG 7 at offset 0; "E:\SEQUENCE\export\EG_DB\990913a2\9909 13 a2- 
5 O09.scf'(51>340) 

TTGTTCCAAGATTATTTCAGAGCAAATCT 

CTGATGAAATGGCCAATCAATATATGGAGAGGGCCATCAATGTAACCTCCCTCAAAATTAAACCACGT 
TAGCTATCACCTACACATTAGCTATCACCTATGTCACACTGTACTTAAGCTTACTCCCAAGTGGAAGCT 
ATTTTTATATTTTAGANTCAGTCGCTCAGTCATGTGTGACTCTGCGACCCCAGGACTGCAGNACTACAG 
10 GCTTTCCTGTCCATCA 

>'990913a2-010.scf came from CONTIG 8 at offset 0;"E:\SEQUENCE\export\EG__DB\990913a2\990913a2- 

010. scf'(47>342) 

GGTTTTTTCACCACATCAATGGGGTAACGGTTTTTCCCAGCCACACGCTGCATGACAGGCCACCGGCC 
15 ATTTTTCAGTTGCTGAATAAACGCGCCGGGAATACGACGGCTACCCACCACAAGCACGCTGCCGCCAC 
CTTTCAGGGATGAACGCTGCCCCTTTTTACGACGCCTGCGGCGCGAAAGGACAACCCGCGCATTACCC 
AGCTTGATTACGGGCAAATCCCCCCGGTTAACTTTGATTCTGGCCTGCGGATTm 
TTCAGCCTGGCCCTTTCTTTACC 

20 >'990913a2-01 l.scf came from CONTIG 9 at offset 0 ; "E:\SEQUENCE\export\EG_DB\9909 13 a2\9909 13 a2- 

011. scf'(62>109) 

AAGCAACGGCACGGCCAAGGGCATCAGCTGCCACTTCTGGGGACGTGG 

>'990913a2-014.scf came from CONTIG 10 at offset 0; M E:\SEQUENCE\export\EG__DB\990913a2\990913a2- 
25 014.scf , (52>227) 

TGGCACGAGGCAGAGGCTCCAGGAGGCCCTGCAGGTGGAGGTGAAAGCTGGGAGGACGAGGAGGCC 

GTGCGCCTCGCCCAGACCAGACTGGTAGAGGAGGAGGAGGAGAAGCTGAAGCAGCTGTTGCAGCTGA 

AGGAAGGAACAGAGAGGCGCTTACATCGAAACGGGCACAGGCA 

30 >'990913a2-015.scf came from CONTIG 1 1 at offset 0;"E:\SEQUENCE\export\EG_DB\990913a2\990913a2- 

015. scf*(56>572) 

GCACGAGGCACAAAATAGCCCTTCTCCCTATGGAGAACCAAGCAGTTTCCATAACAGAGCCACTTTGC 
TGGATGTATTCTCGAAGGACTCAAGCAAGCGTACACTAAGACTTTAAACTATGCTAAGTTGACTGACA 
TATAACAGGGAGAGAAGGAAACTCCTGATAAACCTCTAGTATAGACTACGGGAGGCTCTCTGCAAGTT 
35 TACTGACATTGATTCTAAAAGGGCAGACAGAGAAATTTTCTTAAAAGATAGATTTC 

CTCCAAATATCTGCCATAAGATACAAAACAGGCATTGGACCAATCAGACTTTAGAAAACTGTGCAGCT 
GGTCAGTGGTGTATATTGTAGAGATATGAGAGAAAATAGANGCATAAAGAACCAGCAAGACTGAGCC 
CACTGGCTTAGAITGCTTGAACAACTGGAAAAGCCAGG 
AGAGGATGTAGTGGAGCTTAGCTCTACTACCCGCCCTGTAGCT 

40 

>'990913a2-017.scf came from CONTIG 12 at offset 0;"E :\SEQUENCE\export\EG_DB\9909 13a2\99091 3a2- 
017.scf'(49>312) 

TATTTGGCACGAGGGTCCCTCATTCCTACTACTCCTCGCATTCTCTATATTTGAAGGTGGGGGAGGGAC 
AAGGTGGACCGCGGTCCCTCCCTTTGCAAGGGAAACTAAGCCATGCCGGGGGCTTGAGTAGATCTATC 
45 CATTTTCTCTTTTCACT^ 

AACATAAAGCCCGCCGCCATGGGACAACACCCAACCCCCTGTTCGGTGATCCGCGTG 

>'990913a2-016.scf came from CONTIG 12 at offset 6; "E:\SEQUENCE\export\EG_DB\990913a2\9909 13 a2- 

016. scf'(55>576) 

50 GCACGAGGCTCCCTCATTCCTACTACTCCTCGCATCCTCTATAGTTGAAGCTGGGGACAGGAACAGGC 
TGAACCGCGTTCCCTCCCTTAGCAGGCAACCTAGCCCATGCAGGAGC1TCAGTAGATCTAACCATTTTC 
TCTTTACACTTAGCAGGAGTTTCCTCAATTOT 

AAGCCCCCCGCAATGTCACACTACCAAACCCCTCTGTTCGTATGATTCCGTCATAATTACCNGCCGCAC 
TACTACTACTCTCGCTCCCTGTNTTAGCAGCCGGCGTCACAATGCTATTACAGACCGGAACCCTAATAC 
55 ACCTTCTCGACCGGCAGAGGNAGAGACCTTTTTATTTAAC^ 
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TTTTATCTACTGNGTGGGATAATTTCTTNGTGACCACTATAGAAAAAAGAACATCGATTA 
GGGCTTATGTAATCGTTTCTAGTTTGTTGACCACCTTTATA 

>'990913a2-019.scf came from CONTIG 13 at offset 0; n E:\SEQUENCE\export\EG_DB\990913a2\990913a2- 
5 019.scf'(48>315) 

CAAAATCGAGAATAATGAGGGAGTTCGGAGGTTTGACGAGATCCTGGAAGCCAGTGATGGGATCATG 
GTGGGGTCGTGGTGGATCTGGGCATTGAGATACCCTGCAGAGAAGGTCTTCCTTGCCCCAGAGATGAT 
GATTGGTCGGNGCAACCGAGCTGGGAAGCCCGTCATCTGTGCCACACAAATGCTGGAGAGATGATCA 
AGAAGCCTCGCCCTACCCGGCGGAGGGAGNNGACGGGCCATGCCGGCTTGATGGACCGACTGCTCA 

10 

> f 990913a2-020.scf came from CONTIG 14 at offset 0; "E:\SEQUENCE\export\EG__DB\9909 13 a2\9909 13 a2- 

020. scf'(48>580) 

CGAGTGGGAGCCCCAGGGCCGCGGTCTGGAAGCGGAACTTGTCGGATTGTTTTAAGAAAATGGCAGA 
CAAGCCCGACTTGGGGNGAAATCAACAGCTTCGATAAGGGCCAAGCTGAAGAAGACTGAGACGCAAG 

15 AGAAGAACACCCTGCCGACCAAAGAGACCATTGAGCAGGAGAAGCAAGCAAAGTGAGATTTCCCGCG 
AACCTGGGGATTCTCCACCGCATCATCTTGGAGACCCTAGCCGNGGTGTGGAGGGAGAGCCACCTGCA 
NGATGTACACGAGCGACAGCTGGACTGTGAACCCGGGCNCTCGTGCCGGCGCACCGGCCGCGGGGGT 
TGATGGGACCTTCCATCGGACTGCCAATTTTCCGGTTGGCTGGATATTATAAATATTTGTTGATAATA^ 
AATAACACACCCGGGAAAAAAAAAAAAAAAATGGGGGGGCCGGCCC^ 

20 TCACTGGCGGTTTCACGGGATGGGAACCCCGGTCCACTTATGCTTCCCCTCCCTTTCCCTT 

>'990913a2-021.scf came from CONTIG 15 at offset 0;"E:\SEQUENCE\export\EG__DB\990913a2\990913a2- 

021. scf"(45>59) 
TTTTTTTTTGTACGC 

25 

>'990913a2-022.scf came from CONTIG 16 at offset 0;"E:\SEQUENCE\export\EG__DB\990913a2\990913a2- 

022. scf'(53>59) 
GTGACGA 

30 >'990913a2-025.scf came from CONTIG 17 at offset 0;"E:\SEQUENCE\export\EG__DB\990913a2\990913a2- 

025. scf'(47>348) 

TGTTnTTCTTCCTTGTGCAGAGATGCTATCACCCACACATCTCCCCACCCTGCCACATGCAGCCTGGA 
ATTCTCCTATGGTTTTCCAGTGGGTCTGTAGTCTGCCAGAGGAGCAGGGGGTGGCCTCAGACAGAAGC 
CATGAAGAAGATCCCCACACAAAGACTTTAAGATCCAC^ 
35 AGCCATACAAATCANTATTCCAAAGGATGGGGAACAGCGCAGCTAAGCAGACTTTATTTCCCAGCCTA 
TCATATGCTCGTTGNTTCTGCCTTAGTA 

>'990913a2-026.scf came from CONTIG 18 at offset 0;"E:\SEQUENCE\export\EG^DB\990913a2\990913a2- 

026. scf*(43>597) 

40 CGAGAACCTGCAGGACTTAGTGGGGAAGCCGGTGTTCACAGTGGAGCGCATGTATGACGTGACGCCG 
CCTGGCGTGGTCATGGGGCTGGCCTGGACGGAGCATGGGAAGACTCCACGCTGTTTGTTGAGACGTCC 
CTGAGACGGCCGAGGGACAGAGACAGNGACAAGGGGGACAAGGATGGGAGCCTGGAGGGGACCGGC 
CAGCTGGGGGAGGGATGAAAGAGAGCGCCGCATATCCTACACTTCCCCAGGCCCTCCTGATGCAGCAC 
GACTCCGCCAACAGTTCCTGTTGAACTCCCCATCCACTGCACGTGCTGAAGGGCCACCCCAAGACGCC 

45 CGAGGGCCGCTGACATCTCTCNGNCCTCTCTCTGCTTTGACGGCAGGCNGAGAAACTGCTGACGCGAG 
GCTCTCCAGCAAAGTGCTGTGGCGGTTAGAGAGACACCGCCAACGGCGGGACCGCTCCCTCACTAGAC 
AGAGATCTTTACTGTTCTTrCCCAGC^ 
GCCGGGGGGGGCG 

50 >'990913a2-028.scf came from CONTIG 19 at offset 0; M E:\SEQUENCE\export\EG_DB\990913a2\990913a2- 
028.scf'(l>538) 

ACGGGGGCGGCGTCTAACTAGNGGTCCCCCGGGCTGCAGGTATTCGGCACGAGGCTGTGCTGGACTGC 
ATITCCATGGAAGGGTGCATAGTCTGCTCTTTTTGTCTGGATTCCCTCATCAAGCTGGTCAGAGTCACG 
AACGTCGCCCTGTGTGGGTGTGGGCCGGACCCTGTCCTTCCCGTCACTGTGTGCCTGTCCCCGCCCACT 
55 GCCCCAGGTCCTGGAGCTTCTTAGAAGTCTGAATGCCTGGNGGCAGAGCCTTCCGCTGTCTTCTTCAAG 
ATCATCCGCGNGTCCTCACCrTTGTTrrrrTTTGTCAATGTr 
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TGTGTGTGGTATTTTATGCNTTGTTTATGTTAGATATTACATATGGGAAGAATGACTCTTGCA 

AGTAAAGACATAATAAAAAATATACCTGGCAATTTG^ 

GTTATTTAAAAAAAAACATATCAGCATTCACAAAATCTTATATTAAA^ 

5 >'990913a2-029.scf came from CONTIG 20 at offset 0;"E:\SEQUENCE\export\EG__DB\990913a2\990913a2- 
029.scf'(41>144) 

TGGTTTTTATTGTAAACAATGCATTCATCGACCTTCCAGCCCCATCAAACATT^ 
TCGGTTCCCTCCTGGGAATCTGCCTAATCCTACAA 

10 >'990913a2-031.scf came from CONTIG 21 at offset 0; M E:\SEQUENCE\export\EG_DB\990913a2\990913a2- 
031.scf , (53>58) 
CAAAGA 

>'990913a2-032.scf came from CONTIG 22 at offset 0; M E:\SEQUENCE\export\EG_DB\990913a2\990913a2- 
15 032.scf , (52>59) 
TTGGACGA 

>'990913a2-034.scf came from CONTIG 23 at offset 0;"E:\SEQUENCE\export\EG_DB\990913a2\990913a2- 

034. scf(46>624) 

20 GTACGAGGCTAGGCCGTGCAGCTGCTGCCACCGCCGTCTGTCTGCCTGCCCTCCCGTCGGTCCACCCGC 
AGCATGAGCGGCCTGCGCGTCTACAGCACGTGGGTCACCGGCTCCCGCGAAATCAAGTACCAGCAGA 
GTGAGGTGACCCGCATCCTGGATGGGAAGCGCATCCAGTACCAGCTAGTGGACATCTCCCAAGACAAC 
GCCCTGCGGGACGAGATGCGAGCCTTGGCCGGGCACCCCAAGGCCACCCCACCCCAGATTGTCAACG 
GAGAGCAGTATTGTGGGGACTATGAGCTCTTCTGTGAGGCTGGGGACATACACACTGANGAGNTCCTG 

25 ATACTGCCTGAGCAGCCAGACCCTGACTCGTCATACATTCCCTCCCACCATCACCCGGCTGAGGACCT 
GGACCACTCCTGTTTTCTACTGACGGGGCTTCCCTCACCAGACCCTCTCTCCTACTTAGCCCTCTrTCAT 
CACACACATCTCACCACGCTAAATGATTAGACAGCAAGGTGTGCTAGTGGCCTGGTGGCCTCTGCTGT 
GTGGCCTGTGTCATACAGTTTCAAGCGCATCGCG 

30 >'990913a2-035.scf came from CONTIG 24 at offset 0;*'E:\SEQUENCE\export\EGJDB\990913a2\990913a2- 

035. scf'(53>562) 

GCACGAGGCCCCTTCAAGGCCAGAGTCACAGGTGACGGCCTCGTCAGCAACCACAGCCTCCATGAGA 
CATCATCTGTGTTTGTGGACTCCCTGACCAAGACTGCCACCATCCCCCAGCACAGTGCCCCAGGCCCG 
GGTCCCACTGATGCCAGCAAGGGGCTGGCCAAAGGCGTGGGGCTGAGCAAGGCCTACATGGACCAGA 
35 AGAGCAGCTTCACGGTGGACTGCAGCAAAGCAGGCAACAACATGCTGCTGTGGGGCGTGCATGGGCC 
CCCGACGCCCTGTGAGAGATCACTGGGAACACGTGGCAGCAGCTCTCAGAGTGCCTACTGCTCAGGAC 
AGGGGGANACCGCTGTGGNCAGGGGGGGACAGCCATCCGGGCAGCCTCGAGCCTGGGCCTGGTGTGG 
CGCTCCATCACACTCCAGACAGAGGCCCTCGCTGCCCTGCACCACACACGCCCACCCGCAGCCTGCAC 
CTCCTACCTGCCTCTGGTGGTACTGCTCANGGCAAGAG 

40 

>'990913a2-037.scf came from CONTIG 25 at offset 0;"E:\SEQUENCE\export\EG_DB\9909 13 a2\9909l3a2- 

037. scf'(54>628) 

GCACGAGGACCTCTTCTGCCCCCCGTCCCCTGTGCCCACCACCTGCTGTCCTGGTGCAGCATGTGTTAC 
TTCTGGCTCCCATGCCCTAGATCTGCTGGTGGTAACCTTGGAAGAGCTGGCCAGGCCTGGAGGTTTCCT 

45 TCTCCATTTGTAGTGTTCCAGAGTGCCATGATTGCCACGCCCCACCAGAGCTCCACTTGTCATGCTCGC 
GGCCCATCCACACACCTTTCTTGCCTCTTGCCTCCTGCAGGGGGGGGGGGGATGGGAGTGAGACAGCC 
CGGCCCCTCTTCCCCTCTCCTCCCACTGAGCACCAGCTGCTGCTGCCAGNGAAGCTCATGACCGGGGC 
GGNCAGCTTCCCTCCACTGACGAATCATTATCTTAACTAATAAATCACTATTAAAGACCAACTAACTA 
ATGATGAAGATGGCGAACATTTAACTCGTTTTAGGTTTrGTITCTAGTG 

50 TATATTTTATAATTTACTGTGATGACAAGAATGCTGTTCTTGAGACATTTTGA^ 
TTCTTTCCCTACATCTACCATATC 

>'990913a2-038.scf came from CONTIG 26 at offset 0; M E:\SEQUENCE\export\EG_DB\990913a2\990913a2- 

038. scf'(53>537) 

55 GCACGAGGCAGCGGGCGAGCTGGGACCCGCGTGGCATCCTGCCTCCCTGCCCGCGAAGTGACAGTTTA 
CAAAATTATTTTCTGCAAAAAAGAAAAAAAAGTTACGCTAAAAAAAAAA^ 
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ACCACATATTCTATTATACAAAA^ 

CCCCTTTGCACCGCAATGTTT^ 

CTTTTTTTCGTTTTTTTTT^ 

TGGGGAGTGGGAGGTGGGGCGGGGAAATCTGCCAAAGCCATGTGCTGTGTGTGCTGCCCCTGTCCTGA 
5 AATTTTTGTTTAAAAATTTTGATTGT^ 
TGACG 

>'990913a2-040.scf came from CONTTG 27 at offset 0;'*E:\SEQUENCE\export\EG_DB\990913a2\990913a2- 

040. scf'(54>148) 

10 GCACGAGGGTTTGGGAGAGAGCCAGCTATTCTGGGGGGAAAATTTTGAGGGAAAACAACTATTAAAT 
GGGGTGGATTTAGTTTTTTTTGTCCCTA 

>'990913a2-041.scf came from CONTIG 28 at offset 0;"E:\SEQUENCE\export\EG_DB\990913a2\990913a2- 

041. scf(l>634) 

15 CGGGGGGGCCTTAAATATGGTCCCGGCTGCAGAAAATGAAGCTGAACAAAATCTTCATTGCGGAGGT 
ACTTGCCTCATCCGAGCGAGCCCGCCGACATGCTGAGCAAGAGAGAGACGAGCTGGCGGACGAGATT 
GCCAATAGCGCCCTCCGCAAGTCTGCACTTCCGGATGAGAAGCGGCGGCCTGGAGGGCTCGATCGCAC 
AGCTAGAGGAGGAGGTGGGAGGGGAGCAGAGCAACATGGAGCTGCTCAATGACCGCTTCCGCAAGAC 
CACACTGCAAGGGGACACGCTTGACACTGAGCTGCGGCCGAGCGCAGCGCTGCCCCACAGAGCGTAA 

20 TGCGCGCAGCAGCTGGAGGGGAGAACAAAAGTTGAAGCCAGCTGAGGAGCGGGAGGGCGGCAGTCC 
AGTTATGGCACCTCTTTGTTTGAAGCAGATGGGGTGGAGGGAGTGTGCAGGAGCAGGAAGACCGGCC 
ATAATATCGGGTACGGAGAGTGTAGATTTTTGCGTGAGTGAAGCGCTGCGTCATTTAGAAAGGGAGCA 
TGCAGTGAAGTTAGGGGGTGGGAGGGGAGAGTCAGCCGCTTTGCCACCCGGGACGTGGCTGGCCCGG 
GCGCGGGCGCCGGAAGGGGGGGGCGTGTCT 

25 

>'990913a2-043.scf came from CONTIG 29 at offset 0; n E:\SEQUENCE\export\EGJ)B\990913a2\990913a2- 
043.scf*(l>368) 

CGGGGGCTTAATATGTCCCGCTAGAATGACAGTCCTGTGATGATAGGTGTTGTTTATGTCCGGACTTGT 
CTGTGCTGATGTTTTTTATTTGATCGGCAGGAC^ 
30 AAGGAGGAAGAAAAGTGAGCTCAACGAGCCCGCGTCCTTTTAAGAAACATGTTTGCCTGACAGCTC^ 
CCTGCCACGCAACAGATTCGCTTTCATAAGATTGCAACAACAAAGT^ 
AAATGAAAAAACAACAAAATTTGAGTTGTGTATAATAAA^ 



35 >'990913a2-044.scf came from CONTIG 30 at offset 0; ,, E:\SEQUENCE\export\EG_DB\990913a2\990913a2- 

044. scf'(46>224) 

GCACGAGGCTCCCCCCGGCGCCGCTCTGGCCGCACTGCGCTCGCCCTGAGCTCCGGTCTCCTGCTAAG 

CCAGCGCCGCTGTCGCCTCCCTCCAGTCGCCATCATGATCATCTACCGGGACCCTCATTAGCCATGACG 

AGATGTTCTCCGACATCTACAAGATCCGGGAGGGGGCGGACG 

40 

>'990913a2-065.scf came from CONTIG 30 at offset 0; ''E:\SEQUENCE\export\EGJDB\990913a2\990913a2- 
065.scf'(54>601) 

GCACGAGGCCCCCCTCCCCCCGAGCGCCGCTCTGGCCGCACTGCGCTCGCCCTGAGCTCCGGGCTCCT 
GCTAAGCCAGCGCCGCTGTCGCCTCCCTCCAGTCGCCATCATGATCATCTACCGGGACCTCATTAGCCA 

45 TGACGAGATGTTCTCCGACATCTACAAGATCCGGGAGGTCGCGGACGGGCTGTGTCTGGGGGGGGAG 
GGGAAGATGGNCAGTAGGACAGAGGGTAACATCGATGACTCGCTCATTGGTGGGAAATGCCTCGCGC 
TGAGGCCCCGAGGCGAAGGTACCGAAGCACAGTATCACTGGTGTCGATATGTCATGATCATCACTGCA 
GGTAACAGCTCACATAGAAGCTACAGAATACATCAAGATACATGAGTATCATGGAACTGAGAACAAA 
CAAAGATAAATCTTTGAAGGCTGAGACAATAGCCATCTGTATTC 

50 ATGCTGGTGTTCGGCTCGG 
CTGT 

>'990913a2-045.scf came from CONTIG 31 at offset 0;"E:\SEQUENCE\export\EG__DB\990913a2\990913a2- 

045. scf'(l>208) 

55 CGGGGGGGCGTTAGACTAGGGTCCCCGGCTGAGGAATTGGCACGAGCCCCCTCCCCCCTAGGCCCGAC 
ACCCCGTCTCTGGTACAAGCAGACCAAGAGGCTCAAGCCATGGCAGACCAAAGCCGGGGGAAGAGAT 
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GCAAGCACAGAAGGCCTCCCGGGTAAAGATGTGACTGGTGGGCTCCTTTCCTGCTATACTGGGGAGGG 
AGCAA 

>'990913a2-046.scf came from CONTIG 32 at offset 0;"E:\SEQUENCE\export\EG_DB\990913a2\990913a2- 
5 046.scf'(l>454) 

CGGGGGGGCGTTAGACTGTGGTCCCCGGCTGAGTATAACTTTTTTTT^ 

GTTAATAGAGAGATGGAGCCCAAGAACAGACAGCTCGGTTTCGAAATACAAGTTTAGGAAAATCTTAT 
CTCAGTCATGCATAAATATGCAGGGATATGGCAGAAGACACCAGAGCAGATGCAGAGAGCCATTTTG 
TGGATGGATTGGATTATTTAATAACATTACCTTACTGGGGAGGGAGGATTGGAAAAAAAAATC 
10 GTGACAGCTTCTTATCTTTTTATTGTTGTTTCTTCTTGT 

TTATGNTNATTNGTAGTTNCAGTGAATGTGATACTTTTTATGAT^^ 
CTGTGTATAGACATACGTTTNCTTTAAAATTATGCGTGTAA 

>'990913a2-047.scf came from CONTIG 33 at offset 0;"E:\SEQUENCE\export\EG_DB\990913a2\990913a2- 
15 047.scf'(50>534) 

GCACGAGGCCGATCTCTGCGAAGAGCTGGAACCCCGGGACCTTGGCGAAGTCCAAAATAAAGAGTGT 
CGAGACGCCTGGTGTGTGTTGGTGTTGTTGTGNGCGTGCACGCCTGTGTGGGTGTGGGGTGTGTGTATG 
TGTGGTGTGTGTGTGTGTCTCTTTGTGTGGTGTATGTCTGTGTGTATGTGGCTGGGTGTGTCTGTGAGAC 
TTGCCCGCGCGGTCTTGNGCCCCGCGCTTCCCGGGGCGCAGGTGCATTGCAGACGGCACTGGGGTCCG 
20 CCGAGGGGAGCCTGGTGCTGATTTTGGTCCTCCTTCACCGCCCGCCAGCCCTGGGAGAGCCTTTGTTCA 
GCTGATGTGAGGGCTCCTGTTCTAGTCATGCCTGTCTGGACAACGATCAAGTCCGAGCACGCGGGGAG 
GCCCTAAACCCACTGACCTCAACCAAAAAGGAGGCGGACAACAAATCTCCCACCTGGGTGTGGGGTT 
GGGAAGG 

25 >'990913a2-049.scf came from CONTIG 34 at offset 0;"E:\SEQUENCE\export\EG_DB\990913a2\990913a2- 
049.scf'(8>579) 

CGGCGTCTATAATAGNGGTCCCCCGGGCTGCAGGCGGGTGCACGGGTGGCGAGCGCAGACGGGAGAG 
GCTGCCAGACGAGCACCATGGCTCCCTGCCCGCTTCGCCCGCTGCTGTGGGTCCTCGTGCTGGGGCTTG 
GGCTGGCGCTGCTGCGCGCCGCGGGCGGGGAGGGAGTGCCAGGCACCACCCCCTGCTCTCGCGGGAC 
30 CTCCTGGAGCGCGGACCTAAACAAGTGCATGGACTGTGCCTCGGGCCGGGCGAGACCGCACAAGGAC 
TTTTGCCTGGGCTGCACTGCGCGCCCTCCAGCCCCCCTCTTGTTGGGTGGGGCATTCTGGGGGGGCCCT 
GGGCTGGCCCTGGGCTGGGGTGGrmTGGTGCTGGGCTGGGAGGGGGCGCAGAAAAGAATTTTACAC 
CCCATCGGGGACGGGGGGGAGTGGCTGGGGGGCCTGTCAGGCGGGGCGCCCCGCCGGAGAGGTGGGC 
CGTCTTITTTTTTTTT^ 

>'990913a2-052.scf came from CONTIG 35 at offset 0;*'E:\SEQUENCE\export\EGJ)B\990913a2\990913a2- 
052.scf'(8>705) 

CGGCGTCTATAITATCTGTGCCTCGGCCTGITrGCTGCTCTCTAACATCCATACTTGTACTGTACTTTCA 
40 CCTGTGGACCCTCTCCACATCAGACTTTTACTGTCCCTTATGGTTGTATACATTCCAAACCTATTCCAGT 
TGGTCCCAAGTGTCCATCCC1TATAACTCTGCCCTTGCTATTTAACCTCCAACTAAGGTGGTCTAGATTT 
CCCTGATGGCTCAGCTGTGAAAGAATCCATTTTCAGCGCACAGGAAACCAGAGACGCAGGTTCAATCC 
GTGGGTCGGGATGATCCCCTAGAGAAGGAAATTGTCTCCCACTCCAGTTTTCTTGCCTGAAAAATCCCT 
GGACAGAGGAACCTGGCTGCTTCAGCGCAGAGGGTTGCACAGACTCACACCGACTGACCACCTACCA 

GAGGAATAAGAGAAATCTTCTGACGAAAGCATTAAAAAGCAGAAAGCCTTAAATCGAA 
AGACTCATACATTAGAAATTGCTATGTTCTTAAACTCAACATTT^ 

GTCCGTTCCTGTTTAGGGGAAATAAAAATCACACTGCCACCTAACCAAGGAACATAAACATTTACTT^ 
CTCCTCCTCT 

50 

> , 990913a2-051.scf came from CONTIG 35 at offset 34 ; "E:\SEQUENCE\export\EG_DB\990913a2\9909 13 a2- 
051.scf"(47>556) 

CTGCAGTCTAACATCCAGCCTTGTCCTGTACTTTCACCTCTCACCCTCCCACAGCAGCTTCACTGCCCTT 
ATGGTGTAACATCCAACCATTCCAGNGGTCCAAGAGCCACCCTACAACTCTCCCTTGCTATTTAACCTC 
55 CAACTAAGGAGGTCTAGATTTCCCTGATGGCTCAACTGTGAAAGAATCCATATACAGNGCAGAGGAG 
ACAAGAGACGCAGGGTCAATCCGCGGGTCGGGAAGATCCCCTAGAGAGGAAATGGTAACCCACTCCA 
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GTATTCTTGCCTGTAAAATACATGGACAGAGGAGCCTGCGAGCTCAGTGCAGAGGGTTGCAAAGACTC 
TACACGACTGAGCACTANCACATGCTTTGTTGCTTTTTTm 

ACCTACAGTACATGAGATGGATACAAGGAATATTTGTCGGAGCAATAAGAAGTAGAAGGATTGATTG 
AATATTTTTAATGACTATACATTATAAATTTC 

5 

>'990913a2-053.scf came from CONTIG 36 at offset 0;"E:\SEQUENCE\export\EG_DB\990913a2\990913a2- 

053. scf'(48>595) 

TCTTGTTGAAATGAAATACCACAACAAAAAGCAAGG 
AAAATTAACTGGACCACTTTTGGGGGTTGGGGAGCAGAACTGCTTTTG 

10 AAGGTACACTGTGCTTCTTTGCTTCAGGAAATATAGGGTTGTCTGCAAGGAACCCAAGGTACAGCCAA 
CGGGCGGGGGGTTTTTTCAAATCCCAAACTCACCGACAGGCGTGAATGTTCCTTGTAG 
CTGTGTCCTGGCCCTGTCAGCCCTTCTTCAGCCTGCACCCTGTTCCAGAGCCAGTGAGACGGAGACACT 
GTGATGGAGCTCTCACTTCCAAGTGATAGTATTATTAATTTGTGTGTGTCAGACTATGACTCAGATGTG 
GGTGGATTTTTATTTAACGATAATGACATTATAAAACTTTAT^ 

1 5 TTTAATCTTTATTTGAGC ACGTGTTA A AATT AATACm 

>*990913a2-054.scf came from CONTIG 37 at offset 0; n E:\SEQUENCE\export\EG_DB\990913a2\990913a2- 

054. scf'(52>252) 

GGGCACGAGGTAAACCCAAGCCCTTGACCTCTTACAGGAGCTTTGTCTGCCCTCTTAATAACATCCGG 
20 CCTAACCATGTGATTTCACTTTAACT 

AATATACCAATGATGACGAGATGTTATCCGAGAAAGCACCTTCCAAGGGCACCATACCCAGCTG 

>'990913a2-055.scf came from CONTIG 38 at offset 0;''E:\SEQUENCE\export\EGJDB\990913a2\990913a2- 

055. scf , (277>558) 

25 GAGGAGAAACTTCACGGNGGTCCCCAGNTGGATTTATTGTTGAAGGAGAACCACCAGGAAAGGGTTC 
CCACTTGCTCTTGGTCTGCTGGCCACCTGCTCTCAAAAAATACTACCTTGCAGACAAGATGCTACGGAT 
GAGGAACTGCAACGAAAGATGTTTTTTGAGGTCCAGATGGGATGTGCGAGGCACACGATCACTCCTGT 
TGTTGTGGTGTGTAAAAAAGATGGAAAGAAATATAATTAAAAAAAAACACTGCTGCTTT 
TGGGTTGGGG 

30 

>'990913a2-056.scf came from CONTIG 39 at offset 0; ,, E:\SEQUENCE\export\EG_DB\990913a2\990913a2- 

056. scf'(46>533) 

TGGGACGAGGGTCAATCCTAGACATTATAATGCATGGTATGGTTTAGGAATGATTTATTACAAGCAAG 
AAAAATTCAGCCTTGCAGAAATGCATTTCCAGAAAGCACITGACATCAACCCTCAA^ 
35 CTTTGCCACATTGGGGTAGTTCAGCATGCACTGAAAAAATCTGAGAAGGCTTTGGATACCCTAAACAA 
AGCCATTGTTATTGATCCTAAGAACCTTCTATGCAAATTTCACAGAGCC^ 
AAAATATAGTCTGCTTTACAGAACTTNGAGAATGATCACATNGTTCCC^ 

ATAGAAGGTTAAAGAGTTAGTCAACGCACTCGCCTGTGATNTCTTTGGGTTGGGTAAATCCTAAGACC 
AATACCAATAAAAGCAATGTAACCTACTTCAAGAGAGAGCATACCCAGAGAAAATATGGACAAGATC 
40 CAGAGAGAGAG 

>'990913a2-057.scf came from CONTIG 40 at offset 0;"E:\SEQUENCE\export\EG_DB\990913a2\990913a2- 

057. scf(48>291) 

TCCATACGGCGTTGTCITGAATTCCCGTCGTAACTTAAAGGGAAGCTTTCACAATGTCCGGGAGCCCTT 
45 GATGTCCTGCAAATGAAGGAGGAGGATGTCCTCAAAITCCTTGCAGCAGGAACCCACTTAGGGGGCAC 
CAACCTTGACTTCCAAATGGAACAATACATCTACAAAAGGAAAAGTGATGGCATCTACATCATAAATC 
TGAAGAGGACGGGGGAGAAGCTTCTGTTGGGCGCTCGGC 

>'990913a2-059,scf came from CONTIG 41 at offset 0;"E:\SEQUENCE\export\EG__DB\990913a2\990913a2- 
50 059.scf(46>612) 

TGCTGGTGCTGTTGGCCCAAGAGGTCCCAGTGGCCCACAAGGTATTCGAGGTGACAAGGGAGAGCCTG 
GTGATAAGGGTCCCAGAGGTCTTCCTGGCTTAAAGGGACACAATGGGTTGCAAGGGCTCCCGGGTCTT 
GCTGGGCATCATGGGGATCAAGGGGCTCCCGGGGCTGGGGGTCCCGCTGGGCCCAGGGGCCCTGCTG 
GTCCTTCTGGCCCCAGCTGCAAAGACGGGCGCATTTGACAGACTGNNGCACGTGGACCTGCTGGCATT 
55 TCGTGGCTTCAAGGTAGCCAAGGGTCTGCTGGCCCTCCTGGCCCCCTGGCCCTTCTGACCTCCTGGCCA 
AGGGGGGGGGTTCGATTTGGGTTTGTGTGACTTTTCAGGCTGCCCACCCTCCTACTACTCTCTCNACCC 
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GCATCCCGACTTGACCACCCCCCAAGGGACTGTTTTATTGTTGACTATCCAAGTGTCTTGTTGTTTAAG 



5 >'990913a2-075.scf came from CONTIG 41 at offset 534; n E:\SEQUENCE\export\EG_DB\990913a2\990913a2- 
075.scf"(48>547) 

CGGACATTCAGACAGAACGTGCGTACCAAAAGCAACCGACCATCTTTCAAAATAAAAAGAGGGTCCT 
GCTTGGAGAAACTGGCAAAGAAAGCTCCCTGATACTACAGAACTTGGTCTGGGCTTCAAGACTCCAAA 
GGAGGCCATCGAGGGCACCTACATTGACAAGAAATGCCCTTTTACGGGTAATGTCTCCATTCGGGGCG 
10 GATCCTGTCTGGCGTGGTGACCAAAATGAAGATGCAGAGGACCATCGTCATCCGCCGAGACTACCTTC 
ACTACATCGAAAGTACAACCGCTTTGAGAAGCGCANAGAACTNCCGCGTGCACCTTTCTCCTGCTTAG 
GGACGCCAGATCGCGACATGTCACGTGGGCGAGTGCGGCCCTGGCAGACTGGCGCTCATGTCTCAGGT 
CACCAGCTCCGCACAAGAGCATTCGAAGTTGAATGGCOT 
AAAAAAAAAAAAAAAAAATAAAAAT 

15 

>'990913a2-060.scf came from CONTIG 42 at offset 0;"E:\SEQUENCE\export\EG_DB\990913a2\990913a2- 

060. scf'(52>263) 

GCACGAGGCCCTTCTTCACCCCTTGCCCCTCGCCATCACCCCGACTCTCAACACAGCACAAACCCTGCA 
AACCCAAAGAGAATATTAATACTTGAAGCAAGAAGGGTGCATGCCAGTCCCTCTCAATCATGGCCAGG 
20 GGATGCCAGGGCTTGCGCCCCTGGACTCCTAGCCCTGCCCAGGGCAAGGAGGGCTTTTCCCTAGAGCT 
ACTGGGC 

> , 990913a2-061.scf came from CONTIG 43 at offset 0 ; f 'E:\SEQUENCE\export\EG_DB\99 0913 a2\9909 13 a2- 

061. scf'(54>571) 

25 GCACGAGGGACTGTTTTCATCAAGAATAGTC^ 

TGAATTATTTTGACTGCTGTTTTCTC 

TITGGGTGATGAGGCTGCAGCTGATTTCTATCITGATTCATCAGGTACGGGAGTTTGAGGGCGCAG 
TAGCTCTCTTTATTTACTGGCCACCNAGACAGAC^AAAGTCGAGCCCTGAGGGAGGCTTTTATCGTCA 
30 GAATTTGCCCATCTCATGACCTCATGCCACAGTTTC^ 

ACTGCCATCAGTCAGCCGACCGCGGCAGACAGCACTACCCCTCAGCTCTCTAACTCCACATCCTATATT 
CTCTGCGCCTGTGCCACCTGCTGATTTCAATGCTT 

>*990913a2-062.scf came from CONTIG 44 at offset 0;"E:\SEQUENCE\export\EG_DB\990913a2\990913a2- 
35 062.scf'(49>602) 

GTTTCTGCGACCTGTTCTCGAACGCTCAGCGTGGTCCTCCTTCCGATTTGGAGATGCCTGTCTGGGGGA 
GGTGGCAACAAGTGCGGGGCGCTGTGGGGAGGACACGGTACCACGGCCGAGGAGGTGCAGNGTGAC 
GGCCGGAGCTTCCACCGCTGCTGCTTCCTGTGCATGGTTTGCAGGAAGAATTTAGATAGTACAACAGT 
GGCAATTCACGATGAAGAAATCTACTGCAAATCCTGCTACGGAAAGAAGTACGGGCCAAAAGGGCTA 
40 CGGGTACGGCCAGGGCGCAGGCACCCTCAACATGGACCGGGCGAGAGGTTGGGCATCAAGCCGAAAG 
TGTTCAACCTCACAGACCGACACAAATCAAACACTTTAAlTrGTCAGAATTGGAGG 
AGATGTGGGTTCCGTTCGCTNCGATAGACTTGTAGCTGAAGCCTGCACAAACTGTTCGTGTGCTAGGC 
GGGAGGTCTAGTCTACACTTGATGAGAAAAGTGAATTTTGTAGATGTCCGAGACTCGCCCAGTTTGCT 
TCGCAGGCTGGCC 

45 

> , 990913a2-063.scf came from CONTIG 45 at offset 0;"E:\SEQUENCE\export\EG_DB\990913a2\990913a2- 
063.scf'(47>258) 

GCACGAGGGAAAGTTCAGACATCAGGTAAGTGTGTTCTAATTAAAAGATCATGAGTTCAAATCCCAAG 
CAGGGTTTTAGCTGGATTTGAGTCCTGGCCATGTGGGTTTGAGTCCCAAACTAGGT^ 
50 CAAATACTGGCACATGGGTTCAAGTGCCAATATGAGGTAAATC 
ATTCTTT 

>'990913a2-066.scf came from CONTIG 46 at offset 0;"E:\SEQUENCE\export\EG_DB\990913a2\990913a2- 
066.scf'(47>584) 

55 CGCCGGCCCCAGCGCGCTGCCACCGCTGCCCACCCACCATCAACCAGCATGTCCTCCGCTCACTTCAA 
CCGAGGCCCCGCCTACGGGCTGTGGGCTGAGGACAAGAACAAGCTGGCCCAGAAGTATGACCACCAG 
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GGGGAGCAGGAGCTCCGAGAGTGGGTCGAGGGGGTGACGGGGCGCCGCATCGGCAACAACTTCATGG 
ACGGACTTAAAGACGGCATGATTCTTTGTGAGTTCATCAATAAGCTCCAGCCAGGCTCCGTGAAGAAA 
GTAAATGAGTCCACTCATAACTGGCATCAGCTGAAGAACATCGTCAACTCATCATGCCATCACCAGTC 
GGGGTGAAGCCCTACGATATCTTGAGGCCACGACCTGTTCGACACACCACCAACGCAGTGCATCACCT 
5 TTGCGCTGCCAGATGACAGAGAAAGGACAGGNGATGGGGAGGAATAGCGGAAGCGTACGTGATTGAG 
CAAGAGCTAAAGAAGCGACATTNGTGTCAGTGGACCCAGTGCAGCAGAGCTGAGGTACGGCCGCG 

>'990913a2-067.scf came from CONTIG 47 at offset 0; "E:\SEQUENCE\export\EG__DB\990913a2\990913a2- 
067.scF(290>553) 

10 AACTTGAGTACTACACAAGCTGGCTGGATACTGGGCCAGCATCACTCCCACGCTCCTTTCACTGTACCA 
AAGACAGAGAAATGTCAGTTGGGAGCCAGGGACATGTCATGTCCGCAGTACAACTTGATCTGATGTGT 
GTGAGAGGACGTTCTTCATTCTCCACTTG 

ATGATTACAGTTTCGAGTCCTTGCCTTCCTCCCACCCACATACCTGACTTACCTCCCT 

15 >'990913a2-069.scf came from CONTIG 48 at offset 0; M E:\SEQUENCE\export\EG_DB\990913a2\990913a2- 
069.scf'(48>147) 

GCACGAGGCCCCGCTGAGAGGAGGCAGCCAGTGCGACTCCCACCGCCCGGCGACCCACCTTCCTCCAA 
GTCCGACGGGCAGCCGCCCCCGGGGCGACAAG 

20 >'990913a2-071.scf came from CONTIG 49 at offset 0; n E:\SEQUENCE\export\EG_DB\990913a2\990913a2- 
07Lscf f (55>586) 

GCACGAGGCGAGTTCGACGGGAAGAGGTTCCAGAATGTTGCCAAAGAAGGAGTGAAGTTTGATGAAA 
GTGAGAAAAGTAAGGAGAGTCGTGAAGCAGTTGAGAAAGAATTTGAGCCTCTGCTAAACTGGATGAA 
AGATAAAGCACTCAAGGACAAGATCGAGAAGGCTGNGGNGTCTCAGCGCCTGACAGAGTCTCCGGGT 
25 GCTCTGCCAGCCAGCCAGACGGGCGGGNCTGGCACATGGAGAGGATCATGAAAGCCCCAGCATACCA 
NACAGGCATGGACATCTCATCCATTATTATGCCACCAGATAAAACATTTGTTTTAACCCACCACCCACT 
ATCATAACTGCTTGAAGAGTTAGAGAGAGATGAATACTGTCAGATCTGTGTGTTTGTTGAACACACCT 
CGTCTGATTCTTTGCAACCTAAGATTGAGAAGATANATGATCTCGCTCACTAACATCACTGTGCAAGTG 
AGAGACCAGAGACTGAGACACAAGCACGAAGAACAAAGATAAAGAGGAGACAGACGAC 

30 

>*990913a2-072.scf came from CONTIG 50 at offset 0;"E:\SEQUENCE\export\EG_DB\990913a2\990913a2- 
072,scf'(55>600) 

GCACGAGGGCCTGCCTGCCCAACCTGGACCGCGTGGGCCACCCCAAGGAGCGCTGCTTCGCCTTCTGA 
TGGACGGGCCCTGCTGCCCGCTTTCACTGTACCCTGGCCACACCCACCCCTCCTGCCGCTGTTCATTAA 

35 CACCACCCGCCCCACGTCTCCAGCTGCGGACGGGTTCAGCCTGGCCTGCCCGTGCCTGGGAGGTCACC 
CCGCTGGGCTGGCCCCTGAGGGGCCCCTTTGGGAGCAGGTGTGTGGTACAGGTGGGCTGCTGTTGGCC 
ACCTTTAAGACAGATTCCTGTCTAGGCCTCGCCGGAGATGTTCCTTCCCTCTCGNCCCTCCACATACAC 
ACTACTGGTGGAGGCTGCCAGCACCATGCTCCCAACTCCCAGACATCCACACCTGGAAATTAGAGAAA 
GTACAGCAACCTTACTACAGCGCAGCCTCACCACTGAGACATGNCTNCNCCCTGCTGTTAGACCCGCC 

40 AGCTTCAAGTGAACTATGTACTGAACCATAGTCCATGGATGGCTGTGGTTGAGTGNCNACACCAAGCC 

>'990913a2-074.scf came from CONTIG 51 at offset 0; M E:\SEQUENCE\export\EG_DB\990913a2\990913a2- 
074.scf'(55>269) 

GCACGAGGATAAGACCAATTGGTATAAAACAAGATTACTAGGAGGAAAAAGAAAATATTGTGGm 
45 GAACTGGTACTGGAGAAGGCAATGGCACCCCACTCCAGTACTCTTGCCTGGAAACTCCCATGGATGGA 
GGAGCCTAGGGGGCTGCAGNCCATGGGGGGTGCTAAGAGTCAGACATGACTGAGCGACTTCGCTTTC 
ACTTTTTACTTTC 

>'990913a2-076.scf came from CONTIG 52 at offset 0;"E:\SEQUENCE\export\EG__DB\990913a2\990913a2- 
50 076.scf'(49>616) 

GAGCTCCAGGACCGACAGGATGGGGTCAGCCTGCATCAAAGTCACCAAGTACTTCCTCTTCCTCTTCA 
ACTTGCTCTTCTTTGTCCTGGGCGCGGNGATCCTGGGCTTGGGATGTGGATCCTGGTCGACAAGAACA 
GTTTCATCTCCATCTTACAGACCTCCTCCACCTCGTTCAAGGTGGCGGCCTACGTCTTCATCAGACGCG 
GGGGCCCTCACCATGCTCATGGGCTTCCTGGGCTGCCTGGGNGCCGNCAAAGAGGTCCGCTGCCTGCT 
55 GGGATGTACTTTGCCTTCCTCCTGCTGATCCTCATCGCCAGNTGACTGCCCGGGTCTTTTTCTAT^ 

ATGGGCCAGCTGAAGCAGGAGAGGGCAGCATCGTGACAAACTATTCACACTACACGACGGCTCGNGA 
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CAATTGCAGAGCCTGGATACTGCAGCTTAGGAAGTGTGGGCTGGTCAATACTCATGNAAGAAAACGA 

CTATGATGACACACACTTCCTGTCTGGAAAATGAGAGAGAGCTCTGAGCCAGAGGTNNTTGAGTCTTG 

CACAGACAACGCAAACCCAAAAG 

5 > , 990913a2-077.scf came from CONTIG 53 at offset 0;"E:\SEQUENCE\export\EGJ)B\990913a2\990913a2- 

077. scf'(53>548) 

GCACGAGGCTGAGGCTCGCTCTTTGCTCTGGGGATTCTGTGGCTTTTCCCAGTGCTAACCCACTCAACA 
AGAAACGGTTTACCAGACCATACAGACCCAGAAGACAATGAAATTGTCTGCTTCTTAAAAG 
AGCTGAAGCAATTAACTTACAAGATAAGAACTTAATGGCTCAGCTTCAGGAAACAATGCGTTG 
10 GCCGCTTTGATAACCGGACCTGTAGGAAGCTGTTGGCGTCCATCGCCGAGGACTACAGGAAGCGGGCC 
CCCTACATTGCTTACCTCACTCGCTGTCGACAGGACTGCAGACACGCAGGCTACCTGGAAGGCTCTGC 
AGAGGTTCTGCGGACAAGAGTGGCCATCCTACTTACCACGCTGTGTGAGTGTGCTTGGAGAAGAGAGA 
GATCAGGAATATTCAGATTTATAATACAGCGTGTGTAAACCCCAAGTGAGATTTTGCAGTCTGTCGG 
GATGCCAGAGCATTGGANA 

15 

>'990913a2-078.scf came from CONTIG 53 at offset 0;"E:\SEQUENCE\export\EGJDB\990913a2\990913a2- 

078. scf'(49>453) 

GCACGAGGCTGTGGCTCGCTCTTTGTTCTGGGGGTTCTGTGGCTTTCCCAGCGCTAACCCACTCAACAA 
GAAACGGTTTACCAGACCATACAGACCCAGAAGACAATGAAATTGTGTGCT^ 
20 GCTGAAGCAATTAACTTACAAGATAAGAACTTAATGGCTCAACTTCAGGAAACAATGCGTTGTGTGTG 
CCGCTTTGATAACCGGACCTGTGGGAAGCTGCTGGCGTCCATCGCCGAGGACTACAGGAAGCGGGCCC 
CCTACTTGCTTTCCNACTCGCTGTCGACAAGACTGCAGACACGCAGCTCACTGGTAGACTCTGCAGTG 
GTTCTGNGGGACAAGAGTGGCCATCCTACTTACCACGTTGTGTAGTTGTGCTGGAGAAGAGAGA 

25 >'990913a2-079.scf came from CONTIG 54 at offset 0;"E:\SEQUENCE\export\EGJ)B\990913a2\990913a2- 

079. scf'(49>483) 

CCCAGGCCCAGGCGGCCTGCCTATCCCCTCCTACTCCCGTCGCTGCCTCTCCCACCCCTGTATCTGCGC 
CCGGAGCCAGTTTGTTTGTCCAGCGGCGGCCTCCGCCGCTCGAGCTGTTTGCGGAGCTTAGCGCGCCG 
CCGCGCAGCGCCGGCCCAATTAAGTCTAATTCATTATTCAGCGCCCCAGTGCTCCCGCGCCCAGCAGC 
30 TGGCGGCTCCAGCGTCACTTTGATGCCCCTCCCAGCCCTGGCCCCGCCGTGAGTGCTAGGGAGCAGAC 
AGAGAGAGCTGCTTTCCCTTCTCGGACCGAGAAGAGACTGAGGGGGTGGGATGTANNGAGGACAAAT 
CTGTGACTGTGGGAGCGACGCGCAGCCNTCGACCACCCCACCACATAAAATGGAACTGANATCACCTT 
TTTTTAAAGAGGAACGGCCCCCCTACT 

35 > f 990913a2-080.scf came from CONTIG 55 at offset 0;"E:\SEQUENCE\export\EG_DB\990913a2\990913a2- 

080. scf'(54>301) 

GAACGAGGGCGGGAGCTGGGGTCTCTGGAGCGGGATGGCAGCGGGAGCCGGCCGGAGTTGGTCCCTA 
GGCTCACAGATCCCGCTCTCTGGCCTGAAACATGGCCCGGGGGACCTGGCCCTCTAACCCGGCCTCGC 
CCCGACACGGCCGCCATGCCCAAGAGAGGGAAGCGACTCAAGTTCCGGGCCCAAGACGCCTGCTCAG 
40 GAAGAGTGACCGTGGGGGATTATGCCAACTCGGATCCGGCAGGCGG 

>'990913a2-081.scf came from CONTIG 55 at offset 0;"E:\SEQUENCE\export\EG_DB\990913a2\990913a2- 
08Lscf'(54>687) 

GAACGAGGGCGGGAGCTGCGGTCTCTGGGAGCGGGGTGGCAGCGGAGCCGGCCGGAGTTGGCCCTAG 
45 CTCACAGATCCGCTTTGGCCTGAAACATGGCCCGGGACCTGGCCCTCTAACCCGGCCTCGCCCCGACA 
CGGCCGCCATGCCCAAGAGAGGGAAGCGACTCAAGTTCCGGGCCCAAGACGCCTGCTCAGGAAGAGT 
GACCGTGGGGGATTATGCCAACTCGGATCCGGCAGTCGGGAGGGCTGGAAGGGGCAAGAAAGCTGGT 
CGCCAATGCTGTTCATAAGAAGTAAAATCTCTCTGTGGCTTGGAAGCCTCCCAGGTTCCGGCAGTGGT 
AGCTCTTTCTGGGGCTGTGAGCCCTGGACACATCGAAGAAGAGGGAACTGATGCCCAGAGAAAGATA 
50 CATGAGAGACTACTACAAAAAAGAAAGCAGAGAACAAGAGACCGAGGNACGGAGAGAGAGATCCAG 
GATTTTGGTTTGTGCCTC1TATC 

GTGCTTTGACAGGGACGAACATAACACGATCCTTGCCTTGCCGCACCGACAAGAAAAGACGCTCGCTG 
GGTCGCCTGCCATTTGGCTTCGTCGTT 

55 >'990913a2-082.scf came from CONTIG 56 at offset 0;"E:\SEQUENCE\export\EG_DB\990913a2\990913a2- 
082.scf'(55>136) 
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GCACGAGGCTTCTCCAAGCATCACCCTGGGGAG 
AAGGTTTATCTAT 

>'990913a2-084.scf came from CONTIG 57 at offset 0; "E:\SEQUENCE\export\EG_DB\9909 13 a2\990913a2- 
5 084.scf'(42>252) 

ATAGACCTGTGGTCTTACATACACGCACCCACACAC^ 

GGCGTTCCTCTTTTCCTCTTCGCTCACCCACGGGGTGACACCCACGCTCCCCCACACCACTCATTG^ 
GGAT 

10 

>'990913a2-085.scf came from CONTIG 58 at offset 0; ,, E:\SEQUENCE\export\EG_DB\990913a2\990913a2- 

085. scf'(55>578) 

GCACGAGGGCCCGGCGGAGTGGGGGCTGGGGGTGGCCATGGATGATGATATTGCTGCGCTCGTGGTC 
GACAACGGCTCCGGCATGTGCAAGGCCGGCTTCGCGGGCGACGATGCTCCCCGGGCCGTCTTCCCGTC 

15 CATCGNGGGGCGCCCCCGGCACCAGGGCGTAATGGTGGGCATGGGCCAGAAGGACTCGGACGGGGGG 
ATGAGGCTCAGAGCAAGAGAGCATCCTGACCCTCAGTACCCCATTGAGCACGGCATCGTCACCAACTG 
GGACGACATGAGAAAGATCTGGCACCACACCTCTACAACGGCTCCGTGTGGGCCCTGAGAGCCCCCCG 
GCTGTGACCGAGCCCCCTGACCCCCAGCAACCGGAGAGATACCAATATGTTAGACCTCACACCCTCCA 
TTACCGGCCTTCAGTGGCTGCCTGTTGCCTTGCCCACCACGATCGGAGGATCGTGACGGTACCCCACG 

20 GCCATTAGAGTTACCCTTCCTGCATCTCTTGACCGGTGCGGACTGCGACA 

>'990913a2-086.scf came from CONTIG 59 at offset 0; ,, E:\SEQUENCE\export\EG__DB\990913a2\990913a2- 

086. scf , (49>646) 

GGAAAAGGACCGTGGCCCTGAGGGCCAGTTTGTGATGGGrrATGTGGTACGACTGCACAATTTTCACC 
25 AGCTGTCTGCACCCCAGCCCTGTTTTACCTTCTGCCATCCTAACAAAGATCCTATGATTGACAACAATC 
GCTACTGTACCTTGGGGGTTGCTGTGGAGGGGGACACAGGGCTGGGTGGGTTTGCAGGCTACTTTGAG 
ACTGTGCTTTATCAGGACATCACTCTGAGTATCCGGCCAGAGACTCACTCTTCTGGGGTGGTTTCATGG 
TTTCCCATCCTCTTCCCCATTAAGCAGCGCATTACGGGGGCGGAGGCCAGACCTCTGGTGCGGTGTGG 
CGTGCAGCACTCTAGAAGGGGGGATGAGGGGCTGGACGGACGGGCTGCTTGCTTCACACCCCACAGC 
30 GTCTACACATNGCTCTACCCGGCGAGGGCGAAGCGGGAGAGCGAGATTGTTCGAGCCAGAGGGAGAC 
ACTGGCTTGTCGCGGCCATCAAAGACTTAGCTGCTTCTCCTCTCAGAGCAAGGGATGGGCCAGCACCA 
CGGAGATAGCCGGAGGGATAGTGTTGGTTCACGCTCGCCAGCCCGGAGCGGATG 

>'990913a2-088.scf came from CONTIG 60 at offset 0; M E:\SEQUENCE\export\EG_DB\990913a2\990913a2- 
35 088.scf"(217>525) 

AGCATGATAGACAACTTCACTCCTTTGCTCCCCCAGGGCCACCCACCCCACTCACACCCAGCGAGGGA 
CTTCCACCCCCACGCAGGGGGTAACCCTGACAGCCCAGGAGGACTCACACCTCCTCCGTCCGGCTGAG 
CCCCTTGGGTCCTGGGAGAGACTCTTCAGCTGGTTCCTCCTCGATCCTCGCCCCCCGCCCGGNGGGACG 
GGGTNGCAGNGAGGCGGGTGTGGCTGAGGGGGGCTCGGGCTGCCCGGCTGAGGGTGGGCGGGGGGG 
40 GGTTCTTCTGGCTGGAGATGGGGGGTGGTCTGTTAATC 

>'990913a2-090.scf came from CONTIG 61 at offset 0;"E:\SEQUENCE\export\EG_DB\990913a2\990913a2- 
090.scf(56>651) 

GCACGAGGGTTTAAAGTAAGCTCTGTTCCm 
45 CCCATGGGACTGCGGCACGCCAGGCTTCCCTGCCCATCAACTCCCAGAGCTTGCTCAAACTCATGTCTG 
TCAAGNCGGTGATGGACTCTGTTAGAGAATTTTAAATGCTATCTCTGTGTTTAGGTGAAGCAGTACCAC 
TCTGTTTTTAAGTGTTGTGTGTAGCTGGACACTGTTCAGATTACTTGCTTCCATCTTGTC 
ATTTCATTATTGAAGATTTATGAATATACAGAGNA 

CCCAAGTCAAAAATAACACTACAGCTAGCTGATTATTATAATGCNTCCACACCTCACTCACTGATITTT 
50 AAGTAATCTACATGTATATTTITNTTAATATTCATGCTGCTTAAAATA 
CTCTTAGCTTTAAATGCTGATTCTAGTGTC^ 
GAATTTAAGTTTTCTTCAATAAAAGTTGTTTTTTTTATTCAAA 

>*990913a2-09Lscf came from CONTIG 62 at offset 0;"E:\SEQUENCE\export\EG_DB\990913a2\990913a2- 
55 091.scf'(51>168) 
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TTTGGGGACGAGGCCAAAACGAATGCTTGGCTGCAGACAGGGTGGCCGCTTGGGCCCCCTCGGCGCG 
AGCCCACGTAACTGGTTTGTACCGCTTTTGTGGCCGTGTTCTACGCGCGAC 

>'990913a2-092.scf came from CONTIG 63 at offset 0; M E:\SEQUENCE\export\EG_DB\990913a2\990913a2- 
5 092.scf(56>355) 

GCACGAGGCCGGCCCCCTGCTGCTCTCACCCCAGTGCCCCTTTCCCAGGGGACCTCTCCCACCCTCCTC 
GAAAGAAGGACCGAAAGAACCGAAGTGGGGCGCGGAGGGGCGACAGGCTTTGGGGTACTCCGGAGG 
CCCCGCCCAGCCCCTGGGGATGGGGAAAAGAAGACTCGAAACAAGAAAAGCAAGAAGCGGAAATTG 
AAAAAAGCAGAACGAGGGGATAGGCTCCCACCTCCTGGGCCTCCCCGGGCACCCCCCAGCGATACAA 
1 0 ACCTGAAGAGAAGAGGAGGAGAAGGAGGGGGA 

> f 990913a2-093.scf came from CONTIG 64 at offset 0;"E:\SEQUENCE\export\EG_DB\990913a2\990913a2- 

093. scf"(50>529) 

TTTTTCCTGGGATGTGAGGCAATCTGTTGGCAAAAATTACATGTATTTGTCC^ 
15 TATTTAATGATATTCTTTTCTTTATCAGAGACTCTCACTGCAGGCAGN^ 

ATTTCTGAAAGTTGCATCACTAATGATACTTGCCGAGTTGAGGGTGCAGAAAGTTTCTCATACCATA^ 
CAAGATAATACCAAGCACATGTGGCCGCTGGAGAGTGAAGCTGTAGTACAGAATGCGTAAATTCTGTC 
CCCAGGAAATCTGAGATAAGCAGGGCTGCTGGGGTTTTC^ 

GGTAGCCTATGCTGNATAATGGATGCTAATAGTAATATTTTATGCTAGATTCAGATTTGTCCTAGTAGT 
20 GTCTITITCTATGTAG 

>'990913a2-094.scf came from CONTIG 65 at offset 0; "E:\SEQUENCE\export\EG_DB\990913a2\9909 13 a2- 

094. scf'(51>517) 

CAATTATCAAGGAGAGTTGAAAAAAGGTGATAACATCTATAATACGAGGACGAGAAAGAAAGTGCGG 
25 GTGCAGCGACTGGTTCGCATGCATGCCGACATGATGGAGATGTTGAGGAAGGGTTTGCTGGAGACATC 
TGTGCATTGTTTGGCATTGACTGTGCCAGCGGAGACACATTCACAAACAAAGATAATAGCGGCCTTTC 
TATGGAGTCAATTCATGTTCCTGATCCTGTCATTTCTATAGCAAGAAACCCGTCTAACAAGAATGATAC 
TGAAAAATTTTCAAAGTTTTTGC^ 

AAAAGACATTGNTTTGTATGGGAGATTACACTGGAATTTTTCTCACGAAGGAAGAGATATGNTTG 
30 GTTTACAGAAAACATAGTGTTTTAAGAATTTT^ 

>'990913a2-096.scf came from CONTIG 66 at offset 0; ,, E;\SEQUENCE\export\EGJDB\990913a2\990913a2- 
096.scf'(58>577) 

GCACGAGGGCACCACCAGCGGAAGCGCAACAACCTCATGACGCTGCCGGCGCACCGGCTGCAGCACC 
35 CCGTGCTGCTCTCCCGCCTGGTGGTCCTGGACCACCCCCACCGCTGCAACGTCACCTACAACGGCAAC 
AACGGCATCCAGTACGTGGCCAGCCAGGCCGAGCAGAATGCGTGGGAAGTGGGCTCCCCGCCCTCCT 
ACTCAGAGGCCCTGCTGGATCAAAGACCCGCCTGGTACGACCTTCCTCCGCCACCCTACTCTTAGACA 
CTGATCTTTGAACCAAGCCGACCTGCCCCTTACCGCTCCGGTCGTGCGTGCTGACAGCGCCGCTCCCAG 
CAGCCACAGCCTCTGAGCGTGACACACCACCACACCCGGGCACCTGACCGCAGAGGCCCCGTGACCC 
40 AGGACTCGCCCCAGCAGGCATGAGACAATAACrTGCTTTTCAGITITTTGGTCTTTC 
AAACTGCGCTACGAGTTCTCGGGCCTTAGGGGGTTGAGGGCGTT 

>'990928a-001.scf came from CONTIG 1 at offset 0; H E:\SEQUENCE\export\EST_db\990928a\990928a- 
001.scP(44>661) 

45 GGACGAGGGGCAGCATCGGCCTTTGCAGGGGGGGCAGCAGCACCAGGCTCTGCAGCGGCAACCCCCC 
CCAGCGGCTTAAGCCATGGCGCTTTTCACGGAATTCAGCAGCAGCCTTGCTGTAACCGACAAAGACAT 
CTTCGAATTAAACACATTCCTCGAGTTAAACACCAAAACCTCGCAACATGGACGAGATGAACTTTCTG 
AGCAGGGAGGGGTGAGGGGGGGACTTCGTGTCCCCCTTCGACCAGTGGGGTGTGGGGGCGTGGAAAA 
GAGCCTAAGACTACTAAATGACAACCTGGAGGGGGCCAAGCACTTCAAACATCATGGGTTCTCCTGCG 

50 AAAGGGTAAGCAGGCTCCTCCGAATGGCTGGTGTGGATGGTTGGNCTCAAAAACAGAAAGGAGATGC 
TTCTCCGGAAGATGGATGAGGAGAAAAGATTGAAGAGGTGATTTGATATCTGTAGAAAGAGACTGAA 
ACAGACAATGACCTGCCAGCCGAGAACGGGAACCCTTACCCTAACAGAAATACAAGAACCCCAAACA 
ACCAATGCACTCCAAGATACACATGACAGGCCCTCCTTTTCCCTTCCCTCCGCCCTGCTCCCCTATTCTT 
TTTATTAGA 

55 
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>'990928a-002.scf came from CONTIG 2 at offset 0;"E;\SEQUENCE\export\EST_db\990928a\990928a- 

002. scf"(38>631) 

CTCCAGCTCCTTTCCATCTGAAGCTGAGTGACTCTCCATTGGACTGACTGGGCAGCCTGCCTCCCCTTA 
CCCGGGACGCCAGTACCGTCTCATTCTT 
5 ATTCCCAAGTCCCCACTTTGAGTTCTTGTGTAGGAATCCCAAATTGCCTTTGGTAA 

TACCTCCAAACTTTCTTAAGCCAATAGTCTTGCCTCTGAGCTACAAGCGCTACAGTAAGGGCCTGCTGC 
TCCATTTCAAGCTTCTTCAAAACTGACTCCTGCCAGCAAAGGGCCAGAAACTCAGTTTGGCTGCCCTG 
TGGTCTCTGGGGGTCCATTTGTACCATAAATGCAATTTGGGAAGAAGAGGAGAAGCAAGNGGAGCCT 
GATTTCCTAATTATGGTTATCTGCTTCTTGTTCCTGTGGGAAGNTGGCTTACTGAAA 
1 0 CTGCTTTATGTGGGCTTTAAATTATCTACTATAAAATTTC 

ACTATTTTAAATTTGTTTTTCTTACATAGTTAAAGAAGGAAAT 

>'990928a-003.scf came from CONTIG 3 at offset 0;"E:\SEQUENCE\export\EST_db\990928a\990928a- 

003. scf(44>582) 

15 GAACGAGGAAATCTTATGTCATGGGTAGGCGTGTAATATGGGGACACTGTGTTTAAAAGAAAAGAAA 
AAAACAAAACCCACATGCCACCATTTTTCTGAATCAAATTCTACAGGGGAATGGGGGG 
TACTGTGCAGGCAGCTAGATTGGGAAATGGGGGAACTAGAAGCAACGAGCACTGGAGAGCCCTCTAC 
ACTCTTCCCCGCTGGCATCCTATTGCTTTTTGGACTATGAAGGAGAAAAGAAAAAATAGCA^ 
TCACATCCTTGCCCTGTTATCAACTGGGCCTGGCGCTCTGCTAGTCATTCCCTTCCTTTTTCCTCTATCC 

20 ATTTGTCAACCCTTGAGAAGCATGATTCACCTAAAATCCAGGACCGGGAACCTTGATNTGAGAGTCTG 
GGCTCTCTGGCTCTTTCTGCTCCTTGCAGAGCACCACCAGCTCTGCCTCAGCCACGCTCTCTGGCAGAT 
GGAGATCTGGCTTTTCCTGCCACCCAACCATAGCATAGCTTAACATACACTTTATTAAA^ 

>'990928a-004.scf came from CONTIG 4 at offset 0; r 'E:\SEQUENCE\export\EST_db\990928a\990928a- 
25 004.scf'(34>704) 

TATGTGGAAGTGATGGAAGTGGGGGTCCTGTGGGCCCTGCTGGTCCCATTGGGTCTGTCTGGCCCTCC 
AGGCTTCCCAGGGGCTCCTGGCCCCAAGGGTGAAACTCGGGACCTGTTGGTAACTCCTGGCCCTGCTG 
GGTCCCGCGGGGTCCCCGTGGGTGAAGTGGGGCCTCCCAGGTCCTTTCTGGCCCTGTCGGGACCTCCT 
GGGAAACCCCGGAGCCAATGGGCTTTCTGGGGCTAAGGGTGCTGCTGGCCTTCCCGGTGGTGCTGGGG 

30 CTCCCGGCCTCCCTGGACCCCGGAGTATTCCTGGCCCTGGTGGCGCTGCTGGGCTACTGGCACCAAAT 
GACTTGTTGGTGAGCCCGGCCCAGATGGTCGAAAGGAGAGAGCGGCAACAGGGCGAGCCGGGGCTGC 
GGGGACCCAGGCCTCTGCCCCAAGGGAAAGAAGAAATAAGCTCACTGGAAAATCGACCCGCTGCCCC 
CAGAACTCTGGGTGAGGGAACCTGGTCCGGGGCACTGGACGACGCAACTGGGCATGGCCGCGGTGCG 
GGGCTCGGCTGTGGGGGAGGCCATGTAAITGGGGCTGGGACTGGCTTGGACCAGTTCCGTCCTGAATT 

35 GCCATGTAAAGTTTGGTTCTGTTTAGGAATGCCT 

>'990928a-005.scf came from CONTIG 5 at offset 0; T:\SEQUENCE\export\EST_db\990928a\990928a- 
005.scf'(12>609) 

TCTACGGATCCCCCGGCCTGCGGGCTTAAGCACCAGAACAGGGGGAAATGGGCAGAATCAAAGGCAA 
40 TTATGGGGCAAATAGGACCTGGAGGCTTGCCAGGCTATGCAGGAACAGCTGGCCAGAAACAAAAAGC 
TGACGCAGAAGGGCCGGGCGGGCTCTGAGAGTGAGGAAGAGGGGGAAGGACAGGAGGAGGAGGAAG 
AACCTCTTGTCCCTGACCTGGGGAATGAGGTGCAGATAAAGGCAGATGGACTGAACCCCTGGATGTTC 
CGGAATCAATTCTTTGATGCCAAAGGAGCTGAGGGCCACAAAGAACTGGAAGATCCTGCTGAGCCTG 
GAGCCCAGAAGACTTCTGAAAGAGAGGAAAAAAAAGCAGCGGGGGAGGAAGAAACTTTT^ 
45 AATTTGAGGAAAGGGAAACACTTACACAAAACACTGACCTAATCAATGGGAGACCTGGGCACAAACG 
GAACAAAGGATCCTACAACCACGCAGGGTGCCGATTGAGGCCCTGGGCAGAAACCCCACGGAAACAT 
AACCAGGAACAAAATGAATCACGGGAAAGACAAAGAGGAACGGGCGGGGGGAAGGGCCTTGTG 

>'990928a-006.scf came from CONTIG 6 at offset 0; ,, E:\SEQUENCE\export\EST_db\990928a\990928a- 
50 006.scf'(37>598) 

CITITITGAAAAGGAAACTGAAAG^ 

GTCTCAGCTCCTCAGCTCCCGGGCGGGACCAGTGGGCCACCTCTGCAGGGGACTCCTGCCACCGGGCT 
TGTCTGGACCACTGAGCAAATCTGCCAGCACCCCAACCAGCTGTGAACATCTTCCCAGAAAATGGCAG 
ACATGTCCAATGGCGAGCAGGGCTGTGGGTCCCCCCTGGAGCTGTTCCACAGCATCGCTGCTCAGGGG 
55 AGCTCGTAAGGGACCTCAAAGCCAGAAACGCAGCCAGGATGAAATTGATTCTGAGTGAAGATGTGTT 
GTCCTTAAAAAGAGCTACAAACTGCCACAGGGAGGATACAAGTGGGACTGTCCTCAGGGACCCGCGC 
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CCGAAGGGGGAGGCTGGAGCCACCGAGCAACAGACTTGTGATNCTGGAAAGCAACAACAGGCCAAGC 
ATGATACACAGCTATTGTGATTGAACAGAAATGAAGAGTGNAAACGAAAAAGACAGACAAACAACGC 
TCTGCAGTATTTTTTAACAAATC 

5 >'990928a-007,scf came from CONTIG 7 at offset 0; u E:\SEQUENCE\export\ESTdb\990928a\990928a- 

007. scf'(42>642) 

AAAGTITCAAAACACAACTTTTATC^ 

CCCTTGAGAAACAAAATGAACGAAAATTTATTTACCTCTTTTAT^ 
10 TCGTAACCCTTATCGTACTATTCCCAAGCCTACTATTCCCAACATCAAACCGACTAGTAAGCAATCGCT 
TTGTAACCCTCCAACAATGAATACTTCAAC^ 

GGACAAACATGAACATTAATATTAATATCTCTGATCCTATTTTTGAATCAAACAAC 
TACCCCATCATTCACACCAACACACAATATCAATAAACTAGCATAGCCTCCCCTGGAGCAGAGCCGGA 
TTACAGGATTCGCATAAACTAAGATCACTGTCATTTCTACACAGNACACCACTCCTATCCATATAGANT 
1 5 ATGAACTTAGTCTTTTTTACTAGTCTNCGGCGTACAGTAATATGAGAACTA 

>'990928a-008.scf came from CONTIG 8 at offset 0; M E:\SEQUENCE\export\EST_db\990928a\990928a- 

008. scf*(42>463) 

GCACGAGGCTCACATTCCTGCAGACCTCCAGACTGCCCGGAGCTTGCCTGCTGCCTGCCTGCCTGCCAC 
20 TGAGGGTTCCCAACACCATGAGGGCCTGGATCTTCTTTCTCCTTTGCCTGGCCGGGAGGGCCTTGGCAG 
CCCCTCAACAGGAAGCCTTGCCTGATGAGACAGAAAGGGAGGAAGAAACCGGGGCCGAGGGGGCCG 
AGGTACCCGCGGGAGCCAACCCCGTCCAGAGGGAAATAGGAGAATTCGATGATGGTGCCGAGGAAAC 
CGAGGAGGAGGNGGTGGCCGAGAACCCCTGCCACAACCACCACTGCAAACACGGCAAGGGGTGTGAA 
CTGNACGAGAACAACACCNCATGTGTGTGTGCCAAGACCCCACCAGCTGCCCTGCCCCCACGCCGAGG 
25 TGAGAAGNNGGCAGCA 

> f 990928a-096.scf came from CONTIG 8 at offset 35;"E:\SEQUENCE\export\EST_db\990928a\990928a- 
096.scf'(38>418) 

CCCGGAGCTTGCCTGCTGCCTGCCTGCCTGCCACTGAGGGTTCCCAACACCATGAGGGCCTGGATCTTT 
30 TTTCTCCTTTGCCTGGCCGGGAGGGGCCTTGGCAGCCCCTCAACAGGAAGCCTTGCCTGATGAGACAG 
AAGGGGAGGAAGAAACCGTGGCCGAGGGGGCCGAGGTACCCGTGGGAGCCAACCCCGTCCAGGGGG 
AAGTAGGAGAATTCGATGATGGTGCTGAGGAAACCGAAGAGGAGGNGGAGGCCGAGAACCCCTGCC 
ACAACCACCACTGCAAACACGGCAAGGGGTGCGAACTGGACGAGAACAACACCCCCATGTGTGTGTG 
CCCAGACCCCACCAGCTGCCCTGCCCCCATCGGCGAGTTGAGAAG 

35 

>'990928a-011.scf came from CONTIG 9 at offset 0; "E:\SEQUENCE\export\EST_db\99092 8a\990928a- 

011. scf'(36>481) 

TTTTATITACAATGCTAAGGGCTAATGTTTTT^ 

TTTCCCCTCAAACTTCAACCTTTAATTAAATTATCATCTTTAAGCT^ 
40 GGTCTTAGAGCCATTGATGTCTTATGTTTGTTTITCAAATCATAm 

GTAGCTATTTGAATCATGGGCTGTTGCTTCCATTGAAGGATCTTCTGCCTTTTACTGT 
AAAATTTATGGTGAACTTTATAAGAGCTT^ 

AATCTGGAAAGCTGTGGAGTACTCATAGAATACTAATATGAGGACCAAGGACTACTAGCAACCTGAG 
CCATTTCCACCTAAACGGGAACGCGTTGAG 

45 

>'990928a-012.scf came from CONTIG 10 at offset 0; M E:\SEQUENCE\export\ESTjib\990928a\990928a- 

012. scf'(41>541) 

GCACGAGGGAAAGATTCATTGGAGATTGGGACCAGGGGTTCAAAGATTCACTGGGGTTGGTACCTTAC 
TCTCCAAAAAGAGCAATATAGAGATGTCTCACAAAGTTCATCCTAAACCTATTTTCTAAT^ 
50 CTAAAAGATCACAGGCAATGTAAAACATCCATTTTTATCACTC 

TATTTCACCATCAAATAAATTCAGGTCATGTCAGTTTGGTAACCAAATGGATCATAAGAAA 
GCTCCATATTTTTTAAAT^^ 

CCTTATGTAGTGTATACATTACTGTCGTGGTTACACGTGNGACTGGAAACCTGCCGTCCCACTATCGCT 
55 GCACCTCCCCTTGCCGTGGG 
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>'990928a-013.scf came from CONTIG 1 1 at offset 0; "E:\SEQUENCE\export\EST_db\99 092 8a\99092 8a- 

013. scf(40>603) 

GCACGAGGCCTCACAGTGCCTGGCCAAGCCCTGGCCTGTGGGAGCAACAGGGTCAACAAGCTGGGCC 
TGGACCACCTCTCCCTAGGGGAGGAGCCTGCCCTACACCAGCAAGGGGAGGAGGCCCTGAACTTCACT 
5 CCATTAGGTTCTGCACCCCTGGACCAGGAGCCCCTGCTGAGTGTGGATTTGGGCACTGCTCATTCAGCT 
GGTGTAACTGCCTCTGGTGACTGCTACACTTTCGGCAGCAATCAGCATGGGCAGTTGGGTACCAATGC 
TCGCCGGGTCAGCCGGGCACCCTGTCAAGTCCAGGGCCTCCAGGGCATCAAGATAGCGATGGTGGGCT 
GGGGGATGCCTTCACTGTTGCCATTGGGCAGAAGGGAAGGTACTCCTGGGCAAAGGGCCCGAGTNCG 
CTGGGAGAGAGAGNAGACGCCGACTCCTAGGCAGGCAGTGGAGAGACCACCCTACCATGACCTTGTG 
10 CCTGTGCCTGCACACTTCTGCTTCGCCTTACGAGAACATGCCCCTGCCACTGATCATCTGTACCTGATG 
TTTCTGGAGTTGAAGGAGGCA 

>'990928a-014.scf came from CONTIG 12 at offset 0;"E:\SEQUENCE\export\EST_db\990928a\990928a- 

014. scf'(41>599) 

15 GCACGAGGAAGAATCTCTCTTTAGTTCTTTGTACGGAGGTC 

GGCAATGGTATCTGAATTCCTCAAGCAGGCCTGGTTTATTGAAAATGAAAAGCAGGAATACATTAAAA 
CGGTGAAAGGATCCAAAGGTGGTCCTGGGTCAGCAGTGAGCCCCTATCCTACGTTCAATCCATCCTCG 
GATGTTGAGGCCTTGCACAAAGCAATCACAGTTAAAGGTGTGGATGAAGCAACCATCATTGAAATTCT 
GACTAAAAGAAACAATGCACAGCGTCAGCAGATCAAAGCGGCCTATTCTGCAGAGAAAGGAAAGCCC 

20 CTGATGAAGTTCTGATAAAGCCCTCCTCGTCACCTTGAGAG 

TTGAGCCGAGACTCCTGCTGCCTGAAGGCCTGGACGATGAGACCTTGATGAATCTGCATCAGACTACA 

NNAAATCAAAATACAAACTTANAAAACTAGAAAAAT^^ 

TGTTGTTGTGCCGTC 

25 > , 990928a-015.scf came from CONTIG 13 at offset 0; M E:\SEQUENCE\export\EST_db\990928a\990928a- 

015. scf'(40>545) 

GCACGAGGGCCTAACACAAATTAAGAATATGTTTCAGTTTATATCATATTTCAAAACACA 
TTCTTAAAGCTTTACATTTTTAGTTACAACCTCCAGAGATTT^ 

TAGAGGGAGCTAGAACACTTCATCATGTGTAATCTGATAAACCTGCTGCAAGAGCCATAATTTTGAGG 
30 ACTTTTCTAAGGGAATTGTGGGGATCCAGGATTTATAATTTCTTGATCTA^ 
CCACACGTGCACATTTCATAGTATGAAATAAGAAGTCATT^ 
CACCTTTCATAATCCATGTGTGTTCACTAAGCATGTTATATAAT^ 
NAATAAATATTTGTGGGGTTTTGTTTGTT^ 
CCTTTTATAAGATAGTTTCGGG 

35 

>'990928a-088.scf came from CONTIG 14 at offset 0; M E:\SEQUENCE\export\EST_db\990928a\990928a- 
088.scf'(36>595) 

CGAGATGGTTCTCCTGGCGCCAAGGGTGACCGTGGGGAGACCGGCCCTGCTGGGACCTCCTGGTGGCT 
CCTGGGCGCTCCCGGGTGCCCCCGGGCCCTGTCGGGACCTGCCGGGCAAGAGGCGGTGGATCGTGGGT 

40 GAGACCGGGTCCTGCTGGGTCCTGCTGGGTCCCATTGGGCCCCGTTGGGTGCCCGTGGGCCCCGCTGG 
GACCCCAAGGGCCCCCGTGGTGACAAGGGTGAGACAGGCGAACAGGGCGACAGAGGCATTAAGGGG 
CACCGTGGCTTCTCTGGTCTCCAGGGTCCCCCCGGCCCTCCCGGCTCTCCTGGGGAGCAAGGGTCCTTT 
CCGAGCCTCTGGTCCTGCTGGTCCNCGCGGTCCCCCTGGCTTGCTGGTTCTCCCGCAAAAATGACTAAT 
GGTCTCCCAGCCCCATCGTCCCCTGGGCTGNAGNNGAACTGGGAGGTGGTCTGCTGGTCTCCCGGCCT 

45 CTGACCCCTGNCCCCAGCCTCCACGAGATACATTGACTACTGCCCACCACCTAAAAAGATAGAGTGTC 
GGTATCGGCTTGTGCA 

>'990928a-017.scf came from CONTIG 14 at offset 259; M E:\SEQUENCE\export\EST_db\990928a\990928a- 
017.scf'(40>593) 

50 GCACGAGGGGCACCGTGGGTTTTCTGGTCTCCAGGGGCCCCCCGGCCCTCCCGGCTCTCCTGGGGAGC 
AAGGTCCTTTCGGAGCCTCTGGTCCTGCTGGGTCCCCGCGGGGCCCCCTGGGTTTGCTGGTTCTCCCGG 
CAAAGATGGACTCAATGGTCTCCCACGCCCCATCGGTCCCCCTGGGCCTCGAGGTCGCACTGGTGATG 
CTGGTCCTGCTGGTCCTCCCGGCCCTCCTGGACCCCCTGGTCCCCCACATCCTCCCAGCGGAGGGTACG 
ACTTGAGCTTCCTGCCCCAGCCACCTCAATAGAAAGATCACGATGGTGGACGCTACTACCGAGCTGAT 

55 GATGCCATGTGGGGCGTGACCGGGACTCGAGAGGACACCACCTCAAGACCTGAGCAGAAATCGAGAA 
ATNCGAACCTGNAGCAGACGCAGACCCCGCCGACCTGCGGACTCAAATTGCACTTGATGGAGAAGGA 
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GATAATGATGACCCACCAGCTGCACTGATGCATAAGTCTTGCAATGGAACGGGAGACTGGATACCCCT 
ATCCACGGAC 

> , 990928a-01 8.scf came from CONTIG 1 5 at offset 0; "E:\SEQUENCE\export\EST_db\990928a\990928a- 
5 018.scf'(34>577) 

CGTTCGACAGATAGCCGGAACTTCTGTGCTGTGCCAGCCGCATCCCTGAGAAAAAGGGGAAGGTCGG 
AGTGAACGGATTCGGCCGCATCGGGCGCCTGGGCACCAGGCTGTTTTTAATTCTGGCAAAGGGGACAT 
CGTCGCCATCAATGACCCCTTCTTTGTCCTTCACTACATGGTCTACATGTTCCAGTATGATTCCACCCAC 
GGCAAGTTCAACGGCACAGTCAAGGCAGAGAACGGGAAGCTCGTCATCAATGGAAAGGCCATCACCA 
10 TCTTCCAGGAGCGAGATCCTGCCAACATCAATGGGGTGATGCTGGTGCTGAGATGTGGGGGAGGCACT 
GNNGTTCTCACTACCATGGAGAGGCTGTGCTCACTTGAGGGGGAGCCAGAGGTCATCATCTTGCCCTT 
TGCCAGCCCCCTGTTGGGAGGGGGGAACAGANAANATACACACTCAAATGCACATGCTCCGCACACA 
CGCTGCCCCCGCCAGCATCTACACTTGCATGGAGACTATACATTCAGCCTCCTCACAAAATGGAGGCC 
C 

15 

> ? 990928a-019.scf came from CONTIG 16 at offset 0; M E:\SEQUENCE\export\EST_db\990928a\990928a- 

019. scf'(34>624) 

CGGAAACCACGTACCGGCAAACTGGCCTGGCTCCCGGGCAGGAGTATGATATATCCTTGCACATTGTG 
AAAAACAATACCCGGGGCCCTGGCCTGAAGAGAGAGACAACTACCCGCTTGGACGCCCCCAGCCAGA 

20 TTGAAGGGAAAGATGTCACAGACACCACCGCTTTGATCACTTGGTCCAAGCCCCTGGCCGAGATCGAT 
AGCATTGAGCTCATGTACGGGATCAAAGACATGCCAGGAGATCGTACCACCATCGATCTCACACACGA 
AGAGAACCATTACTCCATTGAGAACTTGAAGCCGGACACCGAGTACGAGGTGGCCCTCATCTCCCGCA 
GGGCCGACATGTCCAGCAACCCCGACAAAGAGAACTTCACAAACAGCCTGCATGCGCCCAGAAATCT 
CCGCCGCATCTCCCAAACAGACACAGCATCACCTGGAGTGGAGGAACGTCAGGCAGCCGCCGACAGT 

25 AAGAATTAATATGCTCCATCTTGGAGCGACACGCGGAGAGAAGACCCAGAACAAACACACAACAAAC 
ACCTACAGGCTGAGGCAGAAGATTTGGTTGGGGGTGGTGAAGAGAAGGAAG 

>'990928a-020,scf came from CONTIG 17 at offset 0; n E:\SEQUENCE\exportVEST_db\990928a\990928a- 

020. scf(35>533) 

30 CTGAAATTTAAGGAATATAATCTATTGCm 

GTGTACATGATATGTCCTCATCTGGATGCTAAACTCAGGAAATCAGAGAAATGCATATGCGTTTTCTAT 
GTTGATTTCTCCTTTTCTTAATCATGCTTGTCTTAAAAAAAATAT^ 

TTCATAGCTGGCACCTTGTTTTTATGTAAACAGATTGCAGATAGACCAAAGATCATCTGGACCATTTTG 
TGGTTCCCTGCCTGTCrrCTGATTATCGCTCTCTCATCCATCCTTTCTCTTCTAGAAATT^ 
35 GTCTTCTCCTTATGCTTCTTTGATCTCTGACTTTCAGTGACTTANGGGAATAGTTACA 
ANCTGNTAGCTACCTCCTGCATCCCTTANGGATTTTTATCTTAATTCTAATTTG 
TCTCCAATGT 

>'990928a-023.scf came from CONTIG 18 at offset 0;'"E:\SEQUENCE\export\EST_db\990928a\990928a- 
40 023,scf'(35>601) 

CGCCACTGAAGATCCTGGTGTCGCCATGGGCCGCCGCCCCGCCCGGGGTTACCGGGATTGTAAGAACA 
AGCCGCACCCAAAGTCTCGCTTCTGTCGAGGGGGCCCTGATGCTAAGATTCGCATCTTTGACTTGGGG 
CGTAAGAAGGCCAAAGTGGATGAGTTCCCACTCTGTGGCCACATGGGGTGAGATGAGTATGAGCAGC 
TCTCCTCTGAAGCCCTGGAGGCTGCCCGTATTTGTGCCAACAAGTACATGGTGAAAAGATGTGGCAAA 
45 GATGGTTTTCACATCCGAGTGCGGCTCCACCCCTTCCATGTCATCCGCATCAACAAGATGTTGTGTTGT 
GCTGGAGCTGATAGACTCCAGACAGGTATGCGCGGTGCCTTTGTAAAGCCCCAGGCACAGTNGGCCAG 
GTCCACTTGNCCCAGTCATATGTCCATCCGCACCAGCTGCAGACAAGGACATGGATTGAGCCTCCGCG 
GCCAGTTCAGTTCCTGCCGCACAAATCAATCTTATAATGAGATTACAAGTCACCGAGATTGAGAATGA 
GAGAAAGGATATCAACGCTGGGG 

50 

>'990928a-051.scf came from CONTIG 18 at offset 0;"E:\SEQUENCE\export\EST_db\990928a\990928a- 
05Lscf'(33>601) 

CGCCACTGAAGATCCTGGTGTCGCCATGGGCCGCCGCCCCGCCCGGGGTTACCGGTATTGTAAGAACA 
AGCCGTACCCAAAGTCTCGCTTCTGTCGAGGTGTCCCTGATGCTAAGATTCGCATCTTTGACTTGGGGC 
55 GTAAGAAGGCCAAAGTGGATGAGTTCCCACTCTGTGGCCACATGGTGTCAGATGAGTATGAGCAGTTC 
TCCTCTGAAGCCCTGGAGGCTGCCCGTATTTGTGCCAACAAGTACATGGTGAAAAGCTGGGCAAAGAT 
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GGTTTTCACATCCGAGTGCGGCTCCACCCCTTCCATGTCATCCGCATCAACAAGATGTTGTGTTGTGCT 
GAAGCTGATAGACTCCAGACAGGTATGCGCGGTGCCTTTGGAAAGCACCAGGGCACAGTGGCCAAGG 
TCCACATTGTCCAGTCATTAGTCCATCCGCACCAGCTGCAGAACAGGAAATGTGATGAAGCCTCCGCG 
GCCAGTTCAAGTCCTGCCGCACAAATCACATTTAAATTGGGATTACAAGTCAAGCGAGAATO 
5 GGAGAAAAGATATCCAAGGTGGGG 

>'99G928a-024.scf came from CONTIG 19 at offset 0 E:\SEQUENCE\export\EST_db\990928a\990928a- 
024.scf'(27>564) 

CTGGTGGTGCTGTCTCAGGGGCTGAAGCCCATAAGGCCCTCAGGAAAGCAGAAAGCTTGTATATATCT 
10 CTTTGTGTCGTGGAAGCCAAAGTGAAGGCCCAGGCCGCGCCGAACAGGGACGTGCAGAGAGAGATTG 
CGGACCTCGGTGAGGCCTTGGCCACTGCCTTCATCCCTCANTGGCAAAATGATGAATTACGGGAGAAT 
TTTAAGTATCTGAATAAGGTCATGGATGACCTATACCGGGCTAGCAAAGCCGATGTGCAGAATCGGGT 
GTTGGAGAAGACTAATCAACTCATCGACAGCAGCCCCAACCAGCCCCTGGTCATGCTGGGAGTGGAG 
AGCGGCGCCTCGGCCAAGGCCTGATCGAAGCCTGTACTCTTTANATGCTTCCCCCCACACGCCGTCTGC 
15 TCTTTACATGGATACGAGCCGCAGATACTGCTTGGTCAGTACCCACATGCAGCACGGGGCTGAGGCAT 
GAGGGGGAGAGGGTCAGCTGTGATGCAAGAGAGGAAACGGCTGTAGCCAGCAGAGGGCTCTGT 

>'990928a-026.scf came from CONTIG 20 at offset 0;"E:\SEQUENCE\export\EST_db\990928a\990928a- 
026.scf'(34>601) 

20 GGAGCGAGCGCCATGGTGCTGCTGCACGTGCTTTTCGAGCACGCGGGCGGCTACGCGCTTCTGGCGCT 
GAAGGAGGAGGAGGAGATCAGCCTTCTGCTGCCGCAGGTGGAGGAGGGCGTGCTGAACCTGGGCAAA 
TTCCACAACATCGTTCGTCTTGTGGCCTTTTGTCCCTTTTCCTCGTC 
% ACGCTGTGTCTGAAGGTGTTGTTCATGAGGACCTCCGCCTGCTCTTGGAGACTCACCTGCCACCCAAAA 
5l AGAAGAAAGTACTTCTGGGAGTTGGGGACCCCAAGATAGGTGCGGCTATACAAGAGGAGTTAGGGTA 
:H25 CAACTGCCAGACTGGAGGTGTCATAGCCGAGATCCTTCGAGGAGTTCGTCTGCACTTCCACAACCTGG 
J TGAAAGGTCTGACCGATTTGTCTGGCTGTAAAGCCCAACTGGGCTGGGACACAGCTATTCTGTGCGAA 
^ a ' AGTTAAGTTATGTGAACCGATGGACACATGATTATCCAGTCTATANCCTCCTGGACACTGGAAAAGAT 
H; ATCATACTTCTTCTGCGTGTAGG 

yi 30 >'990928a-027.scf came from CONTIG 21 at offset 0; "E:\SEQUENCE\export\EST_db\990928a\990928a- 
g 027.scf*(33>427) 

f s : CTTAATTCAAAGAGGGGTGGAAACGTGGAGCAGCGGAAGTCTTCCTGGGCGCCTAGATTCCCGGGAG 
GGAAGGAGGAGCTGACTGGGAATAATTITTTCTCCTCACCCCCCACGCCCCCGGATATCGCCCTCGGC 
% t ACTCACCATGAAGAAAAATGAATAGAGGGGGGGCACATGGATTTCCAGTAGCCGCCGAGTGTGGGAA 

35 CTCCCAGGTTTGCTTTTTATGGTTT^ 
1' GAGCTGTGAATATTCGCACAGAAGGTGCTGGGGCGGAGTGGGAGGCGGCGGCAACTAGCCTTCAGGT 
^ GGGAGGGAGAGAGAAGATCGCCCCACTGACCTTGAAGACCTCCCTGTAAGTCCCACG 

>'990928a-029.scf came from CONTIG 22 at offset 0; "E:\SEQUENCE\export\EST_db\990928a\99092 8a- 
40 029.scf'(39>424) 

GCACGAGGCTCTTTCTGTAAAAGGTGCAGAGGTGGCATCAATGACGATGAATGTGATCCACACTGTGC 
CTAACTTGGATTGGCTTTCTGTGTGGATCAAAGCCTATGCTTTTGTGCATGITGGTGACAA 
CAATCAATACCATTTGTTCACTANAGAAAAAGTCCTTGTTGAGAGATAACGCGGGACCTACTGGGAAG 
CTTAGCAGATCTGTACTTCAGAGCTGGAGACAATAAGAACTCTGTCCTCAAGTTTGAACAGCACAGAG 
45 TTGGATCCATATCTAATAAAGGAATGATGTGTATGGCTATCTCCCTGCAGAGAAGACGATGGAGNAGN 
NGGAGACCTTGCTGCCGCCTTTTATATATCTGACCACAGCACACC 

>*990928a-030.scf came from CONTIG 23 at offset 0;' , E:\SEQUENCE\export\EST_db\990928a\990928a- 
030.scf'(39>593) 

50 GCACGAGGCGGAGACGCGAGGAGCAGGAGGCTCGGGAGAAGGCGCAGGCCGAGCAGAGGAGCAGGA 
GCGGCTGCAGAAGCAAAAAGAGGAGGCCGAAGCTCGGTGCCCGAGAAGAAGCAGAGCGGGAGCGTC 
TGGAGCGGGAAAAGCACTTCCAGCGGGAGGAGCAGGAGCGGCAAGAGCGTATAAAGCGCTTGGAGG 
AGATTATGAAGAGGACTCGGAAGTCAGAAACTGCTGAAACCAACAAGCAGGACAGAAGGAGGCGAC 
GGCCAACAATTCCAGCCCACGGATAGACCCTGCGAAAGCTGTGGAGGGTCGGCCTGCCGGGCTGCAG 

55 ATGAGGAGCTGGGCCCCCAGAGCCTCATGGGAGCCTGCCAACAAGAAGTCGCTGGGTCCCTGGTGAT 
GGGCTGCAGCTTGCCACGCACCAGATAACGGTTNTCTCTATGGACCCTCNGACAAGAGTGGCNCGACG 
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CACAGCTCTCTGCCTTCCAAGCATAACTATTATAAATTGGTGCAGCCCTAGCCATAATCTTAGGTTGCT 
GTTCAGCCAGTATAGCTCTT 

>'990928a-031.scf came from CONTIG 24 at offset 0;"E:\SEQUENCE\export\EST_db\990928a\990928a- 
5 031.scf(34>418) 

CTTTTTTTTTTTTCCAA^ 

CACATCTCACATTTTTGTACCTTCCCGTGTATGCGTCGGGGTTCGGCGTCTGCATCACCAACGCGGAAG 
GTGGGCCATCAGGCGGCTCGTTCTTTGGGGTAGGGGAGGGGCGGAGAACCAAGATTTTGCATCAAGCT 
10 CTGGATCCTGACGGGGTTGTATGTTGGGACTCTGAGTTGGGGAATAGTCACAACACTGCCAGAACTGG 
ATAGGGACCTCGATTGAAAGGACACAGCTACTGCTTCCACTT 

>'990928a-032.scf came from CONTIG 25 at offset 0; M E:\SEQUENCE\export\EST_db\990928a\990928a- 
032.scf'(39>446) 

15 GCACGAGGCCCAGGCGGGAAGGCGTGGAGGCTCCTGTGGTAGCCCTCCTGAGCTGTGCTGGAAGCCT 
GGACTGACCAATCACCCAATCCCAGTTCTTCCTGCAAAACTCTGTGGCCAGCCTGGCATCAGTTCAGG 
CCTCTGCTGGGGGGAGGGGGGCCAGGCCTGGTTGTCTAAATGCAGGCAGCTGGCAGAGGGGGGGTGG 
GTATGTTTCCATGGTTACCATGGGTGTGGAGAGAAGTTGGGGCCCCTACTCTCCCAGCTGAGCGGCCC 
TGCGGCTTCAGTGCATGCATTGATGCGTNTCTGTCCTGAGGCTCATCTGTGTGTGTGTTTGTGGTTTAA 

20 AATACTATGTTTGCCCCTCCTCACAAAAAATGCAC^ 

>'990928a-035.scf came from CONTIG 26 at offset 0; M E:\SEQUENCE\export\EST_db\990928a\990928a- 

035. scf'(39>316) 

GCACGAGGCTTAACCCACTGGGTTTATAAGAAGTATCCAAACGTGTTTAAGAAGATCCGAGGCATTGT 
25 GGAAGAGAGCGTGACTGGGGTTCACAGGCTGTATCAGCTCTCCAAAGCTGGGAAGCTCTGTGTTCCGG 
CCATGAACGTCAATGATTTTGTTACCAAACAGAAGTTTGATAACTTATACTGCTGCC 
TGGATGGCCTGAAGAGGACCACAGATGTAATGTTTGGTGGGAAACAAGGGTAGTGTGTGGGTTGTGG 
AAGGGG 

30 >'990928a-036.scf came from CONTIG 27 at offset 0; M E:\SEQUENCE\export\EST_db\990928a\990928a- 

036. scf'(39>557) 

GCACGAGGGCGCACTGCGCCCGGCCCAGCTTCTTTCAAAATGTCTACCGTTCATGAAATTCTGTGCAA 
GCTCAGTTTGGAGGGTGATCACTCCACACCTCCAATGCATACGGGTCAGTCAAAGCGTACACTAACTT 
TGATGCTGAGCGGGATGCTCTGAACATTGAAACAGACATCAAGACCAAAGGTGTGGATGAGGTCACC 
35 ATCGTCAACATCCTGACCAACCGCAGCAATGAACAGAGACAGGATATTGCCTTCGCCTACCACAAAAG 
GACCAAGAAGGAACTTGCATCAGCACTGAAGTCAGGCTTGTCTGGCCACCTGAGACAGTGATTNTGGN 
CCTATTGTAAATACTGCTCATATGATGCTTCTGACTGAAAGCGTCATAAGGGGCTGGGACTGATGAGA 
CITCTATTGGAACATCTGCTCAGGACAACCAGACTGCAGAATCACAGAGTTTAAGAAAGTACAAACGA 
TTGGAAAGAATTGNTTCGAACATTGGGATTCGCAGTGAGGCGCC 

40 

>'990928a-037.scf came from CONTIG 28 at offset 0 ; "E:\SEQUENCE\export\EST_db\99092 8 a\990928a- 

037. scf'(39>565) 

GCACGAGGATATTCCATTTTGCATTTTCCCCCTACCCCCAAGAAAAAGAAATGC 
GTTGTTTGAGGAGGTTTTACAAATAGATGAGAAAAGAAGAGAAGCGAAAAGCAAAGGAG 

45 AAGATACATCCATCTGAATGCAGAGTTCCAAACAATATCAAGCAGAGATTTAAAAAAGCCTTCCTAAG 
TGAACAATGCCAACAAAGGTCCATCTATTCAAAGCTGTGGTTTTTCCAGTAGTCGGGTATGGAT 
GAGTTGGAGTATAAAGAAAGCTGAGCGCCAuAAGAATTGATGCTTTTGAACTGTGGTGT^ 
TCTTGTNATCCCTTGGACTGCNAGGAATCACATCATATCATTCTAAGNAAANACTCCTGCATATTCCTG 
GAGGACTGAGTTGAAGCTGAACTCCATACTTTGCCTCTGATGCAACACTGACTCATGAAGACGTGATG 

50 TGGGAGATGCAGNAGAGAGAGGGAGAAGAGATCAAGGTGGATGCTCCTGCTC 

>'990928a-053.scf came from CONTIG 28 at offset 0; "E:\SEQUENCE\export\EST_db\990928a\990928a- 
053.scf"(39>582) 

GCACGAGGATATTCCATTTTGCATTTTCCCC 
55 GTTGTTTGAGGAGGTTTTACAAATAGATGAGAAAAGAAGAGAAGCGAAAAGCAAA^ 

AAGATACATCCATCTGAATGCAGAGITCCAAACAATATCAAGCAGAGATTTAAAAAAGCCTTCCT^ 
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TGAACAATGCCAACAAAGGTCCATCTAGTCAAAGCTGTGGTTTTTCCAGTAGTCGGGTATGGATGTGA 
GATTGGAGTATATAGAAAGCTGAGCGCCAAAGATTGA 

AGAGTCCCTTGACTGCCAGAATCAATCATTCTTCTAAAGAATCAGTCTGATATTCCTGGAAGACGAGTT 
GAAGCGAACTCATACTTGCCTCTGAGCAAGACTGATCATTGAAAACTGATGTGGAGATGCAGAGAGA 
5 GAGGAGACGAGACAAGGTGATGCTCCTGCTCCTGAGATTGGAATCAGGTGGAGGACGGACGCTGTGG 
GCG 

>'990928a-038.scf came from CONTIG 29 at offset 0;"E:\SEQUENCE\export\EST_db\990928a\990928a- 
038.scf'(33>524) 

10 TGGATGTGCAAAATTATTCTTCCATACTGAGTATGAGAAAACAACTCCCAGAGGAAACCTTATGGATA 
TAAAGAGGGTGGGAAGACCCTCAGGCAAAAGAAGGTCTTAGTCTACATCAGAGAATTAAAAATGGAG 
AGAAACCCTTTGAATGTACTGCCTGTAGGAAAACTTTCAGCAAGAAGTCACACCTCATTGTACACT^ 
AGAACTCATACAGGAGAGAAACCCTTTGGATGTAC^ 

GCTCATTATACACCTGAGAACTCATACAGGAGAGCGACCCTTTGAGTGTCCAGAAGTGGGAAAAGCT^ 
15 TCAGAGAAAAATCTACTGTCATTATACATTACAGGACTCATACAGCAGAGAAACCTATGAATGTATGG 
AAGNNGGAAAGCCTTCACTCAAAGTCAAACTCATGTCCATCACAAACCCCACAGAGAAAAACTATGA 
TGCCCAATGGGGGATCTT 

>'990928a-039.scf came from CONTIG 30 at offset 0;"E:\SEQUENCE\exportVEST_db\990928a\990928a- 
20 039.scf f (33>543) 

CGGCGGCGGCTCCCGTCGGCCTTCTGCAAGACTGACCGTAGGGAGGCCGGAAAGCGGGCGCGCGCGG 
CGGACAGGCGGGCGGGAGGCCGGAGCTTATTGAATGAAAACTGCCAGAGACTGAAAAACCAAACATG 
AGGGGAGCAGGTGCTGCAAAGTTGGGGGTCGCTGTGGCAGTATTTTTACTGACATTCTATGTTATTTCT 
CAAGTATTCGAAATAAAAATGGATGCAAGTTTAAGAAATCTATTTGCAAGGTCAGCAT^ 
25 TGTACGTTCTACAAAACCTCCCAGATATAAAT 

TTTTAAAATGGCAGTGGAGCAGCCATGTGGGGGGACCCAAATCTGCCTAGAGACATGTTTT 

GTGTAAAAATAGTTGAAANAGAATCAAGNTGCCTGGTAATGGCAAAACGAAGACTAAAACACCAATT 

TTGACTGGGGGGGNAAGGGCCCTTTTTATTCTAAGC 

30 >'990928a-04 1 .scf came from CONTIG 3 1 at offset 0; "E:\SEQUENCE\export\ESTjib\990928a\990928a- 

041. scf(39>575) 

GCACGAGGCGGGCCTTCTGAGCATACTTTATTTCCGCTCTACTTGCTGCCTGCTGCTTACTCATCCTGAT 
AGTACCACTATCTITrAAACTCCTAACATATAAAGGGATAAACAAAAATGATTTGTC 
AAGAATAGGATGATGGCACTTAGTAAACTCGATGTATACCCAGTATATCATTTATCATTTGCTGGGTA 
35 ACAAATAACCCCCTCAAATGTAGTGGCTTCAACACCATTTATT^ 
TGAGTTGAGTTCAGTTGGGCGGTTTTTCTGCTCGTG 

GGGGATGGCTAGTGTCTAGAGTAGACTTAACCAAATGACTATCTCTGTTTCACATGTTCTGTCTATATT 
CACTAGCCACCTGGGCTGTTGACTATAGCTGCATGATACAGGAGGATAGAGGACCCCACCTATCCTCT 

40 

>'990928a-042.scf came from CONTIG 32 at offset 0;"E:\SEQUENCE\export\EST_db\990928a\990928a- 

042, scf'(39>470) 

GCACGAGGATCCATGGGCACTATGCAAAAATCGGCACCGTCCTGACCTTCTTTTGTAACAGCTCCTAT 
GTTCTCAGTGGTAATGAGATGAGAACTTGCCAGCAAAAGGAGAGTGGTCAGGGAAACAGCCAATCTG 
45 CATAAAAGCCTGCCGAGAACCAAAAATCTCAGACCTGGTGAGACGGAAAGTTCTTCCAATGCAGGTTC 
AGTCAAGGGAGACGCCATTACATCAGCTATACTCATCAACCTTCAACAAGCAGAAACTGCAGTATGCC 
CCTACCAAGAATCCAGTCCTTCCCTTTGTAGACCTGCCGCCTGNGTACCAACATCTGCACACCCACTCA 
TACGAGTGCATCTCACCTTTATCNGCGCTGGCAGCACCGGAGACGGTCTAAGATGNGAGGGAGGGGC 
GGGCCCATCTGCTNCTATTGTGGAA 

50 

>'990928a-044.scf came from CONTIG 33 at offset 0; "E:\SEQUENCE\export\EST_db\990928a\990928a- 
044.scf'(39>566) 

GCACGAGGGGAAGCCCTCTTCrrTGTTGGTTATCCATCTTAAATGTAGCAGTGTGCACATGTCAGTCCC 
AAACTCCCTAACTATCCCTCCCCCAAATCAGAATTTTAGTTAGGAATGGGAATTCCTGTAGTTACATAG 
55 AAACTTAGAGAGAGGCAGCTTGTTGAAGGTTATAGAACTATGCAGCTAGTCACAGAGCTAAAACCAC 
AGAAAGGTATCTCTATTCCTTTTTCCTGTTTATACTCTATCAGATTGCATATTTACCTTAT^ 
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AAACAGATTTAAGAAATCTGTTTATG 
ACGTTAGATGTAATACACAAGCACACATACTGTC 

ACAAAAGTTNTTATTGAAAAGCAAGAAATATATAGCACTGATACCTCTTTCTGGACACAGA 
TTCTTAACATATCACCTCCCCTCTCCAAAAAAATTTCAGCAGNAAAC 

5 

>'990928a-046.scf came from CONTIG 34 at offset 0;''E:\SEQUENCE\export\EST_db\990928a\990928a- 

046. scf , (39>526) 

GCACGAGGCTCTCCTTACCTAAGTCCAGATTTGTTTTTAAGGCATAGAATGTATAG 
TCCAATCTGACTGATTTTTCCAGACA 
10 ACCGACTGCAGGATACACGATGCCGCAAACAGGCAGCAGCCTCTTCATACGAGTGTCCAGCTACTCCC 
TGGCTTCCCCACTGTTGTATAAAGAAGGATTTGGCTGGTCTTTGTTGCCACTTCCTAAG 
AAACTTTCATAACTTCCTTGGTGATAGGAGTGTCTTTGTTATTCATGGTG 

TTTACTTAACGAGGTGACTCATGGTGGGCCCTANATAGTTTCAGGATGGGCTGGGTGTGGCTGAGAGA 
TCAACCATGAGATACAAAGCTGGGCCCTGAGTATCTGCTTCTGACATCTGGGTGGGAGAGAGAAAGG 
15 GAAATGAGN 

>'990928a-047,scf came from CONTIG 35 at offset 0;"E:\SEQUENCE\exportVEST_db\990928a\990928a- 

047, scf'(33>617) 

20 TATTTTTTCAATTm^ 

AGCTTAACACGTTAGGGTTAACAGGAGAGAAAGGGGTTAAGTCACACACGACTTGGGGGTTGGGGGG 
TGACGCGGCCGGAACCCGGGGGGGGGCACGGTTGCTTATCGCCCCAAATAAATAAACACGGGGCCCT 
CCCCTCAGGGAGAGGAGGGGGAAGGGAAGCACGACGGCTGGACAAACATGCGCGTTATGCCAAAACC 
TGGCTTAAAAAAAAAGAAAACCCACAAGCAGGAACGCTCAGGACACCTGTGAGTAGGGTGGGCAGGA 

25 GGGGATCGGCCAAAAGCCAAACCACCGAACCCGGGGGCCTGGGCCCCCACCTGCCTCACAGATGCGG 
GACCCCACCCTGGCTTTCGAATAAGGAGCTAGGGGGACACACCCACCCTAGGCCATCCCAGGAGGCCC 
AGCTTGCAGCCCCGCCCCGGGTCCCCGCCATTGGAGCGGGGG 

>'990928a-049.scf came from CONTIG 36 at offset 0; "E:\SEQUENCEVexportVEST_db\990928a\990928a- 
30 049.scf'(26>628) 

CTGTTTAATTCGGCACGAGGCTCAGCTGCAGCCCGCACCGTTGCCGCCTGGTACCGGGTTGGGAACAG 
GAGCCTAGGGGTGCTTGCAGCAGGCCGTCCCGGGCAGCAAGGTGGGGGGCCCTACAGCGATGCTCCG 
AGGCATGTACCTCACTCGGAATGGGAACCTCCAGAGGCGGCACACCATGAAGGAAGCCAAGGACATG 
AAGAACAAGCTGGGCATCTTTAGGCGGCGGAACGAATCGCCTGGGGCCCAGCCAACGGGCAAGACAG 
35 ACAAAGTGATGAAGTCATTCAAGCCCACTTCAGATGAAGCGCTCAAGTGGGCGAGTCCTTTGAGAGCT 
ACTGGTCCACAATACGGTCTAGCGGTGTTCCATGCCTTCCTCCGACTGAGTTTATGAGGAGAACTGGAT 
TCTGCTGGATGCGAGACTTCAGAAGNNCAGCACAGCCAGATGCGCCAAGCANAAAACTTGCTGGACA 
TCGCATCAGCGGCAGGAGAAACTGACTGNAACAGGACAACAAGACACTANANGTACTCGGCTGTTGA 
CTCACAATGCATTGGTATGTGAGATCTACCCCTCTCCTGCCTTCTGACTTACAAAAAAAACCC 

40 

>'990928a-050.scf came from CONTIG 37 at offset 0;"E:\SEQUENCE\export\ESTjib\990928a\990928a- 
050.scf*(42>608) 

GCACGAGGCTCGCTTCTCCCGGCCGCATCCCGCGGGACCGGAGCGAGCAGCGGGGACCATGTTCCGAC 
GCAAGTTGACGGCCCTTGACTACCACAATCCTGCCGGCTTCAACTGCAAAGATGAAACAGAATTTAGG 

45 AACTTCATTGTTTGGCTTGAAGACCAGAAAATCAGACACTATAAA 

AAACATCCACAGCAGTGACTGGCCCAAGTTCTTTGAAAAGTATCTCAGAGATGTTAACTGTCCTT^ 
AGATTCAAGATCGACAGGAAGCAATCGACTGGCTTCTTGGCTTAACTGTTAGACTTGAGTATGGAGAT 
AATGCTGAAAAATACAACAAGGACTTGGTACCTGATAATACAAAAAATGCTGACAATGCAGCTAAAA 
TGCAGACCATTGATCATTTGGATGTAAATATCCTGATTTAAAGGCTGTGTATGTCTTGGCTACCTTCTC 

50 AATCCACGTATGATGATACTGNAAGCTAAGCATTGCATTTGTCCAGACGCCGACCAGAGCATGCTAGC 
AATAATGAGAGGTGCTGTGCTAA 

>'990928a-052.scf came from CONTIG 38 at offset 0 ; fl E:\SEQUENCE\export\EST__db\99092 8 a\99092 8a- 
052.scf*(34>527) 

55 CACCGCCGGGGGGAGAGGAGGGGAGCCTGTCCGAGCCCCGGCCCCAAGTAACGCCGCCGCCCCGGAG 
CCGCCTTGGAGTCCTCCTCCCCACTAATTGCCTCTTTGCATAGCACCGGCCCCTGCCCCCACGCTCACT 
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GGTACCACTACAGCGGGACGGGCCATGGCGGGGCGGGGAGGCGCAGCGCGACCCAACGGACCAGCTG 

CTGGGAACAAGATCTGTCAGTTTAATCTGGTCCTGCTGGGGGGAGTCCGCAGTGGGCAAATCCAGCCT 

CGTCCTCCGCTTCGTCAAGGGTCAGTTCCACGAATACCAAGAATAGCACATTGGAGCGGCCTTCCTCA 

CACAGACCGTCTGCTTGGAGACACACAGTCAAATTGAGATCTGGGACACAATGGACAGACGGATCAC 

ACCTGCCCCCTGTATATCGGGGGCCCAGCTGCTCGGGGGCTACACATCACACACAAACCTTGACGGCA 

GACTGAGAAGANGTAAGAGN 

>'990928a-055.scf came from CONTIG 39 at offset 0;"E:\SEQUENCE\export\EST_db\990928a\990928a- 
055.scf'(31>112) 

TTTTTATATCACAATCAATAGATTTACCAACAACCGGGAGCTGCAACTGCCTCTTTGAATGGGGGTGG 
GGTGGGGGAGNAGG 



>'990928a-056.scf came from CONTIG 40 at offset 0;"E:\SEQUENCE\export\EST_db\990928a\990928a- 
056.scf'(26>376) 

CTGCTGGCCATACCTCTTAATAATACTTGATTTTTATACATTCACATGTTTTAA^ 

AAGACACTAGGAGAATTCCATTCCATTTCCTGGATGGTTGCTGCTCTGGCTTTTTAAAACTTGGA^ 

ACGTTTATTTAAAGCAAAGAAAAATCTTTTAAGAGGCTAAATTGATGCTGCTATTATTGCTGTG 

TATTTAAAAAAAGAAATAAAGTTTTAAGAGCAACACATTTACTTATTATATATGTGGAAA 
NGTGT 



> , 990928a-057.scf came from CONTIG 41 at offset 0;"E:\SEQUENCE\export\EST_db\990928a\990928a- 

057. scf'(26>601) 

CTGCTTGCGGACCTGCTGGAGCTCCTGGCACTCCTGGACCTCAAGGTATTGCTGGACAGCGTGGGGTG 

GTCGGCCTGCCTGGGCAGAGAGGAGAAAGAGGCTTCCCTGGTCTTCCTGGGCCCCTCTGGGGAACCCG 

GCAAACAAGGTCCTTCTGGAGCAAGGGGTGAACGCGGCCCCCCTGGTCCCATGGGCCCCCCTGGATTG 

GCTGGACCCCCTGGCGAGTCTGGACGTGAGGGAGCTCCTGGGGCTGAAGGATCCCACTGACGATATGG 

TTCTCCTGGCGCCAAGGGTGACCGNGGNGAGACCGGCCCTGCTGGACCTCCTGGTGCTCCCTGCGCTC 

CCCGGGCCCCCGCCCCTGTCGGACCTGCCGGCAGACGGGNGATCGNGGNGAGACCCGTCTGCTGGTCT 

GCTGGTCCATTGCCCGGTGTGGCCGNGGCCCCCNTGACCCAGCCCCGAGNGACAGGGGAGAAGGGAC 

AGGCGAAAGATAGGGCACGGGGTTTTGTTCCAGCCCCCCGCCTCGCTTCTGGAGATGACTCGAGCTTG 

TCTTGTGCCCCGCCCGCTTGTGTTTCGAATTGA 

>'990928a-058.scf came from CONTIG 42 at offset 0;"E:\SEQUENCE\export\EST_db\990928a\990928a- 

058. scf'(26>628) 

CTGCrTTAATTCGGCACGAGGCAGTGACATTGTGCCCACATGGGACGGTATTCGGATGGGGGAGAGAC 

TCCGCACCATGTCCTGCAGCGACAAGATCCTGCGCTGGAACGTGCTGGGGCCTGCAGGGGGCACTGTT 

GACCCACTTCCTGGAGCCTGTGTATCTCAAATCCGTCACTCTGGGTTACCTATTCAGCCAGGGGCACCT 

GACCCGCGCCATTTGCTGTCGTGTGACAAGAGATGGAAGAGCGTTTGAGGATGGACTTCGACATCCCT 

TTATTGTCAACCACCCCAAGGTTGGCCGAGTAAGAGTATACAAATCCAAAAGGCAAGATGGGAGACC 

AAGAGAAAAGGTCAACTGGTGTTTGGGTGATGCTACGACTCGAAATCTGGATGGACAGAGCACCGGG 

AGGACCACGGACGAATGTCCGGAGAACAAAAGACATTTTCTTATTAAGAGCTTGTCTTCGATCCGAAA 

AATATTAATCTCTAGGGAGCAAAAAGTCCGGATACAAAACAAACTATTAAAATTTGAGAAGGCTAGG 

AAGGTACAGCCAGAGAAAATTTACTGCGGGTGGCGGGTGGGGGGGTTCAGGGGGAAAGGGG 

>'990928a-059.scf came from CONTIG 43 at offset 0;"E:\SEQUENCE\export\EST db\990928a\990928a- 

059. scf'(34>633) 

TTCAGAATGAAGCTGAACATCTCTTTCCCGGCCACTGGCTGCCAGAAGCTCATTGAAGGGGACGATGA 

ACGAAAACTTCGTACCTTCTACGAGAAGCGTATGGCCACAGAAGGTGCTGCTGACGCTCTGGGGGAAG 

AATGGAAGGGTTATGTGGTCCGAATCAGAGGCGGGAACGATAAGCAGGGTTTCCCCATGAAGCAGGG 

TGTCTTGACCCATGGCAGAGTTCGCCTGCTACTGAGTAAGGGGCATTCCTGTTACAGACCAAGGAGGA 

CTGAAGAGAGAAAGCGCAAATCTGTACGGGGTTGCATTGTGGATGCCAATCTGAGTGTTCTCATTTGG 

TCATCAGGAAAAAAGGGATAAGGATATTCCTGGACTCACTGATACTACAGGCCCTGTGCCTGGGTCCC 

AAAGACCAGCAAATCCGCAACTTTCATCTCTTATGAANAGATGCCGCATATGTGGGGAAGCCCTAACA 

AACGTAGAAACTAGACTAAGCACAGATCACGCCTGGACTCCGANTTGCACCAAGCGCGGTTGTTGAG 

ATAGGATATAAAAAGAGAGTGGAATGTACTTGTAGAAGAGAGCAGAAAGAGAAGAGCA 
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>*990928a-062.scf came from CONTIG 44 at offset 0;'T:\SEQUENCE\export\EST_db\990928a\990928a- 
062.scf'(26>467) 



5 




TCTCAGCCTGTGAGATCCGACCATCCCAT^ 

GGGAGGGGAGAAGAGGAGGAACATGCTAGCGACTGAAAGATCTCTGGTGACAGCCATCCAAATGTGA 
AAAAAGAAAACAGAAAACCCAAAAGAAAACCAATTTGCCACCTGCCCTTTT 
GCTCCTCGCTCTTGTTTTTGTCTTTCTGGTTGAAACAGCCTCCCTGCCCTGCATCTCCT^ 
1 0 GAGGGGAGCACCCCTGCCGACCGGGGACC 

>'990928a-063.scf came from CONTIG 45 at offset 0;"E:\SEQUENCE\export\EST_db\990928a\990928a- 

063. scf'(33>412) 
TTTTTTTTTGGTAAGGTTGA^ 

15 GTTTGAGAGATGAATGCAAAGGAAAAAAATATTTTCCAAAGTCCATGTGAAATTGTCTC 
GCTTTTCGGGGGTTTCAGTTTGGGTTGTTTGTCTGTT^ 

GGGAGCCAGGTTGGGGTGGAAGGAGTTTACAGGAAGCAGGCAGGGCCAACGTCGAAGCCGAATTCCT 
GGTCTGNGGCGCCAACGTCCAAGGGGGCCACATCGATGATGGGCAAGCGGGAGGTCTTGTTGTTTTTG 
TATTCGATCACTGTCTTGCCCCACGCTCCGTGTGACT 

20 

>'990928a-064.scf came from CONTIG 46 at offset 0; M E:\SEQUENCE\export\EST_db\990928a\990928a- 

064. scf'(27>552) 

TGCAGGTTCGCTTAGGGGCAGACGGGCAAACAGAGCCAGCATGCCGGTCGCCCGGAGGTGGGTTTGT 
CGCAAAACCTATGTGACCCCGCGGAGACCCTTCGAGAAGTCCCGCCTCGACCAAGAGCTGAAGCTGAT 

25 CGGCGAGTATGGGCTCCGGAACAAACGTGAGGTCTGGAGGGTCAAATTCACCCTGGCCAAGATCCGA 
AAGGCTGCCCGGGAGCTGCTGACGCTGGATGAGAAAGACCCGCGGCGTCTGTTCGAAGGTAATGCCCT 
GTTGCGGCGGGTCGTCCGTATCGGGGTGCTGGATGAGGGCANGATGAAGCTGGATTACATCCTGNGCC 
TGAAATTGAGGATTTNTTGGAGAGACGCCTGCAGACCCANGTCTTCAAGCTGGGCCTGCNCAAGTCC 
TCCACCAGCCCGTGTGCTCATCCGCCACGCCACATCAGGTCCGAGCAAGGGGGGACATCCCGTCTTCT 

30 CGGCGCCTGACTCGCAAAACAATCGACTCTCCTGCCTCCCTCGCGGGGCCGC 

>'990928a-068.scf came from CONTIG 47 at offset 0;"E:\SEQUENCE\export\EST_db\990928a\990928a- 
068.scf*(34>622) 

GTTGGATTTATTATTAAATTTTATTATGGATGCACGTACAAAA^ 
35 CTATGGAGAATAATTTAAACAAATTTTCTGTGATAATGAAACCAAAGCCGCCACm 
TTGTGGATGAT1TTATAAGGATGGAGGGGATGAGGATTCT 

ATAAAACAAAATCTAACGGAGGACCTGGAATTAGATTGCAAGTCAATATTTTTGTTCT^ 
TAGCGAAAGACCATATGACCAAACCATGGTATTTATTGACTTGACTAATATTGAAAAAATGGACCAGG 
ACCAACCAAGAATAAGAAATATTGCITTACAACAAATGAATTCAAAATTTATTTGGCTTTTTTTT^ 
40 TTTAATTTTGAAGTCGTATGTTTTTT^ 

TTGCATTTCAAAATTTGTGCTTTCATAAAGAGACTTGTTC 
GTCTTATTTGGGAACAATGTTTTGAATGGTAATAAAA 

>'990928a-077.scf came from CONTIG 48 at offset 0;"E:\SEQUENCE\export\EST_db\990928a\990928a- 
45 077.scf(39>465) 

GCACGAGGCCGAAGACGTCCTCGATGTCCAGCTGGCATTCCTCCGACTTCTCTCCAGCCGGGCCTCTCA 
GAACATCACATATCACTGCAAGAATAGCATTGCATACATGGATCATGCCAGTGGGAATGTAAAGAAA 
GCCTTGAAGCTGATGGGGATCAAATGAAGGTGAATTCAAGGCTGAAGGAAATAGCAAATTCACATAC 
ACAGTTCTGGAGGATGGTTGCACAAAACACACTGGGGAATGGGGCAAAACAGTCTTCCAGTATCAAA 
50 CACGCAGGGCCGTCAGACTACCTATTGTAGATATTGCACCTTAGTATCGGGGGTCCTGATCAAGATTT 

TGTCTTTTGTTTTATTTGTC 

>*990928a-069.scf came from CONTIG 48 at offset 164; M E:\SEQUENCE\export\EST_db\990928a\990928a- 
55 069.scf'(34>497) 
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GGTGAATTCAAGGTTGAAGGAAATATTAAATTCACATACACAGTTGTGGAGGATGGTTGAACAAAAC 
ACACTGGGGAATGGGGGAAAACAGTCTTCCAGTATCAAACACGCAAGGACGACATACTACCTATTGTT 
GATATTGCACCCTATGATATATGGGGGCCTGATCAAGAATTTGGTGGGGACAITGGGCCTGTTTGCm 
TTATATACCAAACTCTATCCTAAGTCCCAGAAAAAGCTTCACACTCCATATGTTGCTTTTGTTC 
5 TGTCAGCCAGGACAAGCGACCAAGTTCCAGTT 

GACCAAAAAGATATTTGTTTTGCTATTACCCCAATACAGTCAGAGCTTAT^ 
AATTCAAAAGCCTCATGCTGCTATAATAAAAAACTCACACTCTCCATACACT 

>'990928a-070.scf came from CONTIG 49 at offset 0;"E:\SEQUENCE\export\EST_db\990928a\990928a- 
10 070.scf'(34>475) 

CGCGAGTGGCATATTGGTTGCTACCTTGCAGGCCTGTGCACCCTGGAACCTGCCCTAGAACTTTGTGTG 
CTGGACTTGGGGAGGAGGAATCCTGGGGCTGGATACGTTCCTTCTAAAAACTTCCCCCTTCAAGTGCA 
AGAGCGGCATCTGGATCATTGAGGAGTGTGAGGGCAGGTTTCTGGCTCACAGGGACCTGCCGCACACA 
TACCTGAGAATCAATCGCTTGCTCCTGTGCCATCTAGAGAGGTGTGGACACCTGATGACTGTGGAGAC 
15 ACCACCAGGGGGAACGTAGCATTGTTACTGGCTGACTCCAGCAAGTCTGCGCATGGAGCTGCTGATGC 
CCCCTTTCACTATCCTCCGGTCTTCACCTTCCCACGTATGAGATGACTACCCTCTATATATAAACGNTAT 
GANGCCACCTGCCTACTCCCCTCCCACACAC 

>'990928a-072.scf came from CONTIG 50 at offset 0;"E:\SEQUENCE\export\EST_db\990928a\990928a- 
20 072.scf*(34>259) 

GGTGAGCGTGTATGGGGGTGCCCAGTCCCAGGAGAGAGGGGACAGAGAAGGACAGGCCTGTAGTCAT 
TAGGATGGGCCTTCGTGCTGAGTAGCAATGTGTATACCATTTGGGCTATCAGAGGTACCCCTGGGCAG 
GAGCCTCCACACACCCCCTTCCCTCTTCTCTCTCCATGACTCTTCTTCACATCCTATCTTCTTCTAAGA 
GGGGAGGGTAGGGGAAAATTT 

25 

>*990928a-075.scf came from CONTIG 51 at offset 0;'T:\SEQUENCE\export\ESTdb\990928a\990928a- 
075.scf"(34>577) 

CACGGAAGACTGGGAGTCTGTTCTGGGGCCAGAAGATCCGGGCAGGTGTCCAGCCAACAGCTGACCG 
CAGACTGCGTCTTGTCTCCGTTTCCGCAGGCACCATGAGCCAGAACACCGAGGTGGGCATGAAGGAAG 

30 TGGAACTGAACGAGCTGGAACCCGAGAAGCAGCCGATGAACGCGGCGTGTGGGGCGGGGATGGCCGT 
GGTGGTGGGGGGCGGCACCGAGAAGAATGGTCTGGTTAAGATCAAGGTGGGCGACGACGAGACGGAC 
GCAGCGGCCGAGGCCAAGCTCACGGGCCTGTCTAAAGAGGAACTGTGAAGGTGGGGGGCAGCCCCGC 
CTGGGTACGCACCCGCTGGGCGCTGCTGCTGGTCTTCTGGTTGGGTGGTGGGCTGCTGGCGCGCCCGG 
GTCATCATTTGCAGCGCCACCCTGCGCGAGCTGCTACAGAATGAGGGCAAGGGGCCTCTACGCATTGA 

35 ACCTCGGCCTCCTGGCCAGAGCAGCAACTACGACCTAAGAAGGAGGATACTAACCCTGAGGAGGTTT 
GGTGG 

>'990928a-079.scf came from CONTIG 52 at offset 0;"E:\SEQUENCE\export\EST_db\990928a\990928a- 
079.scf'(34>357) 

TAGGTCCATACCATTTCTGTCCTTTATCGAGCCCATCTTTGCATGAAATGTTCCCTTGGTA 
TTCTTGAAAAGATCTCTAGTCTTTCCCATTCTGT^ 

GGCTTTCTTATCTCTTCTTGCTATTCTTTGGAACTCTGCATTCAGATGCT^ 
TGCTITTTGCTTCTCT^ 

45 

>'990928a-083.scf came from CONTIG 53 at offset 0; M E:\SEQUENCE\export\EST_db\990928a\990928a- 

083. scf(41>427) 

GCACGAGGAAACCGTGGTGAACCGGGTCCTGCCGGTGCTGTTGGTCCTGCTGGTGCTGTTGGCCCAAG 
AGGTCCCAGTGGCCCACAAGGTATTCGAGGTGACAAGGGAGAGCCTGGTGATAAGGGTCCCAGAGGT 
50 CTTCCTGGCTTAAAGGGACACAATGGGTTGCAAGGTCTCCCGGGTCTTGCTGGTCATCATGGCGATCA 
AGGTGCTCCCGGTGCTGTGGGGTCCCGCTGGTCCCAGGGGCCCTGCTGGTCCTTCTGGCCCCGCTGGCA 
AAGACGGCGCATGGACACCTNNNNGCAGTGGACTGCTGGCATTCGTGCTCTCANGGTAGCCAAGTCCT 
GCTGGCCTCCTGTCCCCCTGCCCTTCTGGACTCTGCCAGGNGGGGGG 

55 >'990928a-084.scf came from CONTIG 54 at offset 0; n E:\SEQUENCE\export\EST_db\990928a\990928a- 

084. scf'(36>436) 
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GCCGGTCTGGAGGAACTGGGGTCGACCTGAGTTCTGGGGGTGTGGTAGGCCAGGGCGGGGTGTGGCC 
TCCCTCCAGGCGCCATCATGATCATATACCGGGGACCTCATTAGGGCATGACGAGATGGTTTCCGACA 
TCTACAAGATCCGGGAGGTAGGGGGCGGGGTGGGGGTGGAGGGGGAGGGGAAGATGGTCAGTAGGA 
CAGAGGGTAACATCGATGACTGGCTCATTGGTGGAAATGCCTCCGCTGAAGGCCCCGAGGGCGAAGG 
TACCGAAAGCACAGAAATCACTGGTGTCGATATTGTGATGAACCATCACTTGCAGGAAACCAGCTTTA 
CAAAAGAAGACTACACTAAGTACATCAAAGATTACATGAAGCCTATCAAAGGGAAACTTGAAGAC 

>'990928a-085.scf came from CONTIG 55 at offset 0;"E:\SEQUENCE\export\EST_db\990928a\990928a- 

G^AOTAG^GCTATCCTAATCGCAATTGGAAGGATGCAGGGCTGAAGAACGGTGTACCAGCTGTGGGC 

CTGAAGCTTAATGACCTCATCCAACGGTTGCAGCTGTGCTACCAGCTCACCACAGTTGGCAAGTTTGA 

GGAGGCTGTGGAAAAATTCCGGTCCATTTTACTCAGCGTGCCACTTCTTGTTGTAGACAATAAACAAG 

AGATTGCAGAGGCTCAGCAGCTTATCACCATTTGCCGTGAGTACATTGTGGGTTTGTCCATGGAGACA 

GAAAGGAAGAAACTGCCCAAGGAAACTCTAGACAGCAGAGCGCATCTGTGAGATGGCAGCCTATTTC 

ACCCACTCAAACCTGCAGCCAGTGCCATGATCCTGTGTTGCGTACAGCCCTCACCTCTTCTTCAGCTCA 

AGACTCAGNATGCTGCCGCCTTGCTCGCGCCTGTTGGACTCGGCCCCAGCGGAGGGATCACAACCGCA 

AACCTGTTGCTGGAGAAAACCAANAGCCATAATCATATACATGACACCTTGAATTGGCTGTCTTCGCC 

CTTACGGAAGCAGGAGAAGACGTAGGGGCTGTTTCTGTTAGTAGATGAGA 

>'990928a-087.scf came from CONTIG 56 at offset 0;"E:\SEQUENCE\export\EST_db\990928a\990928a- 

087 scf Y35>492) 

TTTTTTTTGAAAGAAACATCGCTTTTTTTATT^ 

AAATTCCCAATAAGAGCTAAAGAAAACCCTTTGTGTATTTGGTTTTACATATTAATTACTCTAAAAAGT 
TTCTGAACTCTGTTTAATAGCAGGTCTCCTTTCT^ 

GTCTGTTGGTTTCCACrACTTCATTCACTTTATCTATTTTGCAGTGAAGCCTACCAGCACCAATAAACCT 
GGAGAGTTCCTGATCAATGAACTCCACACCAACACCAAAAGCTTATGCCATATAGACCAGGAGTAATG 
AACTGCACGATTCCAGCTGGTGGCTGTACGCATGTATTGGCATTTCTCTACGTTATATCGATAATGAGA 
GCAAAAGTCATCCTTTTTCTTTGCTTTCCCCATATCTACACT 

>'990928a-089.scf came from CONTIG 57 at offset 0;"E:\SEQUENCE\export\EST_db\990928a\990928a- 

089.scf '(42>552) _ A . „ 

GCACGAGGGGGGAGAAAAGGGGTCAGGTTCTTCTCGTGTCAAGCAAATTCTGCCTCAATTAACTTAAC 

TATTGCAGCAGGGTACCCAGGCCTTTCGGGAGTCCCTGGACTGTCTGCCTAACCACATGCAGTCAGCC 

GCTTAACGCTACACCAGTCTCATCCCCTCTGTCCCCCATTCACAGGCCGGGGGAGTGGGGGAGACAGT 

TGGCCACCTTCCTCTGTATATTAATTGGCATGATATGGTATTGTATAGGATTTTAGCAATTCATGATAA 

ATATGTCAGGCTAGGCTTTACTATTrrAATGCTTATGGACATTGTATATTTGTATTTTAAGACCAAGTA 

GACCAAGTCACAAAGGTCTCTCTCTAGCGTACCATACACCCGNGGCCGGNAGAAGGCTGGAAGGCTC 

CACCAGTTCTGAAGGCAGCTGCTTTCCTGTCCTCTGTGCTGGACGGCCCTGTCCACTATAACTAAACTG 

GCTCCGAGGGTACGCATAGNGGCTTACGTCTCA 

>'990928a-091.scf came from CONTIG 58 at offset 0;"E:\SEQUENCE\export\EST_db\990928a\990928a- 
091 scf (43>555) 

GGACGAGGCGCCTGCGGAGCGGCGTGCCCGGCGTGCGGGTGCTGCAGGGACTCGGTGGACTTCTCGTT 

GGCCGACGCCATCAACACCGAGTTCAAGAACACCCGCACCAACGAGAAGGTGGAGCTGCAGGAGCTC 

AATGACCGCTTCGCCAACTACATCGACAAGGTGCGCTTCCTGGAGCAGCANAACAAGATCCTGCTGGC 

TGAGCTTGAGCAGCTCAAGGGCCAGGGCAAGGCGCGGCCTGGGGGACCTCTACGAGGAGGGAAGAGC 

GAGAGCTGGGCCGGCAGGGGACCAACTCACCACGACAAAGCCCGGTCGAGGGGGAGGCGACAACCT 

GCCGAAGACATATGAGGGTCGGGAGAAGTAGGAGGAGAGAGCTTAAAAAAAAGAAGCGAGACATCT 

GCATCTTTTAACAGATGTGACATGGCTTTTGGCCGTTTGCCTGGAGGAAGGGGATCTTGAAAAAATGA 

CTTTTATAATGATAATAGAATCAGAACTAGCCAATCATAACAA 

>'990928a-095.scf came from CONTIG 59 at offset 0;"E:\SEQUENCE\export\EST_db\990928a\990928a- 
095.scf'(44>509) 

GCACGAGGGAACTAAGGAACATATTGGACTTAACAAATGTGCTCTTAGAACTTATGTGTATGTAGGGG 
GCTTACTGTGCTCTTTCTAAATAAAAGAAATATrGGGGCTACATGAGTAGCACTTACCCATTTCTCATT 
CTCCAGTCTCTTCGATATTGTCAGGGATAGACTAAACAGAAGACTTGTTTGTTTTTATACTAGCCAAAA 
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ATGTTATAACCTCTAAATATTCCAAAAATTATACATTAAGAATAACAGAATCAGAACATAAAATTCTA 
AAATAACTCTCAAACTGTGTAGATTAACATCTTGATTTATATTAAATCTTCAAC^ 
AACTCTGATTTACAAGGTCCCAGTATTTTTCTCTTTATATGACAGTTGTACATA 
AAAACCAACGAACTGTGATTTAGGATAGACTGGGGGTATTTGTCAGCAGCTTGGG 

5 

>'991015a-001.scf came from CONTIG 1 at offset 0; ff E:\SEQUENCE\exportVEST_db\991015a\991015a- 
001.scf'(42>686) 

TTATGGATAGCATTGCTGAAGATCACCGGCTGGAGAGCCCCACTACTCCTCTGCTAGAGGACACAGAT 
10 GGTTCTCAAGACAGCCCTATTTTTATGTATGCTCCTGAGTTCAGGTTCATGCCACCACCTACTTATT 

AGGGTGATCCCTCCGTCCTGAACACAATGTGCAGTGAGCATGTGGAAGAAAAGAAGCAGTTGTACCTA 
CCTGTTTCTCTTCATCTCTCTTCCTGGACTCTTTAATTTTTTAG 

ACAGGCCCACCCCACCCTCTGTCTCTCCAGGGGGGAGGGGGACAACAAGCAACCCCTGGGCCCTAAG 
GGGCGCACCCCCCTCACCACCCAATGATGGGATACNAAATTTTTGTAATGGGTTAAAACACCTACAAA 
15 AAAACTAGCCCTCCCATTCTTGATTCTTTTAAAGAGGATTTCAG 

GAGCGGCCCCGCGAAGGGGGATATAAAAAAATGTTAAAAAAACTTACCCGCCCGGGGGAACATAAAA 
CAAAAAGAAAAAAAGAAGGCAATGGAAAAG 

> , 991015a-003.scf came from CONTIG 2 at offset 0;"E:\SEQUENCE\export\EST_db\991015a\991015a- 
20 003.scf , (45>709) 

GTTTGCCGCCAGGACACAGGTGTCGTGAAAACCACCGCTAAACCTAAACCAAAATGGGAAAGGAGAA 
GACCCACATCAACATCGTTGTCATTGGGCACGTAGATTCAGGGAAGTCTACCACGACTGGCCATCTGA 
TCTACAAATGTGGCGGGGATCGACAAGAGAACAATTGAAAAGATCGAGAAGGAGGCTGCCGAGATGG 
GAAAGGGCTCCTTCAAATATGCCTGGGTCTTGGACAAACTTAAAGCTGAACGTGAGCGTGGTATCACC 
25 ATTGATATCTCCCTGTGGAAATTTGAGACCAGCAAGTACTATGTTACCATCATTGATGCCCCAGGACAC 
AGAGACTTCATCAAAAAATGATTACAGGCACATCCCAGCTGACTGTGCTGCCTGATCGTTGTGCTGGT 
GTGGTGAATTTGAGGCGGGATCTTCAAAACGGGCAGACCCGC^ 

TGAAAAAATAATTGTTGCGTACAAAAGGATTCATGACCCCCTATACCAGAGAAAAGAAAAA 
AAGCAGACCTATTATAAAATGCTACACCCGCACAAACTTTGCCCATTTGCTGATGGGCAAAGCTAACA 
30 AGCTATATCCGGTAGGGGGGAAGACGAGGAGCAGCCGGACCCCGTTACTCGGTGT 

>'991015a-004.scf came from CONTIG 3 at offset 0; M E;\SEQUENCE\export\EST_db\991015a\991015a- 
004.scf(51>626) 

GCACGAGGGAGCTGCCGGGCCGCCCAGAACACCGCTGGTTCCCCTGGCAACCCAGGAGAGCCAAACC 
35 CTACTCGGGTGGTTGCAGCGAGAGCGGGCGCGATGGTGTCTAACCCAGTGCATGGCCTGCCCTTTCTC 

CCAGGCACGTCCTTTAAGGACTTAACGAAAACAGCATTTCATAGAAGCCAGACTCTGGGCTACAGGAA 

TGGCTACGCAGTTGTTCGACGTCCAACAGTTGGGATTGGTGGGGACAGGCTCAAGGTCAACCAGCTGT 

CCCAGGCTGATCTGGATGAGCTGGCCAGCAAGATCCCAATCCTCACGTATGGACAGGCCAGGCAGGCC 

CCGCCTGCAGCGTTrGTTCCTGCACATGTGGCm 
40 CAGAAGATGTTTCTATGTCATTTGAGAAAATTACAGGATTCGCCAGTGACATTTATATTATTA 

AAGCTGCCGCATAGACCTGGCGGGAAAAATTGGGTACCTCAGGAAGTTATAAACCCAGGGCTTCCAAT 

GACGGGGGACATACCTGAAGACTAAACGAAA 

>'991015a-010.scf came from CONTIG 4 at offset 0;"E:\SEQUENCE\export\EST_db\991015a\991015a- 
45 010.scf*(44>590) 

ITITrTTGTATTAAAAAGAAAAGCATAATTACCACAAA 

TGAATGAATCACTTCAGCCTGAAAAGCAGATACTCTCAATAATATTAATGTTATAATACAAGCTCATTC 
AAGTATTTTACATlTTTrTTTCCTTGTAAATGTGATAT 

GCATAAGGTGGAACCTTCTCCGCAAAGCCAGATGACAAGTTTTCCTCTCCAGTCAGATGGGCGGATGT 
50 TCTGATCTTCTTGCCTCTACCATCATGTGGCTGAAGAGAGGGGGGGGCTGGGGCAAACCTGGGACCCT 
ACACCACAAATACTGGGGGGCCCATCAGAAGGGGAACCAAACACCTATTAGGTTTTGGAAAAACAGC 
CCCCCCCTACTAGTGGTTTTTTGCCCTC^ 

AAGGGAAGAGAATAAATAACAAACAAATACACTTGAATGGGGCCTCCTGGCTTGACCAGGGGCAGCG 
GG 

55 
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>'991015a-012*scf came from CONTIG 5 at offset 0;''E:\SEQUENCE\export\EST_db\991015a\991015a- 
012.scf"(41>316) 

TGCTGGGCCGGGAGCGGCAGCGGGTGCAGGGGGAGCTGCAGTCCCTGAGCCAGCGGCTACAGCAGGA 
GTTTGTGCCCATGGCCGGAGGCGCAGGACCAGCTACAGCAGTTGGGGAGGAGTGTGGGGCTGCGTGA 

TTCAGATGTGTTCTGGGGGTTGGGGGTTTGGCTGGTCTCTGACCTGGGTGGGTCAGGGGAGTGTTGGG 
GACGGT 

>'991015a-013.scf came from CONTIG 6 at offset 0; "E:\SEQUENCE\export\EST_db\991015a\991 015a- 
10 013.scf'(49>665) 

GCACGAGGGGCCCTATGGCCAGTGCAAGCTGCTGCGCACGCACAACTACCTGTACGCGGCCTGCGAGT 
GCAAGGCCGGATGGCGGGGCTGGGGCTGCACGGACAGTGCGGACGCGCTCACCTACGGGTTCCAGCT 
GCTGTCCACACTACTGCTCTGCCTGAGCAACCTCATGTTTTTGCCACCCGTGGTCCTGGCCATTCGGAG 
CCGATATGTGCTGGAAGCGGCAGTCTATACCTTCACCATGTTCTTCTCCACGTTCTACCATGCCTGTGA 

15 CCAGCCTGGCATTGTGGTTTTCTGCATCATGGACTATGATGTGCTGCAGTTCTGTGACTTCCTGGGCTC 
CTTATGTCCGGTGGGTGACTGTTATTGCCATGGCTCGCTTTACAGCCTGTGGCAAGCAAGTGCTATATT 
GCTGGGGCGATGCTGCTGGCATGGTTCTGAGCTTGACGGATGGACTCTGGACCTGTTGGACCGAGCTT 
TTTGTCTGGGATTTGGCACAGCCGGAAGAACCAAGGCGCCGCGGGCTGTTCCCCCCCAAGGGCGGTGG 
TTTTTGCTGGCCGGCAGCCTCGAAGAGGCATCTGCGTTGTTTGTGAGACGAAAACATTAATT^ 

20 A 

> , 991015a-015.scf came from CONTIG 7 at offset 0;"E:\SEQUENCE\export\EST_db\991015a\991015a- 
015.scf*(44>735) 

TTCGGCACGAGGGAAGAATTTAGCTGCTGCGTATGACAACTTTGTTC^ 

25 AGGGCACAAAGTTTTACAATGAGCTGACTGAAATACTTGTCAGGTTCCAGAACAAATGCAGTGATATA 
GTGTTTGCACGGAAGACAGAAAGGGATGAACTCTTAAAGGACTTGCAACAAAGCATTGCCAGAGAAC 
CTAGTGCTCCTTCAATCCCAACACCCACATACCAGTCCTCTCCAGCTGGGGGGCACGCACCAACGCCA 
CCAACTCCAGCACCAAGAACCATGCCGCCTACTAAGCCCCAGCCCCCAGCCCGACCTCCACCTCCTGT 
GCTGCCAGCAAATCGAACTCCTGCTTCAGCTCCGGCTGCAGCTCTAGCTCCAGCCCCGGCTCCGGCAG 

30 GCTCTGGGACCACTGTACCAGCTCCATCACAGACNCCCGGGTCAGCTCCCCTGCCTCAGGCCCAGGAC 
CCCCGCACCCACCTTCCAGGGATCCCGGGATTTGCAATGCCATGCCCTGGGCTACATCCCTAGCGGAT 
GGCAGATATATGCGGATCCACAGGATACAAAACCTGGCAGCTCCTACCCGACCCCACACTCTACCCTC 
CTCACCCCCCACACCTATTCCCAAAAAAAGCAGTAAAAACAATGTATTAAAGAAAAAACAACCGCAA 
AGACACCTTACTTG 

35 

>'991015a-022.scf came from CONTIG 8 at offset O^iNSEQUENCENexportVES^dbWlOlSaWlOlSa- 
022.scf(48>641) 

GCACGAGGATCGTCTTTAAACCCTGCGTGGCAATCCCTGACGCACCGCCGTGATGCCCAGGGAAGACA 
GGGCGACCTGGAAGTCCAACTACTTCCTTAAGATCATCCAACTTCTGGATGATTATCCAAAATGCTTCA 

40 TTGTGGGAGCAGACAACGTGGGCTCCAAGCAGATGCAGCAGATCCGCATGTCCCTCCGCGGGAAGGC 
TGTGGTGCTGATGGGCAAGAACACGATGATGCGCAAGGCCATCCGAGGGCATCTGGAAAACAACCCG 
GCTCTGGAGAAACTGTTGCCTCACATCCGGGGGAATGGGGGCTTCGTGTTCACCAAGGAGGACCTCAT 
GAGATCAGGACATGCTGCTGGCCAACAAGGGGCAGCTGCGGCCCGGCTGTGGCCTAGGCCCGGGGAA 
GGCACTGTGCCAGACAGACACTGGGCTGGGGCCGAGAGAACCTCTCTTCAGCTTTTAGCTAACACAAA 

45 AATTCAGGGCACAATGAATCTGATGAGGGCACTGATAAGAAGGAGAAAGAAGCGCAGCGAGCAGCTG 
TGACTGCGACATTCCCTCTCTTGGCTGGCTTCACAGGTTGAAGGAGAAAAAAA 

>'991015a-025.scf came from CONTIG 9 at offset 0;" E:\SEQUENCE\exportVEST_db\99 10 15a\991 015a- 
025.scf'(42>669) 

50 TTTTTTTTTTTTTTCAACA 

TCCCCCCCAAAAAAGAAAAACAAGATAGATGCAGAAAATGCAAATTCTGAGGGAGAGGAAAGGGGT 
CGTTGAGGAAGAAGGCTGAGGGGATTAAAAAGCCTAAGGTGATAGGGACTTGGCCTTAGGCCTCCTCT 
TCGGCCTCCTCACCGAAATCCTCTTCCTCTTCTGCGGTGGCATCCTGGTACTGCTGGTACTCGGAGACG 
AGGTCGTTCATGTTGCTCTCAGCCTCGGTGAACTCCATCTCGTCCATGCCCTCACCTGTGTACCCAGTG 

55 GAGGAAGGCCTTCCGGGGAACATGGCCGTGAACTGCTCCGAGATGCGCTTGAACAGCTCCTGGATGGT 
GTGCTGTTGCCATGAAGGTGACTGCCATTTTATACCACGNGGGGGATGTCGCAACAGTTGTTTGACGT 
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GTGGGGTCCATTCACGAAAAACTGTGTTTTATCTGACGTGAGCTTGCTCTTTACTCCTCTT 

CCAGAACCACAGCCCGGGAGACCGCCTGCGGGGCAAGGCGCTCTGTCTTGGTCGAAATGTGGGAGCC 

AGACGGGGGCCGGA 

5 >'991015a-028.scf came from CONTIG 10 at offset 0;"E:\SEQUENCE\export\EST_db\991015a\991015a- 
028.scf'(42>718) 

CCGCTCCGGAGCTGCTGCCGCTCCTGCTCTCAGCGCTGCAGTGGAAGGCAGGGCCGCGCCGCGCCGCT 
CCTTTTTGAAATATATAAATTGGAGGCCGGGCCGGCCTCGGCGCGCCCCTCTGACAGCGCG 
CCCCCTCCCGCCGGCGCGCCCGCTGCCAGCCCCGGGACCTTTTCATCTC 
10 GCGAGTTTAGATTCGCCACTCCGGACCCGAAATTGACACACTGAACTCCGTTTTCTTCTGCT 
TTCTGCTTAATAGCCACTCGTTTTTTTTTTCTGTCCCCCCTC 
TGGCGACTCCCTAAGTGCAGGTTTCCCTGGCCGGCGTGTTTTATTTTTCATTT 
TTTTTTTGAAAGAATTTAGATAGATACTTTTTTTTTGGCCTTGAT^ 



15 




GGGGGCATTGATTTATTCCCCCCAAAATCCCCCCGGGTCCGGGTTCTCACA 



>'991015a-029,scf came from CONTIG 10 at offset 0;"E:\SEQUENCE\export\EST_db\991015a\991015a- 

029. scf'(42>653) 

20 CCGCTCCGGAGCTGCTGCCGCTCCTGCTCTCAGCGCTGCAGTGGAAGGCAGGGCCGCGCCGCGCCGCT 

CTCCCGCCGGCGCGCCCGCTGCCAGCCCCGGGACCTTTTCATCTCTTTCCTTTTGGGCGGAGGAGCCGA 
GTTCAGATTCGCCACTCCGCACCCGAAACTGACACACTGAAC^ 

25 GCCGACTTCCTCAGTGCAGGTTCCCCCTGCCCGTGGTGGATTTATATTTCACTTGGGAACGACGTGGGC 
TTTTTTTTTGAAGGGATTCAA^^ 
ATTAAAAAATATTCCTGTCTGGACTTGGGAGTGTT^ 
AATTTTTTTCCCTTTAAA 

30 >'991015a-030.scf came from CONTIG 1 1 at offset 0; ,, E:\SEQUENCE\export\EST_db\991015a\991015a- 

030. scf'(46>759) 

GGCACGAGGGAGATGTTCGAGCCCGGCCGCATGCACCGCGTGGGGGCGCTCGCGGCCCATAACTACC 
TGCAGACCCCAGCGGCCGGCAGCTCCGCGAGGCCGCGCAGCGCTTCCGCCGCTGGCAGGCCCAGCGC 
CCAGACTGGTTCGAACTGGAGAACCTCCGCTCAGCGGACGGCCGGGACCTCCCGTCCCTGGACGAGGA 

35 GGCCTTCGAGGAGGAGCCGCTGCCCGAAGAGGGATCGTCCGGCAGGAGCCGCTGGTGCGGGAGCCCA 
CCTCCCGGGACCACCTGCTGGTGGGAGCTGCTCCTCGCTGGAGAAGGAGGGGGCGGGCTGGGGCGGG 
TGGAGCCCCAACCCCGGGCCCGGGGCAGCCGGCAGCCCCAACGCTCCATACATGGTGGTCCGGGGGG 
AAGGTCCCTCGGGCTAGGAAGGGAGCCCGTCCACAGGAGTGGGAGCGGGCTGGCGGGTGGCCTAATG 
AGGGAAAGAGCCTGCCGCTTTGGGAGCCAGGACCCGGGGAAAAGTCCTTTCTTTCGAGGGGGGTCCG 

40 ACCCCACTGAACCAACTCAAAATGCACCCCCGGGGGACAAGGGGTGGGAGCGGAAGTTTTTTCAGAC 
CCCCACCCCCCAAAAAAAAAAAAGAGGGGGGGGGGGAGGGGGGGGTCCCGGCGGAAACGCACCCCT 
GGTTTTTATATAAAACCCCTGCCGGGCCTGGGCTCCCCCCCCCT 

>*991015a-040.scf came from CONTIG 12 at offset 0; n E:\SEQUENCE\export\EST_db\991015a\991015a- 
45 040.scf*(47>728) 

GCACGAGGGTTAGAAAAAGAATACATGATTCTAGAGTC^ 

CTGACGAGGACAGACAAAACCTTAAACAAAAAACTTGGCCAAAGCAAATAACTTCTTAAACAGTCAA 
GATCTTGGAGACTCTAGAGGATTmGTACTAGTAGCCC^ 

AATCTGATTCAGACTGTCACTGCTTTGGGAAACTGCTAAATTGTTGGATCTGCTTCCAGGGTCTATGCA 
50 TCTCITGTTCAGCATGAATTTAATTAGTAGTCCAAGCCAGACTGTTCCTCTGGAACCTGACTAATCCAT 
ATTTCCTATGTTTTGGAATTAGCTTGCTCCTCCTAAAAATCTCCACAGCCTAATAT^ 
CAGGGAAGCCTGAGGAGAAGCCTATACTGTGTGGACTITAATTATATTCTAGAATAACTTTTGGGGAA 
AGCTCNCTGTAGCTGATTCTAGATTATCCAGAAAACAATTAACTTTAATAAAACTATTTGTCT 
CTCTATTATATCAGGATACTATTTAAT^^ 
55 GGGGTTGATTTTACGTCCGCAAAAACCATAAAGCAAC^ 1 0 
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15a-044.scf came from CONTIG 13 at offset 0; "E:\SEQUENCE\export\EST_db\99 101 5a\991015a- 
044.scf*(47>695) 

gcacgagggccgaacgcaacgagcttcgcaggaggcggtgggagcgacggcggggggctgagctttg 
gggcgaccccgcttccctcctcccaatcgcttcgctc^ 
5 tccagggaggtgcgttaggaaaaacagcctttcggaccacggcctgggcatctcccggagcgaaacc 
ccgggggacgacccgatgaggctgctgtgcaacatgaacgactggtactccaagctcaaggagcggg 
ggcccaacataccgcaaaaaagaaggagagcaagaggaaatgctggaggacgagatcgactacatc 
ttggacttgagatcgcgctggactcgcaacccccattcgttagccgggccaccaacgacccgacagac 
cggcgtccaggacgcgctaccaactcaacacgacatagatctggcctgcagaaaacccctcccccgcg 
10 agccgggaagcggagcaggcgagggcctaggctcattaaaaagataaattttatacttctgtttgm 
taaaaaaaaaatgtgggaagaaggggggaatgtaatataaaaaaagcccaacgattaataaagggg 
gggaatgggaaaaaaatttttttaagttttctt^ 

>'991015a-046.scf came from CONTIG 14 at offset 0; , 'E:\SEQUENCE\export\EST m db\991015a\991015a- 
15 046.scf'(47>699) 

GCCCGAGGGCCAGTTTCTCAGTGAACATGCAGGAAGTTCAAACGCCTTCTCTAGTGGAGAGCATACCA 
ATTACTATTTTGATGTTTCTCATGAACACCTAGAAGGTGCGCTAGACAGATTTGC 
GCCCCTTGGTTGATGAGAGCTGCAAAGACAGAGAGGTGAATGCAGTTGATTCATAACATGAGATGAAT 
GTGATGAACGATGCCTGGAGACTCTTTCAGCTGGAAAAAGCTACAGGGAATCCCAAACATCCCTTCAG 
20 TATATTTGGAACAGGTAACAAATATACTCTAGAGACTAGACCGAACCAAGAAGCATTGGATGTAGAC 
AAGAGCTCCTGAATTCCATTCTATTTATAT^ 

TGATGATTTGCTATCTGGTGGGAAGGTATTTGTGAAGAGAGACAAAATGCCCCGTGCCGATTTCCGAC 
ATCTTTCCAAGAAATCTTAACACTTTCAAAATACCCATTAGTTTTAG 

CCAAACACAACAACCCGCCTTTCCGCTCCTTGGCAGAGGCCGAGCGTTTAACTTATAAAGCGGGAATT 
25 TTGGGGGAAGGAGGACGGGGTGTTTTTTTTTTGGGGT 

>'991015a-047.scf came from CONTIG 15 at offset 0; ,f E:\SEQUENCE\export\EST_db\991015a\991015a- 
047.scf'(47>625) 

GCACGAGGACATTCATGTCTACTTAGTTCCT^ 

30 GTATTAGCTTCCAGGCACCTGCATTTCAAGGTAGCATGCTTTGCTGGCTCCCTACTCCCCGCTCCATCT 
GCAAGAATAGGTCTGGTACACTGTGAGTCCTTCTAAACTCCATGATGAATCACAGATACTGCCATATT 
CATGACATTGTAAATGGCCACCCCTAGTCACCATGTCAATGACCTCTTTGTCAAGCTTTCCCTGGTCTT 
GCTGACCATTTCAGCTCTATTTTAGATACAGTGTCCCAGTCCTGTCCTCCAGCCAGGAACACCCCAAAG 
CCCACTGGTTAAATCTCTGCGTGCTCTCGAAACCTTACATTGTATTCAATTTTCCATTGC^ 

35 ATACATATCAATATCATGAAATCAATCCTGCTTATAAAGAACCATCTTTACATAACAGATATAAATTA 
ACCTTCAGATTATACTGACTAAACAGAAAAATCCTGTCAGCCTCTTATTCATTGATCTTACGGGATACC 
TGTGTTTTCATTCTTATACTCAGCTTT 

>'991015a-048.scf came from CONTIG 16 at offset 0; ,T E:\SEQUENCE\export\EST_db\991015a\991015a- 
40 048.scf'(47>653) 

GCACGAGGTTGCGGCCCACCTGGTGTACTGGGGCAAGGCCATCATCATCTACCCGCTGTGTGAAAACA 
ACGTCTACATGCTGTCTCCCAACGCCAGCGTGTGTCTGTATTCCCCGCTCGCCGAGCAGTTCTCACGCC 
AGTTTCCATCTCACGACCTGCCATCTGTCCTTGCCAAGTTCTCCTTGCCTGTCTCCTTGTCAGAATTCAG 
GAACCCCCTGGCCCCCCCTGTTCAGGAGACGCAGCTCATCCAGATGGTGGTGTGGATGCTGCAGCGCC 
45 GGCTCCTGGTGCAGCTGCACACCTACGTCTGCCTGATGGCCTCGCCCAGCGAGGACGAGCCCCGCGCC 
CGCGAGGACGACGCGCCCCTCGCCACCAGGGTGGGCGGCCGCAGCCTCAGCACACCCAAGCCCTCAG 
CTNTGGCTCCCCACCAGCAGCGATGACATGACCCTACCAGCCCCAGCATGGACAACTCAGCGCTGACT 
GCTCCCCAGCGGGACTCGGCGCTGACAGGAGATGACGGAGACCTGCTGCCCACCTGTCCGACACGAC 
NGCCCGCATCTCACGGCCTCGGCCANAACCCGAGACCCCGATGCTGCAGCTCTGCCTATTCC 

50 

> , 991015a-049.scf came from CONTIG 17 at offset 0; M E:\SEQUENCE\export\EST^db\991015a\991015a- 
049.scf'(41>656) 

GTAATCTTCACATTCATTTTAGCAGGTACTGAGTGATGCTGTATATATAAATAAGTGTATTGTTTGA 
TTTAGACCACCACATGACATGCTTGACTATTATTTCAAATGTCTGTTAATGCAAAGTAGGCT^ 
55 AATAGTGTTAAGAACAAAACTTACT^ 
CCTATCTTTACAAAAGTTnrrCTACTGTA 
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AACCATAATTAAAGTTGCATAAGATAATTGCTTCACATTTCACATACCTATATTTATCTG 

TAAAACTGTTGTGCTAGCCAAAGTAAGGCTATGAAATCATTTGCAGACTAACCCCGAGTTTGTGTTAA 

AGCACTGTTATTGCCATGNGAGAGGCATTGACTTTGTACCACATCATGTTCAACCATTTATAC^ 

5 TCTAACCTGCAAAAACTAATTTCTO^ 

>'991015a-050.scf came from CONTIG 18 at offset 0; "E:\SEQUENCE\export\EST_db\99 101 5a\991 015a- 

050. scf*(39>753) 

TGCTTGTTGGGAGAAGCAGGTACTTATAGGGACGACGCAAGGTGCCGGATGTGAAGAAAAGCGGGGG 
10 CGTGGAGACTCGGACCCGAGGTGTGAAACAGATTCATTCTTTGCCTTGAGGATCTTATCTTCCTGTGTG 
CATTCTCTGACGATTCGTTACCTACCTGGAGTGTCTT^ 

ACTTAAGCTGCTCCCATGCTTGTTTGACGTCTGCTTTGTCGAGTGTCCATGATGTTGGGC 
GGTGAAGGCTTTGTGGTCAAGCTCCGTGGCCTGCCCTGGTCCTGCTCTGTTGAGGATGTGCAGATTTCC 
TTTCGATTCACGATCCATGACGGGGGTGGGGGTGTTTCTTTATTTACACTAGAAAAGGAG 
15 GGAGGCTTTTGTGGTCTTGATTAGAAATGACTATATTGGCCCTTAAAAAACAGGAAGC^ 

TCTTGAATGTGAAGCCCAAAATCGAATGTTGGGGTTTAGCAAGGGCCAAAGGGTATCTGCCTGAGGT^ 

TGGCGTTCGGGTTCCGTGGTGCCCCGGAATTATTTTTTTm 

CGGGCCATTCGGGAGCTTGTTTTGTCTTCGATTTTAAGGTTT^ 

TCGATATTITITGTCCCCTTTTT^ 

20 

> f 991015a-05I.scf came from CONTIG 19 at offset 0; M E:\SEQUENCE\export\EST_db\991015a\991015a- 

051. scf'(41>646) 

TTCTCAACCAACCATAAAGATATTGGTACCCTTTATCTACTATTTGGTGCTTGGGCC 
ACAGCTCTAAGCCTTCTAATTCGCGCTGAATTAGGCCAACCCGGAACTCTGCTCGGAGACGACCAAAT 

25 CTACAACGTAGTTGTAACCGCACACGCATTTGTAATAATCTTCTTCATAGTAATACCAATCATAATTGG 
AGGATTCGGTAACTGACTTGTTCCCCTAATAATTGGTGCTCCCGATATAGCATTTCCCCGAATAAATAA 
TATAAGCTTCTGACTCCTCCCTCCCTCATTCCTACTACTCCTCGCATCCTCTATAGTTGAAGCTGGGGCA 
GGAACAGGCTGAACCGTGTACCCTCCCTTAGCAGGCAACCTAGCCCATGCAGGAGCTTCAGTAGATCT 
AACCATTTCTCTTTACACTTAGCAGGAGTTCCTCATTTTTAGAG 

30 CTAAGCCCCCGCATGCCACATACAAACCCTCGTTGTATGACGAATATTACGCCGCCTATATACCCGCTC 
CTGATACAGCCGTCCAAGCTATACAGACGACCAAAACACTTTCGACCGCAGAGAG 

>*991015a-052.scf came from CONTIG 20 at offset 0; f, E:\SEQUENCE\export\EST_db\991015a\991015a- 

052. scf'(47>749) 

35 GCACGAGGCTCCCAAGGGACGGGCAGCCATGCTTGTATITTTATGGTTAGAAAGGCACAAAATTATC 
AGTTTTTAGTGITTTAAACAAACACT^ 

TCTGAAAGACTATTCATGGAACAGGAAGAAGCGTAAGGACTATCCATATCATCTTTGCTACAAGTCAT 

TATGACTGTAAGATTGTAAATACAGATTATTTATTAACTCTG 
40 AAGTGTTTGAGAGCAGGTAAGTTGAGATCGATCAGCAAATCTTTCACAGGAATGGCACAAGGAAACC 

AGCATAGCAAGCTGCTCTTACCCTGTGCTAGACTC^ 

GGATTACTGGTTGCCCTTGCAGTGTTIT^ 

GCTATTTCAGGAGAAGAAACACTATTTATATTTTCTITrCA^ 

TCCTTTTGTGGGACGAAAAAATTGATAAAAAAAA 
45 ACGGGGGCCCCCCTCC 

>'991015a-060.scf came from CONTIG 21 at offset 0; n E:\SEQUENCE\export\EST_db\991015a\991015a- 
060.scf'(42>635) 

CGAATGGTGTGTACACTTGCACTTTCATCCCAGCAGAGGGACCATAGCTTTCATGATGTTCTTTAAGAC 
50 AGCTGCGCCCCACAGCTGCCAGGTCAGGGCAGAATGAGTACCCAGGAGGAAGGGCCTGCGTGTGACC 
CTCAGGCACCCCACCCACCCCTCCTGGTCCAGCCCACCCCCACTGGCTTTAACAAGTGAAAGTGAAAG 
TCGCTCAGTCATGTCCAACTCTTTGCGACCCCACGGACTGTCCAGTCCATGGAATTCTCCAGGCCAGAA 
TGCCGGAGTGGGTAACCGITCCCTTCTCCAGGGGATCTTCCCAACCCAGGGATTGAACCAGGTCTTCTG 
CATTGCAGGCATATTCTTTACCAGCTGAGCCACCAGGGAAGCCCAGCTTTAAACAATTAGTTTC 
55 AAACCTTTAGCTCCAGGAGGCGGCITCTGTTTTGGNGCTGTGCAGCGACCCTCCTGGCTCCTGACANG 
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GACGGACGTCCACGGGCTGATTGACAGGTCACTGCAGGCTTCAGAACCGTCACCAAAAGCCCAAGAC 
CTGAAAGAGTTGGGCTGATTGGGGCTCCCCAACGGGGATGGCCTACCGC 

>'991015a-061.scf came from CONTIG 22 at offset 0; M E:\SEQUENCE\export\EST_db\991015a\991015a- 
5 061.scf'(48>697) 

AGATAAAAACTAAGTTTGAGAGATGAATGCAAAGGAAAAAAATATTTTC 
GTCTCCCATTTTTTGGCTTTTCGGGGGTTTCAGT^ 

TGGGTTGGGTGGGAGGGAGCCAGGTTGGGGTGGAAGGAGTTTACAGGAAGCAGGCAGGGCCAACGTC 
10 GAAGCCGAATTCCTGGTCTGGGGCGCCAACGTCCAAGGGGGCCACATCGATGATGGGCAAGCGGGAG 
GTCTTGGTGGTTTTGTATTTCGATCACTGTCTTGCCCCAGCTCCGGGGTGACTCGTGCAGCCATCGTAG 
TGACGCTGTAGGTGAGCGGCTGTGCCCTCGCCCGATCTCGATCTCGTTGGAGCCCTGGAGAGCAGGCC 
TCTTGAGGTGCAGTTGCTGGTCTGTAGCCAGCTTTTTGCAGGTAGGGAGTTTGGGAGCTCGNGGAACA 
GCGCAGAAGCAGTGGAGCAATCGAGATCGACCCGGCGCTACCGACGATCGCGCAGCTCGCGACAACC 
15 GCTTTTTTGGTTTTTGTACCATTTTGCCCCCGCGGGG 

>'991015a-069.scf came from CONTIG 23 at offset 0; n E:\SEQUENCE\export\EST_db\991015a\991015a- 
069.scf , (48>644) 

GCACGAGGCTCTCGTGTAAGGACTGACTACCTGGACCGATCGCCTGACAGATCCCACCTGCCTGCCCA 
20 CTGCCATGACTGAGCCCAGCCCCAGCCCGGTCCATTGCCCAGCATTCTCTGTCTCCTCGTCGGTCTGTT 
CCACCACCTTCAGGGTCTTGCTTTGTCCACTCGTGTGTGACCTTTAGTCTCTAGGCTTTACCAG 
GTCTGGGTTCAGCCAGTCAGTGACTGGCGGGTTTGAATCTGCACTTGTCCCCACCATCTGGGGACTCCC 
CTTTCCCCGTGTTGTCCAGGACTCCCCATGTGTCAGTGCTCTGCCCTCACCCTGCCCAAGACTCACCCC 
CCTTCCCCTCTGCAGGCCGACGGCAGGAGGACAGTCGGGTGATGGTGTATTCTGCCCTGCGCATCCCA 
25 CCCGAGGACTGAGGGAACCTTGNNNNGGGACCCTGNNGCTGGGGTGCCCTCCTGATCTCCTCGCCCTG 
TATTTTCTTCATCTNCAGNTCTGGACAGGCAGNGGGCCAGAAAAGGNACCTANTTACCATTG 
GATGAGTCATGGAGGTCAAGGGAGACGACTCTGATTTCCAGACCCCCTC 

>'991015a-077.scf came from CONTIG 24 at offset 0;"E;\SEQUENCE\export\EST_db\991015a\991015a- 
30 077.scf'(42>659) 

CCCCATCAATAGAAAAAAACATAAAGGAAAAGGCAAACTACGACTACGAAAGGGCAGAATCAGGCA 

GGGGCTTCAAAGCCGAAGGGGGGGGTAAAAATAAAAAGAAATTITAATGGGGGGAAG^ 

ATTAAGAAGGGGGACCCAAGGGGGACGGGGGGGCCGGGGAAGCCGGGGGCTACAAAAAAAGGGGAG 

35 CCGAAAACCCCGGCGGAGATAGGAAAAGGGGCTTCATAGTATTTTGAGGCTGGGAGGAGTGGGAAGG 
AAACCCCTAAGGGATGGGGAAAAAAGGGGCTGGAATATAGCTTTCGGTCCCCrrCTATTAAACATGAG 
GGGCCCAGGAAAAAAAACTCCGGAGCCAAAGGACAGAGGGGGGGGCAGGGGGACTTCAGGGGGGGA 
GGGGGGAAGCCCGGGGGGGGCAACCCCGCTAGTCGGGGGGGGGGGGGCTGGGGGGAAAAACCAAAA 
AACCGGAAAAAAAACCTGGGAAAAAAAAAATATTCAAAAGGGGCTTTGGGCACGGGGGGGGGCCTG 

40 GAGGGCTTCTGGT 

>'991015a-086.scf came from CONTIG 25 at offset 0;"E:\SEQUENCE\export\EST_db\991015a\991015a- 

086. scf'(44>139) 

TATTCGGCACGAGGGGAAAAAGTCATGTGATAAATACTCCTTTTGTTCTATAACCAAGCCC 
45 GGACAAATTATGATATATACTGCAGGGG 

>'991015a-087.scf came from CONTIG 26 at offset 0;"E:\SEQUENCE\export\EST__db\991015a\991015a- 

087. scf'(44>525) 

CGCTCTCAAGGGGCGGGCGGGGCTCCACTTGGGTGCTCCTAGAGCGGTGCCCGAAAGTGTGCACAGTC 
50 TCGTCTGTGTGCGTGTGGATAATATCCTGTGTCATAGAAATCTGGCTTCATAAAACCATAGAATAAGTT 
TCTGGTATGAANGGTCCCTTCTCTTGTAGCTCTTCACTTGACGCCACAAGACCATACCCAAGTGGGAGT 
TCGCTGATCGAAAAAGCACCTTCTTGGTAGAACCCGGGAAGGAACACCACGCTCGCCTGAGGGCCCTG 
AAGGGTCTCCTCTATAAAGCGCTCACAGACTTGGTGTGCACCCCTGAAATGAACCAAGAATTGTGCGA 
CTTGAACGGGGAGGTGTGGAGGGCCGGTTTGACTTCAGATTTCTCTGCTGCCGTGTTCTT 
55 GACCCTTTCCAAACCTCAGAACGACACACAAGGGGCGGCCTGCGAAGAACGCTGCGGAATGAAGCAT 
CTCT 
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>'991015a-089.scf came from CONTIG 27 at offset 0;"E:\SEQUENCE\export\EST_db\99 10 15a\99 1015a- 
089.scf'(50>609) 

GCACGAGGATACAACAGCTTCCAGATGCACTTGGACAGCCAACAGTTTTTGAATGACCTCAGAAATGA 
5 TATTGAGAAGAAAATAGGATTTGATGCTATTATGCGGGTTCGCACCAGCACAGGTTTCAGAGCCACTG 
ACTTCTTTGGGGGCATTTATATGAACAACACCACCGACGTAGAGATGGCAGCAATCGACTGTGACAAG 
GCCGTGACCGTGGAGTTCAAGCATGATGACAAGCTCAGTGAAGACACTGGAGCCTTGATTCAGTGTGC 
CGTGCTCTACACAACTGTCAGCGGTCAGAGACGACTTCGGATTCACAACCTGGGCTTGAACTGCAGCT 
TCCAAGTGCGGGATCTGTATAAGAGCTGCGAGACAGATGCCCTCATCACTTTTTTTGCAAGGCAGCTTT 
10 AAAGGCGTTTTTACCAACCTTGAAGTC^ 

ACGGAGACTGGCTAGCCCTCGCACCGCCAGTGATTTGCGATTCATAAGTCTGCGNGTACTGACTGTTG 
TGAGACTGGTGTGT 

>*991015a-095.scf came from CONTIG 28 at offset 0;"E:\SEQUENCE\export\EST_db\991015a\991015a- 
15 095.scf*(46>593) 

TTCAGACAGCTGGTGCCGAAGTTTCAGGAACATCCTCCTCTCTCCAATCATGGCTTGTGGTCTGGTCGC 
CAGCAACCCTGAATCTCAAACCTGGGGAGTGCCTCAGAGTGCGGGGCGAGGTGGCCGCAGACGCCAA 
GAGCTTCTTGCTGAACCTGGGCAAAGACGACAACAACCTGTGCCTCCACTTCAACCCTCGTTTCAACG 
CGCATGGGGACGTCAACACCATCGTGTGTAACAGCAAGGACGCTGGGGCCTGGGGGGCCGAGCAAAG 
20 GGAATCTGCCTTCCCCTTCCAGCTGGAAGTGTCGTGGAGGTATGCATCCTCTTAACCAGACGNACCTA 
ACCATCAAGCTGCCTGAGGATACGAATTCAGTTCCCCAACCGCCTCACCTGGAGCCATCACTACCTGC 
TGCANGTGNGGACTCAGATC^GAGGGGTGGCTTTGAGGACTATGGCCAGCAGCCCTGGCCCCATAAG 
GAGTGCCTGGCTCCCCTGAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTGAGGGGCCCGGACCCAT 
CCCTTAAG 

25 

> f 991015a-096.scf came from CONTIG 29 at offset 0; M E:\SEQUENCE\export\EST_db\991015a\991015a- 
096.scf f (43>550) 

TGGAATACACAGCTGGGGCGGTGATGGCGTGCACTAACGGTTGTTTGTCCTACCCTTTTGGGCCAAGG 
GAGGGACGCAGCCCCGTCAAGTATCCGCCCGCTTTCAGCCTTACTGCCTTTTATGCCACGGAGCCCCCG 
30 AAGGGCCGAAAGCCGGAGGGCCGCGGCCCTGGGCCCCCCGGCACCCTGTGCAGCAGGCTTGCCTGAG 
CCCGGGTTGGGCTGGCGGCTTCITrCTCTGTGGGCTCCCGGTCCCGGTCGGGTTTTTCAGGCCGC 

GTATGCCATATGTGGAAGGATGAACATCTTTCCGAATTTACATTAAAAGATTAA 
GGGATTCAGCGCCCCCTCATGTCCCCAGGAAGTGCCCCATATACATGGGGGCACCCCAACGGGAATCT 
35 GGGGATGGCTGGAACCGGGCCCCGGTGCTGGG 

>'991 108a-001 .scf came from CONTIG 1 at offset 0;"E:\SEQUENCE\export\EST_db\991 108a\991 108a- 
001.scf'(58>663) 

GCACGAGGGTTTAAAAGACCGAGTCCAGTATGGGGGGGGAAGTGAGAGGCAATGGAGAAAAGCCAG 
40 AGGTCAGGAAGACAGCTCACGAGGAGGGAGGAGAGGTCTGCCTGAGCTCTGCAGATTCCTGGAGCAG 
GGGGAATGGAGAGGCAGCCAGGGGACCCCTTATAAACAAAAGATGGCCAACACTGGTCAACACCACT 
GGAAGGGAAAGCCCCGGGGAACACTCATCITCACTTTCAAAACATGGGTAGAAGACCATTGTGAAAG 
ATATTAAGAAGAACCGCTCAATCAAGGACATTACTAATATTACCATGTAGATGAATAAAAACAAACTG 
AACAGATCTAATGGAGATCCTTGGCCTGGCTTTGAAGAGA 
45 CTGNACCCATACTCTCCAGTTAGGTTAGCTGAAAGGAAAAATGCCTCTCCTAGAAGGGAGGCATAACA 
CAACCTGGCGGGCAGCAGAATTTCCCTGAAAAAAAATTACATTGCTGTGCTAAAAATCACT^ 
GTTCTCTCCAGCCCCCCCGCCACGCCGTTTAAGGGGAGAAAAATGAAAAACAAAAATTAGCCT^ 

>'991 108a-002.scf came from CONTIG 2 at offset 0; ''E:\SEQUENCE\exportVEST_db\991 108a\991 108a- 
50 002.scf'(53>440) 

ATTCCTTAGTCTTCTCATTTCTTGAATCATTTTCATTCTTCCTCAGCACTGCA^ 

ATTAAGGGGTTTCCTTTAAATACAACAGAAAGAAAAAAAAATTCAAACAAAAATTGAGTTCTTTCAAA 
ATGAACTAAGTACAGCTCATTATAGCTTCCCTCCAGTTGTTTGGGGGAAATTGACTCCAGGTATT^ 
AAACAACACCCATGGAAGCAAAAAAAGCTGAAGCTTGAGAGAACCTGATAAGGGAGAAGTTACAAA 
55 AGTTATCAGAACAGCTTTTGGCCTTTTGCACCTGGGAAA1TAAAGAGCAA 
GGGCTGGATGGGACAAGGGCCCCACCTGGGGGGCACTGGCCAGGGG 
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>*991 108a-004.scf came from CONTIG 3 at offset 0; n E:\SEQUENCE\export\EST_db\991 108a\991 108a- 

004. scf'(57>453) 

GCACGAGGGTGGAGTTCGTCTCCGCACGCGTGACCGCGCTGGGATGGATTCCTCCTCGTCTTCCTCCGC 
5 GGCGGGGTTTGGGCTCGGTAGACCCGCAGCTGCAGCATTTCATTGAGGTGGAGACTCAAAAACAACGC 
TTTCAGCAGCTGGTGCACCAAATGACGGAACTTTGTTGGGAAAAGGGCATGGACAAGCCTGG 
AAGTGGACAGGCGGGCTGAGAGCCTGGTTTGTGAACTGCGGTGAACGCTTCATTGACACCAACCAAAT 
CATTTTGAATCGACGGAACAAAACCACAAATCCAACCAAGCCTCTCAAAA^ 
CATTATCTTTTTGTAAAGAAGGAGATCAAGAAATGAAAGCAGTGATGGGGAGTGTAG 

10 

>'991108a-005.scf came from CONTIG 4 at offset 0; M E:\SEQUENCE\export\EST_db\991108a\991108a- 

005. scf'(58>458) 

CACGAGGCAGGCTCTAACCCCCTCACATTCCTGGCGAACCCTCCATACTGCCCCGGCATCTTTGCCCTG 
CCTGCCTGCCCTGCCCTGTCCACTTGGGGGTTTGCTCCAGTATCCTATGTTGGGCTCTTGGGATCTTTTC 
15 TTTTTTCCCTTTGTCCTTGGGCC 

GCCTTGATGGATGACTAGAAGGTGGTGTGGATAGAAAACCCGTGGTCCGATGGGGGGCCGTGGTTACC 
CTGTGGGTATGCATATCCCCGGTCCAGTGGGTTAGTTTAGTAGATATTTCGAATGATGTGTTCTAGATG 
CAAACCGTACACAAGGAGGGGTGCTGGGCACGAAATACCCCCTGCCAAATCCCAC 

20 >'991 108a-007.scf came from CONTIG 5 at offset 0; "E:\SEQUENCE\export\EST_db\991 108a\991 108a- 
007.scf'(l>610) 

CACGGGGGGCCGTTAAATATGGTCCCCCGGCTGAGAATTCGCCGAGCAAAGCCACAGGTCTACCTTGC 
CCCCAGTCCTCACAGCCGCTCTACCCAAGGGCCCCAGTTTGGGGGCATCACAGCTGTCACCGCGAACC 
AGAGCCTGCTGAGCCCCCTCAAGCTGGAGGTGGATCCCAACATCCAGGCCGGCCGCACCCAGGAGAA 
25 GGAGCAGATCAAGACCCTCAACAACAAATTTGCCTCCTTCATCGACAAGGTGCGGCACCTGGAGCAGC 
AGAACAAGGGTCTGGAGACCAAATGGAACCTCCTGCAGCAACAGAAACTGCCCGGAGCACATAAACA 
ACATGTTTGAGAGCTACATTAACAACTCCG 

AGTGAAGCTGGCACATGCAGGGCGGGGAGGACTTCAGACAAAATGAGATAAAACAAAACGCCAGAA 
TGAGATGATTTGTATATCAAAAGATGGGTGAACTAATGACAGGAAAATGAGTCGCCTGAGGCGATGA 
30 GAATAAATCTCAGCACGGTGAAAGAATCGAAAGAATCAATTTTAACTCGGCCGTCTGACAACCCACCG 
ACT 

>'991 108a-009.scf came from CONTIG 6 at offset 0;"E:\SEQUENCE\export\EST_db\991 108a\991 108a- 
0O9.scf'(54>586) 

35 GCACGAGGCAGGACGTCACCTTGCACGACTTGGACGTGGCCAACGCACGGCCCCAGGGGGGACAAGA 
CATCCTGTCTATGATGGGCCAGCTCATGAAGCCCAAGAAGACGGAGATCACAGATAAACTGCGGGGG 
GAGATCAACAAGGTGGTGAACAAGTACATCGACCAGGGCGTGGCCGAGCTGGTCCCGGGCGTGCTGT 
TCGTGGACGAGGTCCACATGCTGGACATCGAGTGCTTCACCTACCTGCACCGCGCGCTCGAGTCCTCC 
ATCGCGCCCATCGTCATCTTCGCGTCCAACCGCAGCACTGCGTCATCAGGGCACGAGGACGTCACCTC 

40 TCCTCACGCATCCTCTCGACCTCTGACCGAGGATGATCATCCGGACCTGCTGTACACCCGCAGAGATA 
AACANATATAAAATTCGAGCCANACAAGGGATCACATCAGGAGAAGCGCTGACCACTGGGAGATGGA 
ACAAACCACTGAGTACCGGCACTGCTGCCCGCCACTGTGGCAGATACGGAAGAGGATGAGA 

>'991 108a-01 l.scf came from CONTIG 7 at offset 0;"E:\SEQUENCE\export\EST_db\991 108a\991 108a- 
45 011.scf(55>597) 

GCACGAGGGGAAGGGAGATTGCTTTCTCCTACTGCATCTGTTAATCCTTTATCCAGAAGTCCCCCTGAA 
ACTTCTTCACAGATGACTCCTAATCCATTACTTTTAAGTCCTACCACAGAACTAATGGAAGAAATTTCT 
GAATCTGTTGGAAAGAATCAATTTACTTCTGAAAGTACACATTTGAACATTGGTCATAGG 
CATAGCATGAATATTGAATGTAAAGGGATTGATAAAGAGCTAAATGATTCTAAAACTACACATATAGA 
50 TATTTCAAGAATAAACTCTTCTCTGGGAAAAAGCCAAGTTTGACTTCTGAATCCAGTAT^ 
ACCCCTTCAGTTGTTAACrTCACTAGTTTATTTTATAACAAGCCCT^ 

CATCTGACAACACTGCCAGTTGCTGANAGCCTAGCACTACTTGCAGTCCAACCCCTANAAAAAAAAAA 
AAAACGGACGCAGCCACTCACCGGGCCCGCTGTCCTGCTCGCCAGACTTCTACACTATGNC 

55 >'991 108a-012.scf came from CONTIG 8 at offset 0;"E:\SEQUENCE\export\EST_db\991 108a\991 108a- 
012.scf(55>244) 



248 



GCACGAGGCCCAAGTGCAGGAGAAGCAGCACCCAGTGCCCCCACCGACTCAAAACCAAAACCAGGTG 
CGCCCCGCTGGGGGCCCCGGGGGCCTCTGACACTGAAAGAGGTGGAGGAGCTGGAGCAGCTGACGCA 
GAAGCTGATGCAGGACATGGAGCATCCTCAGAAGCAGAGTGTGCCCATCAACGAGT 

5 >'991 108a-058.scf came from CONTIG 8 at offset 0; M E:\SEQUENCE\export\EST_db\991108a\991108a- 
058.scf'(53>714) 

GCACGAGGCCCAAGTGCAGGAGAAGCAGCACCCAGTGCCCCCACCGACTCAAAACCAAAACCAGGTG 
CGCCCCGCTGGGCCCCGGGCCTCTGACACTGTAAGAGGTGGAGGAGCTGGAGCAGCTGACGCAGAAG 
CTGATGCAGGACATGGAGCATCCTCAGAAGCAGAGTGTGCCCATCAACGAGTCCTGTGGCCGGTGTCA 

10 TCAGCCCCTGGCACGTTCGCAGCCCGCGGGTCGCGCTCTGGGGCAGCTCTTCCACATCACCTGCTTCAC 
CTGCCGCCAGTGTGAGCAGCAGCTCCAAGGCCAGCAGTTCTACAGCCTGGAGGGGGGCTCCGTACTGT 
GAGGGCTGCTACACCGACACCCTGGAGAGTGCAGCACCTGTGGGCAGCCGATCACTGACCGCATGCTG 
AGGGCCACAGGCAGNCCTACCACCCGCATGCTTCACCTGTGTGTCTGCGCCTGCCCCTGGAGGCACCT 
CTTATTGTGGACAAGCCACCGCCCACTGGCCCCGACTACACAGCATACCCCCCAAAGCTTGGGCGCGG 

15 ACCATATGCGACCTGCCGCGGGAGACGCGCGGGGCTTGACAGACTCCATAAGGTAAGGGCAGACGGG 
GAGCCTTCATGAGGAGAACGCGTTCCTGGTGCCCGTTGGGGAGCCACCCGAC 

> f 991 108a-013.scf came from CONTIG 9 at offset 0; 'T:\SEQUENCE\export\ESTjib\991 108a\991 108a- 

013. scf'(55>115) 

> r 991 108a-014.scf came from CONTIG 10 at offset 0;"E:\SEQUENCE\export\EST_db\991 108a\991 108a- 

014. scf'(53>744) 

GCACGAGGACCACCACACAGCCCCTCCTTTCTGATGGCTCTCAACTCTCCATCCCACAGACTCACACCT 
25 CTGAGACCTGCAAAAGAAGCTCGCGGGTTCAGTCCCCCAGGGGGGGACCAGGGTTGTGGGGGGGACC 
GTTGGATATGTTGGAAGCGGTACTCGTAC^ 

TTTCAGTTTGCATTATTTATTTATGATGCT^ 

TAAATGTTAAAATGAGCATCTCAAAGAAGTCTGTTAAATCATGGCCGGGGTGGGGGAAAAAATAA^ 
30 AACAGTTTTATTrTTAAAAAGGGGGACCCCAGTTTTAATGATCAAAG 
ACCACTTCCTAAAAAAAAGGACCACAAATAACCGATTTTTTTAT^ 
CGACACCCTTTTTTAAAAGGCGCTCTTTITrAACAACTCTGT^^ 
GGTCTACCAAAATATTAATTTTTTCCAAAACAAC^^ 
A 

35 

>'991 108a-015.scf came from CONTIG 1 1 at offset 0; "E:\SEQUENCE\export\EST_db\991 108a\991 108a- 

015. scf(49>678) 

TGGCTCCGCCACGAGCTCTGGGACCCGGGTCTGTGGCCGGCCCCTCGCTGGCCCTGTCTCCCAGCGAC 
GGGCAGCTACTGGGCCGGGGATTCTGAGCTTTGCCTGCTCTCTTTGCACGTGACATGATGTCCCCCCTC 

40 CACAGCTCCTGGAGGACCGGCCTGCTGCTGCTGCTGCTCTTCTCTGTGGCAGTCAGAGAATCTTGGCAG 
ACAGAAGAGAAAACATGCGACCTGGTGGGAGAAAAGGGTAAAGAATCAGAGAAAGAGTTGGCTCTC 
CTGAAGAGGCTGACACCGCTATTTAACAAAAGCTTTGAGAGCACCGTAGGCCAGAGCCCAGACATGT 
ACAGCTATGTGTTCCGGGTGTGCCGAGAAGCTGGCAACCACTCCTCTGGGGCAGGCCTGGTGCAGATC 
AACAAAAGTACGGGAAGAGACGGTAGTTGGGAAATTCACGAAACTAAATCTCATGGAGGAATGGATC 

45 AGCTGACTATAAAGGGGGATGAATAGACAACACGTGGCAGGAGCACGGGGGCAGGGGAGATCTCCGC 
ACGACCACCTACGACAATTTACCGGTTGAGACGACCAAACCAAATGTrTACCTTTAAGAAGCGCCGGG 
GGCCCAAACCCCCCTAGGGGT 

>'991108a-016.scf came from CONTIG 12 at offset 0; M E:\SEQUENCE\export\EST_db\991108a\991108a- 
50 016.scf'(48>563) 

TTTTTATATTAGTTTTGTAATCCCTACATTGGAAAGCm 
TTGCAGTTTTTACTATTTATTTTGTTTCCCATG 

AAAATTATATCAGCCTTTATGTACTCTGTTCCCAAAATGGCAGGGTCTAGAGAAGAGCAGAATTCCAG 
CTTTAGAAAACATTCTAAGATTTCACGCATGCAGTTNTGACATATCTGAAAATAAG 
55 TGTGGTGGAGGNGGNTGGGGAAACTTTTACAAAATGNTO 

TATTTTTAITGCATTAGATTrGGTATTATGTGCACATTATATATTATTACI^ 
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CCTATACTTGATTTTTTAGTAAC 
GAGCCCGAGTCAAAAGCAACATCAATGACAT 

>'991 108a-017.scf came from CONTIG 13 at offset 0; "E:\SEQUENCE\export\EST_db\991 108a\991 108a- 
5 017.scf'(54>489) 

GCACGAGGCTTAAACAGAAGACGGGCCCAGGCATTGTTGAACTGTCTCGTGCCCTCTCCTTGGATCTT 

TGAAGGAGGTTCCAAACCTATTCTGGTTTTTTTCCTACCTTGTTGTCAT^ 
CTCTTTTATGTTTTTTTTTTTCTm 
10 CCCCTTGCCGGCCAAATTTTGTTCCTTCCCCTGTTTTGGCCAAATCCTA 

GCCAAAAATATATGCTGAGCATAAGTCATTCCACGTGGGTTGTCCATCGCAGCCGAGAAGCTGCAGNG 
GGGGCAGGGAGNNGGCGC 

>'991 108a-022.scf came from CONTIG 14 at offset 0;"E:\SEQUENCE\export\EST_db\991108a\991108a- 
15 022.scf(54>474) 

GCACGAGGGCGTGGTCCACGCCGAGCGATAGAGACGCCTCGGCCGTGTCTTCAGGATGACGGAGTGG 
GAAACAGCTGCACCTGCAGTAGCTGTAGACCCCCGACATTAAGCTTTTTGGAAAGTGGAGCACCGATG 
ACGTGCAGATCAATGACATTTCTCTGCAGGATTACATTGCTGTCAAGTATAAGTATGCCAAGTACCTAC 
CCCACAGCGCGGGCCGCTATGCGGTCAATCGCTTTCGTAAGGCACAGTGCCCCATTGTGGAGGGCCTC 
20 ACCAACTCCATGTTGTTGCTTGGCCGGAACATTGTCTAGAAGCTTCATGACCGTGCGCATCGTCTAGCT 
CGCCTTTTTTATCTTCCATTTTCTTACTTGTCTGATCTCCCTT^ 
GTGCCCCGT 

>'991108a-026.scf came from CONTIG 15 at offset 0; M E:\SEQUENCE\export\EST_db\991108a\991108a- 
25 026.scf'(48>461) 

CGCCAGGACACAGGTGTCGTGAAAACCACCGTTAAACCTAAACCAAAATGGGAAAGGAGAAGACCCA 
CATCAACATCGTTGTCATTGGGGCACGTAGATTCAGGGGAAAGTCTACCACGACTGGCCATCTGATCT 
ACAAATGTGGCGGGGATCGACAAGAGAACAATTGAAAAGGTCGAGAAAGAGGCTGCCGAGATGGGA 
AAGGGCTCCTTCAAATATGCCTGGGTCTTGGACAAACTTAAAGCTGAACGTGAGCGCGGGGATCACCA 
30 TTGATATTTCCCTGTGGAAATTTTGAGACAACAAAGACTAlTITrC 

CAGACTTCTTCTAAAACATGATTATCAGCACATCCCAGCTGACTGTTGCTGTCTGCTCGGTTGGTGTTG 
TGTTGTG 

>'991108a-040.scf came from CONTIG 16 at offset 0; H E:\SEQUENCE\export\EST_db\991108a\991108a- 
35 040.scf'(54>397) 

GCACGAGGCAGGACCTGAAGGATCACATGCGAGAAGGCTGGGGACGTCTGTTACGCAGATGTGCAGA 
AAGATGGAATGGGGATGGTTGAGGTATCTCAAAAAAGAAGACATGGAATATGCCCTGCGTAAACTGG 
ATGAAACCAAATTCCGCTCTCATGGAGGTGAAACATCCTACATCCGAGTTTATCCAGAGAGAAGCACC 
AGCTATGGCTATTTCACGTCTCGGTCTGGGGTGGAGGGGCCGGGACTTCTCCTCCAAAGCAAGGGGTT 

ACT 

>'991 108a-027.scf came from CONTIG 16 at offset 317;"E:\SEQUENCE\export\EST_db\991 108a\991 108a- 
027.scf'(52>486) 
45 TTTTTTTTTTTTTTT^ 

CCAGGATCAACGGTNGACGGAACGATCACCCACGGATACTCCGGTGATAGATGGGGATGAGGACATT 
ACCTTCTTAAAGAGGTACCATTGTTTCTGACCCACTGTTAACCTTGATTAATTGCGG 
GATGAGACACGATTTATTTCTGCCTTTGAACACTACTTGAGCTGATCCTTTCTTGT^ 
50 GGTAGTACAATGCTCTGGGAAAGTGAAGGGTCCTAGCATGCGTGTNGTGTCGTCTATTCTTCTCAATA 
ATCTGAGTTTAGATATAGCGGGGC 

>'991 108a-03I.scf came from CONTIG 17 at offset 0; M E:\SEQUENCE\export\EST_db\991108a\991 108a- 
031.scf(48>385) 

55 CTGGTGTGAAGATCAATCCCAAGAACTACACTGATAATGAATTGGAAAAGATCACAAGGAGGTTCAC 
CATGGAGCTGGCCAAGAAGGGCTTTATTGGCCCTGGCGTCGATGTGCCCGCCCCCGACATGAGCACCG 
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GCGAGCGGGAGATGTCCTGGATCGCCGACACCTACGCCAGCACCATAGGACACTATGATATTAATGCC 
CACGCCTGTGTTACTGGTAAGCCCATCAGTCAGGGTGGAATCCACGGACGGATCTCTGCTACCGGCCG 
GGGAGTGTTCCATGGGATTGAAAACTTCATCAATGAGGCTTCTTACATGAGTATTTTATGAATGACA 

>*991 108a-032.scf came from CONTIG 1 8 at offset 0;"E:\SEQUENCE\export\EST_db\991 108a\991 108a- 

032. scf'(53>555) 

ACCTCATTCTGACAAAAGATTAAATCTTGTCAGAATGAGGTGATAGATAAAATTAAATCAAATGCGCG 

TGATTTAAGACGCAATCTCACTTTGCAGGAACGAAAGCTCTGGCGATATCTTCGCAGCCGACGTTTTA 

GTGATTTCAAATTTCGCCGTCAACATCCAGTGGGGAGCTACATTCTCGATTTTGCTTGCTGCTCGGCGC 

GTGTAGTCGTTGAGCTGGATGGTGGGCAGCATGATTTAACAGTTGCCTATGATTCCAGGCGCACTAGC 

TGGCITGAGTCGCAGGGCTGGACCGTGCTGCGTTTCTGGAATAACGAGATTGATTGTAATGAGGAGAC 

GGNGCTGGAGATATTCTGCAGGAACTGACCGCCGGNCACCCTCTCCCTGAAGAGCGAGGGGCAGACC 

GAGCCGATAGCGNTGTGGGAAAACATGAGACGGGCTGGAGATATCGCAGGGCTGACCGCCACCACGC 

CAGAAAGGTAGGGCGGTGAACGTTGTGT 

>'991108a-033.scf came from CONTIG 19 at offset 0;"E:\SEQUENCE\export\EST_db\991108a\991108a- 

033. scf'(8>608) 

GGCGTTAAATATGGATCCCCCGGCTGAGAATTCGCCGAGCGAAGCAAAAGAACCCTGTCTCCTAAGCT 

AAGCCAAGCAAAGCTTGAAGCCAAGAAGCAGGTTGAAAGGTGTCCACAGCCACAAAAAAAAAGAAG 

ATCCGGACGTCGCCCACCTTCCGGCGGCCCAAAACACTGCGGCTCAGGAGGCAGCCCAAATACCCTCG 

GAAGAGCGCGCCTAAGAGAAACAAACTTGACCACTATGCCATCATCAAATTCCCCCTCACCACCGAGT 

CAGCCATGAAGAAAATAGAAGACAACAACACACTGGTATTTATTGTGGACGNCAAGGCCAACAAGCA 

CCAATTAACAGGCTGTGAAGAAACTCTTGACATTGACGTGGTTATGTCATACTTGATCAGCCTGATGG 

AGAGAAAAGATATGTTGACGGGCTCTTCTATGATGCTGGATGTTGNNCACAAATGCATATCTAACTGA 

GTCACTGCTATTNCAATTAAAGTTTACTTTAAAAAAAAAAAAAACTAAGGGGGCCGGACCCATTCGCC 

TTGGAGTGATACATTACTGNCGGTTTCAGCGGATGGGAAAACTGGTACCATTTCCCTGAC 

>'991108a-034.scf came from CONTIG 20 at offset 0;"E:\SEQUENCE\export\EST_db\991108a\991108a- 

034. scf'(54>619) 

GCACGAGGGTGCAGTCTCTGAGTGGAGGGAGGGCCGACCAGCGTATCTCCGTCTCCCTGGGGAAAGG 

TGCTGGTGAGGTGGACGACATGGCCTGGTGGAAAGCTTGGGTTGAACAAGAGGGCGTCTCAGTGAAG 

GGCAGCCCCCACTTCAACCCACACCCTGACGCANAGACCCTCTACAAAGCCATGAAGGGGATTGGGA 

CCAACGAGCAGGCCATCATCGACGTGCTCACGAAGAGAAGCAACGCACAGCGGCAGCAGATCGCCAA 

GTCCnTCAAGCTCAGTTTGGCAGGATCTCATCGAGACCTTGAAAGCGAGCTGAGTGGGCAGTTGAGAG 

GCTCATCATATCCTCATGTACCCCCATACAGAACGAAGCCANGAGCTATATGATGCCATGAGGNCATA 

GAACCAAGAGGGCATCATCNAATTCTGGCTCTCGGACCAGAACCACTCAGAGATATGAAGCATACAG 

AGACTATGGTCACCTGAAGAAACACAACAACACACGCTACTGAAGATCGNGGCCTCTGCGCACAAAG 

ACTGAGTATGGGACAGATGCCCGCAAGC 

>'991108a-035.scf came from CONTIG 21 at offset 0; "E:\SEQUENCE\export\EST_db\99 1 108a\991 108a- 

035. scf'(48>532) 

TTTTTACATGAAGCTACTCATATCAAGAGCAATAATCAGTCTTACAGCCAGACAGACTGTCAGTCCTCA 

AACTTGACTGTACTGACCTGACCATCTCCCTTTTCTCTCCAGACAATTGATGATTCCCCTATTTTTAATC 

GAGGAGTGTCTGCTTTTCAACTACCCCTCCATGTCATACAAAAACCCAACCATTTATAAACAATAGTTT 

TATATCTAGGTTATTGCTTTTTTGATAGCACATCCATGTGTATTATTACnTrCTTTTA 

TGAATGGAGTATTTCGTGGAAAGCTACAGCTCTGTTCACTTTTTTGCTTCTACACTTTGCAGATGCATG 

GTATTANGCACTGCCT(mTrTACATCTCTGATCATAATG<:AGAGATTTTTCTTGTACACAAAGCAGAT 

TATGATTCCTTCCACGAGGACACTTACTAGATGCTTGCTCGCCCGCGCCTATGTAGGATAGATCCATC 

>'991 108a-036.scf came from CONTIG 22 at offset 0;"E:\SEQUENCE\export\EST_db\991 108a\991 108a- 

036. scf'(48>649) 

CGTCTGAAGATTTrCTATTGCTGTCAAGTGCCACCTCATrGGGCCATTCAGCGCCAACTTGCAGGTTTA 
CrCTTTGAGTTGGGATGTACCAATTCAGCCCTTCAGATATTTGAGAAGCTAGAAATGTGGGAAGATGT 
TGTCATTTGCTATGAAAGAGCTGNGCAGCATGGGAAGGCAGAAGAAATCCTGAGGCAAGAGCTGGAG 
AAAAAGGAAACGCCAAGTCTATACTGCTTGCTCGGAGATGTCCTTCGAGACCACTCTTACTATGACCA 
GGCCTGGGAGTTGTCTCGACCCGCAGTGCTCGAGCCCAGCGCTCCAAAGGCCTCCTCCACCTGCGAAA 
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GCAGGAGTTCANAGAATGCGTGGAGTGCTTCGAACGCTCTCTGAAGATTAAATCCATGCAGCTCGGAG 
TGTGGTTTTCTCTGGGCTGTGCCTATCTGGCCTGNAAGACTACGNAGNTCAGCGAGGCATTCAGCGGG 
NGTGACTCTGGAACCGACATGCTGAGCTTGAAACATTTATCACTCTATATCGCTTAAACAAAGNAAAG 
CTTTAAACATACAGAGCCTCAGGCACTTGACATGCGATCGGAAACTACTTCCTACCTG 

>'991 108a-037.scf came from CONTIG 23 at offset 0;"E:\SEQUENCE\export\EST_db\991 108a\991 108a- 
037.scf'(48>672) 

GGAGGCTCCATCCAGACCAGTGTGAATGCGCTGTCGTCAGATGTTCTGGGCCGCTGCCAGGTCTTTGA 

AGAGACTCAGATTGGAGGCGAGAGGTACAATTTCTTCACTGGCTGCCCTAAGGCCAAGACATGCACTA 

TCATCCTCCGTGGTGGTGCAGAGCAATTTATGGAGGAGACAGAGCGGTCCCTGCACGACGCCATCATG 

ATTGTCAGGAGGGCCATCAAGAATGATTCAGTGGTGGCTGGTGGTGGCGCCATCGAGATGGAGCTCTC 

TAAGTACCTTCGAGATTACTCAAGAACCATTCCAGGAAAACAGCAGCTACTGATTGGGGCCTATGCCA 

GGCCCTTGGAAATTATCCCACGCCAGCTCTGTGACAATGCTGGTTTTGATGCCACAAACATCCTCAACA 

GCTACGGGCTCGGCCGCCCAGGGGGCATGGGGTACGGGTGGACATCAACACTGAGGACATGCTGACA 

ACTTGAGCCTTTGGTGGGACCACGAGTGCGGACAACCCCTGCTGCCCTCGAGCCGGGCCTCATGGTTG 

TGATGAACATATACCCCCTANAGGATGCTCCCACCCTGNCGGGCCAGCGGCCCCTCCGAGTTCACCCC 

CACAGGCCGCGTT 

>'991 108a-039.scf came from CONTIG 24 at offset 0;"E:\SEQUENCE\export\EST_db\991 108a\991 108a- 
039.scf'(47>609) 

CAGACCTGAATTCCTTACAATCTGAGAAGTAAATAGATAGCACTTTGAAGGGGNGCCCAACAGAGTTG 

GAGGCGTCATCAAAACTTTGGGTTCCCCTTTGCCCCCTCTAAGGGTTGGGCAGGGTGACCCTGAAGTG 

GGCACAGCCTGGAAATGGGGCTGGGGGATTGGACACCCTCCTGGCCCTTGATTCCCACCTCTGTCCTG 

TGAAGGCATGGGGAAGGTAGGGGCCCGGTACAAACCACCCCTGCCTCCCCACTCCCCCCTGACCCCCA 

TCCTCAGGGAGCCAGTCTCAATGGTTGGCTTCCCTGTGCCCTGCATTTTTTCATGAACCCCACAAGCCC 

CTGTTTCCCAACCAGCTCTCAATCCCTCTCTGCTC^ 

TCACCCTGGTGGCAGCTTGGGGGGGGCCCTACCCCCACTCTATGACTGGAGGGGAAGACATGCTAGCG 
AGGGTCCCACTCTACTCAGCACGACGCCCCCTCTCTACTCTGGGGGGGGCTGGGGNCGGCAGGCTCCT 

GATAGATTGGGTGGG 

>'991 108a-041 .scf came from CONTIG 25 at offset 0;"E:\SEQUENCE\export\EST_db\991 108a\991 108a- 

041. scf'(54>671) 

GCACGAGGGGCCGCTCTTCCTGGCTrTGGGGTTCTTTCTCCGCGTAACGTGTGGTCTCTGATATTCAAC 

CCTCCTCCCAGCATAGGCTGCATGAGGCGGNGGCGGGCTCCCACATTCCTGCTCGGCGGAGGGGTGAG 

TGACCGGCCCCGCCCCTTCCGGTCCTCGAAGCTTTGCCCATGACCCGTACCCCAAAACCCAGATGTTGG 

CCTCCGAGGAGAGAGTGAAAACTGAGTA1TTTGCCTTAAATTTTCCAAGCTTCTCTTGGTTTCAGGAAT 

ATTTTCCTTCGGGATGCAGAAGAGGAGGGCCTGAGTGTTTATGCAAGCTAAGTGTTCCGGGGTGCAGT 

TTTGCTGGGGTGTTTATACGACCCCGAATCCACCCCCTGCCCITAGCCGCTCTGCTGCTGTCGCTGTTTT 

GGATGCCGACACTGCTGCCTGCAGCCTCTCGCCTTCTGTTGCTACCCCGAGCCCTGCTGTCCATGCTCA 

GAAGTCCCCCGGCCACCCTCGCCGCCTCGGCTCCGCTATGCCCGCTCGTCTCGCGCCTTGNCACTGCCC 

ACCAGAGGCGCCAGAAACGCAGGGGGACTTAGTGAGGAGAAGGCTTAGAAGAGATGGGACGCCCCCT 

>'991 108a-042.scf came from CONTIG 26 at offset 0;"E:\SEQUENCE\export\EST_db\991108a\991 108a- 

042. scf'(48>434) 

CCGGTTCTCCCCCAACCCCGCTCCGCAAGGGAGCCGTGAGGGCCGCAGACCCTCACCTTTAGTGTCTC 

GGGAGCCAGACCAGTCCCCCTCACCCCACTATATAACAAACTCAGGGTCAGGTACrrCCCGCTTTTCCT 

TTACAGCAACCCTAAATTCAGGGGATTATGTTAACAGTACAGGGGATGTAACCAATAACCTATGGCCT 

TACCAATAGACGCTCCCCTGAACCAATCCGTCCCGAGGTACCCCAGCGCGGGGGGATTTCCGCCCGGC 

AGCGCCCCCAGACTCCTGCACCAACAGCCCGTCCACCCCACGGGTCACTGAAACAAATGAACGCGCA 

AACTATGCACCCTTTCCAAGCTTAGGATCGGTTCGCCTCCCCGCCTT 

>'991108a-043.scf came from CONTIG 27 at offset 0;"E:\SEQUENCE\export\EST_db\991108a\991108a- 

043. scf'(51>526) 

AAACCAAACTCTATCCAAAGTCCCAGAAAAAGCTTCACACTCCATATGTTCCTTTTGTTCTAATCTTGT 
CAGCCAGTACAAGTGACCAAGTTCCAGTTATTTATTTCCAAAATTCTTGGGAAAAAAGTGTAATTTGA 
CCAAAAAAGGATATTTGTTTTTGCTATTACACCAAAT^ 
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CAATTTCAATTTCAAAATGTCTGAATGGTGCTATAATATATAAACTTCAACACTCTTCCAATAACACTG 
CGTTACATTCTTrGAATCCTAGCCCATTTTCAGAGCATGACGGNGCTTACCATTAATAATTACCTTTCTT 
CTGAAACAGGCAAGCAAGAAATAGAAAAGACTTGCGTGTCAACTAACTCACCCGGCAGAACTAAAGA 
ATTCTTGAGGCCAAAAAGAAAATTGTACGAATGGCCAACTAAGTTCTAAAATTGTTTAAAAAA 

>'991108a-045.scf came from CONTIG28 at offset 0;''E:\SEQUENCE\export\EST_db\991108a\991108a- 

045. scf'(54>653) 

GCACGAGGATACGGCGTTGTCTTGAATTCCCGTCGTAACTTAAAGGGAAGCTTTCACAATGTCCGGAG 

CCCTTGATGTCCTGCAAATGAAGGAGGAGGATGTCCTCAAATTCCTTGCAGCAGGAACCCACTTATGT 

GGCACCAACCTTGACTTCCAAATGGAACAGTACATCTACAAAAGGAAAAGTGATGGCATCTACATCAT 

AAATCTGAAGAGGACGTGGGAGAAGCTTCTGTTGGCCGCTCGGGCCATTGTCGCCATTGAAAACCCGG 

CTGATGTCAGTGTCATATCCTCCAGGAATACTGGCCAGCGAGCTGTGCTGGAGTTTGCTGCTGCCACTG 

GAGCCACTCCTATCGCTGGCCGCTTCACTCNCGGAACCTTCACTACCANATCCAAGCCGCATCAAGGA 

CCAAGCTTTGNGGTCACCCGATCCCAGGCTGACCACACCCCTCACGAAGCTTTACGGAAACTGCCACC 

ATGCCCTGGCACACGACTCTCTTGGCTCGTGGCATGGCTCCGGCACACAGGACGCCTANGGGTGAGGG 

GGAGCTGCCGGAGCCTGGCGGGCACATCTCGAACACCGGGAGCTGCGACTTCTTT 

>'991108a-046.scf came from CONTIG 29 at offset 0;"E:\SEQUENCE\export\EST_db\991108a\991 108a- 

046. scf'(54>638) 

GCACGAGGCGCAGACTGGTTGCGCGCCTCTTTTTCTTCGCTGCCTCCCAGTTCTAGATTAACCGGCGCC 

ATGGGTTTTGGAGACTTGAAAAGCCCCGCTGGCCTCCAGGTGCTCAACGACTACTTGGCGGACAAGAG 

TTACATAGAGGGGTATGTGCCATCACAAGCAGATGTAGCAGTGTTTGAAGCCGTCTCCGGCCCACCAC 

CTGCCGACTTGTGTCATGCCCTCCGTTGGTATAATCATATCAAATCCTATGAGAAGGAAAAGGCCAGC 

CTGCCAGGAGTGAAGAAAGCTTTGGGCAAGTATGGCCCTGCTTATGGGGGAGACACCACAGAAAGTG 

GAGCTACAGATAGTAAAGATGATGACGACATTGATCTTTTGGATCTGATGATGAAGAGAAAGNGAAG 

AANNCAAGAGATAAGAAAATACGCCTTGCCAGATGAGTAAAGAAAGCAAAAACCACACTTGTCGCAA 

GTCTCCTCTTATTTACAGAAACTGGATGAGAGACGAATGCAAACTAAGAGGGGCAGACATCAAGCAA 

GCTGGGCGGGCTCTTTACAATCGGTGGTGCATAAAAACAAACAG 

>'991 108a-047.scf came from CONTIG 30 at offset 0;"E:\SEQUENCE\export\EST_db\991 108a\991 108a- 

047. scf'(48>612) 

CAGTGACCCAACTGCGGCAGATGCTGGAGAATCAGAAGAACTCCTCTGTGCCCCCTGGCTGAGCATTT 

GCAGGGTAAAGAAGCATTTGAGAAAAAAGTTGGGAATCATTAAAAGCTAGCTTGAGAGAAAAGGAAA 

GAGAAAGCCAAAACAAAACTGAAGAAGTCTTCCAACTCCCATCTGAGATTCAAAAAACTTAAACAAG 

CCGTTAAAAAATTAAAGACTCGGGAGGTGGGTGATTTGTCGAAATATAAAGCAACGAAAAGCGNATT 

GGAGACACAGATTTTCGACTTTATACGAAAATTGGCCAATCTGATAGGAAGTATGAGGAAGTATGGAG 

GAGGGTTTTTCATGCCCAAAAAGAAGAACTGTCTGCTAAGATGAGAAGAATTGCTCCATTTCACATAN 

AGCAAGAAACAAAGATCAGCAGAACGATGTGACAATCCTTCACACCATCACGAGCTACAAAAAAATA 

CAGATCTGCCAACAATCAAACAAANAATAAATACTGACGCTCAGAGTGAGAGATAAACGGCTCATGC 

CTTCCACTCCCATGAAGGAGCCACAG 

>'991 108a-049.scf came from CONTIG 31 at offset 0;"E:\SEQUENCE\export\EST_db\991 108a\991 108a- 

049. scf'(54>370) 

GCACGAGGGAAAGATCCTGCACATTGACTTTGGGGGACTGCTTTGAGGTTGCTATGACCCAGAGAGAA 

ATTCCCAGAGAAAATTCCATTTAGNACTAACAANGAATGCTGACCAATGCTATGGGAGGTCACGGGGC 

CTTGATGGCAACTACAGGATCACGTGCCACACCGCGATGGGAGGTGCTCCGGGAGCACAAGGACAGC 

GGCATGGGCGCGCTGGGAGCCTTCGTCTATGACCCCCTGCTGGACTGGAGGGTGGAGGGCACCAATAC 

CAAAGGGAACAAGCGATCACGGACGAAGACAGAATCCTACTCTGCT 

>'991 108a-050.scf came from CONTIG 32 at offset 0;"E:\SEQUENCE\export\EST_db\991108a\991 108a- 

050. scf'(48>566) 

GTCGTGGGCTCACACCCGGCTTCTCTTCAGCCTTAACCTGTGCGCCGCCATCGCCGTCATGCTAGGCGC 

CGCTGTCCGCCGCTGCTCTGTAGCTGCAGCCGCAGTCGCCCGGGCCAGCCCTCGAGGCCTCCTGCACC 

CCACTCCGGCCCCCGGCCAAGCCGCCGCTGTCCAGTCACTTCGCTGCTACTCCCATGGGTCACATGAG 

ACAGACGAAGAGTTTGATGCTCGTGGGTGACATACTTCAATAAGCCAGATATTGATGCTGGGGATTGC 

GGTAAGGGATGAACACACTGNNTGCTTGANCTGGNTCCAGAGCCAAAAATCATGATGCTGCTTGCGGC 
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ATGCGAACGTTTAATGATTTGTAGNGCAGTCGCATCTAAAAGTGGTAAGACAAAACAGAACTATAAG 
AATCTACCCTTGTATTCAGAACTATACAACTTGATGACTGGAATTCACTCAAGAACGGCCTGAAAGGT 
AACCCAGATGACTCCAGACTATGAATGTATGATTAATAACGAA 

>'991108a-051.scf came from CONTIG 33 at offset 0;"E:\SEQUENCE\export\EST_db\991108a\991108a- 

051. scf'(48>407) 

CTCTTTTGAGTGCACCGTGAGTGATGTGTGTCATGCCTCTGGGGTGGAGGGAAGGGACCGACACAGAC 
GTACACTCCCACACTCCACCTGGTGAAAAAGGATGCCTGGACGAAGGTGGGTTCGGACCTTGGTCCTT 
GTGTGTGTAATGCCTTTGTGTCTGATACCAATGTATGGGCGGTTTCCAGCTGATATGGGTCCTGCCTCC 
CCTACCTTCCAACCCCCACTACACGCTGTACCCCAGTATGACCCCCTCTTTCCTAATGCCCATGGAATG 
TGGGATNTCGGGCACCCACACTGTCCGCACGCCTCTTCTATTCGCACTGTTGCCTCTCCTCAACCATTA 

ATCCTAACGGCCACATG 

>'991 108a-052.scf came from CONTIG 34 at offset 0;"E:\SEQUENCE\exporf\EST_db\991 108a\991 108a- 

052. scf'(54>747) 

GCACGAGGGCTGACTATTCTCAACCAACCATAAAGATATTGGGTACCCTTTATCTACTATCTTGGCGCT 

TGGGCCCGGCATAGCAAGAAACAGGTTCTITAGCCCTTTGTAATTTCGGCGCTTGAATTAGGCCCACCC 

CGGAACCTCTGCTGGGGAGACGACCCAAATCTACAACGGAGGTTGGAACCGCACACGCATTTGTAATA 

ATCTTTCTTCATAGTAATACCAATCATAATTGGAGGATTCGGTAACTGACTTGTTCCCCTTAATTAATT 

GTTGCTCCCGATATAGCATTTCCCCGAATAAATATTATAAGCTTCTGACTCCTCCCCTCCCTCATTCCTA 

CTAOTCCTCGCCTCCTCTITAGTTGAAGGTGGGGCAGGAACAGGCTGAACCGTGTTCCCCTCCITACA 

GGCAACCCTTCCCAGCGGGAGCTTCTGTAAAATTTACCCTTTTTTCTTACCCTTTACAG 

TTITAGGACCTCACTTCTTTCATCATTTTAACATAAGCCCCCCGCAGTAACATACCAACCCCTTGTGGTT 

GTTCGTATATTCCGCGGTCTTTTCTTTTTGTTCTGTTTTCAGCGGTTCT^ 

CCCCTTCGCCGGGGAGGGAACCCTTTTTCTCCCTTTCTTCCTGGCACCCGACTTm 

>'991 108a-081 .scf came from CONTIG 34 at offset 10;"E:\SEQUENCE\export\EST_db\991 108a\991 108a- 
081.scf'(47>736) 

TGACTATTCTCAACCAACCATAAAGATATTGGTACCCTTrATCTACTATTTGGTGCTTGGGCCGATATA 

GTAGGAACAGCTCTAAGCCTTCTAATTCGCGCTGAATTAGGCCAACCCGGAACTCTGCTCGGAGACGA 

CCAAATCTACAACGTAGTTGTAACCGCACACGCATTTGTAATAATCTTCTTCATAGTAATACCAATCAT 

AATTGGAGGATTCGGTAACTGACrTGTTCCCCTAATAATTGGTGCTCCCGATATAGCATTTCCCCGAAT 

AAATAATATAAGCTTCTGACTCCTCCCTCCCTCATTCCTTACTACTCCTCGCATCCTCTATAGTTGAAGC 

TGGGGCAGGAACAGGCTGAACCGTGTACCCTCCCTTATCAGCCAACCTAGCCATGCAGGAGCTTTAGA 

GATCTAACCATTTTTCTTTAACTTAGCAGTAGTTTCCTCATTTTTAGGAGCCATCAACTTA 

TTTTAAATTACAGCCCCCGCAAGCCACAATACCACACCCTTCGGTTGTTGAATCCGTATAATTACGGCG 

TCCTCTAATATTTCGCTTCTGTTTTACAGTCGCT^ 



>'991108a-054.scf came from CONTIG 35 at offset 0;"E:\SEQUENCE\export\EST_db\991108a\99 1108a- 
054.scf'(47>642) 

TCAGGACAGCTACTGTAACTCCATCCTGAGGCTCATGTACGCATCTTTTCCTGAGACTCAAAACAACA 

AAACAGGGACTTAGATTTGGAAACTGACTTGGTCTGATGAACCAGACCTGTCTGAGCCTGCATGCCAG 

GAGCTGATCAGCTCCTCTGTACTTGCAAATCTAAGTTTTGCrCTTTCCTTATAAGATGTGTGATCCCTGC 

AGTCTCTAATCCCCAGATGGAGGCCCACTCAGGTTATCATCATCTTCAGATGGGGCTTCCCAGGTGAC 

GCTAGTGGTAAAGAACCAGCCTGCCAATGCAGGAGACGTAAGAGACATGAGTTCAATCCCTGGCTGG 

ANAAGATCCCCTGGAGAAGGAAATGGNCACCCATTCCAGTATTCTTNCCTGGAAAATCCATGGACATA 

NGAGCCTGGGGGCGCAGATGGGAGATGACGNAGTGACTAACATAGCAGNCAGAATGGCAGGCATATT 

ACTATACACAAANGCTCAATGGNGAACACTGTCTGAACTTCTCTGCTTGTTATACACAGAATCATATAT 

ACCACACACCCATTTACGAGAAAAGTGATTTATCCAGACCCGACACCGCTC 

>'991 108a-057.scf came from CONTIG 36 at offset 0;"E:\SEQUENCE\export\EST_db\991 108a\991 108a- 
057.scf'(53>131) 

GCACGAGGAGCCGCTTCATTCTGCCCATCGGTGCCACGGTCAACATGGACGGTGCCGCCCTCTTCCAG 
TGTGTGGCTGC 
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>'991108a-060.scf came from CONTIG 37 at offset 0;"E:\SEQUENCE\export\EST_db\991108a\991108a- 
ATCGCmGTGGGGATTCCTACITTTCC 



TGATGAATATACTTAAGCAGGAG 

>'991108a-061.scf came from CONTIG 38 at offset 0;"E:\SEQUENCE\export\EST_db\991108a\991108a- 
TGGAGACTCGTGTTCTCAAACCTGGCATGGTGGTCACCTTTGCTC 

AAGTCTGTAAAATGCACCATGAAGCATTGATGAAGCCCTTCCTGGGACATGTGGGCTTTAATGTCAAA 

AACGTGTCTGTCAAAGATGTCCGTCGTGGCAATGTGGCGTGGTGACAGCAAAAATGATCCACCCATGG 

AAGCTGCTGGCTTCACAGCTCAAGTGATTATTTTGAACCATCCANGCCAAATCAGTGCTGGATATGCA 

CCTGTGCTGGATTGTCACACAGCTCACATTGCTGCCAGATTGCTGAACTGAAGGAGAGATTGATCGNC 

GGTTCTGGAAAAAACTGGAAGATGACCCTAATNCTTGAAATCTGGGGACGCTGCATCGNTGTATGGGT 

CCTGGCAGCCATGGNGNGAGAGCTCTCTGATTATCCTCCCTGGCCGCTTGCTGGCGNGACAGAGAAGA 

CAGCGCTGGGGGGATCCAGCANGGACAAAGCAGCTGAGCTGCAGGCACAGNCGCCCAAAGCCAAAG 

ATAAAGAAATATCCCATACTGCCCCCCCTATAGGGGAAGACGGCCAACT 

>'991108a-063.scf came from CONTIG 39 at offset 0;"E:\SEQUENCE\export\EST_db\991108a\991108a- 

CTTGGTTGTGTCTGGAAATCACCCCCGTGCAGCTGTCCTTCATGTGCAGGAGTGTTGCCCCAGTGCTGG 

TGCAGAGGTGACTGTTTCCTGGCAGGGTGTGCCCAGGGCTTCCACAGAGGAGCCTTTTTTCCTTCCCCA 

GAAATGTCTCAGTGAAGAAGGGGGCAGGACAGGTGGCCTTGGGGACAGAAAGCAGACTAGACTTGCT 

GTCATACTGGAAGCTGGCCCTGTCCTCAGCACATAAGCAGCATTGGGAGCAGTCAAGCCTGGCATCCC 

TGAATTGGGGTTCAGGGGGTGTGCCCAGGTGCCCTCATGTCCCCACCCCCTCAGACTGCTGCACCCCA 

GACTGGGATGCTAGCCAGGGACACAGACCTACATGTGTGTGTGCCCTGGTGTGCATGTGTGCCTGTGG 

GGCTGTGGGGATGGTCAAGCTCTGCCTGCCCTCTGTCTGAGCCATCTTGTGGACTTGGATTTTGCGCTT 

AGGAGGTGGTCTGGTGATGGGGGGGAG 

>'991 108a-064.scf came from CONTIG 40 at offset 0;"E:\SEQUENCE\export\EST_db\991 108a\991 108a- 
064 scf '(47>445) 

CGCTGGGGAAAGGGCCTTTAATCGCGAGAGTTCCGTTCTCTTGAGAGCGCCTCCGCCGGCGCCTAGAT 

CGCGCGAGACCGCGGAAGGAACCGAAGCGTGTGGCGCGCGCGGCGGCCGCGACGGGAACAAGATGG 

CGACGGCGACCATAGCGCTACAGGTCAATGGCCAGCAAGGAGGGGGGTCCGAGCCGGCAGCAGCGGC 

GGCGGCGGCGGCAGTGGTGGCAGCGGGAGACAAATGGAAACCTCCACAGGGGACAGACTCCATCAAG 

ATGGAGAACGGGCAGGGCACAGCCGCGAAGCTGGGACTGCCTCCCTTGACGCCCGAGCAGCAGGAGG 

CCCTCCATAAGGCCAAGAGTACGCCATGGAGCAGACCTTAAGAGCGGCTGTGAAACATACCTCG 

^HOSa-OeS.scf came from CONTIG 41 at offset 0;"E:\SEQUENCE\export\EST_db\991108a\991 108a- 

C^CC^G^^CAAGTGAAGAAGCACTACCGCCGTGCCGTGCTGGTGGTCCACCCCGACAAGGCCCGGGG 

GCAGCCCTACGAGCAGTATGCCCGGATGATCTTCATGGAGCTCAACGATGCGTGGGCTGAGTTTGAGA 

GCCAGGGCTCCCGGCCACTCTTCTGACCTGCAGGCACGGCTGCGTGTCTGGCTCTGGAGCCGGTGCTG 

TGAGCGGCCCTCGAGGGTGGCCAGGGCTCCGGCGGCGTGGGCAGGCGTGGCTGCACCCGGTCGTCGC 

GTCGTGCCCATGTGCTCAGCGGGTCGGAGCCGATGGCGCTCCCGGCAGGAGAAGAGAAAGCATTCCA 

AAGCCTCCCAGTCTCTCTTTTCTGTCTTGGCCCCAAGAAACGTGCACTCCGTGCTCCACGCGTGTACGC 

TTGATCGTTNTGTCCAGGGCGCGTCACGAGTGGGCGCGCTGGCTGCTACTGCAGAGCGT 

>'991 108a-066.scf came from CONTIG 42 at offset 0; "E:\SEQUENCE\export\EST_db\991 108a\991 108a- 

TCGAGTmrrVr^^ 

TTCTTGGACACACCCACAGTGCGACCACGGCGGGCCTGTGGTCTTGGTGTGCTGGCCTCGGACACGGA 

GTCCCCAGAAGTGGCGCAGCCCCCTGTGGGCCCGAATCTTCTTCAGGCGCTCCAGGTCTTCACGGAGT 

TTGTTGTCTAGACCGTTGGCCAGGACCTGGCTGTATTTCCCGTCCTTCACGTCCTTCTGTCTGTTTAGAA 

ACCAGCTGGGATCTTTGATGGGCGGGGATTCTGCATAAGGGGGATCACACGNTCCACCTCTCCTCGGT 

GAGCTCCCCGCCCTCTTGGGAGGGCGATGTCTGCTTTCCTCACACCACAGAGCATATCTTCCCCCCACC 
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CTAATGCAGAGAGGGAAAGCAATTTCCGCCGCCATGATTGTTGTGAGACTCCAGAGTGCTGGACTCTA 
GGATTCTAAAAATGGGGGGCCTACGGGGGGGGGCGGACCAACC 

>'991 108a-067.scf came from CONTIG 43 at offset 0;"E:\SEQUENCE\export\EST_db\991 108a\991 108a- 
067.scf'(53>641) 

GCACGAGGTGTTGCGCCACTTGCGCCCTGGGCAAGGGATGCCCTGTGGGGTGTACACCCCCCGCTGCG 

GCTCCGGCCTGCGCTGCTACCCGCCCGGGGCGTGGAGAAGCCCCTGCACACGCTGGTGCACGGACAAG 

GCGTGTGCATGGAGCTGGCAGAGATCGAGGCCATCCAGGAAAGCCTGCAGCCCTCTGACAAGGACGA 

GGGCGACCACCCCAACAACAGCTTCAGCCCCTGCAGCGCCCACGACCGCAAGTGCCTGCAGAAGCAC 

TTGGCCAAAATTCGAGACCGGAGCACCAGTGGGGGCAAGATGAAGGTCATCGGNGCGCCCCGAGAGG 

AAGCCCGGCCTGTGCCCCAGGGCTCCTGCCAGAGTGAGCTGCACCGGGCGCTGGAGCGGCTGGCCGCC 

TCACAGAGCCGCACCCACGAAGAACCTTACATCATTCCCATCCCCACTGCGACCGCAACGCAACTTCC 

ACCCCAGCAGGCCCACCGCCCTGGATGGCAGNGCGGCAGGCTGGGGGNGGGACGGAGACGGAGGGA 

AGCTTCGGGGGCTGGAGCGAAGGGGAGCGAACTGCACAGTGCTGACACTT 

>'991108a-069.scf came from CONTIG 44 at offset 0;"E:\SEQUENCE\export\EST_db\991108a\991 108a- 
069 scf Y47>434) 

CTCCCATGCTCCCTCTTTTGGCAAACTGTAAGTACTGTCTCAGCAAACAGCGATAATTTCACAATTTC^ 

TCTCTAGAATTGCTGAGAGACTTGAGTCACCAAACGTGGTTCACTACTGTGGAAATGCATTGTTCAGA 

ACACAGAAAGAAATTTAAGATTTCTGCTT1TCTGTGACAGTATTTGTTTCCGCCTCAGTTCAGAG ' 

AACTGCAGGTTCCTGGCAAGACTGCTATTTAACATTGCATGTGAGAACCTGGTAAATAGGCAGAAAAT 

CTTGGAGCTTGAAAGGAACCTCAGAATGATTCATATGGTCATTCATTAGATTGGGACCTTTAAGGGAT 

CTCTTTCAGCCTCTCTCAGTGCAGAAATCAGGACAGGGGTGCTTGG 

>'991 108a-070.scf came from CONTIG 45 at offset 0;"E:\SEQUENCE\export\EST_db\991 108a\991 108a- 
070.scf'(53>606) 

GCACGAGGGTTGGTCCTGTTTGTTTTCTTGGCTAAGATTAGGACAAAGAACATATGAAATCAACAGAA 
AATATACCTTGGTACCACCAACCCATTTTATGCCACATGCAAGTTTTGAATAAGAATGGTATAGAAAA 
TAACTTGCTACATATGTATGTACCAATTAGGAAATACTGATGCCCTTGTGGGCACAGAACCACATGAC 
AAAACrrTGAAAATCATAAAAATATAAGATAGTGTGGCTGAGATGGAAACAGGCCTTATTCTTGAATC 

CCAATTTTCATCTCTCCTTTTCCTATTTGGATTTCTTTGGTGCTGTAGGAAAAAAA^ 
AAATATATATTCATAAAAGATATGGNGCTCATTCCCATCCATCAAGGATGTGCTAAAACAATGTGTTT 
AATAAATTGTAATTTTATGTACAGGTCTATACTGTTATCTATGTGTCCATTTTCAAAACTGCACGTGTCT 
CTGAATTCATCTGACTCTATTTTTGACATTGCAGAAAATGATGGCATAAAATATGTATATGAAAAAAT 

AAACGTT 

>'991108a-072.scf came from CONTIG 46 at offset 0;"E:\SEQUENCE\export\EST_db\991108a\991 108a- 
072.scf'(53>612) 

GCACGAGGCTGGAGCATAAGAACAGTGCTTATTTTCTTCTTTTCCAAGAGAACAGAAAGAAATAATGA 

AGCATTGGATGATTTAAAATCCCAGAAGAAAAAAATACTTGAAGAAGTCATGGAAAAAGAAACTTAT 

AAAACAGCTAAATTAATrCTTGAAAGGTTTGATCCAGATTCAAAGAAAGCAAAGGAGTTTGAGCCACC 

GTCTGCTGGAGCAACTGTAACTCCCAGACCTGGACAAGAATTCGTCAGCGAACTGCCGCTCAAGAAAC 

CTTTCTCCACACCAGCAGGCTCCAGCCAGGCCCTCCTCTGCAATTCCAGTTTCTCCTGGACACCAAGGA 

CACTTCAGCCCCTGGTGGACCCCCAGAAGACTGNTACTCAGCCTATATCAATGTGGTACAAGACGTNT 

GGACCCCTGCTCTCAGNGCTGGATGGGNCTCTCCTCTGGGCACCTTACAGACCATCTGCTCGAGACAG 

NGCTCTGATAATGTGATATTATGNGAGGCCCAAAAGNACCCCCTATGCNACAGTTTTTACATGCTGTTT 

GAAGAAATGAACATG 

>'991 108a-074.scf came from CONTIG 47 at offset 0;"E:\SEQUENCE\export\EST_db\991108a\991 108a- 
074.scf'(47>565) 

CAAATTGAGATTTGCCAATGGAAGCATAAGAACATCGGAACTGCGACTCAACATGCAGAAGTCGATG 

CAGAGCCATGCCGCGGTGTTCCGTGTGGGGAGTGTGCTGCAGGAAGGCTGTGAGAAGATCAGCAGCC 

TCTACGGAGACCTGCGGCATCTGAAGACGTTCGACAGGGGAATGGTCTGGAACACTGACCTGGTGGA 

GACCCTGGAGCTGCAGAACCTGATGCTTTGTGCTCTGCAGACCATTCTACGAGCGGGAGCCCGGAAGG 

GAGTCGCGCGGCGCCCACGCCAGGAGGACTTTCAGAGAGGTTGACGAGTACGATTACTCCAGCCCATC 

CAGGGNCAGCAGAAGAACCCTTTGAGCACACTGGAGGAGCACACCTCTCTACGTTGACATCAAGATG 
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GAAAGNCACCTGGAGTACAGACTGTATCGAAGAACTTGACGAGATGACTGCGCACTNTCCCCACCTNC 
GCTCTATGAGAGATGAGCTTCCTGTCTGTATTGATATACTCAAGCGG 

>'991108a-079.scf came from CONTIG 48 at offset 0;"E:\SEQUENCE\export\EST_db\991108a\991108a- 
GCAGGAGGCCAGATACCGCCCCCGGGCCCCCATCATO 

AGGCCCACCTATACCGCGGCATCTTCCCTGTGGTGTGTAAGGACCCAGTGCAGGAGGCCTGGGCTGAG 

GACGTGGATCTCCGGGTGAACTTGGCCATGAATGTTGGAAAGGCCCGAGGCTTCTTCAAGAAGGGAG 

ACGTGGTCATTGTGCTGACCGGGGGGCGCCCTGGCTCCGGCTTCACCAACACCATGCGTGTAGTTCCT 

GTGCCATGATGGACTCCGAAGCCCCTCCTCCAGCCCCTGTCCCACCCCTCTTCCCCAACCATCCGTTAG 

GCCAGCATTGCTTGTAGTGCTCACTTGGGGCTGTAATGGGGCCTGTGGGGCGGGACACCAGGAAAAAA 

GAGAAAACCTTCTGGAAACCGGCGGTTTTAAACTTTGCTGGGCCGGGTAGCTACACCTGGGCCCTCTC 

ACG 

>'991108a-O8O.scf came from CONTIG 49 at offset 0;"E:\SEQUENCE\export\EST_db\991108a\991 108a- 
080.scf'(53>448) 

GCACGAGGGGAAGCGAGGCCGGAGCTGCGGGCGCnTTTTCTGCCCGCGGTGTCTCAGATTCATTCTTA 

AGGAACTGAGAACTTAATCTTCCAAAATGTGCAAAAAGACCATCTTATGCCCCACCTCCCACCCCAGC 

TCCTGCAACACAAATGCCCAGCACACCAAGGTTTGTGGGATACAATCCATACAGTCATCTCGCCTACA 

ACAACTACAGGCTGGGAGGGAACCCGGGCACCAACAGCCNGGTCACGGCGTCCTCTGTTATCACGATT 

TCAAAAACCCCCAAGCCACCAGATAAGCCGCTGATGCCCTACATGAGTACAGCAGAAAGGNCTGGAC 

CAAATAAAGGCTTCCACCCTGACTANAGTGTGGGAAATGGGGAGATATTGGGGGNAT 

>'991108a-082.scf came from CONTIG 50 at offset 0;"E:\SEQUENCE\export\EST_db\991108a\991108a- 

082 scf (53^*3 77^ 

GCACGAGGGTTTGCACTCAGGTCCACGTGGCTCTGAGAAGGGTTCAGGCATCCGAGCTGTGGGGAGCC 

CTGGGTGAAGCTGGTTGTCCAGCGGTTCAGCCTCCTTGGAGGAAGCCCTCTGCCCGCCCACTCCAGAG 

CGTGAGAGTGTGGGGGCGTGCCCAGGGAAGGTGCCTGGGAGGACGCAGTGACCACGCTCCCCTGGCA 

CCACGCAGAAGTGGACGAGAAGCCCAGCCCACACCCCANGCCTCCTGGCTGTGCCCTGCGGCTGCTGC 

ATTTGCTTTTAATrCTCAACACTGGAAAATACTGACTTTGGGTTGGGCGGGGCC 

>'991108a-083.scf came from CONTIG 51 at offset 0;"E:\SEQUENCE\export\EST_db\991108a\991108a- 

083. scf'(21>581) 

TrCTAGGTGGATCCCCCGGTGGTGGGGGTTGTGATGTGACATCTGTTTTTTATACCCTGTCGTGGGCAT 

TCGCGGTGGACGCCACACGCCCGCTGATGGCCGACATGAGGATAGACCAGGGCCGTAACCCTGCCTA 

AGTCCACACCTCTACCTTGCGTTTrATGTAGTTCTTTGCATTCTTTGTGGTGGTTGATGTTATTCCATTT 

ATTGTGCTTTCATTTGGTTGGGGATGCCTGATCATTCCGGGGGGGGCTTTCCATACGCAGGATTGGCCT 

GCTTGAATTCCCGTCATTGGTTGCCCCTTCCCGCCGGGCGTAATGGCCTGGCGGGGGGGCGTGTATGTG 

GCCAAATGATACACCGACCGAATGGCCGCCACGGGCTCATGTCCGCAGGAGGCCTTGTGGTGATATAT 

CTAACCCCCCGGGCTCTCTGGGATGAAAACCTATTTTGCCCTTCAACACTCCCGGGGGGCTAAATGTTT 

GGGCCTTTCGGTGTTCTCACCCACAGGGATGGCTACCCTTCACTGGTCAATATTCATTGTGTACACTGC 

CTCGTTTGCGC 

>'99l 108a-084.scf came from CONTIG 52 at offset 0;"E:\SEQUENCE\export\EST_db\991108a\991 108a- 

084. scf'(53>540) 

GCACGAGGGTTTGGCCCAGACCCAACCATGATCCGAGCCAACTGCCTGGTCCAGACCACAGAGTGGA 

GTGCCTGTTCCAAGACCTGCGGAATGGGCATCTCCACCCGGGTTACCAATGANCACGCATTCTGCAGG 

CTGGAGAAGCAGAGCCGCCTCTGCATGGTCAGGCCTTGCGAAGCTGACCTGGAGGAGAACATTAAGA 

AAGCAAAAAGTGCATCCGGACCCCCAAAATCTCCAAGCCTATTCAGTTTGAGCTTTCTGGCTGCACCA 

GCATGAAGACATACCGAGCTAAATTCTCGGGAGGTGGCACAGACGGCGGGGCTGCACCCCCCACAGA 

ACCACCACCTTNCCGTGGAGTCAAGTGTCCTGTGNNGAGGTCATGAAGAAGAGATGATGTTCATCAGA 

CCTGTGCCTGCCTTACACTGCCCCGGGACATGACATCTCGGTCCTGTTCTACAGAGATGTATGAGACAT 

GGCTAAGCCGAACA 

>'991 108a-085.scf came from CONTIG 53 at offset 0;"E:\SEQUENCE\export\EST_db\991108a\991108a- 

085. scf'(47>641) 
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CCGCCCCCTGCTCCGGCAGCCCCCACTCTGGACTCTCCCTCCTGGCTTCAGCCTTACCGGAGCCAGGGN 

GATCCTGCCCGGAAAAGGGAGCTCTGATGTCCCCTAGGAGAGGGAAGCTGGAGCCCACCCCCAGACA 

GCTCCTCCTCCCTTTCTGGCTGGCCCACCTGGCCGGCCCTGAGGCCTCACTGTAACCACAAGACCTTGT 

CTCTTCGCCTTATTCTTCTCACTGCCTCCTTGGGTCCCTGGCTCCTGCGAGGCTCTGTGGAGCTGGCTCC 

AGCAGCCACTTCCCTGCTTCCTCCTGCCTCTCTCCTGGCAACTGGAGATGCCAGAATCACTGCCGCCTG 

GGCTGGTAGCCGGGGCTGGCCCTCCCCCTTCTGCCTGCTGGGGAAAGAAAGGCTAAGCTGGGTGGACT 

GGCCCTGCTGAGCTCCTCCCTGTCTGGGTGCAGGGAGCACCCAGATGACAGCACCCTGTTCTGTCATCT 

CCCTTCTACGCCTTCACCTTGGCACTTCCCAGTGAACGACAGCAGCTGGAGTCCACACGGCCTTTTTTC 

CGCCATCTTGGTCCGCCTTCCCNATGTACTGCCCCCCAGCGCCCT 

>'991 108a-086.scf came from CONTIG 54 at offset 0;"E:\SEQUENCE\export\EST_db\99 1 108a\991 108a- 

086. scf'(48>535) 

GTGAGAAAGGAGCCCCTGGTGCTGACGGACCTGCTGGAGCTCCTGGCACTCCTGGACCTCAAGGTATT 
GCTGGACAGCGTGGTGTGGTCGGCCTGCCTGGTCAGAGAGGAGAAAGAGGCTTCCCTGGTCTTCCTGG 
CCCCTCTGGTGAACCCGGCAAACAAGGTCCTTCTGGAGCAAGTGGTGAACGTGGCCCCCCTGGTCCCA 
TGGGCCCCCCTGGATTGGCTGGACCCCCTGGCGAGTCTGGACGTGAGGGAGCTCCTGGTGCTGAAGGA 
TCCCCTGGACGAGATGGTTCTCCTGGCGCCAAGGGTGACCGTGGTGAGACCGGCCCTGCTGGACCTCC 
TGGTGCTCCTGGCGCTCCCGGTGCCCCCGCCCTGTCGGACCTGCCGGCAGACGGNGATCGTGGTGAGA 
CCGGTCTGCTGGTCTGCTGTCCCATGGCCGCGTGTGCCCGGGGCCCGCTGACCCCAGCCCCGGGGGAC 

AGGGAGACAGCA 

>'991 108a-087.scf came from CONTIG 55 at offset 0;"E:\SEQUENCE\export\EST_db\991 108a\991 108a- 

087. scf'(48>579) 

CGAGTACACACGGGCTCCACATCCTCAGAGTCAGCCAGCCGCGGGTCCGGAGGGCCAGTTGTACTGCC 
TTTTTATATAAGGAACTTGGGCATTCGCGGATGTAGGCGGNGGGATGGAGTCCTGCAACCAGTCCCCC 
ACGGATACCGGNGGTGACTGTGTATTATATTTGACCTAAATCTTTAGTGGGTAACATTTTATGCAGTTT 
GAATGAATAAAAATATTTTCCTGTTGTTTAGTTTTATTTGTATGTATTTTACm 

CCGAGGCCTCTGCCACACTCCAGAAATACTTGTGTGGGCTGTTTAAAAAAAAAAAAGCTGTGTGTCTG 
TTCACTTATTTCTCTAAATTATCTCATTGCCTGGCATCAATCTTTCTCATATAGTTGTCCTAACCA 
GTACACANAAATGAAACAGATGGGAAGGAGACCAGAAAAAAAANTGATAATAAGAAAATGATGTTT 
GGCTCCATGTTTACATTTTTTTATAAAAAGTGCAGAAGGAAAAAAACTGATAC 

>'991 108a-089.scf came from CONTIG 56 at offset 0;"E:\SEQUENCE\export\EST_db\991 108a\991 108a- 
089.scf'(55>589) 

GCACGAGGCCCTGGCTCTGCTGGTTCTCCCGGCAAAGATGGATCTCAATGGTCTCCCAGGCCCCATCG 

GTCCCCCTGGGCCTCGAGGGTCGCACTGGTGGATGCTGGTCCTGCTGGTCCTCCCGGCCCTCCTGGACC 

CCCTGGTCCCCCNAGTCCTCCCAGCGGCGGCTACGACTTGAGCTTCCTGCCCCACCACCTCAAAGAAG 

GCTCACGATGGTGGCCGCTACTACCGGGCTGATGATGCCAATGGGTCCCGTGACCGTGACCTCGGAGT 

GGACACCACCCTCAAGAGCTGAGCCAGCAGATACGAGACATCCGNAGCCCTGAAGCAGCCGCAAGAA 

CCCGCCCGCACTGCCGTGACTCAGAAGGCCACTCTGATGGAAGAGCGAGAATATGGATTGACCCACCA 

AGGTGCACCGGATGCATAAGTCTCTGCACATGGAACGNGGACTGGTTACCCACTCACCACGGGCCAAA 

AATGGATATACAGACCCAAGAAAAGACGCGGACGGGAAGAGACGCGATCCATGAGTGGG 

>'991 108a-092.scf came from CONTIG 57 at offset 0;"E:\SEQUENCE\export\EST_db\991 108a\991 108a- 
092.scf'(56>279) 

CACGAGGCAGGGCTCTATACCCCTCACATTGCCTGCTTACCTTCATACTTGCCCGTAAGCTTGTCCTGC 
TGCCTGCCTGTCCTGCACACTGAGGAGTTCTGCAGACACACATGAGGGTCCTGAGATACTTCATTTCTC 
CCTTTGCGCTGACACGATAGGGCGCTTGATCTGATCCATCTACTGGTATTACCTTGTGCTGATGATGAG 

AGATGCGTCGGGAAGAA 

>'991108a-094.scf came from CONTIG 58 at offset 0;"E:\SEQUENCE\export\EST_db\991108a\991 108a- 
094.scf'(50>650) 

CGCGAGCCCCAGGACCTGTGTGCAGTAGCCGCGCATCCCGAGCCGGACCACGTCGGAGTTCCTCTGGA 
CCCAGACATCAAAGCCATGTCGAAGCACCACAGCGACGCCGGGACGGCCTTCATTCAGACTCAGCAG 
CTGCACGCAGCCATGGCCGACACATTCCTGGAGCACATGTGCCGCCTGGACATCGACTCACCGCCCAT 
TACGGCCCGAAACACCGGCATCATCTGTACCATCGGCCCAGCTTCACGAGCAGTGAAGACATTGAAGG 
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AGATGATTAAGTCTGGATGAATGTGGCTTCGTTTGAACTCTCTCATGGAACCACGAGTACACGCANAA 

CCATCAGATGTACGTGAAGCACGAGAGCTTGTTTCAATCATTCTCTATCGCCGGGCAGTGCCCTGGCA 

CTAAAGACTGAGATCGACTGGCTATCAGGGAGCGCACGTGAGTGGACTGAAAGGAGCCACTAAATAC 

CTGGCATGCTACTGTAAAGGAAAAAAATCTGGGTGACTACAAAATTGCGGGGGAGGGGGGAGATAGG 

AGATGCTTTTTTGTGGAACAAGGCGACTCGGGGAGAGGGAGGGCCCTGCAAAAAGGGAAC 

>'991 108a-096.scf came from CONTIG 59 at offset 0;"E:\SEQUENCE\export\EST_db\991 108a\991 108a- 

gca'cgag^ 

CCCATTGTCTTGGTGGCACATGGGTGGAACACTTGATCTGCTCGAGTCTGCCTTCAACACACATTGCAT 
CrTCAGATTTTCTACTTTTTTGTT^ 

AGGTATTGGCTGCCAGGGGGTCATCCCTAAGGGGCCTGAAGATGACAAAGGGAATAACAGCACGGGA 
TGTTGGCAAAGATGCTTCTAGGCTAGAGATCAGNGGGGGGGAGAGAACTGCAGAAATCACCAACCAG 
AACTGCAGATACGAATCTATGGGCAGGGCTGTGACTGACAGAAGAAACGAGCTGTGGTTGAAGTACA 
TAACTCTCACAATACCAGTCTTCCCATCTCCCTCTCATTGCANGCCTTTCTTTTGATTAGCAATTGCTAA 

ACTTCAAACCAGGCCATCGCCCTGGATCCCAACCC 

>'991115a2-001.scf came from CONTIG 1 at offset 0;"E:\SEQUENCE\export\EST_db\991115a2\991115a2- 

Sttcgtgcacgagggctgtactttattcctcatagttccc^ 

TCCGGGAAAGGCCTGTGGAGGAAGGCCAGATATTCAATTGCAAATGTGGGGCAGCCCACAAGGGTGG 

GGCCCAAGAAAGATTTGAAGGCCACGAGAGAAAGAAAAGCCAAGGATGAACCAGACTTTTGATCGGT 

TACAAAAGTCATGTAAGGGCAAGGGAAAATGGAGGAACAAGACTAATTCAAGATTGGAAGTTTAAAG 

AAACTTTCAAAAGGGCAAGCTTCTCCTTGAAAGGCTTCTTCCCCAAGAAAGCCCCTTGCTTGCTAAGG 

GGGGCAGCCTGCAAGTAGCTGCTTGCTGGCTGCTGGCCAAGGTTCCCAGCAAAAAAAGATCACCACTG 

AAGGTAAAGAAGGCTCCAGCCCAGAAGGCCTCCTGGCCACAAAGCTGCAGGCCAGAAGGCAGCACCT 

CCTCCTAAAACTCAAAAGGGGCCAAAAGCTTCTTCCCAAAAGCCACCTGCTCAAAGCATTGGGAAGAA 

AGCATGAGGCATAAGAGGTTTTTAAATAAAATAAAGTTTTTTTGACTGGTGGAAAATTAAAAAA 

AAAAGGGGGCCGGACCCAATGCCCTTTAGGAGGGATTAATTAACGGCGGGTTTTAACGGGGATGGAA 

AACCGGGGACCCAC 

>'99 1 1 1 5a2-004.scf came from CONTIG 2 at offset 0;"E:\SEQUENCE\export\EST_db\991 1 15a2\99 1 1 1 5a2- 

004. scf'(76>690) 

CTTCATCCTGGACCATGGCAAAGACGGAAAGATCTTTGTCTGGAAAGGCAGGCAGGCCAACACCGAG 

GAGAGGAAGGCCGCCCTCAAAACAGCGTCCGACTTCATCTCCAAGATGGACTACCCCAGGCAGACCC 

AGGTCTCTGTCCTGCCCGAGGGCGGCGAGACCCCGCTGTTCAAACAGTTCTTCAAGAACTGGCGGGAC 

CCAGACCAGNACGGACGGCCCGGGCCTGAGCTATCTCTCCAGCCACATTGCCAACGTGGAGCGCGTGC 

CCTTCGACGCGGCCACCCTGCACACCTCCACTGCCATGGCTGCCCAGCACGGCATGGATGATGACGGC 

AGAAGGCAGAGCAGATCTGGAGATAGAAGTTCCGACAAAGGCCCGGGGACCCGCCAGTACGGACGTC 

TACGGTGGGACAGCTACATATTTTGTCACTACCCCACGGGGGCTCAGGACAGATAATTACATGCAGGC 

GCCATCCACCAGATGAGGGCTGCCGGCCATCGACGTTATTGACAAGAGTGGAGAATCCCGGCAACCG 

GGGCCAGGAAGACCCCTCACCTTGACGTTGGGAAACCATAAATTAGGGGGCCCCCCGGGGGGAAAGC 

CCCCCCCC 

>-991 1 15a2-005.scf came from CONTIG 3 at offset 0;"E:\SEQUENCE\export\EST_db\991 1 15a2\991 1 15a2- 

005. scf'(76>582) 

CAAGAAGGGGAATGCCGAGGGAAGCAGTGATGAGGAAGGGAAGTTAGTCATTGACGAGCCAACCAA 

GGAGAAGAATGAGAAGGGAGCGCTGAAGAGGAGAGCGGGAGACCTACTGGAGGACTCCCCCAAACG 

CCCCAAGGAAGCAGAAGACCTTGAAGGGGAGGAGAAAGAGGGGGCCACCTTGGAGGGTGAGAGGCC 

CCTTCCAGTGGAGGCGGAGAAGAACAGTACCCCGTCTGAGCCCGGCTCTGGCCGCGGGCCTCCTCAGG 

AGGAAGAAGAGGAGGAAGAAGAGGAAGAGGCTGCCAAGGAAGACGCCGAGGCCCCGGCCTGAGAGT 

CACGAGAGCCTGTAGCCACCAAGTTTCAAGAGGAGCCCCTGCCCCGTTCCTGCTGTGTCTGGGGCTAC 

TGGGAAACTGGCCTGGCCTCCAACTGGGAACCCTTCCCCACCCAACCACTCTTCTTTTCCACTCTCCCC 

TTTGACTACACCTGAAATGACCCCGAGGGCAGCACGGG 
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>'9911 15a2-006.scf came from CONTIG 4 at offset 0;"E:\SEQUENCE\export\EST_db\991 115a2\991H 
CATCCTOTCCTCTCTGTCTCACGTGTGCTCTTm 

ACTCAACATTGATTTCTGCATTTCTTGCTAATGCACCTTTAGAAGATACTAGTCTTGGGACAGGATCAT 
TTTGGCCTCATTCCTTTACCACCCCTACACCTAAGAAGCATATTTTGCCAGAAAAATTAATGTAAGAAG 
CTTTCAGTATTAGTGATATCATCTGTCACTGTAGGTCATACAATCCTTTTTTAAAGTACTTGGTATTTGG 

GCAGNGCCCCTAGCCCAGAGCCCATGGCTTTGATCCCTCCATCCCCTTGTCTTTGCTGACCTTGGGAAT 
CTTAGTGCATCGCTGGTATTATATGACACTTTCTGGGGAGTGCCCTAATTGCTAAATCAAACTGGATTA 

TGGGCAANCAGCGGCTTAAGAAGAA 

>'991115a2-007.scf came from CONTIG 5 at offset 0;"E:\SEQUENCE\export\EST_db\991115a2\991115a2- 

007. scf'(76>592) 

CTGTGGTTAAGCGAGAGAAGCGTTGGTCAACTGCCACTCGAATCACGGAGACAGGAAGTCCCTGCCAT 

GCCTCACATCGACAACGACGTCAAACTGGATTTCAAGGATGTCCTGTTGAGGCCCAAACGCAGTACCC 

TTAAGTCTCGAAGTGAGGTGGATCTCACAAGATCCTTTGCCTTTTCGAACTCAAAGCAGATGTACACTG 

GGATCCCCATTATTGCTGCCAATATGGATACTGTGGGCACCTTTGAGATGGCCAAGGTCCTCTGTAGTT 

TCTCCCTCTTCACTGCTGTCCATAAACACTACAGCCTCGAGCAGNGGAAAGAGTTTGCCAGCCAGATC 

CTGACTGTCTTGAGCATCTGGCTGCCAGCTCAGGCACAGGCTCTTTCGACTTTGAGCAGCTGGACAGAT 

CCTGAACGCTATTCCCCAGNGGAGAATGTATCKjCGGGAGCGGGCCAAAGGCTACTCTGTACACTTTTG 

TATTTGTGAAGGAGTGCGGAAGCGCTTCCTGACACACC 

>'991 1 1 5a2-008.scf came from CONTIG 6 at offset 0;"E:\SEQUENCE\export\EST_db\991 1 1 5a2\99 1 1 1 5a2- 

008. scf'(82>410) 

GCACGGGGGCTAGCTGATGCGCTCAAGGAGAACGACCCITCCAGCGTGCTTCTCTTCCTCGTGGGGTT 

CCAAGAAGGACCTGAGTACTCCTGCTCAGTATATACTGATGGAGAAAGATGCACTCAAGGTGGCCCAA 

GAGATGAAGGCTGAGTATTGGGCAGGCTCATCTCTCACTGGTGAAAATGTCCAGGAGTTCITCTTTCGT 

GTGGCGGCGCTGACCTTTGAGGTCAACGTGCTGGCTGAGCTGGAGAAATCGGGATCCCGGCGCATAGG 

GGATGTTGTTCGCATCAACAGTGATGACAGCAACCTCTACCTAACTGCCCAGAAGA 

>'991 1 15a2-009.scf came from CONTIG 7 at offset 0;"E:\SEQUENCE\export\EST_db\991 1 15a2\99 1 1 1 5a2- 

009. scf'(82>751) 

GCACGAGGCTGGGCCTCCTACGCCGGTGCAGGGCCAAGTCTCGGCCGACTTACAACAAGGTAGCTGTC 
ACAAGGGCGGGGTTACCCTCGGGTTCCTGTGCGGGTTCATTCCCCCCAAAAGAGTCCATGGGACCAGA 
CCACAAGGCTCTCCCAGGGGACCAAGGGGGAAGGGACCGGGATCCCAGGGTGTGGGATTGCCAAAAC 
AACCCGGGGGATGGCTTCAAGGAACAAGCGCCCATGCCTGGAAATAACCTGGAAAATCGCCCCAAGG 
ACCCTGGAAAATGTACTGGGGATCAAACTATTTTCGAGAATAATAAAAATAAAAAAAGGAAACAGAA 
TCTTTTGGGCTTGGGCGTTTGATTGCCCITTG^ 

GACCCCCAAAGATTGGTCTTTCCCATGGTAGCGAAGATTAAGGAACATCTTTTTTTAATGACAAAAAA 
ATTTGTTrATAAAACCCCATCAAACAAAAAAGACTTCCTTGATrTTGTGTTCTTACCCCCCCCCCCCGG 
GGGATCAAAAAGCGGATCCTTGAATTTTGCTTGGGGAAACCATGAACTTGTCATGCCCCCCCGGAAGC 
CCCCACCCTTGAGGGGCACAAATAAAAGCCCAACCCGGAGGAAAAAACCACAAAACCGG, 

>'991 1 1 5a2-01 1 .scf came from CONTIG 8 at offset 0;"E:\SEQUENCE\export\EST_db\991 1 15a2\99 1 1 1 5a2- 
011.scfY83>521) 

GCACGAGGCCGTACGCTCCCTGCACTTCGGGTCTGCTTGCTCCAGCCCGCTCTGCCGCCGCCGCCGTCG 

CCGCCATGGGCCCAAGCTGACATTGCCCTGATTGGACTGGCTGTCATGGGCCAGAACTTAATTTTGAA 

CATGAATGACCATGGCTTTGTGGTCTGTGCTITTAATAGGACAGTCTCCAAAGTTGATGACTTCTTGGC 

CAACGAGGGCGAAGGGACCAAGGGCTTGGTGCTCACTCCTTGGAGGAAAGGCGGCCAAGCTGAAAAA 

ACCACGCGGGATCATCCTCCTTGGGAAGGCGGGAGGCCGTGGATGATTATTGAGAAATGGTACCTTGC 

TAGAATTGGTGATATATTATGATGGAGAAATTTGAATACGGATACAGAAAGGGGGGAGACTCAGAAA 

AGGAATTGTTGGGGGGGGAAGTAGGGGGAAG 

>'991 1 15a2-015.scf came from CONTIG 9 at offset 0;"E:\SEQUENCE\export\EST_db\991 1 15a2\991 1 15a2- 
015.scf'(75>420) 
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TTGAGTTCTTTCCTCACCATGTCTTCTCACAAGACTTTCAGGATCAAGCGATTCCTGGCCAAGAAACAA 

AAGCAGAATCGTCCCATTCCTCAATGGATTCGAATGAAAACTGGCAATAAAATCAGGTACAACTCCAA 

GAGAAGACATTGGAGAAGAACCAAGCTGGGTCTATAAGAAGCAAGCTGGGTCTATGAGAAGTGGTCT 

TAACATGTAGACCACTTTTTTAAGCAGCCAGATCACAATGAAAACATCACTACTGTAATGCTTGGCCC 

ATGATGTTATTTCCTCACTATCAGTCTGAGACCCAGCAATAAATATAAAACGTTGCAAAAAAAAAAAA 

AAAAAACTCGAGGGGGGGCCCGGAACCCAANTCGCCTATAGTGAGTCGGATTACAATTCACTGGCCG 

GCGGTTTACACGCGCGGGACTGGGAAAACCCTGGCGTTACCCACTTATNGCCCTGCAACACATCCCCC 

TTTGCCGCTGGGGNATAGGGAAAAGCCGCACCGACGCCCTCCCACAGTTGGCACCCGAAGGGGAAGG 

GAAATGTAGCGTTATATTTGTTATATTCGGTAATT1TGTTAATAATTCTTTTTACCAAGCGAAAG 

AACCTTTAAAAAAAAAAACGGAAGGTGGGGGGTCCGTGGGACAAAACCTTTAAAAAGGGCTCCGCCG 

GGGAA 

>'991 1 15a2-050.scf came from CONTIG 9 at offset 326;"E:\SEQUENCE\export\EST_db\991 1 15a2\991 1 15a2- 
05O.scf'(82>801) 

ACAAAACTGGAGCTCCACCGCGGCGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATT 

CGGCACGAGGAAAGGGATTCTATCCTAATAACAGGTCTCTTCTCCCACCTTAACGGCGCCTCCCCTCA 

GCACCCACCTGTCCCCTCTCCGCAGTTTGCATATAGGAACGTGGGCCATCCTGCCGTTGCGTGTACTTG 

CGGGCTCAAACCACCTTCGTGGGGAACCCATTGTATTGCCAGGGGCTGAAGCAAAGTAGCCCCTCCCT 

TTCCTCCACTGATGCCCAACAAGAACCTCCCTCCAGTCTCAGTCACTCTTGTTTTCTATGGAAGGGAAA 

AGGTTTGGTCTACCTAACAAGTAGGCATTGCGAATGGGCCAGTATATTCCAGTCCTTTAGGCAAAAGG 

AAAATGCATTCTACCTTCTCCTGCCCCCTCCTTCCTrTTAAACAAAAAAGGAGATACAACCTCCTGTGC 

CAAAGTAATGGGTCCATTCAGAAGGTGGAGAAGCATCATCCGTTGGTTAGCTATTGAGGTTAGGACCA 

CTGACCCTCCCGGGGAAGGATGCAATGATTTGTGACAGTCCTCAGAAAATTTGATATGCAGATGAGGC 

CGGGCGGTGGCTCCCACCAACCTTTTTTTCTTT^ 
TTTCAAACCCTTTCTTACTTTTTTTTTTTTATTGC 

>'991 1 15a2-016.scf came from CONTIG 10 at offset 0; "E:\SEQUENCE\export\EST_db\991 1 15a2\991 1 15a2- 
016.scf'(76>673) 

TAAGAAGATGCCTGCACACAAGACTAAAAGTTCAGTGATCTTATGCCCAGATGGACAGTCCCAGGCCC 

GGTGGTTCTACCTGCTGCAAGCTGCCCACTGGAAAGTATGGCTGCTGCCCGATGCCCAATGCCATTTGC 

TGCTCCGACCACCTGCACTGCTGCCCCCAGAACACTGTGTGTGACCTGACCCAGAGTAAGTGCCTCTCC 

AAGGAGAACGCTACGGACCTCCTCACCAAGCTGCCCGCACACACAGTGCAGGATGTCAAGTGCGACA 

TGGAGGTGAGCTGCCCAGACGACTACACCTGCTGCCGCCTACAGTCCGGGGCCTGGGGCTGCTGCCCT 

TTTGTGCAGGCCGTGGGCTTGGAGGACCATGTGCACTGCTGGCCGTCCGGTTTAGGTGTGACACAGAG 

ATGGTGGGTGTGAGCAGGGGACCCGCCAGTGCCGGGATGAAGAAGCCCCACCACCTCACCCGCGGAC 

CTCGAAGCGCGGGGGGGAGCCCCTGGATAACGCACAGTGTCTTTTTCCTACTGTGCGATTAAGCGGGA 

GGGCCTGTGCCTGTCCAAGTGCTGCTGTCGACCCCCCTGTGCCAAGGCTACGGG 

>'99 1 1 1 5a2-018.scf came from CONTIG 1 1 at offset 0;"E:\SEQUENCE\export\EST_db\991 1 15a2\991 1 15a2- 

018. scf'(82>549) 

GCACGAGCTGGGTCGGCAGCGGCAAGACTGTTTGGCCGCCTCTACAAGGTCCCGGCCATGTTCAGCTC 

CAGTGCCAAGATTGTCAAGCCCAACGGCGAGAAGCCGGACGAGTTCGAGTCGGGGATCTCCCAGGCC 

CTGCTGGAGCTGGAGATGAACTCGGACCTCAAGGCGCAGCTGCGGGAGCTGAACATCACGGCCGCCA 

AGGAGATCGAAGTTGGCGGTGGCCGGAAAGCTATTATTATCTTCGTCCCCGTCCCGCAGCTGAAGTCT 

TrCCAGAAAATCCAGTGCGCCTGGGCGCGAGCTGGAGAAGAAGTTTAGGGGAGCACGTCGTTTTATTG 

CCCAGAGTATAATCTGGCTAAACCACTCGAAAAACCCGACGAAAATAACAAAACGTCCCAGACCGCA 

CTTGACGCTGGCACCACCCCTTTGTAGATTGGTTTCCAGGAAATGGGGAAAAGATCGGGGAGT 

>'991115a2-019.scf came from CONTIG 12 at offset 0;"E:\SEQUENCE\export\EST_db\991115a2\991115a2- 

019. scf'(77>614) 

GACAGTTCATAGTGGTGAGAAACCTTACAAATGTGATGAATGCGGCAAGGCCTTTCCTATAAAGTCAA 

CCCTTTCACAGCATCAGACAATTCATACTGGTGAGAAACCTTACAAATGTGATGAGTGTGGCAAGGCC 

TTTCGTTTAAAGGCAGTCCTITTAAAGCATCAGACAATTCATACTGGACAGAAACCTTACAAATGTGA 

CGAGTGTGGCAAGGCCTTTCGTGTAAAGTCAACCGTTTTAAGTCATCAGGCAGTTCATACTGGTGAGA 

AACCTTACAAATGTGATGAGTGGGGAAGAGTCTTCCGTAAAAAACCACAGCTTCCACGTCACTGCAGA 
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ATTCATACTGGAGAGAACCTTTTATATGTAAGAATGGGGCAGTTCTTCAGTCAAATTCACACCTTATAG 
ACATCGAGATACTATAGAAAAACTTCAATGTTTGAGGGGGAAAATCTTTATCAGGCACACACTCCTAA 
AATAAAAATCCATACTATAAAAAATATGGAGTGGATTAAANAAATTTAATTCAAGTGAAAG 

>'991 1 15a2-021 .scf came from CONTIG 13 at offset 0;"E:\SEQUENCE\export\EST_db\991 1 15a2\9911 15a2- 
021.scf'(76>670) 

TTCCCAGGTGCTGCTGGCCGAGTCGGTCCCCCCGGCCCCTCTGGAAATGCTGGACCCCCTGGCCCTCCT 

GGCCCTGCTGGCAAAGAAGGCAGCAAAGGCCCCCGCGGTGAGACTGGCCCCGCTGGGCGTCCCGGTG 

AAGTCGGTCCCCCTGGTCCCCCTGGCCCCGCTGGTGAGAAAGGAGCCCCTGGTGCTGACGGACCTGCT 

GGAGCTCCTGGCACTCCTGGACCTCAAGGTATTGCTGGACAGCGTGGTGTGGTCGGCCTGCCTGGTCA 

GAGAGGAGAAAAGAGCTTCCCTGGTCTTCCTGGCCCCTCTGGTGAACCCCGCAAACAAGTTCCTTCTG 

GAGCAAGTGGTGAACGTGGCCCCCCTGTTCCCATGGCCCCCCTGGATTGGGTGGACCCCCTGGCGAGT 

CTGGACGTGAGGGAGCTCCTGGTGCTGAAAGATCCCCTGGACGAAATGGTTCTCCTGCCGCAAGGGTG 

ACCGGGGGGAGAACGGCCCTGCTGGACTCCTGTGCTCTGGCGCTCCCGCGCCCCCGCCCTGTGGGACT 

GCCGGCAAGACGGGGATGGGGGAGAACGCCCTGTGGTCTGTGTCCCATTGC 

>'99 1 1 1 5a2-084.scf came from CONTIG 13 at offset 380;"E:\SEQUENCE\export\EST_db\99 1 1 1 5a2\99 1 1 1 5a2- 

084. scf'(78>522) 

CCTGGATTGGCTGGACCCCCTGGCGAGTCTGGACGTGAGGGAGCTCCTGGTGCTGAAGGATCCCCTGG 
ACGAGATGGTTCTCCTGGCGCCAAGGGTGACCGTGGTGAGACCGGCCCTGCTGGACCTCCTGGTGCTC 
CTGGCGCTCCCGGTGCCCCCGGCCCTGTCGGACCTGCCGGNCAGAGCGGTGATCGTGGTGAGACCGGT 
CCTGCTGGTCCTGCTGGTCCCATTGGCCCCGTTGGTGCCCGTGGCCCCGCTGGACCCCAAGGCCCCCCG 
GGGGACAAGGGTGAGAACAGCGAACAGGGCGACAGAGGCATTAAGGGTCACCGGGGCTTCTCTGGTC 
TCCAGGGCCCCCCGCCCCTCCCGGCTTCCTGTGAGCAAGCCTTTCGGAGCTCTGTCCTGCTGGCCCGCG 
GCCCCCCTGGCTTTGTGTTTTCCCGAAAAATGACTC 

>'991115a2-056.scf came from CONTIG 13 at offset 499;"E:\SEQUENCE\export\EST_db\991115a2\991115a2- 
056.scf'(76>528) 

TGGACCTCCTGGTGCTCCTGGCGNCTCCCGGTGCCCCCGGCCCTGTCGGACCTGCCGGCAAGAGCGGT 

GGATCGTGGTGGAGACCGGTCCTGCTTGGTCCTGCTGGTCCCATTGGCCCCGTTGGTGCCCGTGGCCCC 

GCTGGACCCCAAGGCCCCCGTGGTGACAAGGGTGAGACAGGCGAACAGGGCGACAGAGGCATTAAGG 

GTCACCGTGGCTTTTCTGGTCTCCAGGGTCCCCCCGGCCCTCCCGGCTCTCCTGGTGAGCAAGGGTCCT 

TCCCGAGCCTCTGGTCCTGCTGTTCCCCGCGGTCCCCCTGGCTCTGCTGGTTCTCCCGGCAAAGATGGA 

CTCAATGGTCTCCCAAGCCCCATCGNTCCCCCTGGGCCTGAGTCGCACTGGTGATGCTGTTCCTGCTGG 

TCCTCCCGCCCTCCTGGACCCCCTGGGCCCCAGNCCCTCCAG 

>'991115a2-085.scf came from CONTIG 13 at offset 580;"E:\SEQUENCE\export\EST_db\991 115a2\9911 15a2- 

085. scf'(83>661) „„„ 
GCACGAGGGCTGGTCCTGCTGGTCCCATTGGCCCCGTTGGTGCCCGTGGCCCCGCTGGACCCCAAGGC 

CCCCGTGGTGACAAGGGTGAGACAGGCGAACAGGGCGACAGAGGCATTAAGGGTCACCGTGGCTTCT 

CTGGTCTCCAGGGTCCCCCCGGCCCTCCCGGCTCTCCTGGTGAGCAAGGTCCTTCCGGAGCCTCTGGTC 

CTGCTGGTCCCCGCGGTCCCCCTGGCTCTGCTGGTTCTCCCGGCAAAGATGGACTCAATGGTCTCCCAG 

GCCCCATCGGTCCCCCTGGGCCCTCGAGGTCGCATTGGTGATGCTGGTCCTGCTGGTCCTCCCGGCCCT 

CCTGGACCCCCGGCCCCCCAGTCCCTCCCAGCGGCGGCTACGACTGAGCTCCTGCCCCACCACCTCAA 

GAAAAGCTCAGATGGTGGCCGCTATACGGCTGATGATGCCAAGGGCCGGGCACGGGACCTAAGGGGA 

ACCACCCTAAACCTGACCACAAAAGAAACACCGAACCCGAGGCACCGCAAACCCGCCCCCCCGCCGG 

ACTAAAAGCCCTTTTCGGAAAGAAAAATGATTGCC 

>'991115a2-090.scf came from CONTIG 13 at offset 624;"E:\SEQUENCE\export\EST_db\991115a2\991115a2- 
090.scf'(84>340) 

GCACGAGGCTTGGACCCCAAGGCCCCCGTGGTGACAAGGGTGAGACAGGCGAACAGGGCGACAGAG 
GCATTAAGGGTCACCGTGGGCTTCTCTGGTCTCCAGGNGTCCCCCCGGCCCTCCCGGCTCTCCTGGTGA 
GCAAGGTCCTTTCCGAGCCTTTGGTCCTGCTTGTCCCCGCGGTCCCCCTGGCTCTGCTTGTTCTTCCGGC 
AAAGATGGACTCAATGGTCTTCCAGGCCCCATCGGTCCCCCTGGGCTTGGAG 
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>'991115a2-022.scf came fromCONTIG 14 at offset 0;"E:\SEQUENCE\export\EST_db\991115a2\991115a2- 

022. scf'(83>568) 

GCACGAGGGCCCAGAACGTGCTGTCGAAGGCGGACGTGATCCAGGCCACCGGAGACGCCATCTGCAT 

CTTCCGGGAGCTGCAGTGTCTGACGCCCCGAGGCCGCTACGACATCCGCATCTACCCCACCTTCCTGCA 

CCTGCACGGGAAGACCTTCGACTACAAGATCCCCTACACCACGGTGCTGCGGCTCTTCCTGCTGCCCC 

ACAAGGACCAGCGCCAGATGTTCTTTGTGATCAGCCTGGACCCCCCCATCAAGCAGGGTCAGACTCGC 

TACCACTTTCTCATCCTGCTCTTTCTCCAGGACGAGGACATCTCCCTGACGCTCAACATGAACGAGGAG 

GAGGTGGGAGAAGGCTTTGAGGGCGGGTCACCAAGACATGTCAGGATCCCTCTCGAGAGGGCAGCCG 

GTCATGAAAGGCTGGTGACCGCAGATCAGGGCCCGCCATTTTCAAGGCACTGGGGGCCAGGCATCACT 

GTCCACAGGC 

>'991115a2-023.scf came fromCONTIG 15 at offset 0;"E:\SEQUENCE\export\EST_db\991115a2\991115a2- 

023. scf'(82>608) 

GCACGAGCGCTGGGCCGCCGCCATGTCTCTAGTAATCCCTGAGAAGTTCCAGCACATCTTGCGAGTAC 

TCAACACCAACATCGATGGGCGGCGGAAAATTGCCTTTGCCATCACTGCAATTAAGGGTGTGGGGCGA 

AGATATGCTCATGTGGTGGTGAGGAAAGCAGACATCGACCTCACCAAGAGGGCCGGGGAGCTCACCG 

AGGATGAGGTGGAACGTGTGATCACCATTATGCAGAATCCACGCCAATACAAGATCCCAGACTGGTTC 

TTAAACAGACAGAAGGACGTGAAGGACGGGAAATACAGCCAGGTCCTGGCCAACGGTCTAGACAACA 

AACTCCGTGAAGACCTGCAGCGCCTGAAGAAGATTGGGCCCACAGGGGCTGCGCCACTTCTGGGACTC 

CGGTCCGAGCCAGCCACCAAGACACAGCCGCCGGGGCGCACTGGGGGGGCCAGAAGAAAATGGTGGC 

TTGGTTATAAATATTATAAGTAAAAAAAAAAAAAATGAGGGGGCCCCACCATTC 

>'991 1 15a2-024.scf came from CONTIG 16 at offset 0;"E:\SEQUENCE\export\EST_db\991 1 15a2\991 1 15a2- 

024. scf'(76>606) 

CGGCGGCGAGATGTCCGGAGGATCAGCTAGGAGCCTGGGCAAGGGAAGCGCCCCCCCGGGGCCCGTC 

CCCGAGGGGCCTGATCCGTGTCTACAGCATGAGGTTCTGCCCGTATGCCCAGAGGACTCGCCTGGTCC 

TGACGGCCAAGGGTATCCGGCATGAAGTCATCAACATCAACCTGAAAAATAAGCCTGAGTGGTTTTTC 

AAGAAGAATCCCTCAGGCCTGGTGCCGGTTCTGGAAACCAGTCAGGGTCAATTGATCTGTGAATCTGC 

CATCACTTGTGAGTACCTGGATGAAGCATATCCAGNGAAGAAGCTGTTGCCAGGCGACCCCTATGAGA 

AAGCTTGCCAAAAGAGGTCTTGGAGTCCTTTTCTAAGTACCACCTTTGATATTGAGATCTTATATACAA 

AATAAGAAGATGCTCTGGCTAAAGAAAAATGATAAAGAATACCAACTAAGNAGGTCTGATGAAAGAA 



>'991115a2-025.scf came fromCONTIG 17 at offset 0;"E:\SEQUENCE\export\EST_db\991115a2\991 11 5a2- 

025. scf'(77>511) 

CGCCGGGGGGCCATGGGACGGNGGCCGCTGATGGGAAGGGGCCGCGTGTGTTTTTGCAGAAGTCAGC 

GGTTTCGGGGACCCAAAAGATGGGAGGGAAGAAACCTGGNGGCGGNGTCTTCTTATCCCGGGCCCAG 

TCNCCCCCACGGTGGTNCGCGGCGGGCTTCGAGTGTCTTTTGTACCACAAAGAGGGTCTTAGCTCTTGG 

AGGGTGGGGCGAGGGGGAGGCTCGCGGCCGCGCTGGGACTGGCAAGGGTGGGATCCCGTCTGGGGCA 

GAGTGTGTGGAGGCGTGGGCCCCCCGTGGGGCAGAGGGAGAAGCCCCCCCCTGTAGCCTGGGCGGCC 

CGCAGCCTTTTCTGCCTTGGATACCCGCACAACAGATCCCCACTTTGCTGTGCGGGGCGACGCGGCCC 

GGCCCACGGCAGACCTGGGTGGCAACAGCT 

>'991 1 15a2-026.scf came from CONTIG 18 at offset 0;"E:\SEQUENCE\export\EST_db\991 1 15a2\991 1 15a2- 

026. scf'(83>640) 

GCACGAGGTTTTTTTTTAAAAAACAAATAAAAGGTTTATTCATAAGCAGGAATGCTGTCCAGAATACA 
TACAGTGCAAACTCTCCTTGTCCTTGGGATCAACACAAGCCCACAAGCCAGGAAAATTGTTATCAGTT 
AGGTCAAATGGACTCCCCCCAGCACTTGGGCCCTAGCCTGGCCAAGGCCCCCTTCCTTGGCAGAGAAG 
GTTCTTTTTCTGTTTGGGTTCACACAACCAAACCCAAAAT^ 

TTATTCATTGGTCAGAGAATGGAGAAGTGGGAACTTATTAACCGTTGATAAACAAACTTCTCGCCTTA 
ATGTCKjAGCCAGATTTGCTGTTAAGAGCATGNGGGAAAGAGTGCGAGAATGGGGGGGAGCAAAGCTC 

GAACAGAGNNANCATTATACTATGAGAGTTAGTCATCACCGTAGCTGTCGATTTGGACCCAGATGACA 
GCAGCTCCGTCTC 



263 



>'991 1 15a2-027.scf came from CONTIG 19 at offset 0;"E:\SEQUENCE\export\EST_db\991 1 15a2\991 1 15a2- 

027. scf'(76>628) 

CTATTCTCAACCAACCATAAAGATATTGGTACCCTTTATCTACTATTTGGTGCTTGGGCCGGTATAGTA 

GGAACAGCTCTAAGCCTTCTAATTCGCGCTGAATTAGGCCAACCCGGAACTCTGCTCGGAGACGACCA 

AATCTACAACGTAGTTGTAACCGCACACGCATTTGTAATAATCTTCTTCATAGTAATACCAATCATAAT 

TGGAGGATTCGGTAACTGACTTGTTCCCCTAATAATTGGTGCTCCCGATATAGCATTTCCCCGAATAAA 

TAATATAAGCTTCTGACTCCTCCCTCCCTCATTCCTACTACTCCTCGCATCCTCTATAGTTGAAGCTGGG 

GCAGGAACAGGCTGAACCGTGTACCCCTCCCTANCAGGCAACCTAGCCCATGCAGGAGCTTCAGTAGA 

TCTAACCATTTTCTCTTACACTTTACAGAGTTTCTCATTTTAGGACCAT^ 

ATAAGCCCCCGCATGGACATACCAAAACCTTGTGTTGATCGTATATTACGCGTACTATACACCTCGTCC 
T 

>'991 1 15a2-043.scf came from CONTIG 19 at offset 4; "E:\SEQUENCE\export\EST_db\991 1 15a2\9911 15a2- 
043.scf'(73>538) 

TCTCAACCAACCATAAAGATATTGGTACCCTTTATCTACTATTTGGTGCTTGGGCCGGTATAGTAGAGA 
ACAGCTCTATAGCCTTCTAATTTTGCGCCTGAATTAAGCCCAACCCGGAACTCTGCTTCGGGAAACGAC 
CCAATTCTACAACGTGAATTGTTAACCGCACACGCCTTTGTAATAATCTTCTTTATATTAAATACCAAT 
CATTAATTGGAGGATTTGGGTAACTGACTTGTTCCCCTTATAATTGGTGCTTCCGATATTATATTTC^ 

CTGGGGCCAGAACAGGTGAACGCGTACCCCTCCCTTACAGGCAACCTACCCTTGCAGGAACTTTATAG 
ATTTAACCTTTTTTTTTCTCT 

>'991115a2-028.scf came from CONTIG 20 at offset 0; "E:\SEQUENCE\export\EST_db\991 115a2\991115a2- 

028. scf'(82>595) 

GCACGAGGTTAAGTTAAATATAATTGAGATAAGAGTTTTGGGAG^ 

TTAGGAAATCTACTTAAAAAAAGTCTCTCCAGATTTTGGCAACTTGAAAGTTTTGTTAAGTTAAATAAT 

GGGGAGTCACTGTCTGAATTGCTAATTGCTAAACAAGTCTAAGTTCACCCCCCTTTTTTATGAGAGAAA 

AACrAAATATGTTTGGGTTTGTTAGAAACATATGACACCACACTGAGGACAGAAGTTATTCGATGAGA 

TGACGTGTGTTTCTGAAGACTGTAGAAACATAAGTTTCCAATCAGGAAGCCCTGGTATGATCACAAGT 

CCTTGCTTCTGTTTTGCTGGAGATCAGGGTTCTTAAGGCTGTGTTGTTTAGTCK:TCGGCACCTCCGATCT 

TTTGNGACCCATGGACGTACCCCCCAGGCTCTCTGCCATANATTCTCAGGCAGAAACTGAAGGGTGCC 

GTTCCTTTGCGGGGACTCCCCCCCAGGTCCACAG 

>'991 1 15a2-030.scf came from CONTIG 21 at offset 0; "E:\SEQUENCE\export\EST_db\991 1 15a2\991 1 15a2- 

030. scf'(76>661) 

TTTGGAGATACATGGAAGCTTTACTGGACAGGGTGGAGGGGCTGCCAGCGGGGGGCGGGGGGCAATG 

CAGGCAGGGCAGGGGTTGTGGCTCTTGACCTGGAGACCCCGGCACGTGGCCGCTCCCAGCACTGACGG 

CGCCTTCCCTGGGAGCTTGCGGCTTCTCTGGAGGGCGTCCCTTCACCAACCAACAGCCAGAGTTCCTCT 

CCTCCTGGAACTGTGGGGGGCAGTGAGTGCCATGTTGGAGGGCGAGGTCGGAGGGCCCCGCAGCAAG 

AGCTGCCAGGGTTTCGGNGCGAAGGCAGGCGTGAGAAGCAGCTTCTTTCGCAAGGTCGGNTTCGGGG 

GGCGGNGGGCGGATCTGGCCGGGTTCTCCCCTGGGGCGGCGGACGGGGAAAGCAGACCTGCTGCTGN 

CTTGCCCNTGCTCCTGGAAAGAGAAGAGAGCCTATGCGCCGAGCCTCGTCCACAGCACTTCTTGTATT 

CCGTGTCCGCGGCCCAAACTGTACCTCTCCCAACGGGTGCTTTGACGTAAACAAATTTGGGCCTCCTTT 

GTTTCCAAAACCGTTGTTATGTTCGCCCCATATCTTGAGGCGGA 

>'991 1 15a2-03 l.scf came from CONTIG 22 at offset 0; "E:\SEQUENCE\export\EST_db\991 1 15a2\991 1 15a2- 

031. scf'(82>699) 

GCACGAGGGCGGGCGCTTTTTCTGCCCGCGGTGTCTCAGATTCATTCrrAATGGAACTGAGAACTTAAT 

CTTCCAAAATGTCAAAAAGACCATCTTATGCCCCACCTCCCACCCCAGCTCCTGCAACACAAATGCCC 

AGCACACCAGGGTTTGTGGGATACAATCCATACAGTCATCTCGCCTACAACAACTACAGGCTGGGAGG 

GAACCCGGGCACCAACAGCCGGGTCACGGCGTCCTCTGGTATCACGATTCCAAAACCCCCAAAGCCAC 

CAGATAAGCCGCTGATGCCCTACATGAGGTACAGCAGAAAGGGCTGGGACCAAATAAAGGCTTCCAA 

CCCTGACCTAAAGTTGTGGGNAGATTGCCAAGATATTGTGGGATGTGCGAGATCTCACTGATGAAAAA 

AAAAAATATTTAACGAAAACCAGCAAAAAGATGATACNATGATCTATGAGGCCTACATAATCCCCCG 

CACCTGCTACTAAAGCAAAGAGCGCAGAGCGCTTTAAGAAAAAAAGAAGAAACGCGGCTGAGAAGA 



264 



GACCTACTGAATCACCGCTGAAC^ 
CCAGAACCT 

> ! 991 1 15a2-032.scf came from CONTIG 23 at offset 0;"E:\SEQUENCE\export\EST_db\991 1 15a2\9911 15a2- 
5 032.scf"(83>484) 

GCACGAGGCAGTCCCTAATTGAGGAACTAAGATCCTACAAACTGTGGGGTGAGGCCTAAGAAAAAAA 
AGAAAAAAAAATGGGTGGTCAAGGAGGGCCCTTTCTGAGGGAGTGACATTTACGCAGAGATGTGAAC 
AAAGTGAGGGTTTTTCCTGGGGAAACACTTGCCAGGCACAAGTGTGATCATGCTTAACATGT^ 
GCAAGGACTGTAGGGGAATATTTATGAGGAACGCATGTGCCACAAGAACAGAGATCCTGTTCACCTAT 
10 AATGCCTTGAGCAGACCTGGCATGTACCCTCAACAATACTTGTTGAATGAATGGATGGGCAGATAGAT 
GGATTTTAATGAATGAGCAATAATGATACATTCTCCCAATAACCTGGAGCCAGAAGAGAGGAGA 

>*991 115a2-033.scf came from CONTIG 24 at offset 0; "E:\SEQUENCE\export\EST_db\991 115a2\991 1 15a2- 
033.scf'(76>595) 

15 CTCACCTGCCACCTATGGGCCACCTGAAGCAGTGCCACGGCCAGGAGGAAGCTGGCAGGCGCAAATT 
GTGGTCAGCCCCTGCTGGGCTGCTGCGGGGGGACAGGTCCTCGCCTCTGCTGAGTCCGCTGAAAGCCC 
CAGACTCCCTGCCCCAGGGGACTCCACTGGCAGCCAGCCTCTCTGCAGCCTCCCTAACACCCTTATGTG 
TCTCAAAAGAGGGGAAGTGCCCTCTGTTCAATGCCCCCAGCCATGCCCAGAGCTCAAGCCAAGCTCCT 
GCAGGGACTGGCGTGCCCTCCCCAGGCCCCACGTGCATGGACGCTTCCTTAGTGCGTGCCCGCTCCTTG 

20 CTGAAGGCTACAGAGAAGAGGGGNCCTAATCAGGCCTGGTGAATGCCTGCCCCTGGAAGCCGCCAGG 
CTGCAGAGTTCCAGAGACTCTGGGACTTTGAGAGAAGNTTTCAAACCCAGCCTACAGGGACGACGCCC 
CACTCCTTGCTGGCCCGGCTCACCCTCCCAGGAGGGGGCTCCGG 

>*991 1 15a2-034.scf came from CONTIG 25 at offset 0; "E:\SEQUENCE\export\EST_db\991 1 15a2\991 1 15a2- 
25 034.scf'(75>554) 

TGGACGCACTCGGGAATTGTAGAAGGACGAGGCTCAGCTCTTGCCAGGCCGACTTGAGACATGTCTGA 
CACAAGCGAGAGTGGTACGGGTCCAACCCGCTTTCAGGCTGAAGCTTCAGAAGAGGACCCTGGCTTGA 
AGATGCAGACCGGACTGACAGGGACCCAGAACTTAAAGGCCTCAGAAACACCGAAAGGCTCAAAGAC 
ACCAGAGGGCTCAAAGGCCACGAAGATCTCAAATGCTGCAGGCGTCTCAAAGGCCACTGAAGCTCAG 
30 GAGGTATCTGCCACTCAGGCTTCACCTACCACTAAACTGACCGATACCCAGTTTCTAGCAACCAAAAG 
AAGAGTCTGGCAGTTGACACCAAATGCAGCATACTGACCCTTAGGCTGTGAAATGCCTGGTTATGAAA 
CCAAAAGGTAGTTTGGGTTGATACCAAGGTCATACAAAACCCTGGAAATGAATTTACTGCTTTA 
TGGCGA 

35 >'991 1 15a2-035.scf came from CONTIG 26 at offset 0; "E:\SEQUENCE\export\EST_db\991 1 15a2\991 1 15a2- 

035. scf'(82>672) 

GCACGAGGAGAGAACTGCCACAGGGGATTTGCACGGGTAAGTGCTATATATGTGAGGTACCTACATG 

GCTGAATAAAACCAATTGTATGAAATCATTTATGCAAAATGGAAAGGGTGATTGGGGTGAAAAT 

AGGAGAGATTGCTCGCTGTAAGCAGCTCATCTGCGATCCCAGCTATGTGAAAGATCGAGAAGAATAA 

40 GTGGGCCAGGTGATCAGAGTCATCTGTATTCTCAGCCACCCCCATCAAAACACCAATGACGCCCACTC 
CTGCCAGATCATTATTCCACAGACCCAAGTCAACCGGAAGTCAGATATCTACGTCTGCATGATCTCCTC 
TGCACACATGTGGCCGAACAGGCAGAACATCGCCATTGCCACACAAAGGNGGAACCAAGAGGCCGAA 
AGGAAACAAACAACCTGGGCTTTTGGACCAATGAACAGAATTCGTAGATCAGGACCTCCTGACCAAA 
GATGGGAAAAAAGCAAACTTTTTCGCACTTAAGCACATCCTTTAAACACTGGA 

45 GAAGAGGACCGGNTGCTGGAAAGAAGAAAAAGAAAAAGGGAAAAAAAGAC 

>'991 1 15a2-036.scf came from CONTIG 27 at offset 0; H E:\SEQUENCE\export\EST_db\991 1 15a2\991 1 15a2- 

036. scf'(83>509) 

GCACGAGGGCCAAGCCCTCCTCCAGGGGATCTTCCCAATCCAGGGATCAAACCAGGTCTCCTGCATTG 
50 CAGGCGTTTTCTTTACTGGCTGAGCAGGTGGGAGAAAATAAACACAAAGATTACTGAATGGC 

GGCTAAGAAATGAAATAGGTGTAGTGGGGCGGAGCGGGGCATAAAAATACACGGTGCCCGGGTTTTG 
GTCACTTAGTGGAGGTGCAACGGGCAGTCACTGGGCAAGATCCTGGGGTCACAGCGGGAAAGCGGGG 
TCCCTGCTCTCACTGACTCACGTTCTAAGGGGGGCGGGGCGGGGGGCGGGGAGGGCAGGCTGGAGGA 
GAGAGTTTGGGGGACCAAAACAAGCACGGGCCAGGGCTGGCAGGATGCCTGCGAAAACGGCGGGGT 
55 GCACACCGAGCTGGGGCCAGATCG 
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>'99 1 1 15a2-037.scf came from CONTIG 28 at offset 0;"E:\SEQUENCE\export\EST_db\991 1 15a2\99 1 1 15a2- 

037 scf ("236^*332} 

AACAAACCAATCATTTACAACGCTTTATCCCATTGTTGTCTCGTCAGAAAAGTGAAACGAACCTCACA 
AAAATTCAATATTATAGGAGCTGGAGAAG 

>'991 1 15a2-038.scf came from CONTIG 29 at offset 0;"E:\SEQUENCE\export\EST_db\991 1 15a2\991 1 15a2- 

038 scf '(75>544) 

CGGTGCTGTCCGGCGGGGACCACCATGTACCCCGGCATCGCGGACAGGATGCAGAAAGAGATCACTG 

GCCTGGCACCCAACACAATGAAGATTAAGATCATCGCGCCCCCTGAGCGCAAGTACTCCGTGTGGGAT 

TGGCGGGTCCATTCTGGCCTCGCTGGCCACCTTTCAGCAGATGTGGATCAGCAAGCAGAAGTACGATG 

AGTCCGGCCCCTCCATTGTTCACCGCAAAAGCTTTTAAGCGGACTGGTAGCTGCGTTACACCCTTTm 

TTGACAAAACCTAACTTGCGCAGAAAACGAGATGAGATTGGATGTGTTTATTGTTTTTTTT^ 

TTTGTTTTTTTTTTTTTGGTGCTTGTAT^^ 

AGATTCCCAAATTTTAAGGGGGCGGGACTGATTGAATGGTTGTTTTTTTTTATATAm 

>'991 1 15a2-039.scf came from CONTIG 30 at offset 0;"E:\SEQUENCE\export\EST_db\991 1 15a2\991 1 15a2- 

GCACGAGGTCGAGTlTrTm 

GGGACACAGCCATAAGAGAGGGAAGCACACAGGACTGCAAACTAAAACCCAATAGCCAGCAAGGGC 

CCTTTGGGCCAGGAACACTGCCTCCTGGGGTCCTCACAATCTCCCACCAACAGACACACAAGACTGGG 

CATCCAGGGAGGGGGGAGTGGGCTCTGGGGCCCACAGAGTGAGAGGATATATGATGCCTCATTATGA 

GAGACAGGGAGGGGAGGAAAATGGGAGAGAGCCCGCCACTGCCTAAAACACCCCCTCCTCTCAGACC 

AAAACCAGATGGAGGACGAACCACCTATATATTGAAACAGCTGTGGCTCTCATATTATTTGTTGCCAC 

TGAAAAGAGCGTGCTNTGGGGGGATTTCCTTTTTTCCCCCACGCCCTTATTGGTCCACTGCCGGGGGTA 

AGGCATTCATCTCCTTCGGCAGGGTTACTTATATATTTTTTTATTGGGGGGCCAGCAAGGTGGTTGCGC 

CGCGCCGGCCTCCACCTCCCGACATTTATTGTATGAAAATGATAAGAAAATAAAAAAAAAAAAAAAA 

CACGA 

>'991115a2-040.scf came from CONTIG 31 at offset 0;"E:\SEQUENCE\export\ESTdb\991115a2\991115a2- 

TGTCTCAGTTAGAATAACCTGTGTTCTCTATAGTATACTGCTATAAGCTGTTGTTGAGTTACTAAGTTGT 

GTCTGACTCTGCAACCCCCGGGGACTGCAGCATGCCAGCCTTCCCTGTATTCACTGTCTCTGGGAGGCT 

GCTCAAACTCATGTTCATCCAACTATCCCATCCTCTGTAGGAATTATATATTATAGAATGGAATTATAT 

ATATCACATTGAAAAGTTTCAATATGTAGGTATTTAAACrATATTAGTACTTATATATATATTATATAA 

CCTTACTAAAATTCTGTAGATTTTTAAGATACTTTTAAGAATATAACTTGACTGAGAm 

GGGGGGCTTTCTTGGAGATTACANGTACA1TATATTTTAGTGAGAAGACATAAAAAAGCCTGGTCCCA 

ATTTTCCAACTGTTACAAGGGATTTCTTTTCCTTTTATTTTTTAATACTATACAACCTAAAGAAGTGCTG 

GATCTTGGAGGAGGCCAAAGGG 

>'991 1 15a2-041.scf came from CONTIG 32 at offset 0; ,, E:\SEQUENCE\export\EST_db\991 1 15a2\991 1 15a2- 

CCGCTGGGAGCGCAGAGCGGCTGTGGGACGCGGAACTGCAAGAGTGCCGCCTGGCCTCGCTCCTTCCG 

TGTTTGCTTCTCTGCGGAGATGCCCAGCCGGGTGAGCGACCCGAGGACGGCGCTGGGCCCGTCCCTGC 

TGAGAGCTCGACCCTGCACAAGGAAGAGCTCAGCAGCAAGATTAAAGAACAAAAAGTTGTTGTGGAT 

GAACTTTCTAACCTGAAGAATACAGGAAAGTGTATAGGCAGCAACAGAACAGCAACATATTCTTTCTT 

GCAGACCGACAGAAAGCTTTCTGAAAGCAAAAACATTGATGAGCTGAGGAAGAATATAAGAATATAA 

ACTCANAGAGAACAAATCAATAAAAGCCAACTGATTTACATACATGTGTGCATTGTGGCAGTAGCTTT 

CTGTGAGATTTACAGAATTGAAGAGATTACTGGTATCTTAACGAGGGCCGATGTAGAAAAGTGTAGTT 

ATGTACTACAGTTATTTTGCCTGCCTACTATAGTGTGCT 

>'991 1 1 5a2-044.scf came from CONTIG 33 at offset 0;"E:\SEQUENCE\export\EST_db\991 1 15a2\991 1 15a2- 
044.scf'(82>635) 

GCACGAGGCAGAAGCTTCCCGCAGAGCGGGGCTTGCAGCTTCTTCACAAAATAATTGATGGCATTTGT 
GGCCGAACTTATCCTCTCTACCAAGATTATCACAGTGTTTGGGATTCAACAGAATGGATGCATGTTTTA 
GAAGACATTACCACCTTTTTCAAAGCTGTAGTTGGTAAAAATTTATCTGATGAAGAGATATCTCAACA 
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GTTGAATCAGGTGAATTCATCTCATCAAGAAGCTATCATGAAATGCTTAAAAAGTAGGAAAGATGAAA 
TCAAGAAGACTCTGTTGGGAGAAAATAGTGATATTTCCTCTGC^ 
ATAAAGCTTGCCTTTCTATGACAGATTGCTTCATTACAATGCACTTTTAACCT^ 
AATGGGAAGGAAGCCTATCTGTTGAAGAGAAAGAGAACGCACAGCTATTAATCCTGGAGCGCTATAG 
5 GGGGCTGCGCTAAAAACGAAAGAGATACACATTCAATTCACGGCACGAGCCAGAAGAACAGGTCCGA 
AACGATGCCA 

>'991 1 15a2-046.scf came from CONTIG 34 at offset 0;"E:\SEQUENCE\export\EST_db\991 1 15a2\991 1 15a2- 
046.scf'(83>697) 

10 GCACGAGGCTTTTGAAGATTCTTCGTTGTCAAGCCGCCAAATGGAGAGTGCGATCGCAGAAGGGGTGC 
TTCTCGTTTCAGTGCTTCTTCGGGCGGAGGAGGAAGTAGGGGTGCACCTCAGCACTATCCCAAGACTG 
CTGGCAACAGCGAGGTCCTGGGGAAAACCCCAGGGCAAAACGCTCAGAAATGGATTCCTGCACGAAG 
CACTAGACGAGATGACAACTCCGCAGCAAACAACTCCGCAAGTGAAAAAGAACGACATGATGCAATC 
TTCAGGAAAGTAAGAGCATATTAAACAAGCTTACTCCTGAGAAGTTTGACAAGCTATGCCTGAGCTCC 

15 TCATGTGGGTGTAGAGTCTAAACTCATCTTAAGGGGGCATACTGCTGATTGGGGACAAGCCCTAAAGA 
GCAAAGATAGCTACTTATGCTAACTATGCTGGATGGCAGAGAGCACAAACTTTGAGGCCAAAACAAA 
GGCAACAGAAAAAACAAACCACATCAACCCCCTAATCCAATACAAAAATTAAAACCAACAAAGTGAG 
CTATAAAAGGAAAACCCCCCCTGAGAGAGAAGAACATGCAAAAAAAGGGGAAAAAACTGGAATGAA 
GTGGCTTTC 

20 

>'991 1 15a2-048.scf came from CONTIG 35 at offset 0; n E:\SEQUENCE\export\EST_db\991 115a2\9911 15a2- 

048. scf'(77>568) 

TGTGTCGTCTTGGAGGTGACTCGGCGTGATTGAATTTGCGGCATCTTCGCATTCACTCACAGGTCAAAA 
TGCAGATCTTCGTGAAAACCCTGACCGGCAAGACCATCACCCTGGAGGTGGAGCCCAGTGACACCATC 

25 GAGAACGTGAAGGCCAAGATCCAGGATAAGGAAGGCATTCCCCCTGACCAGCAGAGGCTCATCTTTG 
CCGGCAAGCAGCTGGAAGATGCCGCACTCTTTCTGATTACAACATCCAAAAAGAGTCGACCCTGCACC 
TGGTCCTCCGTCTGAGGGTGGGATGCAGATTTTTNGTGAGACCCTGACCGGCAAGACCATCACCCTGG 
AGTGAGCCCAGNGACACCATCGAAACGAGAAAGCCAAGATCCANGATAAGAAGCATTCCCCCCGACC 
ACAGAGCTCATCTTGCCGGCAGCAGCTGGAGATGACGCCTCTTTCTGATACACATACAAAAGATCGAC 

30 CTGCCCTGCTCTCCGCT 

>'99 1 1 15a2-049.scf came from CONTIG 36 at offset 0; n E:\SEQUENCE\export\EST_db\991 1 15a2\991 1 15a2- 

049. scf'(77>656) 

CAGCTGTGCATCGACATGTTCTCAGTGTCCTGGGTAAGACCAAAGAAGCTGCCAAGATCCTCTCCAAT 
35 AATCCCAGCAAGGGACTGGCCATGGGGATTGCCAAAGCCTGGGAGCTCTACGGCTCAGCCAATGCTCA 
GGTGCTACTGATTGCTCAAGAGAAGGAAAGGAACATATTTGACCAGCGTGCCATAGAGAATGAGCTA 
CTGGCCAGGAATATCCATGTAATCCGACGAAGGTTCGAAGATGTCTCTGAAAAGGGGTCTCTAGACCA 
AGACCGAAGACTATTTATGGACGGCCAAGAGATTGCTGTGGTTTACTTCCGGGATGGCTACATNGCCA 
GCCATTACAGCCTACAGAACTGGGAAGCACGCCTGCTCCGGGAGAGTCATGTGCTGTCAAGGCCCCGA 
40 TTTGCCCCCAACTGGCCGGGACAAAAAGNGCAAGCAGACTGACAGATGGGCGGCTGGAACCTTCTCC 
CAGCACCTGAGCTGGGCCCCTCCCGCCACCTTGTGCCTTATACTAACTGGTGAGAAGGACAGCTTCAC 
C AGCCTGTGTCC ATGTTGGTT AAGCTAAAAGGGGAGGA> 1 99 1 1 1 5a2-05 1 . scf came from CONTIG 37 at 
offset 0;"E:\SEQUENCE\export\EST_db\991 1 15a2\991 1 15a2-05 1 .scf '(83>429) 

GCACGGGGTCGCCTCTCTGAGTTATCCAGTTCCATCCTTGTCGCTGCGGCGACACCCGCATTCTCCGTC 
45 GCCATGACTGAACAGATGACCCTTCGTGGCACCCTCAAGGGCCACAACGGCTGGGTGACCCAGATCGC 
TACCACTCCCCAGTTCCCGGACATGATATTGTCCGCCTCTCGAGATAAGACCATCATTATGTGGAAGCT 
GACCAGAGATGAGACCAACTATGGTATCCCACAGCGTGCTCTTCGGNGTCACTCCCACTTTGTTAGTG 
ATGTGGTCATTTCCTCAGATGGCCAATTTGCCCTCTCAAGCTCCTGGGATGGAACCCTTCGCCTTTGGG 
ATCT 

50 

> , 991115a2-052.scf came from CONTIG 38 at offset 0; ,? E:\SEQUENCE\export\EST_db\991115a2\991 11 5a2- 
052.scf'(77>560) 

TGGTGCTGCTGGACGGACTGGGTCCCCCTGGACCCTCTGGTATCTCTGGCCCCCCTGGCCCCCCTGGTC 
CTGCTGGTAAAGAAGGGCTTCGTGGGCCTCGTGGTGACCAAGGTCCAGTTGGTCGAAGTGGAGAGAC 
55 AGGTGCCTCTGGCCCTCCTGGCTTTGTTGGTGAGAAGGGTCCCTCTGGAGAGCCTGGTACTGCTGGGCC 
TCCTGGAACCCCAGGTCCACAAGGCCTTCTTGGTGCTCCTGGTTTTCTGGGTCTCCCNAGCTCTATAGG 
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TGAGCGTGGTCTACCAAGTGTCGCTGGATCTGTGGGTGAACCTGGCCCCCTCGGCATCCGCAGCCCAC 
CTGGGGCCCGCGGTCCCCCTGGTAAGTTCGGTAATCTGGCGTCATGGTGCTCCTGGTGAAGCGGNCGT 
GACGCAACCTGGGATGACGGCCCCCAGCCGCGATGGCAACCCGACACAAGGGAGCGGGNTACCCGCA 
CGCAGTC 

5 

>'991115a2-058.scf came from CONTIG 40 at offset 0; n E:\SEQUENCE\export\EST__db\991115a2\991115a2- 

058. scf f (68>547) 

CGGTGCTGCCTTGAATATTCTGGCACGATGGAGCAAGTTCGGTGAGCGCCGGCGGCGCCCAAATTTTA 
AGAAACATATCTAGGTCCGCGGTGGCTTGCATGTCTTCTGGTGGGTGCTTAGCCCGGAGGGCCGGGAA 
10 TCCAGATATGGGGCCGCCGGGTCTTCAGATACTGAATGAAGAATGCTGAAACTATGTGAAACATGAAA 
CACCGTATCACGATCTTTTTTCATCTTGCTTTTTAT^ 
TGGATATCAGGGTCATAGTCAATATCCTTGTTCCACACACCTTTTA 

AATATCCCACCTCGATCAACCACTAACTCTTCTTAGGTTTCTTCAAAAAATCTATTCCATATC 
GGGGTCCGTGTACTACTTTCAGTATTTCAATTTTAGGTCCAAACTCCTACACAA 

15 

>'991 1 15a2-059.scf came from CONTIG 41 at offset 0; "E:\SEQUENCE\export\EST_db\991 1 15a2\991 1 15a2- 

059. scf'(83>633) 

GCACGAGGATTATAACTAGGCTCAAACATATCTTTATTAATCAAAGGAGGAATCATTATAATCA^ 
ATTTTTCCCAACAAGAAATAAGTTTATTTATTCCTATAGCA 
20 ACTCTTANAAAGCATTrrCTGCCTC^ 

GCTTGAAGAAGGGGGAGNTGGTNTGGGCAGAGGNCAGGGGAATATGGNGGATGAGGGCAAACTTTGT 

AGCCCTATTCATTCAACTTITGAAGTATTAATTGTGCA 

ATGGCCCCTTCGTTGACCAATTCAGCTGTAGGC^ 

ACTCTCCATGTAAGGTTTATCAGATTAAAAAACATAAGAATAGACAGACACAAACACCAAAAGACGN 
25 GAGTTTTTTGTCAGNTGGTTTGGAGGGTTG 
TTGC 

>'991 1 15a2-060.scf came from CONTIG 42 at offset 0;"E:\SEQUENCE\export\EST__db\991 1 15a2\991 1 15a2- 

060. scf'(82>480) 

30 GCACGAGGTGATGGTGCAATACTCTTAGCTGCCATAGAACTGAATTGTGGTGCAGCTTGGGAGTGGGC 
AGTCTATGCATACGACCCAAGGCCTGCAAGCAGTTGGTTTGGGAGCTGACTTGATTCAAGTCGGTGAG 
AAAGAACACAGGCTTCATCTCTGCCCTCACCTTCTGCTCGCCAAGAGCAGCCCTCAGCGTTAGAACCG 
TTACAGAGGTATTAAAACATGCAGATGGCTACCTACGCCCTGTAGTCCTATAAACTGGGTTCTGTTGA 
GGTCACTCTGTGCCTTAAAGTTAGTCAGTTGGGACCTAATCTAAAA 

35 ANAGAAAGATTTTGGTGCTITTGTT^ 

>'991 1 15a2-062.scf came from CONTIG 43 at offset 0; ,f E:\SEQUENCE\export\EST_db\991 1 15a2\991 1 15a2- 
062.scf'(83>591) 

GCACGAGGCTGGACAGCTGCATCCCCACGCTGGGCCTTCCCCCCTGGGAATCCAGGTGCTGGGAGCCT 
40 TCCCTGGGGTTCCTTGCTCCCCTGGGCAACTTGTAGAATGATGATGGGCCTGTGACACAACCACACATT 
GCAGGTGCTGTCACCTTTAAATAGTGAGTTCTm 

TCAGATATCATTTGATTAATTACATAAGAATGACATCTTTTTGACCTGAATG 
TGGGCTACAGGGGGTTAAAAATGGTTTTACAGATATC^ 

TGGATAGAAAAATGAAAGATAGAGCTCTTGTCCTGGACCACTGCCAGGATTGGTGATITTGAAGCACC 
45 TCCTGCCCCAACCCCTTGCGCTGGGGAAGAGAAATTAACACAAAGAAGATTTAAATCAGAACCCA 
GGAGAAAGCCGATGGGAAAGAAAAGCGGC 

>'991 1 15a2-066.scf came from CONTIG 44 at offset 0; "E:\SEQUENCE\export\EST_db\991 1 15a2\991 1 15a2- 
066.scf'(76>490) 

50 CATGGGAGTTGACATCCGCCACAACAAGGACCGAAAGGTTCGACGCAAGGAGCCCAAGAGCCAGGAC 
ATTTACCTGAGGCTGTTGGTCAAGCTGTATAGGTTCCTGGCCAGACGAACCAACTCCACCTTCAATCAG 
GTTGTCCTCAAGAGATTGTTCATGAGCCGCACCAACAGGCCACCGCTCTCTTTTCCCGGATGATCCGGA 
AGATGAAGCTTCCTGGCCGGGAGGGCAAAACAGCTGTGGTCGTGGGGACTATAACCGATGATGTTCGT 
GTCCAGGGAGTGCCCCAACTGAAGTGTGTGCTTTGCGAGTGAGCAGCCGCGCCCGGAGTCGCATCCTC 

55 AGGCCGGGGCCAGATCCTCACCTTCGACCAGCTGGCCCTGACTCCCCCAGGCTGGGCACTGTCTCTCTC 
TGTCC 
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>'991 1 15a2-068.scf came from CONTIG 45 at offset 0; n E:\SEQUENCE\export\EST_db\991 1 15a2\991 1 15a2- 
068.scf'(83>551) 
GCACGAGGGTTTTTTTTTT^ 
5 CTGTAGTTATTAAAAAGGACTCAAATTTTACAAGGAATTAATTTTTATAAACAA 

GGGAAACAGCATCTTGATACATAAAAGTGTTGTTAAACAAGATTTAAAAATTTTTAAATC^ 

TTTTAGACTAAATTCTTTCAAACAAAAACAAAAAGCAACCTGTACAATC^ 

CTGTACACTTGGCCTGGATACAATGTTAAAATTTTCAAAGTTTGAGTCAGAGAGGCA 

1 0 ATTATATTAACACTGTTTTTTACTGTA AAAAAAACTTTAGGAAATTTACTTCCCGAG 

>'991 1 15a2-095.scf came from CONTIG 45 at offset 0;"E:\SEQUENCE\export\EST_db\991 1 15a2\991 1 15a2- 
095.scf , (83>123) 

GCACGAGGGTTTTTTTTTTTTT^^ 

15 

>'991 1 15a2-070.scf came from CONTIG 46 at offset 0; "E:\SEQUENCE\export\EST_db\991 1 15a2\991 1 15a2- 
070,scf'(84>573) 

GCACGAGGGGAGGCCCAGGCCTGCTGGACTTGGGAGTTTCCAGTGTTTCCCCTAGCGCCTGCGTTGGG 
GGCGGGCTTAAAGACATTGTAATTAGTTGTCGACATGTTGCGCTTGGTGAGCTGGAACATCAATGGGA 

20 TACGGAGCCCCTTGCAAGGGGTGAGATGCGAGGAGCCCAGCAGCTGCAGCGCCATGGCTATGGGGCG 
CATTITGGACAAGCTGGATGCAGACATCGTCTGTCTTCAGGAGACCAAAGTGACCAGGGATGTGCTGA 
CAGAGCCCCTGGCTATCATTGAGGGCTACAACTCCTATTTCAGCTTCAGCCGTAACCGCAGTGGCTATT 
CTGGTGTAGCCACTTTTTGTAAGGACAGTGCTACCCCAGTGGCTGCTGAAGAAGCCTGAGTGGCCTGC 
TTTCCATCATATGGGGAGGGGGTGTTATGGAAAATGAAGACTTACCAAGAGAACTTGAGCTTGATAGG 

25 AGGGCGGCCCTCTA 

>'991 1 15a2-071.scf came from CONTIG 47 at offset 0; ,, E:\SEQUENCE\export\EST_db\991 1 15a2\991 1 15a2- 
07Lscf'(77>427) 

CGGGCTACAGGCTCGAGGATGGCGAGTGTACAGATGTGGACGAGTGTGAGCTGGGCACGCACAACTG 
30 CCAGCGGGCGCCGTGTGCCACAACACCAAGGGCTCCTTTTACTGCCAGGCTCGGCAGCGCTGCCTGGA 
AGGCTTCCTGCAGGACCCCGAGGGCAACTGCGTGGACATCAATGAGTGCACATCTCTCTCCGAGCCGT 
GTCGGCCCGGCTTCAGCTGCATCAACACGGTGGGCTCCTACACGTGCCAGCGGAATCCGGGGATCTGT 
GGGCGCGGCTACCACGCCAGCCAGGACGGGACCAAGTGTGTGGACGTGAACGAGTGGAGACGGGTGT 
GCACCGCTGNCGC 

35 

>'991 1 15a2-072.scf came from CONTIG 48 at offset 0;"E:\SEQUENCE\export\EST_db\991 1 15a2\991 1 15a2- 
072.scf'(84>559) 

GCACGAGGGAGTGTCTTTATCGCTGTGGAATCTCCATGCAGGTTCTCGGGGTGCCGGGCGAGTCTATTT 
CCGGGCCCGCGCTCGGCCCCGGCCCGGCGACCTGTTCCAGCCTCTGCCCGGGGTCTGCGGGGCGGGAA 

40 CGCCATGCCGTGGGCTCTATTCCGAGGCCGAATCTGGTAGCCCAAAGATCAAGAAACCTACTTTTATG 
GATGAGGAAGTCCCAAGCATACTCATCAAGATGACAGGCTTGGATTTACTGAAGATTTTTTAGC 
AGTACAAGAAACGAAACCACCAACTACAAGCTATGACCCAGCACAGTGGAAAGAAGCTACAGACAGC 
GATTGAGCAGCTAAGTNAGATTAAAAATGCACCAAGTTGGAAGACGACACCATAATGATGTGTAGTG 
AGATAGATTTGGAGGACCGAACAGCAAATGTGTTATGATATATGACGATACAATGGAGGTTTATGTGG 

45 A 

>'991 1 15a2-074.scf came from CONTIG 49 at offset 0; "E:\SEQUENCE\export\EST_db\9 91 1 15a2\991 1 15a2- 
074.scf(83>452) 

GCACGAGGGCCATCTTTGCATTGTTCCCGTCTCCGGCTTCCCTGATCGCCGCAGCCACCTCCGCCGCGC 
50 GCCATCTCCGCCGCCGCGGGCTCCGGCAGCTTTACCGCCAGAGTCCTCGAACTCCCGCTTTTCTTCTCA 
GTCCTTTGCATCGGATCACCGGAGTGCCCCATCATGTCAGACGCGGCCGTGGACACCAGCTCCGAGAT 
CACCACCAAGGACTTAAAGGAGAAGAAGGAAAGTGTGGAGGAGGCGGAGAATGGGAGAGAGGCACC 
TGCAAATGGGAATGCTAATGAGGAAAATGGGGAGCAGGAGGCAGACAATGAGGTAGACGAAGAAAA 
AGAGAAGTGGTGAGTAGAGAGAGAGGATAAAG 

55 
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>'991 1 15a2-075.scf came from CONTIG 50 at offset 0;"E:\SEQUENCE\export\EST_db\991 1 15a2\991 1 15a2- 
GGACGTCCGGCTC^ 

ATGTTGAGAAGGGCAAGAAGATTTTTGTTCAGAAGTGTGCCCAGTGCCATACTGTGGAAAAGGGAGG 
CAAGCACAAGACTGGGCCAAACCTCCATGGTCTGTTTGGACGAAAGACAGGTCAGGCTCCTGGATTCT 
CTTACACAGATGCCAATAAGAACAAAGGTATCACCTGGGGAGAGGAGACGCTGATGGAGTACTTGGA 
GAATCCCAAGAAGTACATCCCTGGGACAAAGATGATCTTTGCTGGCTTTAGAGAAAGGAGAGAGGAA 
GACTGATAGCTTTCTCAAAAAATACCAAGAGTATAGGTGGCCCTGCCTATTTTTTATGATANAANGTCT 



CCTGTTTAATAAATGTTG 

>'991115a2-076.scf came from CONTIG 51 at offset 0;"E:\SEQUENCE\export\EST_db\991115a2\991 11 5a2- 
GCACGAGGAAGAATCTCTCTTTAGTT^ 

GGCAATGGTATCTGTATTCCTCAAGCAGGCCTGGTTTATTGAAAATGAAGAGCAGGAATTCATTAAAA 

GGGGTAAGGATCCAAAGGGGGTCCCTGGGTCAGCAGTGAGCCCCTATCCACGTTCAATCCATCCTCGG 

GTGTTGAGGCCTTGCACAAAGCAATCACCGTTAAGGGGGGGGGAGAAGCAACCATCTTTGAAATTCTG 

ACTTAAAAAAACAATGCCCAACGTCAGCAGAACAAAGCGGCCTATCTGCAGAAGAAAGAAAGCCCCC 

GGAGGAATTTTGAAAAAGACCCCCTCGGCACCTTGGGGAGTTGTTGGGGTTTTTGAAAACCCGCCCAG 

TTGTTGCCAAAACCCCGGCCGCCTGAGGGCCTGGGACGAGAAAACCTCTGATGAAATTGGGCTCCA 

>'991 1 15a2-077.scf came from CONTIG 52 at offset 0; "E:\SEQUENCE\export\EST_db\991 1 15a2\991 1 15a2- 

G^CGAT^A^CTTTACAGTAACAGAATAGACAGCACAACACAGACTCTCTCAATACAGATAAACTCAC 

ACATACTGGAGATTATATATAATAGATATATATAAAAATTATTTTAATGCATTGTAGTGTAATATTTAT 

GCCTACTATACTGTATAACACGTTATTCAAAAGGGATATGCCATTTCTGAGACACGATAACAAAAAAA 

AAGTTTGAGGAAATTATTTTGCTTCTATTTATAGCTCTGTCAAAAGTCAGAAGACTCTAAATGCTTTGC 

AAAAAGGGGrrCACATTTGCTTAAATGCTTCATCACAGTCACATTTAATATAGTGACTCTAAACAAAG 

AAGAAGCAGCACTGTCATCAGAGGCATGATAAACCAAATATGANATGGGAATGTTTAATTACCTAGTA 

TTGGTGGGGTAGTACTGGTGGATTTATTGTGATTGTTTTNTTTGTTTT^ 

GCCTTTCAATTAAAAAAAAGAGTGCTTCGTTTTTAGATGAATCTCCAAGGATCCTTTTGTGTTGGTC 

>'991115a2-078.scf came from CONTIG 53 at offset 0;"E:\SEQUENCE\export\EST_db\991115a2\991115a2- 

078 scf '(78>494) 

CTGGTGTTGGAGCCGAAAAAGCTGGTGGTTTTGCCCCATATTATGGAGATGAACCGATAGATTTCAAA 

ATCAACACCGATGAGATTATGACCTCACTCAAATCAGTCAATGGACAAATAGAAAGCCTCATTAGTCC 

TGATGGTTCCCGTAAAAACCCTGCACGGAACTGCAGGGACCTGAAATTCTGCCATCCTGAACTCCAGA 

GTGGAGATTATTGGGTTGATCCTAACCAAGGTTGCAAATTGGATGCTATTAAAGTCTACTGTAACATG 

GAAACTGGGGAAACGTGCCTAAGTGCCAGTCCTTTGACTATCCCACAAAAAACTGNGGGACAGATTTT 

GGTGCTGAGAAGAAAAGTTTGGTTTGGAGAATCCTGGGGGGTGGGTTTAGTTTAGTTTGGCATCCTGA 

ACTTCCGAA 

> , 991115a2-079.scf came from CONTIG 54 at offset 0;"E:\SEQUENCE\export\EST_db\991115a2\991115a2- 

079 scf (84>272) 

GCACGAGGCGAGTTTTTTTTTITTm 

TAGGAGTAGTAGGGGTAGGATGTGTAATGATATGAGTGCCTTTTCCCGTGTAAAGGATGGCGAGATAC 
TATTAATGTGGTAGGGATATTTTTCTTGTTGGGTTTTAATTACCATGCCTA 

>'991 1 15a2-080.scf came from CONTIG 55 at offset 0;"E:\SEQUENCE\export\EST_db\991 115a2\991 1 15a2- 
CTCACCATCAACCCCCAAA^ 

AAATACAAAGAGCCTTATCAGTATTAAATTTATCAAAAATCCCAATAACTCAACACAGAATTTGCACC 

CTAACCAAATATTACAAACACCACTAGCTAACATAACACGCCCATACACAGACCACAGAATGAATTAC 

CTACGCAAGGGGTAATGTACATAACATTAATGTAATAAAGACATAATATGTATATAGTACATTAAATT 

ATATGCCCCATGCATATAAGCAAGTACATGACCTCTATAGCAGTACATAATACATATAATTATTGACT 

GTACATAGTACATTATGTCAAATTCATTCTTGATAGTATATCTATTATATATTCCTTACATTAGATCACG 
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AGCTTATTACATGCCGCGNGAAACCCAGCACCGCTAGCAGGGATCCCTCTCTCGCTCGGGCCCATAAC 

GGGGGGGCGCTTCTATGATTTACAGCATTGGTCTTCTTAGCCCTCTCTCTAAAGGCCTTTTTCTCT 

GAAATTGAGACTAGGTAATAGCTT 

>'991 1 1 5a2-082.scf came from CONTIG 56 at offset 0;"E:\SEQUENCE\export\EST_db\991 1 15a2\991 1 1 5a2- 
G^ACGAGG^ATGAGTC 

CCCCTTGGCGCTTCATAGGAATGTCGCTGGTGATTACGAGGTGCAGCGTGTGTCTTCCAGGACCCTAA 

AGGGTGACAGAGGGGGATGCCTGGTCCCCAAAGGGTGCTGGATGGGTGGCTCNNCTGGCAAAGATTG 

GCGTCCGTGGTTCTGGACTGGGTCCCCATTCGGTCCCTCCTGGCGCCCCCGCTGGTGCCCCCTGGTGGA 

CAAGGGTGGAAGACTGGTTCCTTAACGGGCCCCAACCGGTCCCCACTGGTAGGCTCGTGGTGGCCCCC 

GGTTGACCCGTGGTTGAGCCCTGGTCCCCCCCGGCCCCTGGTGGCTTTCGCTTGGCCCCCCCTGGTGCT 

TGATGGCCAACCCTGGTGCTTAAAGGCGAACCTGGTGATGCTGGTGCTAAAAGAGACGCTTGTCCCCC 

CCGGCCCTGCTGGGCCCGCTTGACCCCCCGCCCCCATTGTTAAGTTGGTGCTTCCGGACCAAAGGGCTT 

GTGGCAGCGCTGTCCCCCTGTGCTTATGTTTTCCAGGGCTGTTGA 

>'991 1 15a2-086.scf came from CONTIG 57 at offset 0;"E:\SEQUENCE\export\EST_db\991 1 15a2\991 1 15a2- 
TATCGTACGGACAGAGGGTTTATATCACC^ 

TCATGGATGGGGGATGGACGCCCCCAAGGTTCATTTGCCCGGTGCATCTTACCTTGGGACAGACTCCG 
GAACCAGTTGGGGAGGAAGTGTCGGTCTTTGGAGAAAGCGGAGAGGATGTTGACGTGGTTGCCTCTAT 
ATAAAAATGGGGTTATCAACCCAGGTGGGTGGGCCCTTTCAATAATATAAAAAGCTCAATGTGCTACG 
GCCGGCATTTTTCCATTACTCCTGTCCCCCCCCAGTCACTCTTGGGCTTGTCTTAGACCTTATGATGTTG 



CTCTTGTGGAGGTACGGCTCAAATTGGGTTGGTTGCTCGTGTATAAGCAACAAAGGGCTGAAGGGCCA 
ATTTTTCTTTGGAGGGTTGGGGGCTGGTGTTTAACACCAAAGAAATTGATTGGGGGGCTTTCTGGTAAC 
CCCAACGAGAATAAAAATGGGGTCCCCTTTCGCACCTTTGTTTTCTTTGGCCCGGCCCAAGACTAAAA 
ACAATTTGGCGAGCCACAGGTCACCACCCGGGCCCGCACCTTCGTTTAGGGGGGGAACACTCCTCCTA 
TACTCCCTCATATATTGGTAACACATTTTCTGGGCTCTTGTTGTCTTCGTCTTGCTTTGTGGGTTTGCGG 

GGGGGGCCCCCCTCCACTTTCTTGTCTCA 

>'991 1 15a2-087.scf came from CONTIG 58 at offset 0; "E:\SEQUENCE\export\EST_db\991 1 15a2\991 1 15a2- 

087 scf Y83>749) 

GCACGAGGCTACANTCGGGCCTTGCAAATACCATCCCCCCCTNGCCTGGACTCCGCAGCTGACTGTAT 

ATTCCCCTTGCNGCCATGCGGGGACTGGGCTTATAGATACGTCCTGGGTCAACGCTGTTACGAGGAGG 

GGACGGAGGGACAAACAACCTCCCTGGACCGAAGAAAGCAGAAAGCCTGCGAAGTGAAAAAAGATC 

CCACGAGAATGAAGAAGACGCGCTGGAGGCTGGCGGACCATTCCTGTGGAAACTGCCTGGCCCCGGG 

ACTTCGAGAAGAAACTACAACATGTTACATCTTCCCTGTGCACTGGCAGGTCGGGGCAGCTGGATCAG 

CACCCCATTGACGGGTACCTGTCTCACACCGAGCTGGCCCCACTGCGCGCCCCCCTTATCCCCATGAAA 

CACTGCACCCACCCGTTTTTGAGAATGTGACCGGACACGACAGACATCGCCTGGACGAGGGGCCGGCT 



ACTCCCTCTGTrCCCAAGTTAAAGTGGAGGTTGTGGTTGCTGGGAAGGGTAAATAAAAAAAAAATTAA 
GGGTAAAAAAAATTAACAAACAAATTAATAATTAATTAGGTTTTGTCCATAAGGCCG 

>'991 1 15a2-091.scf came from CONTIG 59 at offset 0;"E:\SEQUENCE\export\EST_db\991 1 15a2\991 1 15a2- 
CGCCGGCGTGCCCACGTCCAAAGGAAAGTCCAGGAGGAAAAAGGATT^ 

AAGCCGCCGGCGCCCAGCCCCACGCTCCCCCGGAACCTGGACTCCCGGGCATTCATCACCATTGGAGA 

CAGGAACTTTGAGGTGGAGGCGGATGACCTGGTGACCATTTCAGAGCTGGGCCGAGGTGCCTATGGG 

GTGGTGGAGAAGGTGCGGCATGCCCAGAGTGGCACCATCATGGCCGTGAAGCGCATCCGGGCCACCG 

TGAACTCTCAGAGCAGAAGCGCCTGCTCATGGACCTAGATGTCAACATGCGCACGGTGGACTGTTTCT 

ACACCGTCACCTTCTATGGGGCCCTCTTTAAAGGGAGACGGGGGGATTTGGATGGAGCTTATGAACCG 

TCCTGGACAGTTCTATGGAGGTGCTT 

>'991 1 15a2-092.scf came from CONTIG 60 at offset 0; "E:\SEQUENCE\export\EST_db\991 1 15a2\991 1 15a2- 
092.scf'(84>529) 
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GAACGGCTCTAAGGGTTATGCCTTTGTCCACTTCGAGACCCAGGAGGCTGCCGACAAGGCCATCGAGA 
AGATGAACGGCATGCTCCTCAATGACCGCAAAGTGTTTGTGGGCAGATTCAAGTCTCGAAAAGAGCGG 
GAAGCCGAACTTGGAGCCAAAGCCAAGGAATTCACCCATGTTTACATCAAAAACTTTGGGG^ 
5 TTGATGATGAGAATCTGAAAGAGCTATTTAGCCCAGTTGGTAAGACCCTAGTGTTAAGGTGAAGAGAG 
ATCCCATGGGGAAACCAAGGCTTTGGTTTGTGA 
AGAATAAAGGAAAAAAATACTGGAAGGCATTTCGTGCCG 

>'991 115a2-094.scf came from CONTIG 61 at offset 0; n E:\SEQUENCE\export\EST_db\991115a2\991115a2- 
10 094.scf*(72>264) 

CTGCAGGCCTGTATGCTTGGGAGGGCATTGGGGGGGCCAGGAGNNGAGGAAGGGGGACGCACAGAA 

GGGATGGAGGATGGGTTGGGATGGGCATCCACCTGCACCTTCGCATGGNAACGTGGAGTTCCTGGAGT 

TGCAACCTCCTGGGGGAGTTTGGGTGGATAAGCACAAGGGGAAGGCCCTGGGCGGTGCC 

1 5 >'99 1 1 1 5a2-096.scf came from CONTIG 62 at offset 0; "E:\SEQUENCE\export\EST_db\99 1115 a2\99 1 1 1 5a2- 
096.scf'(78>582) 

CGGCAGTAGCAGCCATGAAGGTCGAGCTGTGCAGTTTCAGCGGGTACAAGATCTACCCAGGACATGG 
GAGGCGCTACGCCCGGACCGACGGGAAGGTTTTCCAGTTTCTTAACGCAAAATGTGAGTCGG 
TTTCCAAGAGGAATCCTCGTCAGATCAACTGGACTGTCCTCTACAGAAGAAAACACAAAAAGGGACA 
20 GTCGGAAGAAAATCAAAAAGAAAGAACTCGCCGGGCAGTCAAATTCCAAAAGGGCATAACTGGTGCT 
TCTTTGCTGATATATGGCCAGAAGAATCAAAACCTGAAGTAGGAAGCTCAACGAGACCAGCTTTAGGG 
CTGCCAAGGAGCAAAAAGGTTAGCAGCATTAAAAGACGCATGCTGTGGAAGCTCCACAAAGCAGCAC 
TAACAAAAATGGAACCGGGAGGTTTTGTCTGGGTGTC^ 
TTTAATAAAAAAAAAAAACGAGGGGGCCGGCCC 
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Table 3 



GNCCCTTATAAAGTGNNNNTCC^^ 
5 GAAGNCGCNATCNCAANCNGGCCCTTNANCNAATANCTNNTCTTCCNTANCANNCT^ 
CCTTAATNCCGTACAANNACTNAATAC 

ACCTCATNTTNCTCTAANNNGGTTNTTTGAAATCTAGCTAATTC 
NNTNANANNTTAGACATCCGNTNTAT^ 
GTTT^GTNNATTTAACGNTNNTN^ 
10 CCNGNAATTNANNCCGGNNGCNNGTNGAANACNCNGCNAGANATAAGGGGGACANNT^ 
NTCAATNACANGATNCGATANAACTTACTNCTNATAGTNGNNAGTTANNNGCAGTO 
ANNAANNNNGGNNTNNNGIWTNNCTTATT^ 
CNNNTNACNTTNTNATATNAN^ 

CANAGGTGNNNNNNTAAANGNNTATNATGNGGATNNGNCGAGNNATO 
1 5 ATNNGGGGNAAGGATNGNNNANTTGA 

CTTCTNNCNNNNGANGNGGACAGAATNNNGNNGT^ 

ANCNNGNGNGGNNANNANAGTANNTN^ 

ANNNANN1NTNCTNTNNTNNG 

GNNTGAGANGNANATANANGTTNACNAGNTNNNACNCACCNGAGNNTTTNGT^ 
20 ANNTANNTNATNNAOT^ 

NAGNCNNGAGAGTGNANAGAGAGATATNNNATGNACNNGTAGAAATNTNTNNTCNCG 
ACGANCTGCGCGAGACG 



25 TTCANCGGCNTTNNNNN^ 

NGAGTCTNTANTGCANANGTGTTNTNGGANNGAGTTNTNNATTNCTO 

TGNNAGNGTCNNTTCNNNATAACTNTTCNTNACCTGACGGGCTANTNANAGA^ 

NGTGNTNNTATNAGNGCACANANAGGNNNTGNGANACGGTNCNNGGCCNACNGGAAGACTGNTCCA 

TTGTNNGTNCTAGCGGGANGNNNTNNTAGTNTTTT^ 
30 GNGGNTCAGCTGGCTGATACTCGCGNANTCNTGCN^ 

TAANGTCGANNTNTCNATAANGAGCGNCGNN^ 

GTANGTNNTATNTCTANNNN^ 

GGGANCNCGTTTNANGAACTANAAAGNGAC 

NNCNNANNCNNANGANNNGAG^ 
3 5 TNNTNNNNTCNGNN^ 

GATGGTNNCNTGGGTGNANTCCGAGNAN^ 

ACNNGACNAGANCCNGNNCNTANNCCTCNCNNAACANNTGAANNNN^ 
TNNCAANTACNANNAGCTACGANN^^ 

GNNNGNGNTCGTGACNNNTGANCTNNNCNNNAGCNTANCGANTGCNTGTATAATO 
40 TNTTATNCNATGNCGNGTGCATCATGNANGAGN^ 

NANCCNANNTCAGNNCANTN^ 

CGNAA CTNNATGTNCCNNATTN^ 

TGACGNNCTTCTNTGNANTNCCGTGCNN^ 

TNGCATCAGGAGNACANGTTNOSrN^T^ 
45 CN 



GCCCTATANGGAGNNGTATNNCAGGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCN 

GAGGTCTCCGGCCCTGTNTGCGCANNANGAGGCTGGGANATGGGCCCCAGGTCCCCCTGAGCCAACCT 
50 NCCGAGGANGANCTTANANAGGTN^ACCAAGANGCTGGNGCACNANATGAACCATCNNNCCANTNT 

ANNANTOCTTCANCCGCTGCGATNNNTANNNAAAACNNT^ 

CNTANAANNATNNNTATNTNTNANNNTNTAAAAC^TO 

TCTCCCCTNNAANNANNNNCGTTO^ 

NGNNTTTAANNTNTNNNNTNAACTTATT 
55 NACN]SnSIATTACNNNTATTTTATTO 

TTCAAATTAATTATIWTNNTNTN 



1 



NNNNANANCNCTGTGTACCCCT^ 

ACCGAATANNACTTCTNACNNNNCTNTTNACTNACCCNNNN 
NCCAANNANTCACNTNNGNTNANTTTNGCTTTAATAT^ 
NTCTNCTNTTNACCTAGNNTNTANNNAGAAANANANATNAT^ 
5 CTAATATANATNAANCTACCATNN^ 

NNATNNNATCTANCTTATGTNCNNTAAGAANNNNNGNTACNAT^ 

NAACCNTNTCNATCGCCATAANAANNCNNATANNTATACANTAATCTCANTNANTNCGTAN^ 
NNATATNNANNCNTNNGCNC 

10 

GNGCCTNGTGGGNNTTNTNNANNTATATTNANTTGN^ 
NGNNNCNTTCCCNTNTOTTCTTN^^ 

TATTACAGTGGCGGCCGCTCTANAACTAGTGGATCCCCCGGNCTGCAGGCCGCTTCGNGATCTGNGGN 
CCCCGGTGCAAACATGGCCAAGTCCAAGAACGNACNCCACGCACANNCAGTCCCGAAAATGGCNTAN 
15 AAACGGCATCAATANACCCCGATCACAATGATATGAATCTNTTAAGGGGGTANACTCCANGTTCCTGA 
GGAACATGCGCTTTGCCAAGAAGCACAACA 

NCAAGGCCATGAGTTGCACCGTGCTGANGCTGTCAANGCCCTCCTCAAACCCAAGGANATCANNCCCA 
AGATGCCAACAGGTGGNAANTCGTAAGCTCAACCNACTTGCCTACATTCCTTACCCCAAGCNGGNNAA 
NCGCGCTCGTTGCTTCGNATCTGCCAAAGGGGCCTTNATGGCTCNTGNCCGGGTCCAAAAAGATNCGT 
20 AGGGTCAANGGTCTTTNNAACCCAT^^ 

GGCCAAAGGGGTTGGTCNNNTGCGCCNCCAANCCAAAAAGGTTTNCCCGGNGANGNTAANAGN^ 
CTTITATTTNTGCCCAANGTTGTGNGATO 

TTGGNGCCCTNGCNTTGNNCNCTGGCGATNGGGNGNNCNTGANTGNTNACCNCNCTTGGTO 

TATTGNCGNCCAAAAATTNANATATCTC 
25 ANNTNCCCCTTTTGCGNNAGGTGGGGGGGGTGNCNCGCGTATANACCCTTNTO 

ATATTGTGANGNCTGGNTNATANTTCTCAATACNTGNACNTCTNCTNTCTTGGNCTTGCNTO 

NTNNNACANTAANTCTNCNNANNTAGTATTTTNCNAANAGA 

GNTmCNNGATTTANTGCNTTCT^ 

TGTCNCTCTCCCNTCNNCNGNNTTCTATGTANNNNNNNTO 
30 NTCTCTCNGNTATGCTNTNGCT^ 

NTCCGATATCCNTACNNTGGCTCGCC 



GNGCCTNGTGGGNNTTNTNNANNT^ 

3 5 NGNNNCNTTCCCNTNTNTTCTTNNNN^ 

TATTACAGTGGCGGCCGCTCTANAACTAGTGGATCCCCCGGNCTGCAGGCCGCTTCGNGATCTGNGGN 
CCCCGGTGCAAACATGGCCAAGTCCAAGAACGNACNCCACGCACANNCAGTCCCGAAAATGGCNTAN 
AAACGGCATCAATANACCCCGATCACAATGATATGAATCTNTTAAGGGGGTANACTCCANGTTCCTGA 
GGAACATGCGCTTTGCCAAGAAGCACAACATAGAAGGNGCCTNNAANANGATGCNCGCNN^ 

40 NCAAGGCCATGAGTTGCACCGTGCTGANGCTGTCAANGCCCTCCTCAAACCCAAGGANATCANNCCCA 
AGATGCCAACAGGTGGNAANTCGTAAGCTCAACCNACTTGCCTACATTCCTTACCCCAAGCNGGNNA^ 
NCGCGCTCGTTGCTTCGNATCTGCCAAAGGGGCCTTNATGGCTCNTGNCCGGGTCCAAAAAGATNCGT 
AGGGTCAANGGTCTTTIWAACCCATTGGNCC^ 

GGCCAAAGGGGTTGGTCNNNTGCGCCNCCAANCCAAAAAGGTTTNCCCGGNGANGNTAANAGNAACA 

45 CTTTTATTTOTGCCCAANGTC 

TTGGNGCCCTNGCNTTGNNCNCTGGCGATNGGGNGNNCNTGANTGNTNACCNCNCTTGGTGGCCTANT 
TATTGNCGNCCAAAAATTNANATATCTCGCGGCACCTGGGGTNCNTNNTN^ 
ANNTNCCCCTTTTGCGNNAGGTGGGGGGGGTGNCNCGCGTATANACCCTTNTNTTC 
ATATTGTGANGNCTGGNTNATANTTCTCAATACNTGNACNTCTNCTNTCTTGGNCTTGCNTN 

50 NTNNNACANTAANTCTNCNNANNTAGTAT^ 
GNTNNCNNGATTTANTGCNTTCTTl^ 

TGTCNCTCTCCCNTCNNCNGNNTTCTATGTANNNNNNNTNGTTO 

NTCTCTCNGNTATGCTNTNGCTNNATCTTATGNTCTCTTCTCTCNTCCTNTNN^ 

NTCCGATATCCNTACNNTGGCTCGCC 

55 
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TNNNNNAAAAGCTGGAGCTCCACCGCGGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGC 

AGGCAGGATCAAGCGATTCCTGGCCAAGAAACAAAAGCAGAATCGTCCCATTCCTCAATGGATTCGA 

ATGAAAACTGGCAATAAAATCAGGTACAACTCCAAGAGAAGACATTGGAGAAGAACCAAGCTGGGTC 

TATAAGAAGCAAGCTGGGTCTATGAGAAGTGGTCTTAACATGTANACCACTTTTTTAAGCAGCCAGAT 

CACAATGAAAACATCACTACTGTAANGCTNGGCCCATGATGTTATTTCCTCACTATCAGTCTGAGACCC 

AGCATTAAATATAAANCGTTGCAAAAAAAAAAAAAAAAANNNGGGGGGGGGCCCGGGCCCCAATTN 

CCCNTTNNGGGGGGNNNTTTTAANANNNNNNNNT^ 



TTGANANNATTGGACTCCCCGCGGNGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGATT 

CGGCACGAGGCCGNNCTTGCCTGCTGCCTGCCTGCCTGCCACTGAGGGTTCCCAGCACCATGAGGGCC 

TGGATCTTCTTTCTCCTTTGCCTGGCCGGGAGGGCCTTGGCAGCCCCTCAACAGGAAGCCTTGCCTGAT 

GAGACAGAAGTGGTGGAAGAAACCGTGGCCGAGGTGGCCGAGGTACCCGTGGGAGCCAACCCCGTCC 

AGGTGGAAGTAGGAGAATTCGATGATGGTGCCGAGGAAACCGAGGAGGAGGTGGTGGCCGAAAACC 

CNTGCCAGAACCACCACTGCAAACACGGCAAGGTGTGTGAACTGGACNANAACAACACCCCCATGTG 

TGTGTGCCAGGACCCCACCAGCTGCCCTGCCCCCATCGGCAAAGTTTGANAAGGTGTGCAGCAACAAC 

AACAANACCTTCAACTNTTCCTGCCANTTTTTNGCCACCAAGTGTACACTGGAGGGCACCAANAAGGG 

CCACAAACTCCACCTGGACTACATCGGGCCTNGCAAATACATCCCCCCTTTGCTTGGACTCCGAGCTG 

ACTGAATTCCCCTTGCCCATGCGGGNACTGGNTTAAAAAACNTCNTTGTCCCCNNTTTNCANAAAGGG 

GAAAAGNAAAAANAACTNTTCTNNCCCGAAAANCCAAAACTTTGCGAAGTGNAAAAAATATCCCCCC 

GAAAANTTGAAAAAGCCCCCTNGGGGGGCTGGGCAAACTTTTTNTGGGGNAAATTTGGTGGCCCCGG 

GCAANTTTNGAAANCAANCCCCCCCNTTTGGNNGGGGTCCCTTTTTTTNAA 
NAAANNNGNNCCCCCCCCCCTTTTTTTCCTTATNGGNAAT 



TTNNNAAAGCTGGAGCTCCACCGCGGGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 

GGAATTTGGTCTCGCGCGGGTCAAAAGC^CGNGACCAAGACTATGAANGGTTTTGAATACATCTTGG 

CCAAGCTGNAAGGTGAGGCCCNTNCCAAAACCCTTGTTGAAACAGCCAAGGAAGCCAAGGANAAGGN 

CAAGGAGACGGNNCTGNCAGNTACAGAGAAGGCCANGGACCTTGNCAGCAATGGCAGCCACCAAGA 

AGCAGCAGCAGNANCANNAGTTCGTGTATCCAGCCCANGCCCTGAAGCATCANNCTAGCAGACTACC 

AGCTCCAGGCCISrrGNGCCCCCTNCTCTTGTACTTTATTATTAAAAGCCAGCTTNTATCCCTNTCGACTG 

TCTGGGTGNTGGGCTGAGGGTANGNGCCCTGTTTGGCATTTTCAGCATAGCCAGCTGGTTACCCATATT 

TGANCCGGGCTTACTTACCCCTGCATNGGGTGNCTGAGGACACATGCNCATNGACTTGCCCACGGNCA 

CCGTATOCANGTNANGCGGTCNTGAATGCTATACTGTNNGCTACATGANGNCANGGANCGTCGNTNN 

NTCCTCTGATGAGAACGAANTATTTGAAACAAAAATNTTGNGTTGTNACANGCNCNCAAANNATACTT 

TGACGGAATTCNAThWGACCCTTTNTAACAATTAA^ 

CCGGGGGCCCAACCCCCCCCCNTTATTTTGGGGGNCCCCCCNTOAANCANNAAAGNCCCCNTGGTTAA 
AAAACCCTTlTGNCCTTATTGGGNTTrCCGGGGNTTTNTTNTTACCCTGGGNCCCCATTNm 

GGGGTTTTTNTTTTNAACCTTTTTTAAAAGCCT 



NAAANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGGGAA 

TNTGGNCTCGCGCGGGTCAAAAGCNNNGNGACCAGANACTATGAANGGNTTTGAATNCATCTTGGCC 

AAGCTGNAAGGTGAGGCCCNTCCCAAAACCCTTGTTGAANCAGCCAAGGNNGCCANNGAGAANGCCA 

NNGAGACNGNNCTGNCAGCTACNGAGAAGGCCAGGGACCTTGNCAGCNAGGCAGCCACCAAGAAGC 

AGCAGCAGNATCANNACGTTCGTGTANCCAGCCCANGCCCTGAAGCANNAANCTAGCAGACTACCAN 



ctccaggccntgngcccccttctcttgnactttattattaaaagccanc™ntatccctatcnactgtc 

TGGGTGGTGNNCTGANGGTANGNGCCCTGNTTGGCATTTTCANCNTAGCCAGGTGGGTACCCATATTN 

GANNCGGGCTTACTTANNCNNGCATANNGTGGCTGAGGACNNATGCNCANAGACTTGCNCACGGCCA 

CNGTATTNACGTNAAGCGGNNNTGAANGNTATACTGTNNGNTACATGACGTNACGGNNCGACCGATA 

NATCNTCTGATGANAACGGANNTATGTTGANACAANATNTTNTNTGTTNCANGCNCHNAATANATACT 

TTGACCGAAATTAATCTGGACCCCTNTTACCAATTAAAGCCTTGNCCCCCACCNCTGGGGGGGGGGCC 

GGGTGCNGAACCNCCAACCATTGTANTTGGNNCCCNNTAACCCCCCTTANAAANTCCCACTTGGTTNA 

AACACCTTTTTGGNCCTATTTGGGNTTTCCGGGAGTTTNTTTTTAACCTGGAGCCCCA^ 

ATAAAAANGGGGACCCGAAAGCCTTNTTTTACAAAGNCCCTTTTTNTTAAC 



GNCCCTTANTAAGTGNAGTCNGANTTNANAGGGGAGNCCGNATTANANNAACTACGTTGGATCNCCC 

GGGCNTGCAGGCAATTCGGCACGAGGGCCTNTTGAAGCNCNTGCAGTACTGAGCNCCNAAACNGNNA 

TNTATCACTGTGCCACCCANGGGCCCGNACNNTAGAGANNNNNANCATNTNNCAATNGGCTAAAAAC 

NGCTCTTIWIANCGATCTNNGTATTATTTACNNATGNNCAAACGCTGTNTNAGTTA 

TTNACTATTNTrNATTACNTNTTNNNGNNCT^CCANNNANAATGNTNCNT^ 

TNNNTTANGGNTACTNCTCANATNGGCTTNGGTGTNNACNTGAACTNTGNNANTO 

ACCGGTNNNGTATATTANNANCATNTNNGNGNNTANCTTTCTNTCATCANNANW 

ttacntananatanaaatniwaaagagngntnnitcct 

ngatnanantgacatgnn1^anncncannang>^ 

ngcnctacctnattnantncgng^gnnncnac^^ 

ngntcnnnncttcnnaatgnnggcanangga>™tactnntnctannnangnngggntgnngnnc>w 
nttttctntngtnttaatnnt^ 

naaantaatgtactnh^aaaagncagaannnntggntnnnnatntncncngtcgantac(^ 

NCNNCANNTTAANNTTGAGGNGAGGNC^TC^ 
NGCNGNNTANTNNlSn^TNTNNNTTTATCNT^ 
NTANGTCNCGCMAATNNNANNNCGNGANATAGC^^ 
NNCTNNNATNAAANNTNTTTTNAOT 

NNANNNTTGTNl^AGGAGCA>nWTGCMTGNNWGCTNGATATGNTCACTGTGAANCN 



1TOAGCCCTTATAGTGAGTCGTATTACAGGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCA 

GGCTGGACCCCAAGGCCCCCGTGGTGACAAGGGTGAGACAGGCGAACAGGGCGACAGAGGCATTAAG 

GGTCACCGTGGCTTCTCTGGTCTCCAGGGTCCCCCCGGCCCTCCCGGCTCTCCTGGTGAGCAAGGTCCT 

TCCGGAGCCTCTGGTCCTGCTGGTCCCCGCGGTCCCCCTGGCTCTGCTGGTTCTCCCGGCAAAGATGGA 

CTCAATGGTCTCCCAGGCCCCATCGGTCCCCCTGGGCCTCGAGGTCGCACTGGTGATGCTGGTCCTGCT 

GGTCCTCCCGGCCCTCCTGGACCCCCTGGTCCCCCAGGTCCTCCCAGCGGCGGCTACGACTTGAGCTTC 

CTGCCCCAGCCACCTCAAGAGAAGGCTCACGATGGTGGCCGCTACTACCGGGCTGATGATGCCAATGT 

GGTCCGTGACCGTGACCTCGAGGTGGACACCACCCTCAAGAGCCTGAGCCAGCANATCGAGAACATC 

CGGAGCCCCTGAAGGCAGCCGCAAGAACCCCGCCCGCACCTGCCGTGACCTTAAGATGTGCCACTCTG 

ACTGGAANAGCGGAAAATACTGGATTGACCCCAACCAAGGCTTGAAACCTGGATGCCATTAAAGGNN 

TTTNTGCANCATGGNAAACCGGGNGAAAAACCTGTNTNTACCCCANTTCANCCCANCNTNGGNCCCAN 

AAAAAAATTGGTTTTTmAANCAAATAANCCCCAAAGGAAAAAAAAGGCNCITTTGGGT^ 

AANAACHNATGACCCGGGNGGNATTCCATTTNTGAATTTTGGGGGCCCANGGGTCCCNATCNCTCCCN 

TTGGGGCCATTCNANNTGATTTTCNOT 

TTACCCTC^GAAAAAANNGGGGNGNCCTANNTTOGNCCNANNNAANTTNGGCNANTNTANNANAAG 
GGCCT 

GCCCTATANNGAGNTGTATTACAGNGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCGG 

GGGTCTCCGGCCCTGCAGGCGCAAGAGGAGGCGGGTATGGGCCCCAGGTCCCCCTGAGCCAGCCTCCC 

GAGGAGGAGCTTGAGAGGTTGACCAAGAAGCTGGTGCACGAACATGAACCACCCCGCCNANCGGGAA 

GTTCTTTCGGCCGCTrGGGNGGGTTGCGGAAAAAAACGTTGNTCGGGGAATGGGNCCGGGGTNGGGG 

CCTNGANTCGCGNTTTTCNACNTGGCTTGTTTTGGGNGTTTNACNNNCNGGCCCNACT^ 

NATTTTTNNCCCCGGGAAAAGNAGGNasrNrNTNGNAAAACNNG 

TCNNNTSnSOWTCCNANCCATTCTNGANCNGANTNTNGGGGCTATO 



GTTTAACTNTGNGGTGTGCCACCNGGGGCTCTAAACGGATTTCTTTNACTGTGGATANCCA 
ACATATCACTGTGATNTGAGGACANTTCACANAG 

GGNGNGGGCNCATATATGTCCCCNAAAACACANNGTNCNGAGANAGAACACCTGGCGAAAATTNATA 
NTTCTTGTGATANCAGNTTTTT^ 
5 TOTTGGTTCTTCTTTCTTTAG 

CCATTTTTTTTGCTANNAAAATTCNTNN^ 
CCTNTTGGTTCAACCCNNCGNGGTTGNTC^ 
TTTTTTTTANTAAAACAAACAATNCTTCTNNNNNANAA 
GANN 

10 

TTNAGCCTATAGTGAGTCGTATTACAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 

ANTTAANAGCGAGGNATNTNCGNNTGAGNGAANGNANANNGCTC 

AANNANGTCCTATTTAATTTAGGNNNNTNTGTATCTGGGNNACN^ 
15 CCATTAAACGTTCGTTNTTNATATATACN 

CNCCCNCNACCCTNGNNCCTOTTTGCAAACCNTCCCTNGTANCNAANNNA^ 

AAANCANTNGGGGGNCACAAAGAACCAACTNGCGGTNNCCCCCCGGGTTTCCCCANCCCA^ 

AAAATTTTAAAAC^TTNAATTTGTGGGNAAAAGGNA 

GGCAGGGGCCCAANNCNNNACNTTNTTTTNTNGGOT 
20 TTGTTNTCNAAAGGNGGGGANAAAAAAN^ 

TGGAAANAGNCTTNGTAATTACNAAAGAANCN^ 

GGGTANCNACATTNGNANTAATTTTNNGCIWANTTNAA^ 

AAA(^ACCAANNCNTCNTITCT^ 

25 NGGGAAGGCCTCCCNTTTTTNCNGNNO 
CCNGNTTNNGNNGTNTNNCC^ 
ATANNTTGGGGNCCCCCTCCCCNCGGNCC 



30 TTNAGCCTATAGTGAGTCGTATTACAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 

ANTTAANAGCGAGGNATOTNCGNNTGAGNGAANGNANA 

AANNANGTCCTATTTAATTTAGGNNNNTNTGTATCTO 

CCATTAAACGTTCGTTNTTNATATATACNAANNGNNCTTm 

CNCCCNCNACCCTNGNNCCTNTTTGCAAACCNTCCCTNGTANCNAANNNA^ 
35 AAANCANTNGGGGGNCACAAAGAACC^ 

AAAATTTTAAAACNTTNAATTTGTC 

GGCAGGGGCCCAANNCNNNAC^TTNTTTTO 

TTGTTNTCNAAAGGNGGGGANAAAAAANCCNCCCNGGNGANATGNAACNTCTTTTO 

TGGAAANAGNCTTNGTAATTACNAAAGAANC 
40 GGGTANCNACATTNGNANTAATTTTNNGCNNANTTNAAA^ 

AAACNACCAANNCNTCNTTTCTTNGGNGG 

GNAAAAAATNATTAAAAAAAGCNNANTC^ 

NGGGAAGGCCTCCCNTTTTTNCNGNNGNNTTTTO 

CCNGNTT^GNNGTNTW^CCNCGGNNTT^ 
45 ATANNTTGGGGNCCCCCTCCCCNCGGNCC 



TTNANCAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
GAATNCGGCNCGAGGNTGAAAGNAGGANGCTMTTGNNCTTNNTNNG 
50 AATGGGCTTACTTATTNTNNANAANGGANTGAANAANACNNGNCNACACAAANCACTG 
TAACACGGAAGAGGCGCTGATTNCAGATT>nSfAAGTCGGGTNCTGTG 

GNGCTTGNGAAGGGCrTGNATGGTGCTCACCTOAAAGCATlSFAGGGANCCANNAANAANGNNATCAGN 
TGCTGAGCTNGGTNAATGTOANTOGAACTOATTNTTTCN^ 
CNTTGNANTGANTAAGACCTGITCNNAAACTTGGN^ 
55 GTTGAGGANAATTGCANGAGGGAAGGCTGCTTTGAAAGCGCCTNATTCTTT^ 
ATTCNCCAATATOAATATGATCTTAAAAAGTGTGNAAATGA^ 



5 



TTAGAGGGGGGCGNACTGATGCTTAAAAAATGAATTTTTGTTNTAATTACAAANACTGGTA 
GGGGAAAAAGTGGGTTCAGGGTACANTCTNGGGGAAAAACCNACCCGTNTGCCTNTTNAANCCTAA^ 
AATTGCATNAACCTTTATNTTNTGATTCAAAAAAAAAGGGCNCNCTTTTC 
AAACCCTGGNCCTTTTTAAGGGGTNAATGNTTTNAAAAATNG 
5 TNNTTTTTGNAAGGGNNTTTNGGGTTTO 
AAAAAANAGNCCTGGGGTTNNCCNT 



GANCANAGCTGGACTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGANCCCCGGGCTGCAGGTTCC 
10 TCTCCAGGTCTTTIN^TGNTGNCAGAGGTGGGGGTACGGTCCAAACCCCATTAGGTCACTCCGGCAGCA 
TGTGCTTTTAGCTTCTCTCTTGACTAGGAGTC 

TCTGNGTATAAACCTTGGATATTACNGNNTTTTATATTTACCAGAGCTATTC^ 

CCACTAGCCTTTGAAATAAAAGNCAGCCCCGTTATTAACAGNGCAGATACTGAGTCCACTTGGATTTC 

15 GCTGCANNGACAGAACTTANTGCCTAATCTGTAGAGTTCOT 

OSfCTCCNCATATATATATGAAGTTTAATGAACNGGNCAAGNGAAACATCCTAACTGTCCTTGGGAT^ 
AGGANCCAGTTTTGCAGGCAGCCAGCGCGGGGTTTTTNTGTNGGTCTCCCANCACATGC 
GCCCGCCCATTCCTGGTACACTCGANGGGAGCTGGGGGACNCCACTGGGAANGTTTCTGNGGNCCTGT 
CTTGAATGNGGCAGGCTGGAGGGGNCCCCCCCAAAGNGANCTGGGGCGTTTTTTGTTCCCCACCCNTT 

20 TTAAACTGGTTACNGGCAGGGGTNCCGNCC^ 

ATTTTGGGGGGNGNACCCTTTACCCCCCGNAAAAAAAANCTTGGGGAAANCCNG 
TAANNAAATTTTGGGNGGCNTTTNAAAAAAAAANNGGCCCCN 



25 TTNNNNAAAANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
GAATTCGGCACGAGGGGCAGGCCCCGGTGAAGAAGATCCAGGCCTCCACCATGGCCTTCAAGCAGAT 
GGAGCAGATCTCCCAGTTCCTGCAAGCAGCCGAGCGCTATGGCATCAACACCACTGACATCTTCCAGA 
CTGTGGACCTCTGGGAAGGAAAGAACATGGCCTGTGTGCAGCGGACACTGATGAATCTGGGCGGGCT 
GGCGGTAGCCCGGGATGATGGGCTCTTCTCTGGGGATCCTAACTGGTTTCCCAAGAAATCCAAGGAGA 

30 ACCCTCGGTACTTCTCGGACAACCAACTGCAGGAGGGCAAGAATGTGATTGGCTTACAGATGGGGACC 
AACCGCGGGGCTTCTCAGGCAGGCATGACCGGCTACGGGATGCCGCGCCAGATCCTCTGATCTGCTGT 

TCCTTGANAGCCCTNGGANGCTTTCGCNCTTCCNTTTTGCAAGGGT^ 

GGGGGGGCCCAACGGGGGCCNCCCCCTTTGGGNTAAANAAAAAAATTCCNTTTTNCAAANCCCC 
35 AATNGGACCAACNGGCCTTTTTTTTTCCCCTC 
GGAACNAAAACTTTTTTTTTTTTTCNTO 
ATTTNNTTAAGGGGGGGCAAAAAAAGGATNNTTT^ 
T3WCCTTTNCCCCCNCAGTTNGGGGGGGGGGGGGGGCC 
NCCCCCCCCCCCCCCCCNC 

40 

AAAGCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGG 
CACGAGGATTCATTCACACCAACAACACAACTATCAATAAACCTAGGCATAGCCATCCCCCTGTGAGC 
AGGAGCCGTAATTACAGGATTCCGCAATAAAACTAAAGCATCACTTGCCCATTTCTTACCACAAGGAA 

45 CACCCACTCCACTAATCCCAATACTAG 

TCGCCGTGCGGTTAACAGCTAACATCACTGCAGGACACCTATTAATTCACCTAATCGGAGGAGCTACA 
CTTGCACTAATAAGCATTAGCACTACAACAGCTCTAATTACATTCACCATTCTAATCCTACTAACAA^ 
CTAGAGTTTGCAGTAGCTATAATCCAAGCCTATGTATTCACTCTCCTAGTCAGCCTATATCTGCATGAC 
AACACATAATGACACACCAAACTCATGCTTATCATATAGTAAACCCAAGCCCTTGACCTCTTACAGGA 

50 GCTTTGTCTGCCCTCTTAATAACATCCGGCCTAACCATGTGATTTCACTTTAACTCAATGACCCTGCTA 
ATAATTGGCCTACCAACAAATATACTAACCAATATACCAATGATGACGAGATGTTATCCGAGAAAGCA 
CCTTTCAAGGGCACCATTACCCCAGCTGGTCCAAAAAGGCCTCCGGTATGGAANAATTCTTTTATTATC 
TCCGAAGTACTATTCTTTACCGGATTTTTCTGAGCTTTNTACAA 

CTANGNGGGTGNTGGACCCCCAACAGGCNTTCNCCCCTTAAACCCCCCTAAAAGTCCCACTGGTTCA 

55 
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NGGNNGGCNTTTNN^^^ 

NNNCCCNCTCCTOANNGGNNNNNANNNGTTTO 

GCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGTTGACATCTATGAGGACTTCCCGGATCTC 
AACTCGGTGCTCTGGGGAGCTGAGGAGAGGAAATGGGTCCCCTACCGGGTGCCCAACAATAACCTGC 
5 CCATCCCTGAACGCTACCTCTCTCCAGATGCCACGGTATCCACGGAGGTCCGGNCCATCATTGCCTGG 
ATGGAGAAGAACCCCTTCGTGCTGGGGGCAAACCTGAACGGTGGCGAGCGGCTTGTGTCCTACCCCTA 
TGATATGGCCCGCACACCCAGCCAGGAGCAGCTTCTGGCTGCGGCCATGGCAGCCGCCCGGGGAGAG 
GATGAAGAAGAGGTATCTGAGGCCCAGGAGACCCCAGACCACGCCATCTTCCGNTGGCTNGGNCATN 
TCCTTCGCCTCTACCCACCTTACCATGACTGAGCCCTACAGGGGAGGATGCCAANCACANGACNACAC 
10 TGGTGGCATGGGCATCCNTCAATGGGGCCAANTGGAAAANCCCGCTTCTGGGAACTATTANCCGACNT 
TCAGCTACCTTGCACACCCAACTGGCCTGGAGCCTCNTCCATTCTTCACTGGGGCTGTNGATCAANTTC 
CCCNCATNGANAAGCCNAGCCTTGCCTCCCCTAANNGTTGGGNANTAATCAATACNATAGAAAGNNC 
NTNNTGCCTCANCCCTTTCATGGNNAATC^ 

NGACCATCACCTANNCCAAAGGGGCCATCCCCCTNAATANCCCNNATNNCCTCCCNTTT^ 
15 CAGTNNGGNATTTANNCCCCCGGGGGTCGGGAAATCACCOT 
TGNGCNNNCATNTCCNTNAAACCNCC^ 
TNANGGNTCTTANCNCCTCTCTCT^^ 
NACNTTCGCCNNTNCNCCTTCTNTO 
TAGGGTGAGACGCTNNCTCNCGCTGNTTNGATO^ 

20 

GCCTATNNGGAGNTGNATNNCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATT 
CGGCACGAGGATCGTATAGAGGAAGTTCCTGAACTTCCm 

CAAGAAGACCAAGGAGGCTGTGTTGCTTCTGAAGAAACTTAAGGCCTGGAATGATATCAAAAAGGTC 
25 TATGCCTCTCAGCGAATGAGAGCTGGCAAAGGCAAGATGAGAAACCGTCGCCGTATCCAGCGCAGGG 
GACCCTGCATCATCTATAATGAGGACAATGGTATCATCAAGGCCTTCAGAAACATCCCTGGAATTACT 
CTGCTTAATGTAAGCAAGCTGAACATTTTGAAACTTC 

TTGGACTGAAAGTGCTTTCCGAAAGTTAGATGAGCTATATGGCACTTGGCGTAAAGCAGCCTCCCTCA 
AGAGTAACTACAACCTCCCTATGCACAAGATGCTCAATACAGACCTTAGCAGAATCTTGAAAAGCCCA 
30 GAAATCCAAAGAGCACTCCGAGCACCACGCAAGAAGATTCATCGCAGAGTCCTGAAAGAANAATCCC 
TGAAAAACCTGAAAATCATGTTGAAGCTTAATCCATATGCAAAGACCATGCGCAGGACCCCATT^ 
CGANAGGCCAGGGAATCACAAAATCCGCATGGATAAGGNACAGCAACCCTTAAAAGCCAAATCAAAT 
CNNAAAGGGGTTCAGGGCCAAAAAACCTTGNNGNTN^ 

GAATAAAAAACCTGAAAAAANCCTNGGGGNGGGAAAAAAAAGGNTGCNNGGGGACCCAAAAA^ 
35 CCCCTNTTGAAAANAAACCCCCANAAAAAAAAACCCCCCTCANANGAAAAAAAANGNGN^ 
NAAACCTNAAAATTGGTTTATTCCATAAAAGGCCCAATTTTTTTGGGGAACGNNN 



CTNTNAGANGGGTGGANGTNTGCNGTGNGNCNAACmTNNTCGTOTACNGCCCTCATCAGGGAGCCCG 
40 NATNACATGGGCNGGCCGCGCCCCAATAACTTAGCCGGCTTCCCCCNCGCTTCATTTTCNTGCAATGG 

CTCANATCNNTNTAAATCTGTNCCTCCGNTNTGCNTGCNATCNNNTTANCTGTGTCTCTC 

CCNCATCACGGNCANCAGNCNCNTCATGCANAGGGCGGANACNCCCNCTNNTANCNCTAGNCNNNGT 

NNNNCTCCCCCCC]>^TTCGNCNTTCNCGCNATATATGGNNT^ 

CCCAGACACGCNTTTNTNTCAANTNCGNTO 
45 AGATNTNNCNNNNGNGNCA 

NNTCNAATANATTCACTAGCGGACGNTNTNG 

NCTGGCNCNAANNNTNTTNATCTNNGANTNNGTATACTCCAT 

TNTGANNNANCGNCNNNANCGCGNGNNCNTTNTGNTNNGTCNCANCC 

NCGGGT>WCTNCTAGTCANNNACNTTNNATCNNTCAAGTCCGAGOT 
50 ATNTNNTOCNGNTATNNNAANTTTGTCATGCANNTANNGCCTACTO 

NNCNNGACCNNTNCTANTGATCNTT^^ 

NTNTNNTGTGTNNCNCGACGTAGNCCNTCNTGTTNTNl^^ 

CNCGNCTNAATNNTCTGANTN^ 

NTCCTNTNNNTTCTTT^^ 
55 CTCTCNCGNCNNTGGNCTCNNTNNATCNTCTCTC 

GNGGCGNCGTANCTGNGATANNCNTACNAACTANTCTNATCTANTCNNNANAGNACAATAACTGCTG 
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ATGTTTGTANNNCGCTNNCACTO 

ANCANTATGACNTATAACTACNACTTTATGCTNAGTNACGANNGCTNNNAGATC^^ 
GTNANTANNGNANACNTCNTNANNCNAGTAT^ 
CTTTNGTGATNCTANTNATNCCTNTNTGANNANTCNCANNN^ 
5 ATTCTCGTNANATANTGNCACNCACCTCTNAGNGACTNANANCCG 



TTNAGCCTATNTGGAGNTNNATNNCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCA 
CNCTTCGGTATCTGCGGGCCCCGGTGCAGACATGGCCAAGTCCAAAAACCACACCACNCNCAACCAGT 

1 0 CCCGAAANTGGCOTAAAANCGGNNTNANAAAN^ 

AAACCCCANNTTCNTGAGNANCNTNCCNTTNGCCAAAAACCCCACCAGAAAGGGCNTGA^ 
CAGNCCACCATNGCCANGGCCTTNATNGCCTNCNTGAGGTGTGTNAAGGCCTTTGAGAAGCCCAAG^ 
AATATCAAGCCCAATANGCCAACAGTGTGGCAGCGCNAACTCNNAACGNNTTTTGCTATATATCTCTC 
ACCANACTNTGGAAAAGCGCTCTNGNTCTCATATCCANAGGGCNCTTNNTCTGTNGNGNACANNGT^ 

15 CNGGCNAGGNTTTANCNNAGGNNNANCNCNNNTGGGNGTGGG 

CCCCCACCAAATCTGGNGAGTAGANCNTTTCTCTGCCAGTGTGAAGACAAANAAGTANTGGTGACACC 

CCCTGGGCTTGTTNTCTGCGNGGNGCTGGNNTCTTGCTGTGCTNTTTCCACAAATO 

GAAAAAAAAAAAAAAAAAANNNTTTraGGGGGQGGGG^ 

GGTTTANANNNNNNNNNNNN^ 

20 NNNNNNNNNNNNM^^ 
NNNNNNNNNNNNNNNN^ 
NNNNNNNNNNNCN 



25 TTNAGCCTATNTGGAGNTNNATNNCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 
CNCTTCGGTATCTGCGGGCCCCGGTGCAGACATGGCCAAGTCCAAAAACCACACCACNCNCAACCAGT 
CCCGAAANTGGCNTAAAANCGGNNTNANAAANCCCN 
AAACCCCANNTTCNTGAGNANCNTNCCKTTNGCCAAAAACCCCACCAG 
CAGNCCACCATNGCCANGGCCTTNATNGCCTNCNTGAGGTGTGTNAAGGCCTTTGAG 

30 AATATCAAGCCCAATANGCCAACAGTGTGGCAGCGCNAACTCNNAACGNNTTTTGCTATATATCTCTC 
ACCANACTNTGGAAAAGCGCTCTNGNTCTCATATCCANAGGGCN^ 

CNGGCNAGGNTTTANCNNAGGNNNANCNCNNNTGGGNGTGGGTCTCCATGTNCNAGGGGTGCCCACG 
CCCCCACCAAATCTGGNGAGTAGANCNTTTCTCTGCCAGTGTGAAGACAAANAAGTANTGGTGACACC 
CCCTGGGCTTGTTNTCTGCGNGGNGCTGGNNTCT^ 
35 GAAAAAAAAAAAAAAAAAANNNTTTTGGGGGGGGGGGCCCG^ 
GGTTTANANNNNNNNNN^ 
NNNNNNNNNNNNNN 
NNNNNNNNNNNNNN^ 
NNNNNNNNNNNCN 

40 

TNNNACAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCA 
GGTTTGTCACCACAACAGGCTGGTCATAACAAACACCCTTTTCCAACAACCTAGTAGACGTCTC 
CATGGACATCACCAGATGGTCGATACCGAGATCAGATTGATTATATTATTTGTCGCCAAAGATGGAGA 
45 AGCTCTGTACAGTCAGCAAAAACAAGACCTGGAGCTGACTGTGGCTCAGATCATAAGCTCCTTATTGC 
AAAGTTCAGGCTTAGGTTGAAGAATAATNCCAAAANCGACTCGGCCNTTCAANGGGATTAANGANAA 
GGATGCCNCAAATGANNAANCAAANTCCGTNTTA 

GTTCCTTCACCTGGGTCNTNAGTTCTTGGGGGGTCAGGCNTGANTAAGGAGGNGGGNGAACCATNTCA 
GGAAGCGAATTNTGTGTTCAGGCAGGATGAGAAAGACAANCCTCAAGCTAATGTCCCCTCAGNGGGG 
50 CCATCACTTCTNGTOGGGCNAGGCCNTGAAAAAGGGGCCCTNGAAAAGNAAAANGGATGGCACCANT 
TAAGTNTTTGACTTNGNCCTTAANCCCCTAAACNGGTTTGTT^ 
GGNAACCTTTTCCGGTTGGGTTATCNGGNAAACAAAACAAAANTTGTTNT^ 
AAANAAATTTTNGGCAAATTAAAGNCTTC 

GNAANGGGTTAACTGGNCCCATGGANNTTNATTGGGGCCNGGGGNTTTTT^ 
55 TTGGCCCCTTTNGGGNTTTTNGGATNAAAAAATTAGNC 
GGNTNCCCCNAAAAAAAAAAANNTTNCCAAANGGGTNC 
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TTTGANCACCGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGACCCCCGGGCTGCAGG 
CAGGANCAAGCGATTCCNGGCCAAGAAACAAAAGCAGAANCGNCCCATNCCTCAATGGATTCNAATG 
5 AAAACTGGCANTAAAATCAGGTACAACTCC^ 

ATTGAAAACATCACTNCTGTATTGCTTGGCCCAT^ 

AATAAATATAAAACGTGCAAAAAAAAAAAAAAAAANTTNGGGGGGGGGCCCGGCCCCANTTCCCC^ 
TAAGGGNGNTTTNNAAAAANNNNNNNCCN^ 
1 0 NNCNNTNNNNNNNNTCTNNCN 
TNTTNTNNNTTCTNCN^ 
NNCTTNNTNNNNNNTNNl^ 

NCCNNNCCNCCNNNNNNCTCNNNNNNTTNTCCNN^ 
TNNNACNCTNTTNN^ 
1 5 CNCCCNTNTNNTANNNCCNNTTO 
NNNCTTCNNCTNCTCCNANNTO 
CTTNNNNNTCNTCNNNNTNNTNCCNT^ 



20 TTNNNNAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
GAATTCGGCACGAGGCTATTTCAGTGGAACTGCTGAT^ 

GGCACCGTGCCCCCCAGTTCAAAGCAACAGCTGTTATGCCAGATGGTCAGTTCAAGGATATCAGCCTA 
GCTGACTACAAAGGAAAATATGTTGTGTTCTTC 

GAGATCATTGCTTTCAGTGATAGGGCAGAAGAATTTAAGAAACTCAACTGCCAAGTGATTGGTG 
25 TGTGGATTCTCACTTCTGTCACCTGGCATGGATCAACACACCCAAGAAACAAGGAGGACTGGGACCCA 
TGAACATTCCCTTGATATCAGACCCCAAGCGCACCATTGCTCANGACTATGGGGTCTTAAAGGCCGAT 
GAAGGCATCTCATTCAGGGGCCTTTTTATTATTGATGATAAAGGAATCCTTCG^^ 
CGACCNTTCTGTTGGNCCGCTCTGNGGATGAAACGCTGAAACTAGTTCANGCCi™ 
AAACATGGGGAAGTGTGCCCAGCTGGCTTGGAAGCCTGGCAGTGATCCCATTCAAGCCTGATGTCCCA 
30 NAAAAACAAAAGAATATTTTTTNTAAACAN^ 

GCAATAAGGCGGGCCTTTNAAAAACAAAAACCTTNTTT^ 

TTGAATCTTTNCCCTCCCNNCCCCGGAATGNGNGGGGGGAACAAGAACNGGCCCTTTTCC 

GGTTGGGGGACCCCCCANCCNTTTTTTTCCTTTGGGACGGGAAANAACCTG 

TGGTTGTTTTCCTGGGGANGGG 

35 

AAANCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAAGCGA 
TGGGCATCTCTCGGGACAACTGGCACAAGCGCCGCATACACACAAGAAGTACCGGGCCTTGAGGCTG 
GACGTGGGGAACTTCTCCTGGGGCTCGGAGTGTTGTACACGCAAGACAAGAATAATCGATGTTGTCTA 

40 TAATGCATCCAACAACGAACTGGTCCGTACCAAGACCCTGGTGAAGAACTGTATTGTGCTTATCGACA 
GCACACCGTACCGACAGTGGTACGAGTCCCACTATGCACTGCCCCTGGGCCGCAAGAAGGGGGCCAA 
GCTGACTCCTGAGGAGGAAGAGATTTTAAACAAGAAACGATCAAAGAAAATTCAGAAGAAATACGAT 
GAGAGGAAAAAGAACGCGAAAATCAGCAGTCTTCTAGAGGAGCAGTTCCAGCAGGGCAAGCTTCTTG 
CATGCATCGCTTCAAGACCAGGCCAGTGTGGCCCGAGCAGACGGCTATGTGCTAGAGGGAAAAGAGC 

45 TCGAGTTCTATCTGAGGAAGATCAAGGCCCGGAAAGGCAAATAAACCCTCTTCTCTCCTGTCTTAGCTC 
ATCTAATAAAGGCGTTTACTGTTCTATGCCAAAAAAAAAAAAAAAAAATTNGGGGGG^ 
CCCATTTCNCCNTTTAGGGGGG 
>mNNNNNNNNNNNNNN^ 
NNNNNNNNNNNN^^ 

50 NNNNNNMs[NNN^ 



NNNGCCNGCCNTTTNNNTC 

CNCTCNCCNNGGGNNTATCATNNTGCTNACNNNTTCAGCCTNTATGATCGTATA^ 
55 CTANAACTAGTGGATCCCCCGGGCTGCAGGNAATTCGGCACGAGGCATACNTTTTAACCCAAGCCNCG 
ACNTTCTTAGCTGNGCCTCAGCTCTCACGGCCTCTNGCTCACCCATGAATGGACCCGCTTTCCTCTTGC 
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CGAGTGCACCTCCACCCATTGTCTTGGTGGCACATGGGTGGAACACTTGATCTGCTCGAGTCTGCCTTC 
AACACACATTGCATCTTCAGATTTTCTACTTTNCTGTTCAAAAC 

G1>WACNTCTATNTCNCGGTCTNCGGCGTGCCATGNGNTTCATCCCTANNTNGTCCTGAANATG 

ATGGGAACTTNACANGCNCNTGNNTGNTNGGCA 
5 TGCNTGGNTAGCATNNGCTTGCGTGAATNC^ 

ANGGGNCNNNGGCCNCCTNNGANCT^^ 

NTTNCNNTCTTTNNOT 

NTCTGCTATNCGCNCNNCTTN^ 

TTTATCTTNTNGTNTOC^ 
10 ACTATANCATACCCCTTTCCTNC^ 

NCATOCGCTTCGGACGNATCGTATNNTNTTCNTNTCATTCTCTCAACCTO 

ATTOGNNNTTNCGNANTNNTCCTNGTNTCTCTCTCTCCTACTTCTA 

NTCTCTCTCNGCNNCGCNTGGNAG 

NNTCNANCTNACTANTCTCANACCGN 
15 TANTNACCTNNANNACNANATGTCCGCGCGTCACGNNNNGTATCTCCNTCT 

CNGNATGNGTTGTC1WTCNTTGTCAGCTTACTCCTTCTTTCTCCC 



CCCCCCCCCtSTKCTNNNTANNTANTTNTTTO 
20 CTNCNCGNNNNTCCTNTTTC^ 

GAGTCGTATTACANTGNANGCCGTTNTANACCTGGCGGNTNCCCCTGGGCTCGCTGNAATNCNNGT^ 

GAGGCTNNCTTTCTCNTTNNNACTCANNNCATNTNT^ 

TNNCCCNAGNNTNTGNNGTGCTTCTCTCTTNGTTGTN^ 

CCTCNTTGGTCNGCTNACT^ 
25 TTTCTCCCCNGTNCNCCTTTCNGNNTATNNTTNTNTCTC 

GAGNNNTCCNCCCCTNCNCANTNTCTNNTANNTTCCTGNTCTCNNC 

AGTTCCNNTTCTOATCTCTTNNTNNATTCGTCCTTO 

NCNCGCTTCTTTNTCNTNTCC 

TCGCCTCTCATGCTTCCTTNGTC>^ 
30 CNNTGCNNTTNATNNTCTO 

CACCNCTTCCCTCTNCNCCNTCCNTTNCTNCTTNCTNATCTTCT^ 

CTTTNACCCNTNCGTCCCT 

CTCNNCCCTGTGATCNCNNTCC^^ 

ANNNNNNTGT^CTCACTCNNN 
35 NTTTCNNATTATTTCCTGNCCN^ 

NTANGTNNNGCTGCTCNNTTTTANCCNCTTATCTATTCCTCCNNTNCT 

GATCTNCNAGTGCTCTCCNTCGTCNN^ 

CTNNGTCTCCTNCGTGSITNTAANGTANTO 

GNNACNNCCTTACTTTACNCCATCGC^ 
40 NTCTTCTGTGCTAANNNCAGCGCNNGOT 

CGNNCKCACNNCATNAATCGTCGTTCC>WNNNTCCNGCA 



CTCGCTCNNAGAAANGNGGGGCGCNCGNANCGCTNCACGNCCNCTNCTAACNCNTACTNNTAGCCCC 
45 NTATCAGATGCAGGNTCGTCATTACAGNGGCCNCNCNNCCCTANCGCACGNNANNTGNTATCCNNTCN 
TKNCNNTNNACNAGTNTNNAGGGTCCATNTNTTN 

ACTNGAANGNGGGCCCCTACNNNNCCGNANNNNNCNCACCGTNNCNANCT^ 

NNCTNTATGTTNAACNNNGNCN 

CCCANNNNNNGCANNNTACNA^ 
50 TTNNTOTNNNCANCNTN^ 

TNGAATATTTNNNNNKCATGNNNNNNG 

CNNCTCNTGNNNANNNTGATNGANTTNNNTNA 

ACGGNNNACGTNNGTCGNCNGNACNTTNTNNTANTTNNANAN^ 

ANTTTCTTNACTGATTGGTCNTNGC^ 
55 GNGTATCANACTTCNTCNGNNATC 

ATAGNNCTTCTTANGCNNNCNNAGCNNTCNNNGNNGTGNCNGCTO 
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NTGNNCNCATNNGANGAGACCNAGTTC 
NTCGTCNNNATCTCNCANTNNATO 
TTGNTTCTTGTTCNATANAANCTNTTO 
TTCATCTCATATAGNAATNTCAN^ 
5 TGATNTTACTNGCTGANNAGTTGTAAGNGNNACAACNCTGACTNTANTACTCTNGN^ 

NGTNCNCAGANTTGTAGNTAGCGCCTCNCTGNNAANACTNGNCTATNANAGANANTGNAGACAANNC 

NAATGTAGANNGTGNNAACNCTNCTGACNACTNNACTTTACGTCANT^ 

NTCACTGTAGANATGTANNGTGN^ 

NNTNTNATAGAATAGTGTNCTGTNCNATO 

10 

TTNANCAANNCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 

AATTCGGCACGAGGTATAATCAAAAGTGGGTTAAAAAA^ 

AAAANGTTCTNTTNANCANTGGGGNCNTGN^ 
15 CCANTAANNGTTNGTNNTTAAAAAAAAAAAAAAAAA 

CCTNATGGGNNGCN1>WTTANN^ 

NNNNNNNNNNNCNNNN^ 

NNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNN^ 
20 NNNNNNNM^ 

NNNNNNNTNNNNNN^ 

NNNNCNNNNN1W 

NNNNNNNNNNNNNNTs^ 

NNNNNNNCCCNNNNN^ 
25 NNNNNNNNN^ 



TTNANCAANNCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 

AATTCGGCACGAGGTATAATCAAAAGTGGGTTAA^ 
30 AAAANGTTCTNTTNANCANTGGG 

CCANTAANNGTTNGTNNTTAAAAAAAAAAAAAAAA^ 

CCTNATGGGNNGCNNNTTANN^ 

NNNNNNNNNNNCNNNN^ 

NNNNNNNNNNNNNNNNN^ 
35 NNNNNNNNNN^ 

NNNNNNNNNNNNNNN^ 

NNNNNNNTNNNN^ 

NNNNCNNNNNNNCNCNNNNNNNNN^ 

NNNNNNXNNN^ 
40 NNNNNNNCCCNNNNNNNN^ 

NNNNNNNNNNCNNNl^ 



CAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCGCCCGGGCTGCAGGCTG 
45 GTGATTCTTAATGATTTGAAGTCCATTGC 

CTGGGGATTTITGTTTGTTTTTGCAAATGCT^ 

AGAACCAAGGTGGGGAGCAACACAACTGATGGAATAGTGGTATAAGTTTATACCAGAAGCTTAATGA 
CAAGTTTTATCAATCAGAATAAT^^ 

TTATTAGATAATTTCTCACATATAGACTTAAACTGTCAGCTTGGTAGTGTCTATTAGTTAAAC 
50 AAATATATATATATTCTTGTTTTTCCATTGGATGCAAATTGAAAGA 

GTATGTTGGATTATGTAGGAAATGTTTGTGAACAATTCAAAAAAAAAGATGAAAAAAAT^ 
TGTTTTGNGTAGTATCCTTGGCATTTGN 

GCTAAAAAAAAAAAAAAAAAAACCTNGGGGGGGGCCCCGGNCCCCAATTCCCCCTNTTGGGGGGGNT 
TNNNNNNNNN^^ 
55 NNNNNNNNNNNNNNNNNNN^ 
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NNNNNNNNNNNNN^ 
NNNNNNNNNNNNNNNNW 



5 TTGANCACNGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGACCCCCGGGCTGCAGGA 
ATTCGGCACGAGGGACCGTTATTGCTCTCTTCCT^ 

AGCCTTGCTGTCTGTAGATCTTCTGAGCAACACTATGTACACTGATACTTGGTTCATTTAGCTCTAGCA 

GTACAATGATTAGTAATGTAAAAGTTANCCTAAGGAAGATAGCATGGATTTGTCAACATATCAAGTAG 

AGTTTTGTTTATAAAGCATATTTGATAATCTAAAGAGTGCAGTATAAATC 
10 AAACAGGTTATTATTCCATCCCATTTACTGGTAGACTTCAGGCAANGGNATGGTCACTCCT^ 

AAATTATAGTTGNGATGGGGACTTCATATTTACTGCAGTTTTGCCTAATCTCAATCATTGCA 

AATTAAATTTTTCTGAAGCTACATTGAGGAATAGCACTCTGCATGGTTTG 

AAACCAGGAATTTTTTGGGNGGGAACCANGGAAGATNAACCTTGGTGNAAATNA 

ANTTATTCNCTTAAAAAANAAAAAAAAGGCCTTTNTGGGGGCCNAC 
1 5 CATAAGAAAAGGGTTTTGGGCANTTTTA 

GGCCNGGTTTTTGGNAAATTTTAAAGGATATTTTC 

AAATGCCCACCCATTTAAATAAAAACCCCTGGGCTTTTATTGGGNAA 

CCCNGGGGCTTGGGGGCCTTTGAANAACCTGGCCCCNAAAACCCNGGGGGCTGGAAACCCCGGGAAC 
CAAAAGGGTCCCCCTTGC 

20 

TNNNNAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
GAATTCGGCACGAGGCAAAATCAACACCGATGAGATTATGACCTCACTCAAATCAGTCAATGGACAA 
ATAGAAAGCCTCATTAGTCCTGATGGTTCCCGTAAAAACCCTGCACGGAACTGCAGGGACCTGAAATT 

25 CTGCCATCCTGAACTCCAGAGTGGAGAATATTGGGTTGATCCTAACCAAGGTTGCAAATTGGATGCTA 
TTAAAGTCTACTGTAACATGGAAACTGGGGGAAACGTGCATAAGTGCCAGTCCTTTTGACTATCCCAC 
AGAAAAACTGGTGGACAGATTCTGGTGCTGAGAAGAAACATGTTTGGTTTGGAGAATCCATGGAGGG 
TGGTTTTCAGTTTAGCTATGGCAATCCTGAACTTCCCGAANACCTNCTNGATGNCCAG 
TCGACTTNTNTTCAGNCNGGCCTTTNAAAACATTACATATNACTGNAAGAATAGC 

30 ATCATGCCAGNGGGAATGTAAAGAAAGCCTTGAGCTGATGGGGTCAAATGAAGGTGAATTCAAGGCT 
GAAGGAAATAGCAAATTCACATACNCAGTTCTNGANGATGGGTGCNCAAAACACCCTTGGGGGAAGG 
GGNNAAAAAAGGNTTTTCCGTNTTNAAAACCCCCANGGGCGGCANAAATACC 
GGNCCCCCTTTTGAAATTTNGGGGGGCCCT 

35 CCNCNTNNNCCCCNTTT^ 



AAANCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGG 
40 CACGAGGATTAGGTCTTATAGGACTGGAGGGCAGACAGATGTTTTAATATACTCTTTCAGCCCCTGCC 

ACACTCANAGGTGGAGGAGTCACATGTGTCTTATACCGTAATGGGTCCCTGGCACCTGGCACAGACCC 

AGGGAGCTCATTACATACTTATGGGAATGACTGANTGAAGGAGAGAGACCAGGAAGGAAATAGTTTA 

TATTTTACATTATTAGATTATCACTGANATGTTTAACCTTTTC^ 

TAGGCATTTTATTCCTACTCAAGCAGCTGAAAGATT^ 
45 GTCTCTGTGAATATGAATTAACTATGTAAATCTTGATTGCCTTTCGTGGGTGCTCAGTTCTCTCTAGAA 

AAGCAGACTTANGTGGGCTGCTTCATGA^ 

AATTACCTTATGCTAAATGTAAATTC^ 

NTGAAATNNAANNTCNGGGGGGGGNCCGGGNCCCCATTGCCCCNTTTTGGGGGGNC^ 

50 AAANNNNNCNNNNNCNNNN^ 
CCNNNNNNTNCNCNNl^ 
NAAATTGGGNTTTTTTNANNNNNNN^ 



55 GCCTATNNGGAGNNGNATNNCAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGGNT 
GAAGTCCGNTGATTAATGCCAGATGTACAANACAGNGGTTCATATTTGNATGTACTGGGAGATGATCA 
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CAATTANCATTTGTCACCATACAC 

ANCAACTTTCATATAAGACATCTGNGTTACAGTAACACACTGCCAGGTGGTCACTGACGTGAGGTGTN 
CCTCATGTAACACCAATCGCCCANCCTNTTATCAGGTTTACATATTGGCTCTGATGGATGTGANAGCTG 
GACCATAAAGCTGAGCACCAAANAATTGATGCTTTTGAACTGTGGTGGAGAAGACTCTTG 
5 TTANACTGCANGGAGATCANACCAGTCNATCCTAGAGGAAATNAACACTANATATTCATCGGAAGGA 
CTGATGCTGAAGCTGAAGCTCCAGTATTTNGGCCACCTGATATGAAGAGCTGACTCATTGGAAAANAC 
CCTGATGCTGGGAAAGATTGAAGGCAGGAGGAGAAGGGGATGACAGATGATGATATGGCTGGATGGC 
ATCCCGACTGAATGGATAGAAGTTTGAGTAAACTCTTGGGAGATGGACAGGGAAGCCTGGGATGCTG 
CAATCCATGGGAGTGCAGGGTCAGACACGACTGACAACTGGACTGACTGGAGATTTGAGANGCCGAA 
10 TGGGTGAGTTCTGGGGTGAAGCANTAACATCAACCTGTCCCTACTTGAGTTAAGTAGGGTCCTGGCTTT 
TCCTAAATCAACCCANTGGGTTCCATATTGANGGANCCTGNTTAGTGGTGCTTAGTTTTCTG^ 
GCTNTTAGGAACATGCCTTTTTTTTGGGGN^ 
ANNNNNNCTNNNNTN^ 

15 

TGAGNCCNANAGTGNNGTCGTATTACAANGGAGNCCGCTNTANAACTAGTGGATCCCCCGGGCTGCA 
GGAATTGGGCCCGAGGCCNCNTTGATAGNCTNCHNGNAGTGCCNAAANGATTGCGGGCACTNGTCNC 
ANANNGANNNTNNGNAGANTTAGCTGGT^ 
NCGNNNNTATCNGGNNTATGAACTCGNNNNAANN^ 
20 NNNTCNNTTNGATNTACTGCNNN 
TTTNCNNNNNANN^ 

NNATNTNANCANTNTGTNNTCTTTATACTGNNTGTNANATGGNCATT^ 

NANGNCTACANNANNGCGTCNANATNACANNCAAGTNNAGCTGNNNTNTG 

ANAANTGGCTNTOAACNGNTATNGNNCANTAGANNNCTGNATAATlSn^ 
25 CNNTNCTANNNACNNGTNCTTN^ 

NGGAGNNCCATTANAAANNCNNNN^ 

GACTNTNGTNCTNNNGTOCGCNOT^ 

GTCNNTCTNAGACNCNGNTTTCCNTA 

NGGNACCNTACNNNCTAACNCATT^^ 
30 CGTGNTANNCTCNCANNGTNNATGACGAGGTCTANAGAACNACTTTNNGGCCCA^ 

ACTNNTNTNNTNGTANTNGGKNANNAANTCNTO 

TTTTGCACTTNTNCNCACNACGNTNTTGTNTNNATACN^ 

NQWGANTNACNTTAGAlSnSfCNNNTT^ 

35 

ANCANGAGGGGGNNGTTNNCCCGNCNCCCCCCC^ 

CGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCACNTAGCCTTNGAGGCNTNTCTNACGNTT 
GGGCACTNATNCTGNCCCGCTNCGAGGGN 
CATCCTNCTTTTNNCCCTN^ 
40 CCACTGGANCNNCNGCNTTCTNNTN^ 
CNNCCNATNATNGCGNNCNIW 
NTGNNIWCCCTN^^ 

NNNGNGGACNNGCTCCCTTTACCTNTTTNNTNTTTCTO 
ANNNNACANCNNATNNCOT^ 
45 CCCCNGCNTTCTAAATNNTOT 

NCTCNNTCTCGNNCTNNTNCN^^ 

NCNNTNCTCCNCCCATTNNTTTTTCCCCCCCCCCNACCNACTCTCCT^ 
NTGTTNAATNGNACCNCCTCTNCTNCCTTCCCCNTGNTNAGTCNNCATCNN 
TNTTTTGCT>WCTCTGATTTNCTANCNTATCCCTNNGT 
50 TATTAANNACATNNCGNTCTTC 

TNTCACNNNTCNTNCANACTACTNT^ 

AGCNNTTNNNCNNGTCATTCGTGCCTTGANANNNTCTAGTCTATANCT^ 
CNCTTTCCTNNTTGNTACT^ 

ATNCTCNTCTTGNGACTNTCNNCNTNTATGTATANNNCN 

55 
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GGGGGGGGTNCNNTNNCCGNNANTO 
NNATGGNNTGGNANNANTCNATNTO 

GCNNACANGGCGGCCGCTCTATAACTAGNGGATCCCCCGNNCTGCAGGGCTGNGNCACGAGNTAATT 
CCGGTTGAGTGNTGGGTGTGCAGCTGCAGNGGGGACANNTGTATNCAAGTGAGNNCTGGATCCAACG 
5 NTCNCGAGNTATTGNGNGTCCGTAC^ 

CANAGGTGCTNCAAGGCCCGNNCGAGCCTGGCTCNTGGCNNTGGGGCAGNTGNNGAAANTTCNGGAT 

NCCCCTATACNGGNTNACTCNGGANGGTGNNGNNNN^ 

GTCCTACCTTCTNTTANCCTOT 

TGNNTTGCCNGGANGNCNNAAATTANGAATTGGTNCAAGGCANGGCCNCCANNCNCAAN^ 
10 CNGAGACCGNNCCCCNGNTGGGN^ 

ANANNGNTTGAGNNGCCTTGGCCNGGGANACNTCCCTTNNTNCANTATNANCN^ 

NNCNNNNAGNGAAACTGTC^TCTNNNCCNCNCAAGN^ 

TGNAAGACNNNNTAGNANNNC^ 

NGNTNNCCGTNTACTTNNNNNNGGACGNC^ 
1 5 GGCNNGNTGTGCGAGGANTTCCNAANCAANATNNATNGAGANNNTOT 

NNTAGTNGTNTNT^^ 

CACCCTGTGGNACCNCNTNNATNNNNNGNNCTCCAGNCAATGAGGNA 
■ ANATNTNTGTNTGANGNT^ 

NGTNTGTACATNNTCNTNAAGGNACANATATTAGGCGCTTTNTACCATCTCNNACT^ 
20 CTNGNGCGNNCTNTCTGCGNGCGCTCTCTATNATTGACTACGCGGNTCNGAGTNGNGNAAATCTCNAN 
CGCTNCANTTACGGTAGNCGGNANANNGANCGAACNGNTCTNGGTAGGACGCGGGNTTGATGTANNG 
AAANNTACACAGACNNTTGCGGGGGAANNTNTGNTCGNTCNTNTCNTACNAAACGC 



25 GGGGGGGGTNCNNT^CCGNNA^ 
tl NNATGGNNTGGNANNANTCNATNTNAGGGNGGNGNNCN^^ 

GCNNACANGGCGGCCGCTCTATAACTAGNGGATCCCCCGNNCTGCAGGGCTGNGNCACGAGNTAATT 
H' CCGGTTGAGTGNTGGGTGTGCAGCTGCAGNGGGGACANNTGTATNCAAGTGAGNNCTGGATCCAACG 
^ NTCNCGAGNTATTGNGNGTCCGTACNCTTANCCAGACNAGNOSfNCAAGANCNCNTATTO 
f 30 CANAGGTGCTNCAAGGCCCGNNCGAGCCTGGCT 

W NCCCCTATACNGGNTNACTCNGGANGGTGNNGNNNNNATCGGNGTTGCTGAANCTCTCANNCCGAGN 
s GTCCTACCTTCTNTTANCCTNTAAACCCGCTTCTCNNNGACTTTCTTO 
O TGNNTTGCCNGGANGNCNNAAATTANGAATTGGTNCAAGGCANGGCC 
ff CNGAGACCGNNCCCCNGNTGGGNCNCCN^ 

H=35 ANANNGNTTGAGNNGCCTTGGCCNGGGANACNTCCCTTNNTNCANTATNANCN^ 

S NNCNNNNAGNGAAACTGTCNNTCTNNNCCNCNCA^ 

~ TGNAAGACNNNNTAGNANNNCTTGNNGNANNNCTAAGTNCNGCN^ 

^ ; NGNTNTNCCGTNTACTTNNNNNNGGACGNCNCCGCNC^ 

^ GGCNNGNTGTGCGAGGANTTCCNAANCAANATNNATNGAGANNNTNTTCCANN 
40 NNTAGTNGTNTNTCNT^ 

CACCCTGTGGNACCNCNTNNATNNNNNGNNCTCCAGNCAATGAGG 

ANATNTNTGTNTGANGNTNNGTGNCCNCTANNGATANAATGNCTCCTCTACNNCGATATCNANTO 
NGTNTGTACATNNTCNTO^ 

CTNGNGCGNNCTNTCTGCGNGCGCTCTCTATNATTGACTACGCGGNTCNGAGTNGNGNAAATCTCNAN 
45 CGCTNCANTTACGGTAGNCGGNANANNGANCGAACNGNTCTNGGTAGGACGCGGGNTTGATGTANNG 
AAANNTACACAGACNNTTGCGGGGGAANNTNTGNTCGNTCNTNTCNTACNAAACGCTNANN 



NAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGNTG 
50 GTGATTCNAAGCNNNTNNNCAN^ 

ANACTGGCAGNTCATTGAGGTGGAGAGAACAAGAGCTTGCCCCTACTTTGCGNCANAATATCNGNTCN 
NNNTTCTNNNNAACCANNGTNNNNANCN^ 

AGGANTACTGNCATCANTTATTTATTACANTCATGAATCTGAAACGNTATTAAANGAAAAGCCTAATA 
ACNACNCTTCTCTACAACNANAAATCACCNTNGGCCATAGCNAAAAACCNCACTGTATTTTG^ 
55 GGAATCTTGGTTGGACATTCTCTNAOT 
GAAANTTATTNTTNNTATGN^ 
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ACAACNTTCATTCCCTTAGGAAGGCAAGACTTNANGGGAACCCTTTTNTTTAAAA 
N CTCNTTTTGNATTACNA 

CCCCCCNCCNCCCCCCCGGNNCCCNNCAANCCNNGTCCCNTTTAAAGGGGGGGTNAA 
TTTTTNTTTTNTGGAAAAATT^ 
5 AAAANACCCGNGGCNTTAANAATTTTO 

GTTAANTTNGGGGTTTTCNAAAAAAANAGGAAATTTTGGGAAG 

CCCCTTGGNAAGGGGTTTNCCCATTTCTAGGCCCNGGAAAAACNCTAAAACCC 

NCCNGGGTTNTTTGGTNCCCCCCCT 

10 

TTGANCACAGCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGT 

CGAGGTCGAGCTTCACTGCGGCAGCAGCAGAGCGGAGTGTACATTCTGATTTGCTACGTTTATATATA 

TCTTGAAGCTAAATGTATATATGAGTAGTTTGCCATGAGATAACACAGTGTAAACAGTAGACACCCAG 

1 5 AAAAACAAGCTACACTAAACCAAAAAAAAAAAAAAAAAAAAAAAAA AAAAAAAAAAA AAAAA AAA 

AAAAAAAAAAAAACNAAAAAAAAAAAANAAAAAAAAAAAAAN^ 

NNCCCCCCCCCCCCCNNNTTTTNGGGGGGGGNNW 

NNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNN^ 
20 NNNNNNNNNNNNl^^ 

NNNNNNNCNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNN^ 
25 NNNNNNNNNNNNNNNN^ 



TTNANCAACAATCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCA 
GGTCTNGGNCCANCTTNNCTGCGNCNGCNGNGGANCGGAGTGNACATTCTGATTN 
30 ATATCNNGAACCTAAANGNATATATNACTGGCTTGCCATGAGANNACACAGTGTGAANAGNAGACAC 
CCAAAAATTGTGACTCCTGCGCCCTCTCCATTCACTGTNATGCCANANTNTTGANCTATTTNTGGACC 
AAATAAANCNNANCTACTCTTGTAACATC 

TTTTCACATCAAAAGAATGGACAACTACTGACAACGTAAGGCCGNGCCTGCCTCTCCCGTGGGGGNGG 

GNCGGCTGCCANGGAAGGAAAAGAACTTGCATGTTGGNGAANGANGAAACTTGGTGGGACCACAGTG 
35 AAATTTAAAAGTAAAAAGCTGGGCCCANGNGGTCTGCNGGCTGNAAAAAGCCANTT^ 

CCCTTTTTTTTTGGTGGTCAAAAN^ 

AAAAAAGGTTTTTAAAACCTGGAAAAAAAAA^ 

GNCCCCCAANTTCCCCTTTTNAA 

NNNNNNNNNNW 
40 NNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNl^^ 

NNNNNNCNNNNNNNNNN^ 

NNNNNNC 

45 

TTNNNCAAAGCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGA 
ATTCGGCACGAGGATTACTTCACATCTGTCTTAGAGAATACTCAGTTACCACCCAAGATTTGTAGCATC 
AATTAAGTTTTCTAATTC 

TTGCACACTTGAAAAACAAACAGGATAGGACATGATCCTTGCTCCTAAGTACGGGCTTGAGGAATGTG 

50 ACAGAGGAGTGCTTCATGTCTTTCGCTGTGGAGAAGTCAG 

TATACTGGAGTTAGGTCTAGAACTGTGCCGTCCAATCATGTGTCTATAGAGGACTTGAAACGTGAGTA 
GTCTGAATTGAGCCGTGAGGTAAAAGCAGAGAATACACTTCAGATTTCAAAGACTTACTGTGACAAAG 
AGAACATAGAATACCTCAATAATAATTTCTTTTATGTTGATTATATGCTGACATAAT^ 
TTGGATTAAATAAAATATATTAAAGTTAAAAAAAATTCCTAAATTCTGTTTACTTGCTGNGNCTACANG 

55 NNNNTNTNTGAAACCCT 
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>WNNNNTNNN>MNNGNNCNNNNNCN^ 
NNNNNNTTTNNAAACNAAATTGGGNTTT^ 



GCCTATCTGGAGCTNCACCGCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATT 
CGGCACGAGGTTTTTTTAAAAAATTTTATTTAAATAATC 

ATGGACAACGCTTCCAAGAGTATGAGCCTTAGATATTTCTCAAGAGTCAAAGCAAAGCAGCTTTTTTA 

AAAAATAAAAATTGGAAGCACAAGCAAGTGGCACTGGCTTAATGCTGTTAATGTTTCTAGAAGTTTCT 

ACCTTGAGATTATATACCTGATTCATATTAAAATACCTCTAATTAGCACTGTTTTATAGAGAACCTGAC 

TTAATTGATTATTTTCGGATTTTACATGGGCCAGTTTATATGCTGTTATTCACGCTATTAGTTCGTGTAG 

CCACGTGTTCTTTGTACCTTTTGTAGTTrGGTTTTACTGGGTTTACATCTTGATGGTCTAACACTCTAGT 

TGGTTrCTGGGTGTTTCTCATGGGTTAGCATTTGTATAAAGAATCTGGTCCATGTAAATGCTTTTCATGT 

TTTTTTCCTCAAATGTTTAAACCACTAGTTGATGTATGGTATTTCTCTTCGGTTATTTGACT^^ 

GCTCAACATATTGCTTCTAAAACAAACAATAAAGATTCTTTTATTTCTTAAGGAAAANNNNNN^mWN 
NNNN^OTNNNNN^ 

ANNNN NNNNNNN1^^ 
NNNNN]SINNNNN^^^ 



TTNAGCGCTKNTSnSTNGNANTCNNNNThnWAGNG 
GAAGGCAATNGCGGNATCAGGGANACNNISTONCCTCTNGTT]^^ 

ANCCTTATCTNNCATGTCANNATWCACA1WGNATCAATTOCCATCGANANATCNATTANCGTNNCA 

CNCANNCCTGGGCATGNGNTT^TCGAGANCNNNACGACGNNNCCTTTCTAACNNGNNTGACNTAAT 
GNNANTTNTCNTAACANNNNCCGANNAAGACCT^ 

ANTTCTACNTTTCTAACNNATNNNNNNCCTC^ 

ACCAGNNNGNATNAGGGNNNAGCmNNGGTNTl^^ 

ATTAACTTANANTANCGNNCNNAGTTNCC 

ATANATTGT>WCANCC™NNAGCNGCNTNA^ 

NTNAAOTC^ANCCCNGNNCNATNAACANNANNACANGNNATNTNC^CATGANGNNNNCATTW 

ACNATAAATGANNNN1WCTANNGNNTTNCGIWTTANANCATNNNTATACNTACANGCNNTNAGNAN 

NNA1STTCGGAGTTGNCAGGNNATCTNANACNNNNACANGNNNANNTNG 

AGACNNTANNNCANNTAGGCTCTWGNANTCGNTANNAACA^ 

TANTANNNNTGANGNANTACNTNN^ 

TGNTOANTNAANGACTONTAACNTGNTONNATGATGAGTCNTCGGTCTNNTTACNCNGCCTANANNCN 

ACTWTWCNNTCGTGTCNWWTNACNCTTGNC^^TGANATANNANNNCCGACGNAGTATGACGTr 

NCATC>mNATACTTGTANACANACNCGANGANCTAGNANTANGTCTTNTOAGTOTOTCTTNACNNNTN 

NTNCATNAANANTGNTANCGNGNCGCNNNATACGAACTCNNNCTCCTOACNNNTNNTNTATANGNAC 
NNANIWGNTGGCGANGCNANNGTTAGNGTATATCNAAGTO^ 

GNCNCTAGNNGTANGNCTCTTGTCNNTGNACGCACGNANNTCG 



GCCCTATAGNGAGTNGTATTACAGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAA 

TTCGGCACGAGGCTTGCTTCTCTAGGGAAGAATCCAACCGATGCGTACCTGGAAGCCATGATGAACGA 

GGCTCCAGGGCCCATCAACTTTACCATGTTCCTCACCATGTTTGGGGAGAAGCTGAACGGCACAGACC 

CAGAAGACGTCATCAGAAATGCTTTTGCCTGCTTTGATGAAGAAGCAACTGGCACCATTCAGGAGGAT 

TACCTGAGAGAACTGCTGACCACAATGGGAGACCGGTTTACAGACGAGGAAGTGGACGAGCTGTACA 

GAGAAGCACCTATTGACAAAAAGGGGAATTTCAATTACATCGAGTTCACTCGAATCCTTAAGCATGGA 

GCGAAAGACAAAGATGACTGAAGGAACTTGAGCTAAAACTTTCCAGTTACTTTGTCTTACTCTATACT 

GNTTCCTANACATTTCCCCCCACCCCCCATAGGCCTGTTGCATGCAACTTTGATTCACAGCTTTGCCTTT 
TTTTTTTTTTTGGG>OTTTTTNTTTAANNCm 

AAGGGGGGNTATANAANTTTTTATTTTTCNTTTGTAAAAANAAAGATTTNGNTAN^ 

CNTNTTTGNNAACCCCNNNNNATTNTTTTATAAAAAAANAAAAAAAN 

CCNCNCCCCCNTATTCCCCCTTTTTNGGGGGGNGCNCTTTN^ 
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ACCNCTTTGNNTTTNCTCTATCNCCCNTTTO 

CNTNTGCTCNTCHXjANTTATAGTCTNATO 

NTNNlSnSfTNG^TNTANTNTTSTATNCNTNNGNNCG 



TTGAGGCCCATAGNGAGTCGTATTACAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 

GNAATGGANNGCCNGGN(^GTCTAGNTGNNNTGTGNCTGNCCTCNGNCNGNGGGNNNGGNGGCGNA 

CGNCNTGGCACCCTGGCCNTGNTNTATGC 

ATAGGAACANTGANTGCTAATGGCNANTOCATATTGACATNGATONNNCTGGGTNNAGNNANGACGT 
TCCNANNNTNNTGAKWNGTTGGCATGCGTNNC^^ 

AACAAAGANNNGCACATTNTCCTTCCTAAAACAATTTCAGATGTCCANTTTGGTGAANTCNANGCGAN 

GCTCAACGNCTCAINAGCGANANANTCACCTTATTNNAGACCTACTNTONGAANGCGAANCNTONNA 

NTTATGTANNNGGTNNNNAGTGNAGNCNNNNTTGTANCANCNTAGNTTANTGTANNNGACCTGNNCC 
NTTCAAGGNGTNATGGNTCGANTTCTGGGNNNCCCTC 

CTTTNTTOT'CTGGGNCAAATGNNTNNTAGCCTNATAAGCCCATNCCCTTGGN^ 

NCTATGTAAACCTTTTNTTTTANNAGATTNThnSFCATGNATGNCCCTTGCCTGNCTO 

TNTTGTNTGTGGNTTAAAATNTATTTCTCGAGANTACNTNGTCANTN^NWGGCCTTNTTANGTNCTNN 
AANAANNCCTTTTNTTNNTTCNTCNT 

NTWGCTTTTTTGTCNACANATAT>WCCACTCATGGACTNNTTTCT 

GTCTTTNTNAANANCATNNATTCNTCTTCTGANCTNGTANNGAAANCGGNGATGNTCNCTOCCT^ 
CTCTATNGTTGTTTCTGNNNNCCCCTC WWGTTTNN CG 



TTGAGGCCCATAGNGAGTCGTATTACAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 

GNAATGGANNGCCNGGNCNGTCTAGNTGNNNTGTGNCTGNCCTCNGNCNGNGGGNNNGGNGGCGNA 

CGNCNTGGCACCCTGGCCNTGNTNTATGCOWCNTCGCTCANNNCNNNN^ 

ATAGGAACANTGANTGCTAATGGCNANTOCATATTGACATNGATONNNCTGGGTONAGNNANGACGT 
TC<^AN>WTNNTGANNNNGTTC^ 

AACAAAGA>nWGCACATTNTCCTTCCTAAAACAATTTCAGATGTCCANTTTGGTGAANTCNANGCGAN 
GCTCAACGNCTCATNAGCGANANANTCACCTTAT™ 

NTTATGTANNNGGTlWNNAGTGNAGNCNNNNTrGTANCANC 

NTTCAAGGNGTOATGGNTCGANTTCTGGGNNNCCCTGANNTTOWTCCNCTCNN1WATTGGAAACAGC 

CTTTOTTNTCTGGGNCAAATGNNTNNTAGCCTNATAAGCCCATNCCCTTGGNCTCTCTTGTTTTTC^ 

NCTATGTAAACCTTTTNTTTTANNAGATTO 

TNTTGTOTGTGGNTTAAAAT^TATTTCTCGAGANTACNTNGTCANTNNNNTGGCCTTOTTANGTNC™ 

AANAANNCCTTTTOTTNNTTCNTCNTTTATNTTNTNNTA^ 

NNNGCTTTTTTGTCNACANATATWCCACT^^ 

GTCTTTNTNAANANCATKNATTCNTCTTCTGANCTNGTANNGAAANCGGNGATGNTCNCTNCCTATTA 
CTCTATNGTTGTTTCTGNNNNCCCCTCNNNGTTTNNCG 



NAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGTCG 

AGGTCGAGCTTCACTGCGGCAGCAGCAGAGCGGAGTGTACATTCTGATTTGCTACGTTTATATATATCT 

TGAAGCTAAATGTATATATGAGTAGTTTGCCATGAGATAACACAGTGTAAACAGTAGACACCCAGAAA 

TTGTNACTTCTGTGTTCTCTCCATTTGAGTATTTTGTAATTTTTTTGAAANATTNGGGGNCNTAAATAAA 

ANCA^CTCCCCTAAACCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAANNNNTNNNTAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAACAAATAAAAANAAAAAAAGAAAAAATNN^WNNGGGGGGGGGGGN 
CCCCCCCCCCNNCCNCCC^n^lW^ 

NCCNTNNN NNN^^ 
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GNANACAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGC 
ACNAGNCGNNCTTCCTTNNGCTGGNAAAGTNCO^TGTNCGNACACTGAGTCCTGCTCTGTGTATNAAG 
GANACATTGCCTCNGGCTGAATGAAGCAGGGTTTGTGAAAAGTGCTCAGAAACCACAAGTTCCCTGTG 
CTTTCACAGNTTTTGAGGCTTTTCCTTTTCACACTGGAGACTTTCTTCTGTTTT^ 

TGGCTCANAAATGGCTGCTGTGATGAAAATGCTCATTTGTTAGGAAAAAGAGGTAGCTACNTTCTCAT 
TTTGAAAGGACCATGAGCTATTTAAAAAAAAAACCNAANANGNGGTTTTATTTACNTGNCAGGGGAN 
CNTTNGATCATGTTCACATGGTTTNAAAANAAANCANTTTTTTTTTCCTNCT^ 
AAAAATTTTTNTTTTTTNTNNTNAAAGNCCCTTNTAGGN 

GGNACCCCCAAGTTATTCCTNGTNAAAGACCCATAATTTTTTGNAACCNGGAANCGGGGAAAACAAA 

AGTGCCTCCO^AAAATNTAANAAAAGCCCNTTACCTTCGGATTTGGNAAATNNAAAACCCTTCTTTTT 

AAAAAAAACCCNTTTTTTTTTAAAAAAAAACCGGGGGGGGGCCTTAAAATTGGGTNAAANGCCCAAA 

AAAAAAAATTTCCCGNGGGATTTTTTGGGANNAAAAACCATNNTTTAAAAACCTTTGAACCCCTGGAA 

AATTCCTTNTGGCGCGGGGGGCAAAATTTCAAAAAACCTTTTTAAATCCCCAAAATTTTTTGGNGNGG 

ggaaaccntttgttttttcaaaaattttcncccaggcnngggaaaacccccngggggttttn™ 
aaaanangggnnccccct 

TTGAANACATNTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 

TCTGCAACCATGTNTGTTTNNCCCGATATGGCTGANATTGACAAGNTCGNTAAGNTGAAATTGAAGAA 

AACGGAAACGCAAGAGAAAAATCCACTGCCTTNGAAAGACACGATTGAACAGGANAAGCAAGCAGG 

CGAGTCGTAATGAAGCGTGCGCCGCCAGTATGCACTGTACATTCCACANGCATTGCCTTCTTATTTTAC 

TTCTTTTAGCTGTTTAACTTTGTAAGATGCAAAGAGGTTGGATCGAGTTTAAATGACTGTGCTACCCCT 

TTTCACATCAAAGAATGGAGAACTACTGACAACGTAGGCCGCGCCTGCCTCTTCCATCTGCTTGTGTGG 

CTGGCAGGGAAGGAAAAGAACTTGCATGTTGGTGAAGGAAGAAGCTGGGTGGGACCACAGTNAAATC 

TAAAGTAAAAAGCTGGGCCAAGGTGTTCTGCGGGCTGTAAAATGCAATITAATCAGANTGCCATTTTT 

TTTTGNTGGTCAAAAGANTTTAATTATTGGAATGCACAATTTTTTTNTTATGCAAATAAAAAGTTrTTA 

AAACCTGAAAAAAAAAAAAAAAAAAAAAANTTTNGGGGGGGGGGCCCNCGGANCCCAATTTCNCCC 
N>WTAAGGGGGGGGNCNNNTNAAANNNNNNNNN]S^ 

CNNNNNCCNNNNNNNCCCNNNNNNNC^ 

NNNNNNNNNNNTNNWJN^ 

NANNNN>nWNNNN]>MISr^ 

NACAAAGCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGTCTG 

CNACCATGNCTGACNNNCCNGNTATGGCTGAGATTGAGAAGTTNGATAAGNTGNAATTGAANAAAAC 

GGNAACNNAAGAGAAAAATNCACTGNCTTCGAAAGAAACGANTGAACAGGAGAAGCAAGCAGGCGA 

GTCGTAATGAAGCGTGCGCCGCCAGTATGCACTGTACATTCCACAAGCATTGCCTTCTTATTTTACTTC 

TTTTAGCTGTTNAACTTTGTAAGATGCAAAGAGGTTGGATCGAGTTTAAATGACTGTGCTACCCCTTTT 

CACATCAAAGAATGGAGAACTACTGACAACGTAGGCCGCGCCTGCCTCTCCCATCTGCTTGTGTGGCT 

GGCAGGGAAGGAAAAGAACTTGCATGTTGGTGAAGGAGGAAGCTGGGTGGGACGACAGTGAAATCTA 

GAGTAAAAAGCTGGTCCAAGGTGTTCTGCGGGCTGTAAAATGCAGTTTAATCAGAGTGCCATTTTTTTT 



CTGAAAAAAAAAAAAAAAAAAAAAANGGGGGGGGGGGGCCCGNGNCCCAANTWJNCCTNAANNNG 
GGNGGNTTTNNNNNNNN^^ 

NNNNNNNNNNNNN>MWNNNNNNNN^ 



NAAGCNCCbTITN>WTGTNGGTCNNNNTNGNAAGGGGGNANTACCACTTTTA 

TNCCAATONATTANNGNGGNTCNANTTTTAANATTNTTTNANCTATCCCTNAAI^ 
TNANCTTCTCNCTWCTWNNNNATCCANANNNCNANCATGNGAGGATGTAGNANNNGNNNNNANNG 
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AAAhWACCNATAACTTTOCTTOTNCCCGNAGGGNANANTNGTGCTONNGTOGAATCANCNANNCNGN 
NANNNNTNAGANNNNNANNNCNACCCCGANTC 

GNGTCNCGNAANNCTATGGAGNCNNAACNNNNAGAN^ 

GCGAGNCATGTWNATTNTCATNGNNTOCTTTAGACTCCAANANNGNNNCCAANACACNATTNANNC 

CTACOTCNANNANCGN^ATNTOTGTNNGCNNNGNGTNNNN^ 

NATTOTGNTAGANACANAGGCTTGTGIS^ 

NTATNTNGCAGNANGNANNNNNGAGTNNNNNGNTNANTGATNANCCCNGNNCANTATAC^ 
NNNCTATCANANNCNCCNGNNNNTC^ 

NNamAAANANC^AAGNNTCNNNANNGGANNGGGCGAAN^^ 

CNNNCNANATTTCAATGTCTGCAW 

NGCNOTANAANAANCTNTNCN^ 

GGANANTNGNNGCNAACAGNNTCGCTGNNNNGCNCNCTGGTGANGGAGCAATOWTCGNNTNACA 
NCNTNNNTNNANAGTANCCAAGAGCNGNNATC^^ 

NGNGNNNNTNTNCATNCGNTATATGTACNATGCNGAANNNCACCNCNCTNTCANNNCTGCNTCNNGT 
TTN^TTATCATAGCNANCGNCCNGCGANACNATCNAAANTANTGAGTNCNANNNCNAGCNATGNAT 
CNATAACGAGTNTGNNANNAGANTGTNGNANNGCCNNANANCTATCGNGANAGNATANAGTGNTCG 



TTAANNCNTTTANNGGA>MNNTTTANNNAGG 

AGGATCCNANNNTCCGNACCAGTTNTNNNGCTCGAGACATGAGTTNGGACCTGAGGGCACCGGGATG 

ACNNTGNATTTNCTTTGCANNATNAGCCATGAATTTCTNTCCNGGGNAT^ 

NNTNNGTCTAACCGGGNATNNNTN>^ 

NNNAAhWANTNTCCTAAACTCTNNNTNO^ 

NANCNAGTNTTCATTGNCNNTTTGCNANC>^^ 

^GATCNANNACCA^CATANTCGTATNTTNNT^^ 

NNISrrCATT\rrGTNNNNCATATNGNCNACNTSM 

ATTGTNTTACTGAGNNAAGANNNGTTNNACN^ 

C^TGTNNTGTNWGTTNAAANNNCTOCTT^ 

AACN1OTTTNCGGNTTCGTANANNTANNATTGGANCATNACTOTTCGTOGTAGANNNAANATCTACGT 

ANNNAATTNANNTO>WGANCATAAANNCCCCGACCNCACGNANNNNNCNNCCNNGN1^ 

ANCATANAATACTGANTNANCMWTTANTTT^ 

C>WGACCNCNAGGNATCTAATNAT^ANT>^GTC^ 
NNCAANTNC^NCNCNNATTACCNNCNNAAATCTTN^ 

NNTANCGTGTGCTCCTC^CKANNAGANNNCNANNNNrACM^CNATCTANATNAGAGATNAAaWTNT 

NTACACTNCNTATANTCCTCCTNCNNAGGTAGAACATGAWJTNTCCTOGNTACNCACCCNATGNNGAN 

TTNGGCCGNNTANCGATCTNANAGCANGNAAGNANTAATAGCATTNACTNNCGACTNANTANNTAGT 
CAACNANNCNCCCG 

GCCCTATNTGGAGCTNCANCNCNGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGTT 

CTACCACTGACTCAGGCCCCGATCTTCATCTCCTTCTTCATTGCCTTGAGAGAAATGGCCAACCTTCCC 

GTGCCCAGCCTGCAGACAGGTGGTCTCTGGNGGTTCCAGGATCTCACACTATCTGACCCCATCTACGT 

ATTACCTCTGGTGGTCACAGCTACAATGTGGGGTGTCCTTGAGTTANGTGCTGAAACTGGCATGCAAA 

GTTCTGACCTTCAGTGGATGAGAAATTTTATCANACTAATGCCCCTGGCAGTCTTGCCCATAACTATCC 

ATTTCCCCACGGCANTGTTNATGTACTGGCTCTCCTCCAACATGTTTTCCCTGGGCCAGGTGGNCTGTC 

TCCGTATTCCTGCTGTACGCACTGGACTGAAAATTCCCCNACGTGTTGTGCACGACCCANACAAGNTA 

NCTCCACNAGAAGGCTTOCTAAAGAGCTTAAAACAAGGCTGGANGAATGCCGAAATGGCCCATCAGC 

TACAGGAACGGNNAACGACNTATGCAGAAACCACTTGGGAGCNCGCTGCCAGGGGTTCGCTACGACA 

GACGTTTGCCCACAACNCCTCTGNNGCAGCATTGGAAAGAAATGACCCTCCCAACACCCCCTAACAGG 

CAGCAGCANGCAGNGGGCNGNAGTAANCAAAAGNCANAAGTCNAAAGCAACCCCTGNCGTTGACAC 

CGCTTTGGCTTGAANCCTCTGGTOGCCTTGNTTCACAACINGGGNNAGGGAAACTTCNTTTTTITTm 

NANAAAACTTOANCCCTTTNAANAACCGAATNTNCATGGCNGGGGGNTNTTGGCGCCCAGAACCCTT 

NAAAAAACTGGNGGGGGACATTACTTGATGGTTNCATNTTTAAAAAAATGGGANTGCTNCNTACAAG 
AAANTCTTTCCNCCNTGGATNGGC 
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TTNAGCCCTATAGNGAGTCGTATTACAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTNGNA 

GGATTGAACGGNCTGCTCACCCCGGCCGAGTGTGGNGTGCTGCTGCANCTGGCCAANGATGCNGNTG 

AAGCTGGAGCCAGGGCTGGCTATNGGGGTCATCGGTNCCCACACACCCCCCANGAACGCTTTGAGGG 

GCTNACNGNGCTNAAGGCCGCACANCTGGCCCGGGCTGGGGCGGTGGGNANTCAGGGTGCCCATCTG 

CTNTCTGGAGGTNANCAAGCGGGTGCGGAGCCTAACCCAAGGCCTANTTTCCCCCGACCGGGCCCTGC 

ATNTCTCCTTAACCCACCTGNNGTGCCGGAGCGCCATATAAGGGGAGCAGGCGCACTCGCATGGACCT 

GAGCCACCCGGTGCACGCCGACAACTGTGTGCTGGATCCTGACACCGGGGAGTGCTGGCGGGAGCCC 

CCANNCTACACCTATNGAGACTACAGTGGACTCCTCTACTCANCGATGACTTCCAANGGCGGGGACCT 

GTTCTTTCANGGAGCCCAACGCCCTCACAGTAACGGCACAAGTTCNTCCTCGCTGCNGCCGNCTCGTG 

GCTTCAGCTNAGGCGNGGAANAATNCCCACGGTGTTGTNGNGCCCGTNANNCCCCGGCCGGGNGCTT 

GTOCCCCTGGCAACTTNNNGCAAAACCTTGNGNCCCCTTGANCACAAAGGNAGCCANGAAG'mGGAT 

GGGAAGCCCANANNAAATTTGCNTGTNTNGGGCCCCNAAAAAAGGATGAAANGGANNAAAGATTGT 

NNTCAGCCANGGGAACCCCNNNTNCAAAAAACCCCCCAACCCGAANGNCTTTCCNTGGGTTTCCAGG 

AAAAAAGGTTNGGGAAANCCCCCCT]SOvrC>nTTTCAAAAGGAAAATTTTTNAAGGGGG 

AAAAACTTTTGGGGGAATTTGGCNCNNTTNAATTTGNGGGNGGGG 

TTNAGCCCTATAGNGAGTCGTATTACAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTNGNA 

GGATTGAACGGNCTGCTCACCCCGGCCGAGTGTGGNGTGCTGCTGCANCTGGCCAANGATGCNGNTG 

AAGCTGGAGCCAGGGCTGGCTATNGGGGTCATCGGTNCCCACACACCCCCCANGAACGCTTTGAGGG 

GCTNACNGNGCTNAAGGCCGCACANCTGGCCCGGGCTGGGGCGGTGGGNANTCAGGGTGCCCATCTG 

CTNTCTGGAGGTNANCAAGCGGGTGCGGAGCCTAACCCAAGGCCTANTTTCCCCCGACCGGGCCCTGC 

ATNTCTCCTTAACCCACCTGNNGTGCCGGAGCGCCATATAAGGGGAGCAGGCGCACTCGCATGGACCT 

GAGCCACCCGGTGCACGCCGACAACTGTGTGCTGGATCCTGACACCGGGGAGTGCTGGCGGGAGCCC 

CCA>WCTACACCTATNGAGACTACAGTGGACTCCTCTACTCANCGATGACTTCCAANGGCGGGGACCT 

GTTCTTTCANGGAGCCCAACGCCCTCACAGTAACGGCACAAGTTCNTCCTCGCTGCNGCCGNCTCGTG 

GCTTCAGCTNAGGCGNGGAANAATNCCCACGGTGTTGTNGNGCCCGTNANNCCCCGGCCGGGNGCTT 

GTNCCCCTGGCAACTTONNGCAAAACCTTGNGNCCCCTTGANCACAAAGGNAGCCANGAAGTNGGAT 

GGGAAGCCCANANNAAATTTGCNTGTNTNGGGCCCCNAAAAAAGGATGAAANGGANNAAAGATTGT 

NNTCAGCCANGGGAACCCa^TNCAAAAAACCCCCCAACCCGAANGNCTTTCCNTGGGTTTCCAGG 

AAAAAAGGTTNGGGAAANCCCCCCTNNCNTTTTCAAAAGGAAAATTTTTNAAGGGGGC^ 

AAAAACTTTTGGGGGAATTTGGCNCNNTTOAATTTGNGGGNGGGG 

TONNNAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 

GCGCCTGCCAAAGCAGGAGACACAGATTCGATCCCTTCATGGGGAAGATCCCCTGGAGAAGGAAATG 

GCAACCCACTCCAGTATTCTTGTCTGGAGAATCCCATGGACAGAGGAGCCTGGCGGACTACAGTCCGT 

GGGGTCACAAGAGTCAGATAGGACTTAACAACTAAACAAAAACAACCTATATTAGAAGGTTGCCACT 

ATTTTTTCCAAGACAGAGCCAGTCACTCGCGGANCAACTTTNGATGTGGCCTGTGTGTCTAACCATT<^ 

TAAATGCCTGATGGCTAACNTGTGAAANCAGAANTTTCCCATTNGTTGGAAAAGCCTTTTGGCNCGGC 

CTTTCCNATCTTATTAACCAGGCACCGTTGGTTGGAAAAAGNGAGGNCAGAAGCCAAAAGGGGCTTGT 

GGTGGAAAGAATNGAAGCTTNATTTNACGCCCTTCTAACAANCTrTGGGGGAAGGGTTTA 

TTGGNAATATGNAGTGGCAATNGGNAANGGNAATNCCTTGGAATAATTGGGNCCCCCNTTCNTTTTTT 

TCTTCCCCCCCAACCAAAAANACCNTTATTCCTTTTTTTAGGGANGCCCCCCCTTGGNAAANAGGAGG 

GNGTCAAAAAATGTAAANCGGGAACCTTCTGGTTTCAAACCNAAAATTTTTCANTTTAANTTTTOATTO 

GGCC^TTTN^GNGGAANCCNAAAAATTTGCTTGCCTGGNCCTGGGAATGCTTTT'mCCAGNNNAAAGCNT 

^>^AATTTTTTTNAAACNCCCT1NCCTTAANGGCCNGG 

TTNANCAAAGCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGC 

GCCTGCCAAAGCNGGAGACACAGATTCGATCCCTTCATGGGGAAGATCCCCTGGAGAAGGAAATGGC 
^CACTCCAGTATTOT^^ 

GGTCACAAGAGTCAGATAGGACTTAACAACTAAACAAAANCAACCTATATTAGAAGGTTGCCACTATT 



20 



TCTTCCAAGACAGAGCCAGTCACTCGCGGAGCAACTTTTGATGTGGCCTGTGTGTCTCACCACTCCTAG 

ATGCCTGAGTGCTTACATGTGAAAGCAGCAGCTTCCCACTTGCTGGGAGAGCCTTCTGGCACGGCCCT 

TCCGATCCTACTAAACAGGGCACGTGGGTGGGAAGAGTGAGGACAGGAGGCAAAAGGGGGCTGGTGT 

GGNAAGGANTGGAGGCTGATCTCAACGCACTCCTANCAGCCTNTGNGGAAGGGTCTCAAGTGACCCTT 

GANATAGTGAGTTGCAATGTGAAANGGAAAGCCTTGGGATCATTTGGGCCCCCCTTTNTTTTTIT^ 

CKCCCCCCCCAAATACACTTTATTCNTTTTTTTGGGGGAGCCCCCCGGGGGGAAANAAGGNGGNGm 

CCAAAATTGTNANGNGGGGAACNTCNNTGGTTTNAAAAAAAAAAAATTTTNATT^ 

NNM^GANGGAAAAANAAAAAATTTGNTTGNCTGGGCCTOGGGATTGTTTTTTCAGGGNNAAAGGN 

TTTCCTTTTTAAATTTTTTTTAAACNCCCTTCCCTTAAAGGGGGGGGGGGGGGGGGGTTTTANNNAAAA 

CCNTTTTTTTACCCATGGCCTTTTNGGGGGAAANAGGGAAAAAAAAAANCCCCCCCNNGGGGGGTGG 
NTTTTTTTTNNTTTTCCCAACNG 

ANACATNTGGAGCTCCACCGCGGGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGGTTT 

CCAGGACAGCTGATGGGAGAGGAAGCTGGGTGTCTCCCAAGAGTCCCAGGCTGCAAAGGGGAGAGAG 

CTGACCCTTCTCAAACCCCTGCTTTGGGCCCAGCCCTGCGCCAGGTGCTTCACAGCTCTTATCTGCCAG 

ATTTTCCCACCTTGTGGCACATGGCGCCCCTAACCAACATCCCAAGAGGCCGATCACCTTGCCACATCT 

GTGCAAGACCTGGGACCACAGGCGTGGACAGGAAGGGCTCCGAAGCCCTCTTTTTACAGATGAAGAT 

GCCAGGGCCCAGGGAGGATGAGCAGTCTTTGGGGTTACCCAGCCGGAATACTGGGAGACCTGAACCC 

AGCATTCTGACTCTGCATTCAGTGCTCGCTCCATGATGCAGCGGTCCTAGCCCCCCCCTCAAATGGGTC 

CCCTCTTCACTGTGTTTCCCAGCATTCCTTGCTCTGACCAAACCGGGGAAGGGACACAGCCCACCCCCA 

AAAGATGGAATCATTCTCTTAACCGTCTTTGTCCCAACTGGCTGNCACTCCAAACCCGTCCCCCTGGCC 

CCTGACCTTGCTGGGTGGGGAAAAGGCTACGTNGGGCCCAGGCTGAACAATGAATGANCATGTCAAG 

CTGTCAAAATNTTGGGAAATAAGNGCATTCTACTGGCAACCCGCCTTCCTGATCCCGNCTGGA-nTGN 

ACCATAAAGNGACATGAGAAGCCCCCCTGTGTNTGTTTTTGTGTGCCCCCCCCCCCCCGGGGGNNTNC 

CNTNGNNAGGGGNTTTGGNANNTTTTTTGGTTTTGGAAAATTTGAAAGGGCCCAAAAAAAAAACNGG 

GGGGTTTCCTTTTGAAAAAAAAAAAAAAAAAAAAAANTTNGGGGGGGGGGGCCCCN 

TTNNACAAAACTGGACTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGGT 

TTCCAGGACAGCTGAAGGGAGAGGAAGCTGGGTGTCTCCCAAGAGTCCCAGGCTGCAAAGGGGAGAG 

AGCTGACCCTTCTCAAACCCCTGCTTTGGGCCCAGCCCTGCGCCAGGTGCTTCACAGCTCITATCTGCC 

AGATTTTCCCACCTTGTGGCACATGGCGCCCCTAACCAACATCCCAAGAGGCCGATCACCTTGCCACA 

TCTGTGCAAGACCTGGGACCACAGGCGTGGACAGGAAGGGCTCCGAAGCCCTCTTTTTACAGATGAAG 

ATGCCAGGGCCCAGGGAGGATGAGCAGTCTTTGGGGTTACCCAGCCGGAATACTGGGAGACCTGAAC 

CCAGCATTCTGACTCTGCATTCAGTGCTCGCTCCATGATGCAGCGGTCCTAGCCCCCCCCTCAAATGGG 

TCCCCTCTTCACTGTGTTTCCCAGCATCCTTGCTCTGACCAAACCGGGGAAGGGACACAGCCCACCCCC 

AAAAGATGGAATCATTCTCTTAACCGTCTTTGTCCCAACTGCCTGCCACTCCAAACCCGTCCCCCTGGC 

CCCTGACCCTGCTGGGTGGGGAAGANGCTTCACGTGGGCCCANGCTTGAGCAGTGAATGAACATTGTC 

AAGCTTGTCAAACTTTTGGGAAAATAANGCATTCTAACTGGGAANCCCGCTTNCCTGATCCGNCTGGA 

TTTTGGNCNTTAAAGGGGACTTGGAAAGCCCCCTGNGGGGGGNANATGGGGGGCCCCCCCCCCCCCG 

NGGGGAAAACCCCTAAGGANANGGGGTTTTGGGACACCTTTTGGGGTTTGGGGAAAATTTGANAGNG 



TTNNNCAAANCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGG 

GCGTCAAGGTTCTCCGTGGAGTTGGAGCTTTGGCCTCCCAGGCCCTGAGGGCCCGGGGTCCAAATGGA 

GTCTCCGTGGTGCGCTCTATGGCGTCTGGAGGTGGTGTTCCTACTGATGAAGAGCAGGCGACTGGGCT 

AGAGAGGGAGGTCATGCTGGCTGCTCGCAAGGGACAGGACCCATACAATATACTTGCCCCAAAGGCA 

ACCTCAGGTACCAAGGAGGACCCTAATTTAGTCCCCTCCATCACCAACAAGCGGATAGTGGGCTGCAT 

CTGTGAAGAAGACAACAGTACTGTCATCTGGTTCTGGCTGCACAAAGGCGAGGCCCAGCGATGCCCCA 

GCTGTGGAACCCATTACAAGCTGGTGCCACACCAGCTGGCCCACTGAGCCACTGCACTAATGCACTCA 

GAATATGATGTGGAATTTCTTCTTTCCAGTAAAGACTAGCCATTACATTGGCTTCTCCTCCCATAANAA 

AAAAAAAAAAAAAAAAANCCC^GGGGGGGGNCCNGGCCCAANTTCCCCNTATOGGGNGNNWWNA 
NANNNNNNN ^^ 
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NNNNNNNNNNMvINNNNN^ 
NNNM<fNNNNNNNNNNNN^ 



TTNAGCCTATAGTGAGTCGTATTACAGGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 

GGCGTCAAGGTTACTCCGTGGAGTTGGAGCTTTGGCCTCCCAGGCCCTGAGGGCCCGGGGTCCAAATG 

GAGTCTCCGTGGTGCGCTCTATGGCGTCTGGAGGTGGTGTTCCTACTGATGAAGAGCAGGCGACTGGG 

CTAGAGAGGGAGGTCATGCTGGCTGCTCGCAAGGGACAGGACCCATACAATATACTTGCCCCAAAGG 

CAACCTCAGGTACCAAGGAGGACCCTAATTTAGTCCCCTCCATCACCAACAAGCGGATAGTGGGCTGC 

ATCTGTGAAGAAGACAACAGTACTGTCATCTGGTTCTGGCTGCACAAAGGCGAGGCCCAGCCGATGCC 

CCAGCTGTGGAACCCATTACAAGCTGGTGCCACACCAGCTGGCCCACTGAGCCACTGCACTAATGCAC 

TCAGAATATGATGTGGAATTTCTTCTTTCCAGTAAAGACTAGCCATTACATTGGCTTCTCCTCCCATTN 

NANANAANNNNNNNNC>nsrAAAACNTC 

NNTTACANNNNNNNNNCCNNNNNTNl^^ 

NNNANNNN>TONANNNNN^ 

NNTNTNl^nWNNNNNN^^ 

NNIWNNTNCNNTCNNNMS^^ 



NNNNANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGTTTT 

TCTCAAAGAGGGCAGCAGACTGTTCTCCCCACAGGCCATGGGGGGACAGGGCTGGGAGAAGAAATAG 

ACGTGCACCTTATATCATGTAAATATACTGATTTTTCTAGTTCAAGAAAGAATTATTGGTAGAGTGGGA 

ACGGGAGATAAGAATGAGCAGGAAATCTTGAGTAAGCCAGCTGGCTTTTAAGCCAAAAGGGTTCCTC 

CGTGTTTATCTTTGAGACAGTCCAACCCCAAGAATAGCTTTAAAAGGGAAATCAGTGCTGAGACGGTG 

AAGTCCCTTACCCAACACGCGCCCTGTAACTTTAGAATGAACGCAGGCTCCTCAGCTGTGGGCTNGGC 

ATGGNTCCCGTCACCCGTTGGTGTGAAACAAGGCGGGAAATTCATTAGGATGNTTATGGNTTCTTNAT 

CCCACCCAGCTTTTCCTGGTTCTGGATTCTAAACAACCCANAACCATCTCTTTCCTCCGGTGGCTCTGCT 

TCTAGACTTGCGTGGGCCCTCAGACCCGTTTCTTGGCTTGGGTTTCCGGAAGCCTTCGGCAGACTTATA 

CACGCATGCTCTTGCTGTCACATTTAT1NCTTTGCCCTGCAGCCTTCTTTTGGGGGGGAAAAAAAAGTG 

TTTTTTTTTAAAACAGNGCCCCCCTCCCCTCTTNTTTTNm 

NGGGCMACCCCCC^TNTTGNAAAACCCCCCCCGGGGTTNNGGGGGCCCCTTGGGAATTTTNTTCCCNA 
TTTNGGCAAATCCCCCCNTGGNNCCNNNGCTCCCTAAAAATTTTNTTTTTTTTO 



TTNAGCCTATAGNGAGTCGTATTACAGTGGCGGCCGCTCTAGAACTAGTGGGATCCCCCGGGCTNGNN 

GNATTTCGGCACGAGGCCCGTCTCCTGTGTTAGGTCTGACCTCCGGCCGATCGTCCGCCGCCGCACGG 

NTTGCCGCCATGGCCCTNANCGATGCCGACGTGCAGAAGCAGATTAAGCACATGATGGCTTTTATTGA 

ACAAGAAGCCAATGAGAAAGCAGAAGAAATTGATGCNAAGGCAGAAGAAGAGTTCAACATTGAGAA 

AGGTCGTCTTGTCCAAACCCAAAGACTGAAGATTATGGAATATTATGAGAAGAAAGAAAAGCAGATT 

GAGCAGCAGAAGAAAATTCANATGTCCAATTTGATGAATCAAGCGAGGCTCAAAGTCCTCAGAGCGA 

GAGATGACCTTATCACAGACCTACTAAATGAAGCAAAACAGAGACTCAGCAAAGTGGNAAAAGATAC 

AACCAGGTACCAAGTGCTGCTGGATGGACTGGTCCTCCAGGGTTTTGTACCAGTTGCTGGAGCCCCCG 

GATGATCGTTCGCTGCAGGAAAACAGGATTTTCCTCTGGTGAAGGCTGCAGTGCAAAAAAGCAATCCC 

TGTGTCCAAGTTGCAACCCAAAAAGANACGTTTGATGTCCANATTGACCANGAAGGCCTTACCTTGNC 

CCGAAGGAAGATANACCGGCCGGTGGTCCGAGAATCTATTAACCGGGGGACCCGCAAAGAATCAAAG 

GGTGGTCCCACCNCACCTCGAAAGGTCGGGTTGGACCTTCATNAGCCCCAACCAAATGAATGCCCCGA 

ANGTGGCGGGGGAGGCCTTTGTTTTGGTGGCAAATGCCCACCAGGGAAGGTTTTTTGGACTTAACCCA 

CCAGGAAGGTGCCTTGACCAAGGGACCCCTCCCCTTONTTTGGGAANAAAACNAAAATGGGCCCNGT 

NTTAACCTTTCTTTTTTTCTTGTCCCCTTGCCCTTTTTTTTGGGNC 
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TTNAGCCTATAGNGAGTCGTATTACAGTGGCGGCCGCTCTAGAACTAGTGGGATCCCCCGGGCTNGNN 
GNATTTCGGCACGAGGCCCGTCTCCTGTGTTAGGTCTGACCTCCGGCCGATCGTCCGCCGCCGCACGG 
NTTGCCGCCATGGCCCTNANCGATGCCGACGTGCAGAAGCAGATTAAGCACATGATGGCTTTTATTGA 
ACAAGAAGCCAATGAGAAAGCAGAAGAAATTGATGCNAAGGCAGAAGAAGAGTTCAACATTGAGAA 
5 AGGTCGTCTTGTCCAAACCCAAAGACTGAAGATTATGGAATATTATGAGAAGAAAGAAAAGCAGATT 
GAGCAGCAGAAGAAAATTCANATGTCCAATTTGATGAATCAAGCGAGGCTCAAAGTCCTCAGAGCGA 
GAGATGACCTTATCACAGACCTACTAAATGAAGCAAAACAGAGACTCAGCAAAGTGGNAAAAGATAC 
AACCAGGTACCAAGTGCTGCTGGATGGACTGGTCCTCCAGGGTTTTGTACCAGTTGCTGGAGCCCCCG 
GATGATCGTTCGCTGCAGGAAAACAGGATTTTCCTCTGGTGAAGGCTGCAGTGCAAAAAAGCAATCCC 
1 0 TGTGTCCA AGTTGCAACCCAAAAAGANACGTTTGATGTCCANATTGACCANGAAGGCCTTACCTTGNC 
CCGAAGGAAGATANACCGGCCGGTGGTCCGAGAATCTATTAACCGGGGGACCCGCAAAGAATCAAAG 
GGTGGTCCCACCNCACCTCGAAAGGTCGGGTTGGACCTTCATNAGCCCCAACCAAATGAATGCCCCGA 
ANGTGGCGGGGGAGGCCTTTGTTTTGGTGGCAAATGCCCACCAGGGAAGGTTTTTTGGACTTAACCCA 
CCAGGAAGGTGCCTTGACCAAGGGACCCCTCCCCTTNNTTTGGGAANAAAACNAAAATGGGCCCNGT 



TNNNNAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
GAATTCGGCACGAGGGCCGAGAAGGCAACATGGGTCACCAGCAGCTCTACTGGAGCCATCCGAGAAA 

20 ATTCGGCCAGGGTTCTCGCTCTTGCCGGGTCTGCTCCAACCGGCACGGTCTGATCCGGAAATACGGCCT 
CAATATGTGCCGCCAGTGTTTCCGCCAGTATGCGAAGGACATCGGCTTCNTTAAGTTGGACTAACCAA 
ACTTCCTTANATGGNTCATCCAGCACATCANCCTTAGGCGGAAACAATNNTAGNTNTTTGTNT^ 
ATAAANGTTTTCAAANCTTCAAAAAAAAAAAAAAAAAAAAAAAANCCNNNGGGGGGGGGNCCGGGC 
CCCNANTTCCCNTNNNNGGGGGGNNT^^ 

25 NNNNNNNNNISIN]^^ 
NNNNN>nsENNNNI^^ 
NNNNNNNNNISINN^^ 
NGNNNNCNC]m^r^TO^^^ 

NN>nwNN>WNNisnsnsiN^ 

30 NNNNNNNNNNNN^^ 

NNNNNNNNNNNNNNIS^^ 

NNNNNI^NTSnSfNNNNNlS^^ 

NNNNNNNNN 

35 

TTNANCAAANCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGA 
ATTCGGCACGAGGCCCANTCTCATCCCGTCCTCTCCCCTGGTTGTAAATTGCTGCACTGGTAACATCAG 
GTAACCTAGGAAAGAATCTGCCTGCAATGAAAGAGACTGGGGTTCGATCCCTGGGTGGGGAAGATCC 
CCTGGAGAAGGAAATGCANCCCATTCCAGTNTTCTTGGAGAAGGAAATGGCANCCCACTCCAGTANTN 

40 TTGCCTGGANAATCCCNTGGACAGAGGANACTGGCCGGTTGGAATAGGACTGACCACCTACCATTTTC 
CCACCNTTTCCACTTGGAACnTTCCAGTTTTNGGAAGCAAAAAAATGGACTTCAGGCT^ 
ATAACCTACTTTTTTTGNGGGAATNACCTTTTCATTTGNNAAAATAAAATANGGTT^ 
TTCNAAACCNNTAAAAGGGTGGAAGNAAAAATTTTCGACCTATGGTTATTAAACTNGATTTGNAATAT 
NCCTTGAAAGCTTACCTTGGAAACNTACCTTATANTTTNCNTGCCCCAAATTTTGTTTGTTTTAAAATT 

45 ANAANGGAAAAAATGGATNTAAGTTAATTTAATAAATTAATTGGNCTGGCCTTGGGATTNAATCCTCN 

CTTTTAACCCCTTGAATGCCANGTTAAAAAGGGCT^ 

CCCCCCCCTTGGCCANNANAACCTTAAAAAAAAAANGGGGGTTTGAANCCCCTGGGGCCCCCAAAAA 
ACCCTTTGGGNAAAAGGNAAANGGCAATANCCCCTCCCAAAANATTCNCNCCCNGGGNAAANGNCCC 
50 TTGGNAAAAG 



GANACATTTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGGTC 
GGTCTGGGTGTCANNTGCTCCAAGGAAGTAGCCACTGCCATCCGTGGGGCCATCATCCTGGCTAAGTT 
55 GTCCATCGTCCCTGTGCGAAGAGGCTACTGGGGGAACAAGATCGGCAAGCCCCACACGGTTCCTTGCA 
AGGTGACTGGCCGCTGCGGCTCCGTGCTGGTGCGCCTCATCCCTGCCCCCAGAGGCACTGGCATCGTC 
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TCCGCCCCTGTGCCCAAGAAAGCTGCTGATGATGGGCCGGATTCGACGACTGCTACACTTTTGCCAGG 
GGCTGCACTGCCACCCTGGGCAACTTTCGCCAAGGGCACTTTTGATGCCATTTTCAA 
CCTTACCCCTGACCTCTGGAAAGAGACGGTGTTCACCAAGTCTTCATATCAAGAATTCACTGACCATCT 
TGNGAAGAACCACACCAGAAGTCTTCGTGCAAAGGACACANGGCCCAGCTGTAGCCACCACATAATT 
5 TTATAAAGGGAATAATTAAGGTGAATGAAACCAAAAAAAAAAAAAAAAAAAAAAAACTTGGGGGGG 
GGCCCGGGCCCCNATTTCNCTTTATGGGGGGGGNMSfNTO 
NNNNNNNNNNNNNNNNNN^ 
NNNNNNNNNNNNNN^ 
NNNNNNNNNNNNNNNNN^ 
10 NNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNN^ 



TNNNNAAAAGCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 
15 GTCGGTCTGGGTGTCAAGTGCTCCAAGGAAGTAGCCACTGCCATCCGTGGGGCCATCATCCTGGCTAA 

GTTGTCCATCGTCCCTGTGCGAAGAGGCTACTGGGGGAACAAGATCGGCAAGCCCCACACGGTTCCTT 

GCAAGGTGACTGGCCGCTGCGGCTCCGTGCTGGTGCGCCTCATCCCTGCCCCCAGAGGCACTGGCATC 

GTCTCCGCCCCTGTGCCCAAGAAGCTGCTGATGATGGCCGGCATCGACGACTGCTACACTTCTGCCAG 

GGGCTGCACTGCCACCCTGGGCAACTTCGCCAAGGCCACTTTTGATGCCATTTCCAAGACCTATAGTT 
20 CCTCACCCCTGACCTCTGGAAAGAGACGGTGTTCACCAAGTCTCCATATCAGGAATTCACTGACCATCT 

TGTGAAGACCCACACCAGAGTCTCCGTGCAGAGGACACAGGCCCCAGCTGTAGCCACCACATAATTTT 

ATAAAGGGAATAATAAAGTGAATGAAACCNNNNNN^ 

CCGGGNCCCANTTTCCCTTNTANGGNGGGNNNAANNNNNNW 

NNNNNNNNNNN^ 
25 NNNNNNNNNNNNNNNNN^ 

NNNNNNNISTNNIS^ 

NNNNNNNNNl^NN^ 



30 TThMNCANNNCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
CTATACATCACTGTTCTTTTGCTGTCTCGTACGCAGCATAGCCTCTTAAAATTGTATCCTGACAAAGAC 
CACATCAGCACATTACCCCGCACTGATCCACTAGATGGCGCTGTCTCAAGCTGGCAGAACACACCAGG 
TAATTTTTTGACAAGTTCTTTCTGNGTCTCATAAAATAGAGGT 

AGTATCAGATATTTAACCTAAAAATTCACCAGAGTTATTGTGCGCTGTTGCGTTGCTAGGAAATC 
35 ACCATTCACCCACATTGCACACAGCAGGTGTCTCGGAGCTCATTGTGTGCTCACAGAACGTGAAGCGT 
GGTCCTTGTGGAGTAAATCCACTCGAGAACGAGGCTCTGAGGCTTCTCGGCTGCCTTCCTGACTCCGTC 
CTGGGATGAAGACATCCAAATCATTTCTAAATGTTTTTACTCTCACATAAAGTAAGCC^ 
TGTTCTCTGAGACAGACTTTTCTATCA 

TTGATTTGCATTCGAGGGTCCAGCAACGTGCTGTGGGGACGTCCCTGGTGGCCCAGTGGTTACAGAAT 
40 CCGACTGCCAACGCAGGGGACACAGGTTCAATCCCTGATCCAGGACGATCCCACATGCCGCGGAGCA 
GCCGAGCCCACGTGCCACTCAGTTGGCCCGTGTGCCACTGGTTGACGCCATGNAAACGAGAAGTCCTG 
GTACCCCAACNAAGAAGTANCCCCCACTTANNAACCAAAGACTTGGNCCAACCCAAAANTNANTTAA 
AANTCCCNAAAAAAAAAAAAAANCCTN^ 
NNNNNNNNNNNN^ 

45 

GCCTATNNGGAGCTNCANCNCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGATCA 
TATAGTAAACCCAAGCCCTTGACCTCTTACAGGAGCTTTGTCTGCCCTCTTAATAACATCCGGCCTAAC 
CATGTGATTTCACTTTAACTCAATGACCCTGCTAATAATTGGCCTAACAACAAATATACTAACAATATA 
50 CCAATGATGACGAGATGTTATCCGAGAAAGCACCTTCCAAGGGCACCATACCCCAGCTGTCCAAAAAG 
GCCTCCGTTATGGAATAATTCTTT^ 

CTACCACTCAAGCCTCGCCCCCACCCCTGAACTAGGCGGCTGCTGACCCCCAACAGGCATTCACCCAC 
TAAACCCCCTAGAAGTCCCACTGCTCAACACCTCTGTCCTATTGGCTTCCGGAGTTTCTATTACCTGAG 
CCCATCATAGTTTAATAGAAGGGGACCGAAAGCATATATTACAAGCCCTATTTATCACCATCACATTA 
55 GGAGTCTACTTCACACTACTACAAGCCTCAGAATACTATGAAGCACCTTTTACTATCTCCGACGGAGTT 
TACGGCTCAACTTTTTTTGTAGCCACAGG 
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TTGNCTGCTTCTTCCGCCAATTAAAAOT 

GGCTGATACTGACATTTTNGNAAACGNANNCNGGACNTTTCCCTTATGGNTCTATCNA 
TCCTNNNNNNNN^ 

ANGGGGGGGGGGGGGGGNNNNNNNNNNN^ 
5 NNNNNNNN^ 



NAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATT 



10 CCNGCCACCNNGTTNTNGTNAAAGGGGGNANTNGAACCTNNGGGGGNCCNNCGGCCNG 
NGCCCTAAAANGNGCCCCTTTOGNAAA 



NAAAAAAANTNNGTTTNGGGOsINANTTGNCCNAAAA 

AAAAAANTNCCNTTTCCCCCAAAAAAAAAAAAAA 
1 5 CNTNNNGGGGGGNNTNNNANANNNN^ 

NNCNNNCNNNNNNNCNN^ 

NNNNCNNNCNNNTNNNCN^^ 

NNNNCNCNCNNNNCN^ 

NNNlSnsnsnSfNNNNNNNN^ 
20 NNNNNNNNNNNNNNNNCTO 

NNNNNNNNNCNCNNCNNNNCNNCI^^ 



TTAAGNCCNTNNNGTG1W 

25 CTGCAGGNCANTGCATATNCNTGTTTGGNGTGTGGCAAGTACTTTCANGGCCGGGGNTTGAANTCTCA 
TGCCTACATTCACNGTGTCCAGTTTAGTCACCATGTNTTCCTCAACCTCCACANCCTCANGTTTTAC 
CCTCCCTGACAACTATNAGATCATTGATTCCTNANTAGANGACATTACGTATGTGTTGAANCCCNCTT^ 
CACAAAGCAGCAGATTGCTAACTTGGACAAGCNCGCCNAGTTATNCCGGGCATATGATGGCACCACTT 
ACCTGCCAGGTATCGTNGGCCNGAATAACATNNANGCCAATTGACNACTCCAACTGCCGNCCm 

30 GCTCTGTCTAACCNTTNCTCCTOT 
NATNTCTNCANGGGGATATTAT^ 
AACTTTCTNNTAACCNCTTGCCAATTO 

TNTCNGTCCTCTNGNCCACCCNTCNCNNCTTTTTANCAATNNA 
GNATTTTTACTNNCCCTGGGGCTTTTNGAANGGNTO 
35 AAGAAANANCNANNANCTNTTNGGTO 

TTNNTTNANAAAANTNNGCCTANTTCTGGNTTTO 
NTCTNNANTGNANCANTTCC^ 
CNANNTNGGANCCCTTTCNTACCCTGTNCT 
NNTANTATCCNNCCCGNCC 

40 

TTAAGNCC^TNNNGTGNNGTNNNNNTNAAAN^ 

CTGCAGGNCANTGCATATNCNTGTTTGGNGTGTGGCAAGTACTTTCANGGCCGGGGNTTGAANTCTCA 
TGCCTACATTCACNGTGTCCAGTTTAGTC 
45 CCTCCCTGACAACTATNAGATCATTGATTC 

CACAAAGCAGCAGATTGCTAACTTGGACAAGCNCGCCNAGTTATNCCGGGCATATGATGGCACCACTT 
ACCTGCCAGGTATCGTNGGCCNGAATAACAT^ 

GCTCTGTCTAACCNTTNCTCCTNTCTGGANCTACCTTCTGGCAAGANGACNACTNTATANGAACATCN 

NATNTCTNCANGGGGATATTATCGATTTTNNTNGGTCCCANW 
50 AACTTTCTNNTAACCNCTTGCC^^ 

TNTCNGTCCTCTNGNCCACCCNTCNC^ 

GNATTTTTACTNNCCCTGGGGCTTTTNGAANGGNTO 

AAGAAANANCNANNANCTNTTNGGTN 

TTWITNANAAAANTNNG 
55 NTCTNNANTGNANCANTTCCNC^ 
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CNANNTNGGANCCCTTTCNTACCCTGTNCTCCNAGNTCCTATGGGNATNCTAAATGTGCNANANGTTN 
NNTANTATCCNNCCCGNCC 



TWJNNAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 

GCCGGTTTCCTGAGNCCCGCAAGGCGGCGGAGACATCTCTTTTGAGTAAACGACTCAGCGTCCAGTGC 

TCCAGTGGAAAGATCTAAGGGGCCCGCCACTAGCGCCGCCACCATGCCCAACTTCTCTGGTAACTGGA 

AAATCATCCGATCGGAGAACTTCGAGGATTTGCTNAAAGTGCTGGGGGTGAATGTGATGCTGAGGAA 

NATNGCATTGGCTGCANCATCCAANCCANCAGTGNANATCAAACAGGAGGGGGACACTTTCTACATC 

AAAACCTCCACCACCGTGCGTACCACAGAGATCAACTTCAAGATCGGAGAGGAGTTTGAAGAGCAGA 

CTGTGGATGGGAGACCCTGTAAGAGCCTGGTGAAATGGGAGAGCGAGAACAAAATGGTCTGTGAGCA 

NAGGCTGTTGAAGGGAGAGGGTCCCAAGACCTCCTGGACCAGAGAACTGACCAACGATGGAGAGCTG 

ATCCTGACCATGACGGCGGATGACATCGTGTGCCCCCAGGGTCTACATCCGGGAGTAAGCGGCTGCGG 

CCCCAGAGCCACCAAAGCTTGCCCCCCGNCCATGCTTCCTTGCTTCCTGNCCCACCCCTTTCTTTTAGG 

CTAGCTTTTNCCCTTATTCCCAATCACTTTOTGGGGGGTC^ 

TTTTATTGGACCCCTTCNTTTTCNTCCCCATTATTTTAAACCCGATGGGATGGGAGCCCCAAAATCACC 
CGATTCCANGGATTAATTTCCCCCGAACCCCCCNCCCTGGGGCCTTANCCCCCAAAANAANCCCCGNA 
NNAACCNTTTTTTTTTTNTTTTTTTTGNAAGGGGGANCCCCAGGGGCCTTA^ 
GCCCCTTTGGGCTTTCCANTTTTTTTG 



TTNANCAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 

CCGCCGGCCTTGGGGCACTGTGCTGGTCGGCGGAGTAGGCGGCCATGGGGAGCCTCCGCGGCCTGCGC 

CTGGTGGCTGGAAGTTGTTTTAGGTCATGTGAAAGAGACGCTTTCTCATCTTTAAGGCTTACCAGAANC 

TCTGATTTGAAGAGAACAAATGGATTTTGCAGCAAACCCCAGGAAAGTCCAAAGCCTCCAGACCAAC 

ACACTTACAGCCACAGAGTGCCATTGCATAAGCCTACGGATTGGGAGAAGAAGATTCTAATATGGTCA 

GGTCGCTTCAAAAAGGAAGATGAAATTCCAGAGACTGTCTCGTTTGANATGCTCGATGCTGCAAAGAA 

CAAGGTCCGGGTGAAGATCAGCTNTGTAATGATTGCCTTTGCCAGGGGCAGGATGCGTATTGATGGTT 

ATAGAGGGCAAGAAGGCTGCCANAANAAATGANACTTTACCAAGCTTGAACCTAAAAAAAAAGCTTG 

TNTGAAAAAAAAANCTTGTTTTGAAGGCCAAACCGAGTACCANATNTNTCGTNGGTNGGATTTTGAA 

ACCTAAAAATAATGCTGCAGCAATAGGCCTTATTAAAAANAANGGGGGGGTTGANCTTNCCTTNTTNC 

CCTTTTAAACTTCNAATAAATTTTNTTAAANAAAAAAAAAAAAAAAAAACCTTGNGGGGG 

GGNCCCCAATTCCCCCTTTANGGGNGGN^^ 

NNNNNN>ttJNNNNNNN^^ 

NNNNNN>MNNNNNNNT^^ 

NNNNNNNN 



TTNANAAAATCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 

AATTCGGCACGAGGGCGCTTCTTTGCTCGCTCCTCCGCACCCCGCGGCCCGTCTCCTCCATCGATCGCC 

ATGGAAGAAGAAATTGCCGCCCTCGTCATCGACAATGGTTCTGGCATGTGCAAAGCTGGCTTTGCTGG 

GGATGACGCCCCCCGGGCCGTGTTCCCGTCCATCGTTGGGCGTCCCCGACACCAGGGCGTCATGGTGG 

GCATGGGGCAGAAGGACAGCTACGTGGGCGACGAGGCCCANAGCAAGCGTGGCATCCTGACCCTTAA 

GTACCCCATCGAGCACGGNATTCGTCACCAACTGGGACGACATGGAGAAGATCTGGCACCACACCTTT 

TACAACGAGCTGCGTGTGGCCCCCGAAGAACACCCCGTGCTGCTGACNGANGCCCCTTCTAACCCCAA 

GGCCAACCGTGAAAAGATGANCCAGATCATTGTTCGAGAACGTTCAACACTCCTGGCATGTATGTGGG 

CATTCCAAGAATGGGNAATANTTAGNCGACTGATGCCCGAACAATTGGGAATTGTCNTTGGACTTNTG 

GGGGACGGGGNNCACCCCACACCGGTGCCCCATTTTACGAGGGGGTACGCCCIWANNNNNNNNNNA 

TNCTTGCGTTTTGGACCTTGGCTTGGCCGGGAACCTGGACAGAATTACCTTAATGAAAAATCCTTAACN 

GGAACGNGGGTTACAGGGTTTTAACCACCCACAAGCCCGANCCGGGGAAAATTGGGGCCGNGGACAT 

CAANGGANAAAACTTTTTGGTTACCITNGCCCCTTG^ 

GGTGNAATCCCCCCTTCCTTCCnTTGGANAAAAAAACTNTTAANCTTGNCCCCCAANGGTCAAGGNGA 
AAAACCCNTTGGGCAATTGAACCNGGGGTTCCGGNGGNCCCCANGGGACCTTTTTTC 
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TNNNNCAAAGCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 

AATTCGGCACGAGGCTTTTGTATTATCAAGTAAGATTCTTTTTTCGGCTGTATATAAGCAAGATTGTTT 

GGTTTATTCTTTTCT1TTTTAGCGTAGGAAAAGTTTGTTGTTAAGGTATGCTTCAAAATTATTGTTAATT 

GTATTTTGAATTTACATCTAAGCCITGTAAATCATAACTGATAAGAGGGGGTGGGCTTTTGTTGATGAG 

GGAGGGGAAACCTTTTTTTTTTGTAAACTTTTTTCAAATANCATO 

ATCTGATGGCCTAAATGGANAGGGGANCAGCTCCTTGGNGAATGATAAGTAANGGCANAAAANATTG 
TKTTTCATNCCTACNTTGGGGAAAAAAGCNTANCCCTGANATTTTNTTCTGATOAACACATTGNCTG(^ 
CATGCAAAAAAAAAAAAAAAAAAAQnMGGGGGGGGGCCCGGCCCCA^ 
NNTNAAANNNNNNNNT^^ 

NNNTNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNNNNN^ 

NNNNNNNNWMSnSfNNNNN^ 



ACAAANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAAA 

TTCGGCACGAGGAGACATGGCCAAGTCCAAGAACCACACCACGCACAACCAGTCCCGAAAATGGCAT 

AGAAACGGCATCAAGAAACCCCGATCACAACGATATGAATCTCTTAAGGGGGTAGACCCCAAGTTCCT 

GAGGAACATGCGCTTTGCCAAGAAGCACAACAAGAAGGGCCTGAAGAAGATGCAGGCCAACAATGCC 

AAGGCCATGAGTGCACGTGCTGAGGCTGTCAAGGCCCTCGTGAAGCCCAAGGAGATCAAGCCCAAGA 

TGCCAACAGGTGGCAGCCGCAAGCTCAGCCGACTTGCCTACATCGCTCACCCCAAGCTGGGGAAGCGC 

GCTCGTGCTCGCATCGCCAAGGGCCTCAGGCTCTGCCGGCCAAAGTCCCAGGCCAAGGCTTCACCCAA 

GGCCAAGCCACCTGCGGCTGCGGCTCCAGCTGCCAAGGGTGCCCAGGCCCCCACCAAAGCTCCGGAGT 

AGAGACCTTCATCTGCCAGTGTGAGGACAGAAGGACTGGTGTGACCCCCTGGGCTGCTGTCTGCGTGG 

GGCTGGTGTCCTCCTGTGCTATTTGTACAAATAAATCrGAGACAGGAAAAAAAAAAAAAAAAAAACT 

NNGGGGGGGGCCCGGNNCCCATTTNNCCCTAAANGGGAN^ 

NNNNNNNNNNNNW 

NNNNNNNNNN^^ 

NI^NNNNNNNNNNNNNNNN^ 

NNNNN^^s^N^wNNN^^s[^^ 



NNCAAANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAA 

TTCGGCACGAGGCTTTGGGGTTCTTTCTCCGCGTAACGTGTGGTCTCTGATATTCAACCCTCCTCCCAG 

CATAGGCTGCATGAGGCGGGGGCGGGCTCCCACATTCCTGCTCGGCGGAGGGGCCGCTCTGCTGCTGT 

CGCTGTTTTGGATGCCGACACTGCTGCCTGCAGCCTCTCGCCTTCTGTTGCTACCCCGAGCCCTGCTGT 

CCATGGCTTCAGGAAGTCCCCCGGCCCAGCCCTCGTCGGCCTCGGGCTCCGCCTATGTCCCCGGCTCGG 

TCTCTGCGGCCTTTGTCACCTGCCCCAACGAGAAGGTCGCCAAGGAGATCGCCAGGGCTGTGGTGGAG 

AAGCGCCTAGCAGCCTGCGTCAACCTTGTCCCTCAGATTACATCCATCTATGAGTGGAAAGGAAAGAT 

TGAAGAGGACAGTGAAGTGCTGATGATGATCAAAACCCAAAGTTCCTTGGTTCCAGCTCTGACGGATT 

TTGTTCGGTCTGTGCACCCTTATGAAGTGGCTGAGGTGATTGCATTGCCTGTGGAGCAAGGGAACTCCC 

CGTACCTGCAGTGGGTGCGCCANGTTACANAATCNGGTNCTGACTCCAGTACAAGCCCCGCTGTGAAT 

GAACCTTTGGTCNTGGCCTGGGTTNCCTCATAAATATCAACACITCTACCCTTGGAAGAAC^GGACTCT 

TAAAAAAATCCCGGTTTTAANTCTTTTCNNNN 
GGGGGGGGCCCNNCCCCCNNNTNNNNNTTTI^^ 
NNNNNlsnsnsnS^JNNN^ 
NNNNNNNNNNNNNNNNNNNIS^ 



TTNNTNTAGTNANGNNTGCTNGANCNCACNGNNNCCTNTNAGNCCTATATGGAGCTGCATOACAGTG 

TTTTCCTANTimmCCGAasrCNTTCANTNGGGGTANCTTCCAGNNNGATCTNAGG^ 
ATNNTNTGTT^CTNCmGTN^^ 

TGNAAGNAAGGTANGTCNCCCTCAATGTANTATTNNGTNTNCGNTNGCNGTCTTNNNN^ 
TTCNNNNNCTTNNCNNNNNNTCCCTGNA 
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NNNTNTNfNTANATCTC 

NNTANTNCNNCANNTANNNATCTACNGANNTAATNTTNTTAANGTO 
CNNNTNTANOWnSfTNTCNTTTCCAC 
CNNCCChmTTNNNNTTCCCGNCATATTNTCTTT^ 
5 NGNTNNACCACATCTTNCTGTAAATO 
NTNTNNCTTTTTNC 

TTNTTNNTTTCCTTNTNATATCTACGNTATCCNN^ 
NNTCANCANTNGNATNTT^ 

TCNNTCTCNCTNNTNTTNATCNANNNANCTATCTCTGNAANN 
1 0 CCANCNATTNNGTGTAATNTNTNT^ 

ATCKNAOWTNNTGNTCNGCTCNTCACNTTNTATNTATCNW 
TNANGATATGCATANNTNTGNTCATCT^ 
GCNCATCTATCTCCTTAAGOT 
ATACATNCTNCTCCTNNTCNCCG 

15 

TTNAGCCTATAGNGAGTCGTATTACAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCNGGCTNGNNG 
GNNANGGGCATATGCTTGGTCTGGGTGGTGTGGNAAGGACCTTTNAGGGCCGGGGTTGNAAGNTTAN 
GNCTNNNTTTACNNGGGNCNANTTAANCNNCNTGGNTTTCT^ 
20 GCNTCCT>WCNACNANNAAAAC^^ 

TNACAAAGCANCAGATATGCTAACTTGGACAAGCAAGCCAAGTTATCCCGGGCATATGATGGCACCA 

CTTACCTGCCANGTNTCTGTGGGCCTGAATAACATANAGGCCANTGANTACGCCAACGCCGNNCTTNN 

GGCTCTGTNTAANGNNCCTCCTCT 

GNCCTCCAGGGGATATCATGTGCTTGTTGGCCANCGTTTCGGAGAGCTGATGAGAAAACTCTGGAACC 
25 CTCTAATTTCAAAGNACATGTTTTCCNCATGAAANGNTGCAGGCTGTTGTC 
TTTTTNTATCACGAAACAAGGGGATGGAGNTC 
NANCTCTGGGGGGGNGCCCCNAAGNAAAAAAAA^ 
GGNGCCATTGAAGGATCTTTCNCTAAAAAAAA>^ 

AAAAAAANCAACNTCNTGCNTTATTTACCGANTNNCCCCGGNNAACCNANGGGNNGG 
30 NTTAATTTACCNTGGCCNCTTGGNANGTTTCCTTTNCCTCCCCCCCTGTTO 
GANACNGGNTTCATTTTTTCCCCNNNGGGGNTTN 



TTNAGCCTATAGNGAGTCGTATTACAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCNGGCTNGNNG 
35 GNNANGGGCATATGCTTGGTCTGGGTGGTGTGGNAAGGACCTTTNAGGGCCGGGGTTGNAAGNTTAN 
GNCTNNNTTTACNNGGGNCNANTTAANCNNCNTGGNTTTCTT 
GCNTCCTNNCNACNANNAAAACATTGNTTCCTNACTNAANGANNTTAC 

TNACAAAGCANCAGATATGCTAACTTGGACAAGCAAGCCAAGTTATCCCGGGCATATGATGGCACCA 
CTTACCTGCCANGTNTCTGTGGGCCTGAATAACATANAGGCCANTGANTACGCCAACGCCGNNCTTNN 
40 GGCTCTGTNTAANGNNCCTCCTCTCNGGAACTACTTTCTGGNAGAAGACACTTATANGAACATC 

GNCCTCCAGGGGATATCATGTGCTTGTTGGCCANCGTTTCGGAGAGCTGATGAGAAAACTCTGGAACC 

CTCTAATTTCAAAGNACATGTTTTCCNCATGAAANGNTGCAGGCTGTTGTCCTCTGCNGC 

TTTTTNTATCACGAAACAAGGGGATGGAGNTGATTTNTCTGNCC 

NANCTCTGGGGGGGNGCCCCNAAGNAAAAAAAAAAGACAAATTGTTACCTGGACGTTTT^ 
45 GGNGCCATTGAAGGATCTTTCNCTAAAAAAA 
AAAAAAANCAACNTCNTGCNTTATTTAC^ 

NTTAATTTACCNTGGCCNCTTGGNANGTTTCCTTTNCCTCCCCCCCTGTTNCNN 



TTNANAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 
AATTCGGCACGAGGCAAAAAGCGATTGCAGTTGTTGATGGGGACCGAGATAAGGCCCAGAATTCTGA 
CCAGATACTTGACACTTCATCACCCGTTCCTGGCTGTTCCTCTGTAGCTAACATCACATCATCTCAGAC 
AACCTCACGACAACAGGGACTGGCACATCCAACTCGAGGAGGTGATGCTGAGGCTGAACACACAGTG 
55 AGCGAGCACCCAACTTCTAGCAGCGGAGCCCCAGCGCCTTCCTCATCTCAAGCTAGTGAGGGTCTCCC 
TCAGCATTGTGCCTTAGGTCAAGTGGAGGATCATCCTTGGCAGCTCANACAACCTTGTTANTTGATAG 
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AATACCAAAGGATACAATTGNCGGATCCGACTGAACACCACTTAAAAAGGAANCCGAATCCTGANAA 

CTTGGCCCGNCTNTNGAGTGGGNCCGAAAAAAAANCTTANTACATNGNAANGCTTGGAATGGCN^ 

CAAAATTCCCTTGCCCCGGCCCATTAATTTTO 

ATTCGAGGGGCTTGNCAAAAGGAAAAGGGTCTTCCCATNTTCTTNAAAGGAAAAGGGGGCNCAAGGA 
5 NCAGGAAACATTTTTGATGNATTTACAAGGGGNCCCGGNTTTTGGCCGGTTG 
CAAGTTGNTTTTCATTANAAGGAATC^ 

TANGGGGAATCCAAGNCCCAAGCTTTCCAAANAAAAAAAACTTTTCTTTNAAANAATTAAATNTTTAA 

AAANGGCCGAACCTTTTAATNCCANAAAGGGGGGGTNNTTTCANGG 

GGGGATTNAAAAAANAAATTAATCCAANCCCCTO 

10 

TTGANAAAGCTGGACTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAAT 
TCGGCACGAGGCTTNNNNACNCCNT^ 

ANTCGNNTTACANTCCTGAAGGNNNCCNNAANANCCCTNTNNGAAAT^ 
1 5 CCNTCCTNANCTNCNGAATGAANAA 

AAGTCCTTT>MNACCGTGGAANTNGGCCAAACGTGCNTAAANNCCA 

TTACTGGTNACCATTTCCTGNCGANGAGAACANNCNTNTTGGGTTTGNAGACTNCATGNAAG 
TTTTTAGTTNANCTTTGCCTATC^ 

CTGGGTTTNCTNCAGCCNGGGCCTTNTCAAAAAAATTACATTT^ 
20 TACATTGGNTTATTGCAGNGGGGAATNTA^ 

TGAAATTTCNANGGNTTGAANGGAAAAAAACCAAATTTNCCATTC 

GNACCAAAAAANACCCCTTGGGGGGAAATGGGGGCCAAAAACAGNNTT^ 

CAAGGGCCGGNAANACCTNCCTTANTT^ 

CNTTGAATNAAANAAATTTGGGCNGAAANCTT^ 
25 ANTTNTTTTTTCCAANGTTCCCAAAAAAAAAACCTT^ 

AANTTTGGCGNGCCCCGTCNANANGGGCNCCANGTTCCCCCGTTTTTTTO 

GGAAA 



30 TNNANNANAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCA 
GGNTTGTATGTACAGGGCANTGATGTAACAACAAAAAATACCTGAGAAACANAATGTCCATGCTTTCT 
GCATCTTTAACACTTTGTGTTTGTATCACCTCATGGTGGCTTATTTTTCCTGW 
TTTTGAATAAACGAGTTTTGAAAAGACAG 
TACTTCATGAGAACCGGTATTAAAATATTAGTGGG 

35 ATCAGGGACCTAGGATATTTTTCTGAGGTCACTGGACAACTAGACTATGNATTGGCTGCTATNCCCTG 
ACCTGTANTACAGAATGATGCCTTGGCTATGTAATGGAATATATTCTAAGGGGGATGGTGTATATTAA 
GGGACTTTNATTCACAAGTACCATANTGGATATTCCAATGTATGGNAAAAACCATCTGGTGGGTTGGG 
GNCANTTTTTAATTTACAGGTTTGNATTAGAAC 

40 TAATTTTTCCTTTTGAAACCTATAAAATA^^ 

CAACTGGTTTTGGACCTAGTTTTAAATATAAAANGGNCCTTANAm 

ACACTGGCCTCANTTATAAAAACAGGGCANTTTCNCGCTGGTTCANGGGGATCACAAGGGACCTCAAC 

TGGAAANTNAAAANTTTTGGTATCNAANAAATGTCCGNCATNGGCAATGGTNCCNCCCC 

AAATACCTTTTCCAAGCTTGGGATNCCCCNAAAAAATNTTTTAAACCGGGG 

45 

TNNNACAAANCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 
NAAAATATGTCTTTCNTTTTGNCACNTANAANCTGANACTGANNNNNGT^ 

AGNTGANTTCTGNNTGGAGTTGATGAGCCCAAGGACTGGGCTGTTTGGGCCATATCCTGTTCATGGGT 
50 TTTGCCACCACTATAGAACCTTCTGTGGTCTCCCTTGCGAAAGGGGCACAGCTCGTCAGCGTATTTAAG 
GAGTGACCAGAGTGGAGAGCATGAGGGGAACAAACAGGTGGGGGCTGTTATCCAGAGAACAGTGCTG 
CTTTCTGCAAGAACTTCTAGGGTAGTATAGAATGGTGTTGGGAGCAAAGACTTTAGAGTGACAGAGAG 
TCCTAACAGGTCTCTTCACTTCTCTTGGGCTGCAGGGATAATCCTACAGGTCCCTAATCCCTTATTTGA 
AATCTTTTGGGATGGGTGTGTTTTGGGATTCAGGATGATTCAGATTTTAGA^ 
55 TATGATACATAAAGTAATACCCCAGTGAGATTCANGGCAGTGCCCTACTGTATTCAAATCTATCAATG 
GTTCTGTAGCTAAATATATGAATATTCCCACTTAAGTGAGATAAATAGATTTTATAAATNGGGATCGG 
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GACCGGTCAAAACAAAATTTTGGGTCCAAAGTTNTC 

TTTTGGNAATTTTANAAAANGGGATTATGGGCCTAAAAATTGGNCNCAAGGm 

AAATTTGGCCCAAAAAANCCTTTTTO^ 

CCAAAANAAAAANCCAAAGGGCCCANGG 

5 

NNNTATCTGGAGCTNCANCGCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATT 
CGGCACGAGGTANNCTGCCNGNCNNCNTAOT 

AACNNAATAACNNTCGCATGGCTNATGACNGGTCATGATGCCTCAGANCCCGANGNGCGGGGATNCA 
10 CGTGCGATCTTANGCCTTGTGNACGGGACGCCCGCCNATNANGATNCNACTTTCGCTCAAAAGANNGG 

ATATTNTNTGCGCCNNNATCNTTTOCTGCTGCTAGAGAATCCTCAGGNAAANGGG 

ATANNCNACNNNNGAANANCCN^ 

AGCNTNCGAGNGCAATATAANNCCCNTC^ 

NGNGNTNAACNTCNNACNGAN^ 
15 GNTGGGCTTTGNACTATTGGTGCCTGAANGC^ 

NAGGCGNNACTGGANGNACCTTTGACTGNACTCGGCGGACCAGACNTACANNNGAGGTNNTTGGGAG 

ACGGACCTNTGCNTACTGNTTTCTNGNGATATACNNTTGTGGATGAACGANTANTATNTNACGC^ 

TACCTCTNTNGNATANCC^ 

CGCGGNCCNCTGGGCTTNTTTGCTTTC 
20 GGGNTTTANCGGTTCNTGGGGGAAAAAAAAGGNANT^ 

TTTAANANTCCCANGGGAGGAACCCCCCCCATTTNANNCT 



NAANACTGGAGCTCCANCGCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCCGG 
25 CCCTGTCGGACCTGCCGGCAAGAGCGGTGATCGTGGTGAGACCGGTCCTGCTGGTCCTGCTGGTCCCA 
TTGGCCCCGTTGGTGCCCGTGGCCCCGCTGGACCCCAAGGCCCCCGTGGTGACAAGGGTGAGACAGGC 
GAACAGGGCGACAGAGGCATTAAGGGTCACCGTGGCTTCTCTGGTCTCCAGGGTCCCCCCGGCCCTCC 
CGGCTCTCCTGGTGAGCAAGGTCCTTCCGGAGCCTCTGGTCCTGCTGGTCCCCGCGGTCCCCCTGGCTC 
TGCTGGTTCTCCCGGCAAAGATGGACTCAATGGTCTCCCAGGCCCCATCGGTCCCCCTGGGCCTCGAG 
30 GTCGCACTGGTGATGCTGGTCCTGCTGGTCCTCCCGGCCCTCCTGGACCCCCTGGTCCCCCAGGTCCTC 
CCAGCGGCGGCTACGACTTGAGCTTCTGCCCCAGCCACCTCAAGAGAAGGCTCACGATGGTGGCCGCT 
ACTACCGGGCTGATGATGCCAATGTGGTCCCGTGACCGTGACCTCGAGGTGGACACCACCCTCAAGAG 
CCTGAGCCAGCAGATCGAGAACATTCCGGAGCCCTGAANGCAGCCCGCAAGAACCCCGNCCGCACCT 
GCCGTNAACTCAAGATGTGGCCACTCTTGACTGGGANANCGGAGAATACTTGGGATTGACCCCCAACC 
35 NANGNTTGNAACCTGGATGN^ 

TAACCCCCCCTCAACCCCANNGTNGGNCCAAAAAAAAACTTGGTTTTNTTANCC 

GAAAAAAAAGNCCNTTTTGGGTNCNGGN^ 

GGGGGNCAAGGGGGCCCAANNCNTTNCNA 

40 

GCCCTATNTGGAGNT^ATNNCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCT 
AGGGTCACCGTGGCTTCTCTGGTCTCCAGGGTCCCCCCGGCCCTCCCGGCTCTCCTGGTGAGCAAGGTC 
CTTCCGGAGCCTCTGGTCCTGCTGGTCCCCGCGGTCCCCCTGGCTCTGCTGGTTCTCCCGGCAAANATG 
GACTCAATGGTCTCCCAAGCCCCATNGGTCCCCCTGGGCCTTGAGGNCGCACTGGNGATGCTGGTCCT 

45 GNTGGTCCTNCCGGCCCTTCTGGACCCCCTGGTCCCCCANGNCCTNCCANCGGNGGNTACNANTTGAG 
CTTCCTGCCCCANCCACCTNAAGANAAGGNTNACGANGGNGGCCGNTACTACCGGGCTGATGANGCC 
AATGNGGNCCGTGANCGTGANCTTGAGGNGGACACCANCCTNAAGAACCTGAACCANCAGATNGAGA 
ACATNCGGANCCCTGAAGGCAGCCGNAAGAACCCCGCCCGCACCTGCCGTGACCTCAAGATATGCCA 
CTCTGACTGGAANAACGGAGAATACTGGATTGACCCCAACCAAGGCTGNCAACCTGGATGCCATTAA 

50 ANGGTTTCTGTAACATGTGAAAACCGGGGAGACACTGTGTNTACCCCAACTTCAGANCCNAGAGTGGG 
GCCANGAANAANATGNNNTATTO^ 

GTGAGANCAANTGAACCGNCGGNAATTTCNAAATTTNTAGTATTGNNGGGCAGGGGTNCCCANACC^ 

TGNCGATGTGGGCANACAAGNNGAANTTT^ 

TNNCNTACACTGGNAGAAACAAACGNGGCCT 

55 
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TTTGAGGCCNATAGNGAGTCGTATTACAGNGGCGGNCGCTCTATAACTAGTGGATCCCCCGGGCTGCA 
GGCCCGGCGCTGTTGCAGNTNNGNAGCCCTGCGTCTTATCTNTCCAGNCGGGGTCCTTTGCCTCGCCAC 
CCGCCCNTTCAACTGGCTGCGCCATGGAGGCNTACCATAAGTCTGATCAGCACAAGCTGNAGGCCNTG 
ANGGACACAGGCCAA^GCNTGCGTATNANCNNCATCCAAGCCACCACTGGCGGNCAGNATO 
5 ANCCNACGTCATGCTGCAGCGCTGNTGAGATCATGGNTGTCCTNTTNTTACACACCATGCGCTACAAN 
GNCCTGGATCCTCGGAACCCTCACAACGACCGCTTTGTTCTCTGNAAGGGCCATGCAGGNACCCCATC 
CTTGTATGCCGTCAGGNGATNGAAAGCNTGNNTTTCCTGCCCGNAGTNANAAGCTGCTGGAA 
GGAAAGATCAGCTTCCNNCTTGGACGGGGCACCCNTGGTNCNTGAAAACANTGCCTTTTACCCGANTG 
AGGCCANATGGGACTTCNTTGGNCCCANGGNCNTTGGAAGCCCGTTTTGCGGGNATGGCCTNCACCAC 

10 GGCNATATACTTTNNACNANAGC^ 

CTGGNCAACANGGACNTNCNNGNTGGNAAGGNCCANGGCCNTTCNNTCAGGCTNTTN^ 
GGANAAAATTTTGTTNGGNNATTCTTTGGAANATTCAACCCCCCNTGGGCCA 
CCTCNGTTGTTGGNACCCANATTGGNCANTA^ 
TNGNNAANCGCCTTGNNCATTO^ 

1 5 GNGGGNNTTTTNGNCNAGGTGGNAANGAT^ 

TTTTNCAGGGGACCCNAGTGTNTTCNNCAATGGGNNNNAATACG 



TTTGAGGCCNATAGNGAGTCGTATTACAGNGGCGGNCGCTCTATAACTAGTGGATCCCCCGGGCTGCA 
20 GGCCCGGCGCTGTTGCAGNTNNGNAGCCCT^ 

CCGCCCNTTCAACTGGCTGCGCCATGGAGGCNTACCATAAGTCTGATCAGCACAAGCTGNAGGCCNTG 

ANGGACACAGGCCAANNGCNTGCGTATNANCNNCATCCAAGCCACCACTGGCGGNCAGNATNGNNCC 

ANCCNACGTCATGCTGCAGCGCTGNTGAGATCATGGNTGTCCTNTTNTTACACACCATGCGCTACAAN 

GNCCTGGATCCTCGGAACCCTCACAACGACCGCTTTGTTCTCTGNAAGGGCCATGCAGGNACCCCATC 
25 CTTGTATGCCGTCAGGNGATNGAAAGCNTGNN^ 

GGAAAGATCAGCTTCCIWCTTGGACGGGGCACCCNTGGTNCNTGAAAACANTGCCTTT^ 

AGGCCANATGGGACTTCNTTGGNCCCANGG 

GGCNATATACTTTNNACNANAGCCAC 

CTGGNCAACANGGACNTNCNNGNTGGNAAGGN^^ 
30 GGANAAAATTTTGTTNGGNNATTCTTTGGAANATTC^ 

CCTCNGTTGTTGGNACCCANATTGGNCANTAAACCCACNAAGNGNCTTTCTAAGGIS^ 

TNGNNAANCGCCTTGNNCATTNANTNTNAATNGGGGACNNAANNGNGGN 

GNGGG>WTTTTNGNCNAGGTGGNAANGATTCNGNNCCNATNGAGG 

TTTTNCAGGGGACCCNAGTGTN^ 

35 

TTNANAAANGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 
AATTCGGCACGAGGAGGTCGCGGAGGCAGAAGGCGTTCCTGCCCCTGTCCTCGTCACTATGTAGCTGA 
GGGGCAGGAGGCCTGTTCCACGTTCTGGAAGGTTCTTGGGCTCGACCACGGCAGTAGCCCCAGGACTT 

40 CTAGTCCTTGGCCTCGGATCCTTGCCGGCCGAGGGGAGTCGCCGCCGCCATGTTCGGCTGCTTGGNGG 
CGGCCAGGCTGGTGCAAACAGCTGCACAGCAGGTGGCAAAGGATAAATTGGTTTTTGACTTGGCCTGA 
TAATNAAAATATCACCCTTGTGGTGGTTTTAATGCTGGNACCAGTCCCTT^ 
TCTGGCTACTTTTCCTATCTGATTCAAANGAATGCCNGTATGGCAACTTCTAAGNATTG 
GNAAACCAGTGGCCNTNTTNAAAATTCAGGTNTTAATTTN^ 

45 CTTNATATTGGCCNNACTTCNN 

TNAACAAANCTCTGGGGGGAAAGNTGGTGGGGCCCCNAGTGGACCCANTTACTTAATTTAACAA 
AAGCCNGGNCCACCTTTTAANAAATTTTGCTTTAATAANT^ 
CCCCAAGTNCCCTTTTGNAAATGGTTNNTTTCCC^^ 
AAAACNTTTTTAAAAAANNNNANTTT^ 

50 NAAAAAAAAAAATTTTTTAAAGGGGNTNnSTT^ 
TGGGNNAAAACCCTTTAAANNNCNNAN 



55 TTNNANAAAGCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGA 
ATTCGGCACGAGGGTCCTGTCCCTCTTGAATCTCCCTCCCACTTCCCCTTGCTACATTCTTGTTTCTATG 
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GATATATGAATAATAAAGACCGTTGACTAAAATAACATGAAAAGCTCCCACACACAAGTGTGCACGT 
GCACACTCCCTTGTGCATTATTCGGGTCCACGAGAGGGCCCTGTCCCCGCAGATGCTGAAGTGATGGA 
GCCTCTTGTCTCCGGAGCCAAGGGCATGAACACACTGTCGGTCGTCCTCTAGGGACACCTATGCTTCCG 
CCTTCTGGCCTTTCCATTGCATCCGTCCGTTTCTCTAACAGAATGTCCCTGTGATGACACGGGCTCCC 
5 TACCAGCTCTGGCTGTCTCAGTGAGAGTACAGCTTACCCTCAGCACTCTTTATTGGCCCTGGGAAATTT 
TGCTTCAGTACTTTATTGAAAGAAGC^ 

GACATACTTTTGTCACATATTNGGGAAGTTNACAAAANAATTANTNGGAAA^ 
AATTGTNCAAGGTAAATTAAAGGCGGAACCCCATGTAAAGANACATGCTGTCTTT^ 
ACCAGCTGCATAATAAATTTCGCNCCTTGACCTGGAAAAAAAAAAAAAAAAAAACTGNGGGGG 
1 0 CCGGGNCCCAAATTCNCCNTAAAAGGGGGGNNNNNNNANAANN^ 

NNNNNNNNNNNNNN^ 



15 TNNNNAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
GAATTCGGCACGAGGCTACACCAGAGGCGGCCGAATCATCTCCACCTCTTCACGCTCCGTGATGCTAC 
ATTACCGCTCAAGCCTGCTCCAGATGCTCGACACGCTGGTCTTCTCGAGCCTCCTGCTGTTTGGCTTTG 
CGGAGCAGAAGCAGCTCTTGGAGGTGGAGCTATACCCAGAATACAGAGAGAACTCGTACGTGCCGAC 
CACCGGAGCCATTATCGAGATCCACAGCAAGCGCATCCAGATGTACGGAGCCTACCTTCCGCATCCAC 

20 GCCCACTTTCACTGGGCTCAAGGTACCTGCTGNACAACTTTCCCGATGACCTGCGCCTTCGTTGGTGTC 
GCCAGCAACTTTCACCTTCTTAAGCGTANTTGGGCTCTTAAGCTACATGCAGTGGGTGNGGGGGGGCA 
TCTTGGCCCNACAGCGCCTTTTTTTGNAGGTAACATTCCGAAACCGAAAACGTTCCCGCANGGACATT 
CAAGCGAAAAGGGTCTNTGCCAATAANCCAGGGCCCCAAGGCCAGGANGAGTCCCCCCCAGCTTGTC 
ACCTGGTTACAGAAGGACGGNGAANAGCCACGCCGGATCCCTTTTGGGAAAAAAAGGCCAGCTTGTC 

25 CGAGGAGGGAAAAAACAGAACCAACCGGCCCCTTGAATGGGCAAGGAAGGAACTTGGAANCCCCAA 
GGCCAAGTGATGGTTCAAGGCTCCTNGGNAANAAGCAACNTTTTGNTGAACGGAAGGCCAAACCT^ 
GNTGGCTTTTGGGTTTTTGNCCCCTGGNCCCCAAAAAAACCGNGGGGCAAGCTTCGG 
TGNGGGCTTTTTTNCCNAAAAGNGNCCCCAATT^ 

30 

AAAGCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGTGATCTA 
CAAATGTGGCGGGATCGACAAGAGAACAATTGAAAAGTTCGAGAAGGAGGCTGCCGAGATGGGAAA 
GGGCTCCTTCAAATATGCCTGGGTCTTGGACAAACTTAAAGCTGAACGTGAGCGTGGTATCACCATTG 
35 ATATCTCCCTGTGGAAATTTGAGACCAGCAAGTACTATGTTACCATCATTGATGCCCCAGGACACAGA 
GACTTCATCAAAAACATGATTACAGGCACATCCCAGGCTGACTGTGCTGTCCTGATCGTTGCTGCTGGT 
GTTGGTGAATTTGAAGCCGGTATCTCCAAGAACGGGCAGACCCGTC 

CCTGGGTGTGAAACAACTAATTGTTGGCGTTAACAAAATGGATTCCACTGAGCCACCCTATAGCCAGA 
AGAGATACGAAGAAATTGTTAAGGGAAGTCAGCACCTATATTAAGAAAATTGGCTACAACCCCGACA 

40 CAGTAGCATTTGTGCCAATTTCTGGCTGGATGGTGACAACATGCTAGAACCAAGTGCTAATATGCCAT 
GGTTCAAGGGATGGAAAGTCACCCGTAAGGACGGCAATGCCAGTGGAACCACCCTGCTTGAACTTCTG 
GATTGNATTCTGGCACCACTTGNCCAACTGGACAAACCCTTGNGTTTGGCTTNTCC 
AAATGGGGGGGATTGGNACTGGCCCTTGNGGGTCGNGTGGAAAACTGGTGGTTTTCAAACCTGGCATG 
GGGGGCANCCTTTGGTTCCAGNCAATGGGAACCAACTGGA^ 

45 GAANCNTTTGNGGGA 



GCCTATAGNGAGNCGNATTACAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGTCTT 

TTTTTTTTTTTTTTTO 
50 NCTNNNNGNNTTTTTT^ 

GGAANCCTT^CNNGGCNTNGGGGCCNTTTTTAAIW 

ANNNANCNCCCNNANNCCCAAAAAAAN 

GGNNNCCCCNTTTTNNGNGGGGNNNGGGGGGNNAAN^ 

AAAACNTAAAAATTTNGGTTNGGGAACTTNW^ 
55 NNAAAACCNTNGNAAAANNGGGCCCNNN 

GGGGNNNNAAAAAAANNGGGGGGGTTNCAGNAAANAAAAAATTTNT^ 
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GGGGGGGNAAAAAAATAAAAAAAGNNT^ 
ANANTTGGGCCOSrGGTNNAACCT^ 
NNAAAAAAAAACCCCNNNNTTTANTTAAAACCGNNN^ 
ANNGGWTCCCANANCNCGNCGN^ 
5 CCCCCAACCCNNTAANANGGGGGGGN^ 

GGACNTTTTGNCCCGGGACACCNNGGAAACC^ 



CCCNCCNNCAGGCNCNTTTNACNNNNANNTTTTTTO 
10 CCGNCTACTCCNCTTNNGGGGGTACCNGNCGN^ 

CGGGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCAATTCGGCACGAGGCTTGGTGAT 

AAGGCTCCACCAAANCCTGTACCCAAGACTATTGACNACCANNGAGTATATNATGAAACCATAGTAC 

ATCCTATTGATGAACAGGCTGCTTATGATGAANCTAC^ 

NACTTCTCCCAANATCTCTCATCNCTACNTCANCATANACCTCATGGGNANAACAGTACCNACTNTGN 
15 GAACANGCTCTCTACAGGTATACCNAA 
AAAACNNNTTATTNCCACAN^ 

AGANTCGTGAAAANTACCATAAANGGATTAAATTCATGANNNCTACCTGGTTTCCAAACN^ 

ANCNTGCGTTNCACATTATANNNAATTGANACCAANTGGNCCGNNCTNNCCN^ 

NNCATNNANNGCCANATNNGA 
20 TNNAANCNATCCTTCCCAANGCAACCNNCTAGTGNATCCANGTCCTNACTTCGGTAATCTTAT^ 

GAGNCACNTCANCTTGTTTTNNCCCANTNAATGNGCTNATAGNTNTO 
fi TNTGNCCNATCNACTTTCTCNACNAATCNATACGGGANANTANATTAATTO 

CCGNANCACATNCCTNTAATNTTCN^ 
I; TNTTTAGAANCCACNNGTNTTTGAACGN 
^25 CNNGGCCGATNNTNTTGNNTC 

2 NGCTANCNNAATATNCCTCNNGACGGGAGCTTAANTNTTANTOT^ 

r s ACANTATCNACGCATTNTGTNGTCGTATNCNCCCACGNTCTCTANGNNGAAACNTATGTCNNCNTO 

?Z CTANCNGCNNNNNNCACTCTCAGNTANCGCNCNTGNTCCGCTNTNTTNTN 

*F NTGTNCNTTNGCNGTAACNCCACTTCT 

W 30 TTCNACNGAATGNCCNCTCTATCGNTACNATCCCC 



m NAANATCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATT 
i CGGCACGAGGGTGGTTCAGAGCTGCCTGCCCTAAC^ 

5 35 CTGCTTGTACCTCCCCATGCTCCCTGCTCCCCCCTCTCCCTTCCTGACCAGGAAGGACATGAAGGGTTG 
'H AATGCCAGGAACAAATGACAAGGAAGCCCTCAGGAGGATAGGGCCATCTGNGGGCTGANCCTTCTGN 
r:' CTCCCTNCANCTGNCCCGNCTNCAGGCCCTTAAANGGCACATNANGGGGGNGNGCTGNTGGGTGGGT 

ATNCCACCTNCANCCCACANNACTCATTTGNAATTTTTATTA 

TTTTTCTTTGGGGGGGGGNATGNGNGNGN^ 
40 CTGNCCCACACCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

GGGGGGGGGGGGNNNCCCCCANTTNCNTNNTNNGGGGGGGGGNA 

NNNNNNNNNNNNNNNTO 

NNTONNNNNTCNNNTNTNNN^ 

NNNNNNNTNNNN^ 
45 NNNNANNCNIWCNNCNNNNNNNNN^ 

NNNNNNNTNOWNNNNN 

TCC 



50 TTTNAGCCCTATAGTGAGTCGTATTACAGTGGCGGCCCGCTCTAGAACTAGTGGGATCCCCCGGGCTG 
CAGGCCGNCGNTGTTGCANNTCCGCAGCCNTGCGTTTNANCTTTCCAGTNTGNGTC 
CCCGCCNNTTNGCNTGGTTGCCCCTO^ 

TNAAGNANCCGGCCAACNGCTNGNTATTAANTTCATTCAAAGCCACCACGGCGGCNGNATCGGGCCA 
CCCCACGTTATGCTGCAAGANGTGCTGATATNATGGCT 
55 CNGTGNATCCCNNNANCNCTCANAANNACCNTTNTNTTC 

TNTNCCGTNTGNTCTAAATNTGTNTNTNTGCCAGAACAGATCTGNTGNATOATGANGAATANCATCTN 
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CGACNTGGACGGGCACTNNTGTCCAANAAACAAGTCTTCACCGATGGNGNCNACTGGCTTNCTGGNCC 
AGGGCCTTGNAGCCTNTTGNGNGATGGACTACACANGCNANTOCTTCCACAANAGCCACTACCGGGG 
TCTATTGCTTGCTGGAAAGACGGGGAAGCTTGTAAGATNCCTCTGNGAGGNANANTGAATTTTOT 
GCATTTTNTCAACNGGGTGGAACCTTTNTTTGCCNNCTTTG 
5 AGAACCNTNCCCTGNCTCGNTGGCCNAAANTO 

GCCTTTGGGAAGGTANCNCTTNTTTTTNANNGGNAGGG 

GGCCCNNANTTTTAAAAGGAGATAGAN 

10 

TTTNAGCCCTATAGTGAGTCGTATTACAGTGGCGGCCCGCTCTAGAACTAGTGGGATCCCCCGGGCTG 

CAGGCCGNCGNTGTTGCANNTCCGCAGCC^TGCGTTTNANCTTTCCAGTO 

CCCGCCNNTTNGCKTGGTTGCCCCTNGNAGGCNNACNTTANNCNNNAN 

TNAAGNANCCGGCCAACNGCTNGNTATTAANTTCATTCAAAGCCACCACGGCGGCNGNATCGGGCCA 
15 CCCCACGTTATGCTGCAAGANGTGCTGATATNATGGCTGCTCTTTTTTTNCACAC 
CNGTGNATCCCNNNANCNCTCANAANNACCNTTNTNTTCTCTANAGGGNCCNTG 
TNTNCCGTNTGNTCTAAATNTGTNTNTNTGCCAGAACAGATCTGNTGNATNA 

CGACNTGGACGGGCACTNNTGTCCAANAAACAAGTCTTCACCGATGGNGNCNACTGGCTTNCTGGNCC 
AGGGCCTTGNAGCCTNTTGNGNGATGGACTACACANGCNANTNCTTCCACAANAGCCACTACCGGGG 
20 TCTATTGCTTGCTGGAAAGACGGGGAAGCTTGTAAG 
GCATTTTOTCAACNGGGTGGAACCTTTNT^ 

r\ AGAACCNTNCCCTGNCTCGNTGGCCNAAANTNGAATGNGNAATCTANAAANNATT^ 

J : i GCCTTTGGGAAGGTANCNCTTNTTTTTNANNGGNAGGGCCNC^ 

ff, TGGCCTTTTTNGGGANGGNAAAAAAAACCCGNCCCCCNTNTO 

r- 25 GGCCCNNANTTTTAAAAGGAGATAGAN 



"I TNNNAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 
4- CGGGCGCGGCAGGAGCTGACATGGACCCAAATCCTCGGGCAGCCTTGGAGCGCCAGCAGCTCCGGCT 
'•Ji 30 TCGGGAGCGGCAGAAATTCTTCGAGGACATTTTACAGCCTGAGACGGAGTTTGTCTTCCCCCTGTCCCA 
i CCTGCATCCTGAGTCGCACAGACCCCCCATAGGTAGTATCTCATCCATGGAGGTGAATGTGGACACAC 
3 TTGAGCAAGTGGAGCTTATCGACCTGGGGGATNAAGATGGAGCGGATGTGTTCTTGCCTTGTGAAGAC 
m CNTCCACCAACTCCCCAAACGTTTGGGGTGGACNAGCGTCCCGAGGAGCCGNAGCTTGCCAGTGGCCC 
h ACGCCAGAACAGGAACGNACGTCTCGTAATTTCT^ 

S 35 GGCCNATGCCAGTGGACGGCGGACCAAAACACGCCCCTTGGCACANTCTTGACAAGGAGAAGGATGG 
1: AGGCCTTGATGGCGGGCAAAAGCCCGAANCTTGCAGTTAGCAGCGGNCCCCCACTTACAAATTGGGG 

GAGCTGCCTCGTTTCCCTGGGAAACCCCAGGCCTGGCCANAGCCCTTTGGAAAAAAACCAAACTNTTT 
H AATGGCANTAGGCACCAAGGGGAAGNANAGCCGGCCCCCAATGGTGTGCCTTTCTTGGGAACCACCC 

CCNGTTCTGGCTTTAATGGTAACC^TTCCCCTGGTGGGA 
40 GGAAATTAACTTGGGCCNTTTGGNAATOT 

GGGGANAAAAAANTCCCNAAO^CCCCCCCGGGNTTTGGGTTTAATGGGTGAAANGGGGGNCCCCCCG 

NTTGGGGGAAATGGGAAAATTA 



45 GAAAAANCTGGACTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGNNNN 
CGANNTCATGCTTNTTWTANTNTTTANNTO 

GCGAANNNCATGAGCTCTAGCCNTGCCNTGANATGCCCATNCNTNAAAAAAAN^ 
CCCCANNGAAACTCTGNGNCCCNNNAAAANTTTTmTTO 
CCAANCACAGGGNTTT^TNNNNNAAATNTCCATGCCC^ 
50 NTTNCCCCCAGNNCAAANATGGGNGNNCAGATNTNANAAAAAAANNTNTO 
NNGNGNNNNNNTGGGNNGCTGTC 

TGGACCTGTGCCCCCAACCACCNAACATNAACCCTCCAANGNAAAAAAAAAAAAAAAAAAT^ 
GGAACCCANGGGNCNTTTTTCANAAANNTNTTNAANNGGGNGGGGGGNC 



55 NNAATTTNNAAAAAAAANGNGGGGGGGNGNNGGAAAACNCCGGGGANGGGGGNT^ 
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CCNGGGGGGGGGGAANTTTTTTTTTC 

ANAAAACTNTTTTTTTAAAAAAAAAANCCCCANTT^ 

TTGGGGGGGGGGGTTTTTTNAANNAAC^ 

5 

NAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGATA 
AGAACTTGACCTGTGATTNTTCTCT 

1WCACCTTGGGTNGAAACTCAAAAAACTTTCCGANGCNCCACCATNAGCNGGNCCCAG 

CNCCCGTGTAATTTTAAACATCTAGCANTANATAATTGNGGTGGTGACATAAAGGACCCTGNTTCTGT 
1 0 AGAGAGAAAAGCTTANCATAATTGTTGTGAAATGTAAC^ 

TNTTAAACATGTNNGNTTTTTTAAAATAGANTGATAN 

TTNANTATATTAATCTGTCCGTC 

AGCTGGCGAATAGNAACTGATTTTAAGTTTC 

ATAATCATGTTTAANANGTAGTCATNTC^ 
15 CCCTANANGAAAGNGAAAATGGATTGGNATGGAACCCCCCAANTTAAAGTAAAAGAATGGNTGAAGT 

TTTTTTTANAAATTTNCCCTTTCCAAANTC 

AAAANAANGNTGGNTTTTNTTGGCCCTTGGGAAAAAAATTTAA 

NGGGGGGAAAAAGGGGGCCTTAAATNGGNAACTT^ 

NGGGAACCGNNTOGGCCCTTCCAAACN^ 
20 CCGGGNGGNGAAACTCCCCAAAAAG 



Jjj TTGANAANNCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAA 

S TTCGGCACGAGGCTACACCAGAGGCGGCCGAATCATCTCCACCTCTTCACGCTCCGTGATGCTACATT 

^25 ACCGCTCAAGCCTGCTCCAGATGCTCGACACGCTGGTCTTCTCGAGCCTCCTGCTGTTTGGCTTTGCGG 

m AGCAGAAGCAGCTCTTGGAGGTGGAGCTATACCCAGAATACAGAGAGAACTCGTACGTGCCGACCAC 

?V CGGAGCCATTATCGAGATCCACAGCAAGCGCATCCAGATGTACGGAGCCTACCTCCGCATCCACGCCC 

%:i ACTTCACTGGGCTCAGGTACCTGCTGTACAACTTCCCGATGACCTGCGCCTTCGTTGGTGTCGCCAGCA 

T. ACTTCACCTTCCTCAGCGTCATTGTGCTCTTCAGCTACATGCAGTGGGTGTGGGGGGGCATCTGGCCCC 

^ 30 AACAGCGCCTCTCTTTGCAGGTAAACATCCGAAACCGAAAACGTTCCCGCAAGGACATCCAAGCGAA 

is AGGTCTCTGCCCATCAGCCAGGGCCCCAAGGCCAGGAGGAGTCCCCCCAGCTTGTCACCTGTTACAGA 

C GGACGGTGAGAGCCACGCGGATCCCTCTGGGACAGAAGGNCAGCTGTCCGAGGAGGAAAAAAACAG 

yi AACAAACNGCCCCTGAATOGGCNAAGGANGAAACTTGGAACCCCGAAGGNCCAGTGATNGGGTTC^ 

□ GGCTTCCTTGGGGAAAAATGCAACTTTTGGTTGAACGGGANGGCCAAACCTGGGCTT 

m 35 GCNTTTTGGCCCCTGGCCCCCAAAAANAACCCGNGGGG 

h TTTGGTCCNGAAAAGGGGCCCCNATTTTGGGTTC 
CCCCCNTT 



40 GNCCTANTAGTGGNGTCGGTATTAACNGGGGGCATNCCNNATTTATCAANTTNTTTGTO 
TCCNAGNNTCCNAACTTCGGCNCTCTO^ 

TCGTCNTAAATGGNGTCTCTTNTNGNCCGCNTACTCNNCATNCTCTCNTTO 

TCGTTTCACGGTCNCATCNNCNCTGGGNGTNGNNTATGAGNGNNNNTCANATTAC 

GNNCCTCTACTTNCCNNNA 
45 NTGACCCCAGNGNNCTNGCTGTCCNNTATCTNNNNANNANCNT^ 

GANCNGGAATTCGNNAGNNATNGATATNGNNTAGGNGNGCTTNGNACTCGNANGTAGTO 

TOTGGNTNTAGAATNANAANNCNNNGGNATACNTOT 

CNCT^TlSnSfNGGTNCATATNTNTTNTNC 

NTTNNNTANACNNANGNATAATTNNGNNNCGGGNTNAC 
50 GGCTGNCGAANCGNTTNNNGNGG 

TGTNCGNNNANTAANANTATNTNANNNATCNNNTNGTCNGCTGG 

ANCGCNANNNCGGNAANNGNGNCTNTTNTAATTOTNTA 

TCTNNCNTGNNNACCAGCAN^ 

CNTGAAGNNCAATTTGKIWTTNNCNCGNGCCCA 
55 NGCANCNNGNTNGCCNGANACCNTNCGTO^^ 

GCGCGCGGTACTGTATCGCGCNCANACGCGNCCCANGGACCNNCNNGTGTGCANTNACNANNTCTCN 
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NATNACTANNNAGNCGANANN^ 

AGAGAACAGGGTGNCTGTNNGCGCGCGCGNGNGCNCACGCAGATCGTNATAGATATACATATANANN 
NTCTTANCGGGCGCGATNANCGCGNNNCNC^ 

TAGNTNGTCTCGNTTNCGTGTNNGACGNNGANGNANGGANTCATGNGNNTNTO 

5 

TTTGAGCANCATCTGGAGCTGCACCNCGGGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCA 
GGCACTCGCTCGCAGTTCGCTCCGCGCCCTCTGCAACCATGTCTGACAAACCCGATATGGCTGAGATT 
GAGAAGTTCGATAAGTCGAAATTGAAGAAAACGGAANCGCAAGAGAAN^ 
10 ANNNGACTGANCNAGKNACACTNTGTACb^TAGANNTAANGGANANTO 
TGCTTTCNNCANNCNNGAGNNG 
TTGCACGNGTGTTNNCTNGTN^^ 

TTGTTTANC1WGANAANNCCCNTCNTATNCTNANTNCACNCN 

CNAGATCAGCTOWATANCNGANTCNNTGTANNNNNNNNT^ 
1 5 TTTNANNGANTGTTTTGANCAGNATNTTNANACNNNCGm 

NGNGCTCTTNTNTTNNGACACANNTNANNNNCATGNCTTG^ 

NTANNTONAATGCA™^^ 

NGANTNCNNNANGTATTTATGGTNCNCN^ 

NNNTCGCNNNTTTTTNTNG 
20 TNTNNGCTNNTCGAGTCNANGTTGNTTTNTCCCNC>^ 

CTNNNTGTCNTNNTNAGGATNT^ 

NTANNCCTTTTCNNTGTTN^ 

CTATATNCNTCTACGTCG 

25 

NTATANTCTAGANGACNTNNA 
TACCCATTAACGAAGNTTCANCCNCTACAGA 
GCANNCNTACACTCCACNNl^ 
NCACNATTNCTACANATCANACGNTACCCGN 
30 ACTANCAATCAANTTATACTCCNTTTAANTTCANTATANTTNTTNAN^ 
TACNCNTCTTNCNANTNTTTAANNATTNCTTATTATATO 
ATNTTTCTAAANNNCTANTNN^ 
GNCNTNNNNCAANTTATANA^ 

TCTNNNNTTANCCCCNTANAGACTCANCNTATCANNCAATATTANATATCTANA 
35 NTCATNTACCTTISWTACNATCACTNTCNNNT^ 
TANACTAATANAANCNNNCCACGAC^ 

CGNCTNCNNTCANGTNANCTTNNTTCTACNAATCANNTCNATNAANNCCAC 
NCTTCNCTCACCTTATNGCTATTCGCNCTNCCCHNCCTTNTO 
NNCGNM^CCCTNACNTCTATANCCNTN^ 
40 NGTCTCTNTNGTCNTTCCTTCCGNCAACATATCANACNNNNNANATNCNN^ 
AACTNTTTATTCTACATTAT^ 

CTNCCNACCNATATGNCACCNGNCTCAANCATCTANNTACTTATANCATCTACAATNATNTNTANGAT 

CGNCNNNTACNCNATNTATNCANNATACTTTCNCTNGANTN^ 

TCINCTCTNAANTTANCCNT^ 

45 TCAGNACNATNTCTGGCTTTACATCAN^^ 

TCTTNCTGCACTCATNNNTCTNTNTNTGACTANNNGCNN^ 
ATATAAATNTGNNATCCTCNCNAGTNTATCNNTTTATNNANCNTATACACG 
TCCATCTCANCTCATNTANATCTCTANAANAACNCAAAAATNTTTACATNTATN^ 
TANACATACGNTACATTATTNCNGCNATNNTATCNCNTNACACTACNANCATO 

50 GNCNTNACACCATACATNNGATATAC 



TTNAGCCTATNGGGAGNNGNATNACAGTGGCGGCCGCTCTAGAACTAGTGGGATCCCCCNGGCNGGN 
NGGTTTTTTTTTTTTTTT^ 
55 NNCCNNNNCCNNGTTOWGG 

GNAATNCCNAAANNAANNCNNGTTTTTTTTA^ 
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NNNNTTTNNCTNAATTNAA^ 



ATTNGGCCCNNCCNNNNNIW^ 

TNCCNAAANGGGAAANCCCTTTTNGGGAAGNNCAAAGGGGGGNCCCCCCCCCT 
5 NAAGGGCCCCTTTTNTTTT^ 

GGGGAAAAANCCNAAANAANNl^mTTTGGGGGC 
ATTTGGGGAAAAANNGGGGGGCTTAAAGGGGCCACCGGGGTTTTTO 

NNCCCNNTTTANTTTTTTO 
10 CCCNTTTTNGGGGGGGGAAAAAAANAAAGGGNGCCCCCCCCTTTTAAAGG 
TTTTTTTTTTTTTTANAAGNGGGGGGGGGNTC 



TTNAGCCTATNGGGAGNNGNATNACAGTGGCGGCCGCTCTAGAACTAGTGGGATCCCCCNGGCNGGN 

NNCCNNNNCCNNGTTTNNGG1W 

GNAATNCCNAAANNAA>WCN^ 

NNNNTTTNNCTNAAT^ 

NNTCCCAAANNNNTTTT^ 
20 ATTNGGCCCNNCCNNNNN^ 

TNCCNAAANGGGAAANCCCTTTmQGGAAGNNCAAAGC^ 

NAAGGGCCCCTTTTNTTTTAAAAGGGTTAAAAACCCATTT^ 

GGGGAAAAANCCNAAANAANNNMWTTTGGGGGCCCN1W 

ATTTGGGGAAAAANNGGGGGGCTTAAAGGGGCCACCGGGGTTTTTO 
25 CCCCCCTTTTTTTTCTCT^ 

NNCCCNNTTTANTTTTTTNTTTTTTCC 

CCCNTTTTNGGGGGGGGAAAAAAANAAAGG 

TTTTTTTTTTTTTTANA^ 

30 

TTGAAAAAATCTGGAGCTCCACCGCGGGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 
NNNTCGCGNCNAGAGCTNACATGGACCCAAANCCTO^GNCNGNCTTGGNGCGCCAGNAGCTACNNNT 
1WGGGAGCGGNACAAATTNTTNNANGACATTTTACANNNTGANACGGA 

ACNTGNATCNNGANTNGTACANANCCCGCATNGNTANTATCTNATANNTGAATGTGAATGTCAACGC 
35 ANTTNNNCAAGTGNANCTAATCGNANTGCTGGATCAATATAGAANGGATGTGATTNTGTCCTT 
CANCNTACANCl^ro™ 

TTNTAANGCCAAAANACAAATATTTNTTGGGTCNTTNGNTNTTT^ 

NCCNAAAANNNNNNGCGTTTTTGNGNNGNNCNTO 

TGNTTAGGAATGAANANATGGGNNCTC^^ 

CTNAAGGGGGNGTTANTAANNNTm 




NAAATTANATTANTATCATTATCTNNNTTNTTNNGGNGGGANCCTAGA 
45 AATGGNGGGGGNANANNANAANCACNNANTANCCTCTTNTGGTTTNNTCCTTT 
GNCTNNCAATNTTTTNCANTNTATTGTACCANCNT 



TTNAAAAAACTGGACTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAAT 
50 TCGGNACGAGGCCGGNTTCGGATCGNGAGTNCGNGCCGNAGCGNGCACCGCGGNCCGNANCTATGGC 
GGNNGTNGTCCGANTAGTTTATTGNGGCGCTTC 

AGTTAGAANATGAGTTCCCTANCCGNTTGGACNTCTGCNGAGAGGGGACTNCCCAGGNNACCGGCTTC 
TTTGAAGTGTNCGTANCGGNAAAGCTGNTTCACTCCAAGAAGGGAGGCGATGNNTACNGGGNCACGG 
AAAGCAGGTTNCTGAGCTGGTGCCCGCNATCAA 
55 NATAAACCAGTAATNGTGGCCCAACCCCTNTNGGNAGACCNTTATTGACANGAAGGACTGAANTGTCT 
TTTGGACNCNTGGTCCTTCCCTGATGTm 
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CTTTTCCTTTGCATACCGGTGTCCATGAANACCCCCGACGCTGNGCCTGGTGGCCTTNCCCANANATAA 
TTTGCNTTGATTTTCAACCGGCCCTTCCCCCAATGTTTNCCTTTTAATCCT 
GCCTACTNTAAGCTTTCNTTTTCAAAGGGGAANCTTGAAAGGATNATCNGG^ 
AATTTAANCAGNGGATGGNAACAACTTTACAAANCCAATNAAANGGGGGATGAAGGT^ 
5 AAAAAAAAAAAAAAAAAATTTNGGGGGGGGGGGCCCCGGN^ 
GNNNNNNNAAAANNNN^ 
NNNNNNNNNNNN^ 



10 TTNNNNAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 
CCGTGACAAAATGTGCTCCATGGTCAAAAAGTGGCAGACCATGATCGAAGCTCACGTTGATGTCAAGA 
CTACCGATGGTTACTTGCTTCGTCTGTTCTC^ 

AGACCTCTTACGCCCAGCACCAGCAGGTGCGCCAGATCCGCAAGAAGATGATGGAAATCATGACCCG 
AGAGGTGCAGACAAATGACTTGAAAGAGGTGGTCAATAAATTGATTCCAGATAGCATTGGAAAAGAC 
15 ATAGAAAAGGCTTGCCAATCTATTTATCCA 

GAAGCCCAAATTTGAATTGGGAAAACTCATGGAGCTACATGGTGAAGGTAGTAGTTCTGGAAAAGCT 

ACTGGGGATGAGACAGGTGCTAAAGTTGAACGAGCTGATGGATACGAGCCACCAGTCCAAGAATCGG 

TTTAAAATGCAGACTCTTAATGGTGACAAAT^ 

NIWNNNNNNN^ 

NNNNNNNNNNNNN^ 
NNNNNN>MNNNNN^ 
ISHSnsnSfNNNNNNNNN^ 
NNNNNNNNN^ 

25 

TTGANCAANNCTGGAGCTCCCCGCGGGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 

ACNTNACNACGAGGGCTNCATGGTCANNANNCGGCANACCATGATNGANGCNCACGTNGNTGTCAAG 

ACTACCGNTGGATACTTGNTTCNTCTGTNCTGGGTGGGNTTTACTAAAAAGCGCAACCTNATATTCNG 

30 AAGACCTCTTACGCCCAGCACCNCCAGGTGCTCCAGATCCNCATGAAGATGATGGNAATCATGACCCN 
ATAGGTGCATGACAAGTGACTTGAAAGAGGTGGTCANTACATTGATTCCATGATAGCATNGGAAAAG 
ACATAGAACAGGCTTGCCANTNTATTTATNCACTCCATGATGNCTTGGTTNNAAAAGTANA 
AAGAAGCCCAAATTTGAATNGNGAAAACTCATGGAGCTACATGGAGAAGGTATGNAGTTCTGGAA^ 
GCTACTGGGGATGAGACAGGTGCTAAAGTTGAACCGAGCTGATGGATACGANCCACCNNTCCNNGAT 

35 TCGGTTTAAAATGCAGACTCTTATGGGNGACAA 

CTCCTATCTANAACAGTTTTAAAAAATGTACCANGNGNAATTTTATAGAAT^ 

NTTTTTTTTNGGGGGNNGGCGCT 

AACCTNGCTTNAAAACATTNGTTTTTTTTA^ 

AGNNNTNNTNNNCT^^ 

40 ATTTTNNCNTTTTTTTNNNT^ 

TNNNTNNNNTNTTNTTNTCNN^ 



IWCNNGCNNAACCANTCTTTTO^ 
45 TCNCNTAANCTTCCACANATAANGGNN^ 

TCCNCGCGGNGCCGGCCGCTCTACAACTANTGGATCCCCCGNACTGCAGGNAATTCGGCACGAGGGA 

GTTTTTTTTTTNTTTTTNCCCCCCCC^ 

NTANCTTTTCCACNNCNACCTNCCN^ 

CTNTCTCTTNCATNNATAIWTNTCTACACCCANAAAANCAAATNN^ 
50 NNCNAAANNNNTANCAANNNNN^ 
NNNCNCTTTCNNTTTOT^ 

NNGANTCNNANTANTCNNNATNAANTCCNANNANCNTATACNN^ 
NNATNCTNNTNCNNNNNCN^ 
CCTANGCNTNCTNANCNNAN^ 
55 CNNNAANCAGTNGNCNNGNNNTNTA^ 

GNACTCANGGTCH^ATNANCATTAAATCCGNTANTNNNCNN 



38 



ATCCCAANATNCNCGGANNTTNNTTAGNTNNNNTTNTO 
TCNTNNACTGCATNTAGGATCNOT 
GTGNGCGANTACGAGNNNCCGNATN^ 
NTCANNNTCNACAGTCTACCCA^^ 
5 ANNNTNNNNACATNACTCTNNNNGCTATATCACACCG 
NTNCACNCCTAATANTCNACNGNGATNT^^ 
TCNCTCACACNNATNNTAGCANTC^ 
TNGATACTCCTTNAGCNCGNNNCCTC 

NNNACATGTCACGTCTCATCNNACACATTTGCGGNATNATCTCCAANANATN 
10 TTATNTCTNCGCN 



AAAGCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCACTCGC 
TCGCAGTTCGCTCCGCGCCCTCTGCAACCATGTCTGACAAACCCGATATGGCTGAGATTGAGAAGTTC 
15 GATAAGTCGAAATTGAAGAAAACGG^ 

AACAGGAGAAGCAAGCAGGCGAGTCGTAATGAAGCGTGCGCCGCCAGTATGCACTGTACATTCCACA 
AGCATTGCCTTCTTATTTTACTTC 

TAAATGACTGTGCTACCCCTTTTCACATCAAAGAATGGAGAACTACTGACAACGTAGGCCGCGCCTGC 
CTCTCCCATCTGCTTGTGTGGCTGGCAGGGAAGGAAAAGAACTTGCATGTTGGTGAAGGAGGAAGCTG 
20 GGTGGGACGACAGTGAAATCTAGAGTAAAAAGCTGGTCCAAGGTGTTCTGCGGGCTGTAAAATGCAG 
TTTAATCAGAAGTGCCATTTTTTTTTGTTGGTC 

TATGCAAAATAAAAAGTTTTAAAACCTGAAAAAAAAAAAAAAAAAACCTO 
CCCCAlTrCCCCTTTTNGGGGGGGNNNNN]^ 
NNNNNNNNNN^ 
25 NNNNNNNNNNNNNNNNN^ 
NNNNKNNNNN^ 
NNNNNNNNNNNNNN^ 



30 GTGNAAGGGGGGNNCGGGTGTNGGCCTTTCT™ 

GCCGCTCTAGCAACTAGCGNATCCCCCGGGCTGCTAGGCNTGNANCAGATNTTGANTOTTATTCATCT 
TTTTCNNNACCCTNCTTTTNTTNNTCTGGNGNA 

NNCANGANCTGATTACCATNTATANANANCNGCAAC^GCGANACNCCCNTTGANGAAACAA 
GACCAACAAGCNGATTTNCCCGGTTATTATT^ 
35 GNNCGCCCNTNTNAGNAACNTATTC^ 

ACCNNAGNANNTCTNCGT1WTGTTNACGNNGNNNANACNNANTG 

CNAAGNNCNATAGNCNTGAATTNA 

NTATATNTNGATATGCNGTTTGCATNTC 

NGCTATCTACCCCCNANGTCNTNTCNCNNCCAAGACNNTNNNTCTANTCTA 
40 NGANCGNTTATCNNACTCTCCN^ 

NCCCANCTACCAAATGNTGNATAGCATTTTNTTTNNGCAC^ 

NCTNNCCCCNCCTTCCCANCTN^ 

NNAGCNCCNNGTTCTTNNCNAC^ 

NTTKNGANTCAACTNGCCNGNGCTTNNNCCTNTATN^ 
45 NTNTTAGNNTCTTCNNACTNGNTNAGTNNAAGCTNATTAGCTN^ 

ATTNTACNTCTGTCNNCNTC 

CNNAGCTAGNCTCTAACTTNTGATGTAN^^ 

AANTATTCTCTCGCGATNANNNCNNGTTCNCGTNNGNN^ 

NTCTAAANNTNANACNTGANCG 

50 

GCCTATNNGGAGCTNCATCNCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCANN 
TGTNNAGGGGGCACAGCAAGAGCCGCCCCCAGGAACCACAGACCCAGTAGAGACCTGGCTGTCCCCT 
TGGGCATGGCCTCTCTGCCCTCTGGACCTGTCTTCCATCAGGAGAAACCACTGAGATGGGTCCCCTTCC 
55 CCCAATGCCACATACCACAAGGACAGGGCTCATAGGCCCTCTTCCTTGCCAATCTGATTCAGGGCCTC 
GGGTGGAGTGAGGAAGGGAGGCCCCACCCCCCCAGCCTTCAGCGTCAAGCTGGGCAGACCCAGGAGG 
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TGTGCCCCCGATGAGGACCCAGCTGCGGTGACCCCTCTGCCCCCTTCTACCTCGCCATCAGCTCCCTAC 
CCAGCTTATCAGCTGGGTCTCACCTGCCACCCTCTTGCCTGGCCAGTGGGAAGTGCAGGGAGATGGGA 
GGAGGACCTAGCACACAAGTAGGCCCTCAATAAAAGCTGGCTGGTGTTGCACTTTAAAAAAAAAAAA 
AAAAAANTAANGGGGGGGCCCGGNCCCCANTTNCNCCNTNAAGGGGNGTNCGAATAACATT^ 
5 TNTTNTNNNNNTNNNTTCGTNNN^ 

CTCTNTATNTCTGTNNNTNNTNTTNCNNTT^ 
GNTCTNNGNTNTTATNNGNNTTGTCCTNNAACNTTNC^ 
NTNTAATTCANNTATTNCTNT^ 
NTCANTNTTNNNCNCTNNTNNCNCTTN^ 
10 CNNNNNNNNTTCNACGTGTCGNGGGTGCCC 



GCCTATNNGGAGCTNCATCNCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCANN 
TGTNNAGGGGGCACAGCAAGAGCCGCCCCCAGGAACCACAGACCCAGTAGAGACCTGGCTGTCCCCT 

15 TGGGCATGGCCTCTCTGCCCTCTGGACCTGTCTTCCATCAGGAGAAACCACTGAGATGGGTCCCCTTCC 
CCCAATGCCACATACCACAAGGACAGGGCTCATAGGCCCTCTTCCTTGCCAATCTGATTCAGGGCCTC 
GGGTGGAGTGAGGAAGGGAGGCCCCACCCCCCCAGCCTTCAGCGTCAAGCTGGGCAGACCCAGGAGG 
TGTGCCCCCGATGAGGACCCAGCTGCGGTGACCCCTCTGCCCCCTTCTACCTCGCCATCAGCTCCCTAC 
CCAGCTTATCAGCTGGGTCTCACCTGCCACCCTCTTGCCTGGCCAGTGGGAAGTGCAGGGAGATGGGA 

20 GGAGGACCTAGCACACAAGTAGGCCCTCAATAAAAGCTGGCTGGTGTTGCACTTTAAAAAAAAAAAA 
AAAAAANTAANGGGGGGGCCCGGNCCCCANTTNCNCCNTNAAGGGGNGTNCGAATAACATTTGN^ 
TNTTNTNNNNNTNNNTTCGTN^ 
CTCTNTATNTCTGTNNNTNNTNTTNCNNTTTTO 
GNTCTKKGNTNTTATNNGNNTTGTCCTNN 

25 NTNTAATTCANNTATTNCTNTTSHSICNNNNANTCN^ 
NTCANTNTTNNNCNCTNNTNNCNCTTNN 
CNNNNNNNNTTCNACGTGTCGNGGGTGCCC 



30 TTGANAANATCTGGAGCTCCACCGCGGNGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 
AATTCGGCACGAGGGTNACGTTGGTGCTCCCGNACCCAAAGGTGCTCGNGGCAGNNCTNGTCCCCCTG 
GNGCTACTGGTTTCCCAGGTGCTGCTGGCCGAGTCGGTCCCCCCGGCCCCTCTGGAAATGCTGGACCC 
CCTGGCCCTCCTGGCCCTGCTGGCAAAGAAGGCAGCAAANGCCCCCGCGNNGAGACTGGCCCCGCTG 
GGCGTNCCGGTGAAGTCGANCCCCCTGNTCCCCCTGGCCCCGCTGNTGAGAAAGGAGCCCATGNNGCT 

35 GACGGACCTTGCTTGAANTTCTTGGCACTCCTGGACCTCAAGGTTTTGCTGAACAGCGTGGNGTGGNC 
GNCCTTTCTTGGTNAAAAAGGAAAAAGAGGCTTCCCTTGGTCNTTCCTGGGCCCCTTTG 
GCCAAACNANGTNCTTTTTGAACCAGNNGGAGAAACGTNGCCCCCCTTGGTN 
TGGATTGGCTTGGAACCCCCCTTGGATAANNCTTC^ 

40 GNTCCTTTGTTGNAACCNNCTTTGCNCCTTTTTGNN 

GNACTTNTCNGGCNCCCNCCCCCCCCCCCCCCCCCCCCNGAAACCGGGCCTGNTTGGTNCCTTNTTTO 

ANCCCANTTGGGCCCCGTTNGGTTNNCCCCNGGNCCCCCCCTTOGAAANCCCAAGGCCCCC 

NANAAAGGGTTNNNAANAANGCAAANAANGGCCTAACN 

TTTTTNGGNTTTTAAGGGTTCCCCCCGGCCTTTNC 
45 CCTTT 



ANAAAACTGGACTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGNNNGG 
TCTGGGNGNCNNGTGCTCCAAGGAAGTAGCCACTGCCATCCGNGGGGCCATCATCCTGGCTAAGNTGT 

50 CCATCGTCCCTGTGCGAAGAGGCTACT^ 

NGGGACTGGCCGATGGANATCNTTNCTGNTGCGCCTCATCCCTGCCCCCAGAGGCACTGGCATCGTCT 
CCGNCCCTGTGCCCAAAAAANTGNTNNTGATGNNCGGATTNGNCGACTGNTNCNCTTCTGCCA 
TGNACTGCNNCCCTGNGNAANTTCANCNANGCCACTTTTGATGCCNTTTNCAAGACC 
NACCCCTNACCTNTGNAAAGAGACGGTNTTCACCAAGNCTCCATATCANGAATTCACTGACCATCTTG 

55 NGAAGACCCACACCAGAGTCTCCGTGCAGAGGACACAAGCCCCAGNTGTAACCNCCANATAATTTTAT 
AAAGGGAATAATAANGTGANTGAAACCNTGTGNNNGNAGTGNNGNNTNNANGTTGGGGGGGGGCCC 
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NGCCCATTTTGACNCTNAGGGGGGCTTNAAAAANNNNNNGC^ 

GGGTGNGNCNTGAACCCTGNCANCATNCCTTTN^ 

ATTNTTNNCAAAAACCCCCTTCTNGCCNGAAANNGGGTm 

5 TNCAAAAAAAAAAAAAAAAAAANTNNGGGGGGGNCN 



NNACAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATT 

CGGCACGAGGATGGCTTTAGGGATGGAGATGCTGCTTGAGGAGCCCGCAGATAAGTTTTTCTA 
10 AAAGATAGGCGTTAGTGTATTTCTTTAGGGATTATAAGTAGTGAAAATACGGAGATACTGCTT^ 

TAAGTTCTTAGATAAATTTTAGGGAAAATATGAAGACTTAAAGAGTAGTTGGAGAAAGG 

AGAAAAAAGATAATTTTAGAACCTGAGGGAGGTTAAGAG 

AAAAGAATTGATGAGCTAGGACTGCAATGTCTGGATTTTTTTT^ 

CTTTTACCTTAACATTAAAACGTTG^^ 
15 GGTGATTAAAATACTACAAAGGCCATCTTAANATTTACCTGAAGGNGGTTTCAGAAATAATC 

NATTCNCGGCGCAGTAAAAATGGCGTCATTTTC 

GTTGACCGGAAATATTAGGAATGGGAGGGAAAGAAAATTGGAAAG^ 
AAAACAGAAGTNCCGGGAAGGNGGAANAAAAAACCTTGGAGAAGAATTNGGAGGTTCCCCG 
AAAAAAAAAACCTGGGCTTACGGGAACCCGGNCCCA^ 
20 AAATTTCCCCAGNGGGCCTTCAANANCTCANGGGGTTTCCCAAGNCNGGGCCCAAANAAA 

NNNNNNNNNNNANNNCNNCCCCN 



25 TNNANCAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
GAATTCGGCACGAGGGAGAAGGGTTAATTTTCCTGAGTTTGGATAGTTTTGA 

CATTGCCACCACTCAAATCTCTTAGCACATTGCTTAGGATTAAGGATCCAAAAATGCTATCTAGAGAG 

TTGCTAGTGGTGTTGAACAATGCAAGTTTTTATTTAAAAGAGCTCTGCACTGC^ 

TTTATGATGTTTGTTTTGTTGTCATTTTT 
30 ACATATATTGCCTCTGCTTTTATCAGGGCGCTC^ 

GGGATTTGTTACCAGTTGCTGTATTTTGTATATAGAATTTTTAT 

TTTTTTAAAAATAAATTAAAAAATTTAAATCCACATCCATGGT^ 

AATCCATTTGTCACCAGGGATCCAGAACCCCATC^ 

AATGTCAGTGTATTTTATAGATTTGAAGTTAACATTCTTATTT^ 
35 AATGTATAAATGCATTTNCCAACTGGCTTAAACAT^ 

TTTAAGTNNNNNNN^ 

AGGGGGGGNNNNTAANNNNNNNNNT^^ 

NNNNN 

40 

AAAGCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGG 

CACGAGGGAGNTTTTTTTTTTTT^^ 

NNNCCCAANTTTNTTTCNTTO 

45 CCNTNTNAAATTNGGAANNTTTAACCCNNCCCAAAGGGNAAGG 
AAANNAAAGGGTGNTTTTNTAAN 

AGAGACTTCATCAAAAACATGATTACAGGCACATCCCAGGCTGACTGTGCTGTCCTGATCGTTGCTGC 

TGGTGTTGGTGAATTTGAAGCCGGTATCTCCAAGAACGGGCAGACCCGTGAGCATGCCCTTTTGGC 

ACACCCTGGGTGTGAAACAACTAATTGNTGGCGTTAACAAAATGGATTCCACTGANCCCCCTATANCC 

50 AGAAGAGATACNAANAAATTGNTAAGGAAGNCANCACCTATATTAANAAAATTGGCTACAACCCCGA 
CNCAGNANCATTNGNGCCAATTTCTGGCTGGAATGGNGACAACATGCTANAACCAANGCTAATATGC 
CNTGGNNCAAGGGANGGAAAGNCCCCCNNNGGACNGNANGCCNNNGGACCNCCCTGCTGGAACNNT 
GGNATNGNNTNNGCCNCNANTNNNCCCACTNGANAACCCTTGCG 
AAANNGGNGGNNNNGGNCNNGNCC^ 

55 GNGGNNNCCNNNNNNN^^ 
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NCAAAANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCG 
CCATGATCGCCTTTGTCCGCCTGCCCAGCCTCAAGGTCTCCTGCCTGCTTCTCTCAGGGCTTCTCATCTA 
CGATGTCTTTTGGGTGTTTTTCTC 
5 GCCGGCTGACAATCCCCTTGACGTCCTATCCCGGAAACTCCACCTGGGGCCCAACGTTGGGCGCGANG 
TCCCGCGCCTATCTCTGNCTGGAAAACTGGTCTTNCCTANCTNCACGGGCAGCCACTTNTNTAT 
GCATNGGANACATCGTGATGCCTGGACTCCTGNTGNGCTTTGNCCTGCGTTATGACAACTACNAGAAG 
CAAGCCAGCGGTGACTCCTGCGGTGCCTNCGGACCCGCCAACATNTNCGGGCGCATGCAGAAGGNTTC 
CTACTTTCATTGCACCCTCATTGGATACTC 

10 ACCGANCANANCCAANCCTGGCCTTCTCTAT 

GCCTATTTAAAGGGNGACACTACGGCGAATGTGGGGGCTTGAGCCATTTNCACTCCAANATCCACCAA 
GATCCCCGATTCCTGGGAAGTATGATGGATNACAGCGGGGCGANCNAGAAANGGGGCCTCTCANATC 
CNTTTTCTGTTNAAACGTGGTGGGNTTTGTTTNCCTTCTT 
NANGCANCCTGTGTTAAAAGAACTTGC^ 

15 GTGGCTNGGAAACCCCTGCNNGGNTTNCCCTTTCTTNTTACCTNG 
NCCCTCCNTCG 



TTNAGCNANATCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGGATCCCCCNGGCTTGN 
20 NGGNAGNTGTCCAGGGGGCANAGAAGAACCCGCCCCNAGGAANCNNAAANCCNANAAAAANCTGGN 

TNGNCCCTTGGGCNTNGGCNTTTTNGCCTTTGGANCTNGCTTNCATTAA 

NNCCCTTTCCCCAATGNCNCATNCCANAAGGNCCGGGNTTATNAGCCCTTTTTC 

AAGGCCTTNGGTGGANTGANGAAAGGANGGCCCACCCCCCCAGCCTTTAACGTNAAGCTGTGCACAC 

ACCANGAGGTGTGCGCCCCGATNAGAGACACACACTGTGGNGACACCTCTGTNCCCTTTTANNTCTCC 
25 ATANAGATCNCTANNCAGNTTAT 

GCNCGGAGATGGGAGGAGGACCTATCACACANTAGGCCCTCAATAAAANCTGGNTGGTGGTGCACTT 

TAAAAAAAAAAAAAAAAAACTCNNGGGGGGGCCNGGGNN^ 

ANNNNNNNI^ 

NNNNNNNNNNNN^ 
30 NMsnSINNNNNNNN^^ 

NNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNN^ 

35 

TTNAGCNANATCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGGATCCCCCNGGCTTGN 

NGGNAGNTGTCCAGGGGGCANAGAAGAACCCGCCCCNAGGAANCNNAAANCCNANAAAAANCTGGN 

TNGNCCCTTGGGCNTNGGCNTTTTNGCCTTTGGANCTO 

NNCCCTTTCCCCAATGNCNCATNCCAN 

40 AAGGCCTTNGGTGGANTGANGAAAGGANGGCCCACCCCCCCAGCCTTTAACGTNAAGCTGTGCACAC 
ACCANGAGGTGTGCGCCCCGATNAGAGACACACACTGTGGNGACACCTCTGTNCCCTTTTANNTCTCC 
ATANAGATCNCTANNCAGNTTATANGNTGGGTCTCACNTGNCACCCTCTTNNCTGNGCACNGGGAAAT 
GCNCGGAGATGGGAGGAGGACCTATCACACANTAGGCCCTCAATAAAANCTGGNTGGTGGTGCACTT 
TAAAAAAAAAAAAAAAAAACTCNNGGGGGGGCCNGGGNNCCAATTTNCCm 

45 ANNNNNNNNN1>WTNNN^ 
NNNNNNNNNI^ 
NNNNNNNNNNNNNNN^ 
NNNNNNNNNN^ 
NNNNNNN^^ 

50 NNNNNNNNNNNNNNNN^^ 



TTGANAANNTCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 
AATTCGGCACGAGGANAGCGGANAAGCCCAGCCGANAACTTTCANGGACNCTGTGAAGCAGCTCCAG 
55 CCGAGATGTGCNAGGAGGAGGACAGCACCGNCTTGGTGTGTGACAATGGCTCTGGGCTCTGTAAGGC 
CGGCTTTGCGGGGGATGATNCTCCCAGGCCTGTTTTCCCATCTATCGTGGAACGTCCTCGACNTCAGGG 
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AGTGATGGTGGGAATGGGACANAANGACAGCTACTTGGGTGATGAANCACAAAGCAAAAGAGGAAT 

CCTGACCCTGAAGTACCCGATAGAGCACGGGCATCATCACCAACTGGGGACGACATGGAAAAGATCT 

GGCACCACTCTTTTTTACAATGAGCCTTTGNGGTGGNCCCTGAANAAGCATCCCAAC 

AAGGCGCCCCTTGACCCCCAAGGCCAACCCGGGAGAAAATGACCCAGATNATGGTTTGAGACTTTCAA 

TGTCCCANCCATGTATGTGGCTATTCANGCGGNGCTTGCCCCTNTACGCCTTTTGGACGCACAAATTGG 

CNNTTGNGCCTGGACTTT^ 

TGCCCCCCCNCCATTATTGCCGTTTGGGACCCTGGCTTGGCCCGAAANTNTCANCCCGNCTACCCTTAT 

TGAAAAANTNCTTGACCCGAACCGANGGCTTTTTTCTTTT^ 

TTGGTCCCGGGGACCTTTAAAGGGGAAAAAACT^ 

AACTTTNCNTTNNGGGNCCCGGGTC^ 
TANAAACCNT 



15 TTNANCAAAGCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGA 
ATTCGGCACGAGGGCCATGGGCCGCGTGATTCGTGGGCAGAGGAAGGGCGCCGGCTCCGTGTTCCGC 
GCACATGTGAAGCACAGAAAAGGCGCCGCGCGCCTACGCGCCGTGGATTTCGCCGAGCGACACGGAT 
ATATCAAGGGCATCGTGAAGGACATCATCCACGACCCGGGCCGCGGAGCGCCCCTTGCCAAAGTGGTT 
TTCCGGGATCCGTACCGTTTTAAGAAGCGGACAGAGCTGTTCATCGCTGCTGAGGGCATCCACACCGG 

20 CCAGTTTGTGTACTGCGGCAAGAAGGCCCAGCTCAACATCGGCAACGTGCTCCCGGTGGGCACCATGC 
CTGAGGGCACCATCGTGTGTTGTCTGGAGGANAAGCCTGGTGACCGAGGCAAGCTGCAAGAGCCTNT 
GGAAACTATGCCACAGTCATNTNCCACAACCCTTGANACAAANAAAACGCGAGTGAAGCTGCCTTCN 
GGCTCCAAAAAGGTCATNTTCTTTTGCCAACANAACTGTGGTCGTTGTGGTGGCTGGANGTC 
TTGACAAANCCATTNTGAAGGCCGGCCGNGCCTCCCCAAGNTTAAGGGNAAAAGGAACTTGGTGGNC 

25 NCNGGTGCNGGGNGNGGNCATNAAACOT^ 

CCCNGGAAAGGGCCNTTTTCNGGGGAAAC 
GGN 

30 

TTNNANAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 

GGGAGACGCGAGCAGCTGTGTCTCCGGCAACTGAGGTAGAGGTTTAACTGTCGTCCCGGCGGAGCAA 

GTCAAGACACATCTACGGCCGTCTGGGCCAGTGTTGGGTCTCCGTAGCCTGTAAAGATGGTGTTGCTC 

35 ACGATGATCGCCCGAGTGGCGGACGGGCTCCCGTTGGCCGCCTCGATGCAGGAGGACGAACAGTCTG 
GCCGGGACCTTCAACAGTACCAGAGTCAGGCTAAGCAGCTCTTTCGAAAGTTGAATGAACAGTCCCCT 
ACCAGATGCACCTTGGAAGCTGGTGCCATGACTTTTCATTACATTATTGAACAAGGA 
GTTCTGTGTGAAGCTGCCTTCCCTAAGAAGCTGGCTTTTGCCTACCTAGAAGATTTACACT 
GATGAACAGCATGGGAAGAAGGTGCCAACTGTGTCTAGACCCTACTCCTTTATTGAGTTTGATACCTA 

40 CATTCAGAAAACCAAGAAGCTTTACATTGAC^ 

AACTGCAAGATGTGCAGAAGAATCATGGTGGCGAATATTTGAAGAAGTGTTACAGCGGGGAAGAAAC 
CGCTTTTCAAGCANTGGATTTCGAAGGCTAACAATTTTGTCCAGTCTGGTNCC 

AGGGATGCCAAAGTACNTTGAAACATGCCGNTTCACNTTACCNCCCAAACNTTGGCAGCAGGAAGCT 
GGGANTTTTTTCATCATGGGTAAAAAAGGGGATGN^ 
45 NAATNCCCGTCCCCTGGGCAAGGGGANAAACCTTO 
AACTTGANCCCCCCAAAAAATTNTNTNTT 



NNCAAANCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATT 
50 CGGCACGAGGATTATAAGTTACAATGGAAGGCAACTTCATGAATTAGATGGGCTACTAATTCAATGTA 
ATGAACCACACACCAAAATAAACAGTAGAAGGTGCTTGTAATTGTTGAGAGAAATTAACAAAGTA 
ACCATGTTGTTGTTCAGTCGCTAAGTAGTGTCCAACTCTTTGCAACCCCATGGGCTGAAACACATCAGG 
CTCCTCTGTCCTCCACTATCTCCTGGAGTTTGCTTAAATTCATGTCTATTGAGTTAGTGATGCCATCTAA 
CCATCTCATCCTCTGTTGTCCCCTTCTCCTTTTGCATTCAGTCTTTCACAGCATCAGGGTCT^ 
55 GAGTAGGCTCTTTGCATCGGGTGGCCAAAGTATTGGAGCTTCAGCAGAAACATTCGATCCTTAAACTG 
AGTACTGTCTTAGTTTCCTCGGGCTGCC 
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GTTAAACCAACAGGCAGGGTTGTTCCCTTCAGAGGGCCATGAGGGGGAATCTGTCCCANGCCTCTCTC 
CTAACTTCTCTTGGTCTCCTGGTCATCTTTGACTGGCCNTGGCATGTAAATATCTCACTCCAGNGCTCTG 
NCTTNCTTTGACATTCTCTCAAGTTTCTTCACATAAGTCTACCTGNCATGCATGGTCTNT 
CCAGNTTTCTTTCCTTTTTATAAAGGACTNCAATCCTGGTN 
5 CATGGACTTGGATACCCTTGGGAAAAGGGCCGGANTTTTCCNAAAAAAAAA 
TNTTGGGGGGTTAAGGNCAC 



10 NNNATCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTC 
GGCACGAGGGTTGGCTTCGTATCGTGGGCTCGTCCGCTGTTACCCACCTACCAGAGCCCTTCCCCGCGG 
GGCGGGACCTCGTAACGGCCAACTCCTTTCCAGCTGAAGAAACACTTAAGTTCTGGAAATAGCGACCC 
AGTATCATGGCTGGCAGCCCTAATGAAGATTCAGAAGGAAGCCGAATTACTTACGTGAAAGGAGACC 
TATTTGCATGTCCCCAAACAGACTCTTTAGTGCATTGTATCAGTGAGGACTGTCGAATGGGCGCTGGG 

15 ATAGCTGTCCTCTTCAAGAAGAAATTTGGAGGAGTGCAGGAACTGTTGAATCAACAGAAAAAGTCTGG 
AGAAGTGGCTGTTCTGAAGAGAGATGGGCGATATATATATTACCTGATTACAAAGAAAAGGGCTTCAC 
ACAAGCCAACTTATGAAAACTTACGGAAGAGTTTAGAGGCTATGAAGTCCCATTGTCTGAAGAATGGA 
GTCACCCGACCTTTCCATGCCAAGGATCGGATGTGGTCTTGATCGTCTGCAATGGGAAAATTTATCCGC 
AATAATTGAGGAGGTCTTTGAGGCAACAGACATCAGAATTACTGNGTACACACTCTGAACAGAAGAG 

20 CATTTTGGATGTGTCTACCTTCTGCATCACCTGGGCCACAGGACTGGAGCAAACTGACCTTAAAATGGT 
CAGAGGACCCGTTTCTTGNGAAGTAGTCTGGGTTACANGNCNAACCTGGGTTGCTGTATTCNTCANGA 
TTGAATGGGACTTNTGGGAGGAGGGGTTCTTGTGCTTAGGAATTTTTO 
GANGGGACCAATNTTGGGCCNAGGACCCCTTTTTGC^ 
CCTAGGGGGGANCNTTGGGTTTTCCTGNTNNT 

25 

AAANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCG 

CNGNCNNGNCCNTNTGTNNAAAGCCCNTTAANNATTTTO 
30 NAANGGNCNTTTAAAACTOTCCNT^ 

OSfGGGNCAAANGGNAAAAAACCAAAAAAAAANCCCCAGGGNAANGGGAAATCCCNTAACNTN 

CATTTNNNAAAAGGGCT^^ 

ACCNIWTTNTNCNN^ 

CCCAGNATTCCTCATTNCAAGCCCTCNATNAGNCCCTGNGGGACCCAAGGGGCAAAACCTGTGTTCGG 
35 AAAAGGTTTCNTAGGTTGGGAAAGGCCCAAAGCATTTTTNC 
CCCCCCAATNTTAACAATGGNCCCANCCCGTT^^ 

CCTGCACCGGGGGGGGCCCGGGNCCCCAATTCNCCCTTAAAGGGGAGGNNNW 
NNNNNNNNNN^^ 
NNNNNNNNNNNNNN^ 
40 NNNNNNNN^ 

NNNNNNNNNNNNNNNN^ 



CAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATT 
45 CGGCACGAGGGTCCCGTATGTGGCCCAAGAGATCCAGGAGGAAATCGATGAACTGCTTCAAGAACAG 
CGAGCCGACATGGACCAGTACGGCAGCATCAGCCATGGCATCGTGGAGGTCGACCCGATGCTCACCCC 
AGAAGAGCGTCACCTGAGCAAGATGCAGAACCATGGCTACGAAAACCCAACCTACAAATACCTGGAG 
CAGATGCAGATTTAAGCGGGGGAAGCGCANCGCCAGTGGAGGGAGGNTGGGCGGGCAGCAGACGTC 
CAGAGGTCTGGATGGACGATGGACCGACAGTGACTTCCAGAGGAGTTCCTCGACACTCAGATCTCCTG 
50 GAACATTAAGACTATNAAGTACTACTGTAGAGTC 
TTAATATAACAATATATGATATATAAAC^ 
ANANAAANm^ANAAAAAAAAAAAAAAA 
ATGGGGGGGGGTNTTANANNNNN^ 
NNNNNNNNNNNNN^ 
55 NNNNNNNNNNNNNNNN^ 
N>INNNNNNNNNN^ 
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NNNNNNNNNNNNNNm 
NNNNNNNNNNC 



5 TNAGNCCTATAGTGANGTNGNATTNCAGTGGCGGNCCGCTCTAGAACTAGTGGGATCCCCCGGCNTGN 
AGNANTTCGGCACGAGGNTGANTCNTATT^ 
ANTNNNTCCNCCCNNCTC 

TTNAGGCINGTNANGGNNTTNNAAAANCNCCCTTCANNTTO 

TNTTNNCGGNGAAGGGGNTAAACGGNACTNACGCCNAAAANCATGNAAACGNGGCCTCT 
10 TANTNTNNAAACAATTOTTC 

CCCCATTTTTTNNNTNNAAGATTTTO 

NACGANNGAGGAAAAACNANGNTTCCNCAAAAAGNTTTTTNTT^ 
ACTCTTTTNCCCCNCANNCTGTCNGNGNTNNTTN^ 

GGGGNC>^ACCCCCCNNNCACTTGGTTTTATTTT^ 
CGTTTTNTNTNNAACNCNAATCTTTNAATW 
CTCATNNCCTTCCNGNTNN^ 
NCCTTCNCAAGAAANGNTAATTTCOT 
20 TTNCCG 



,r; TNAGNCCTATAGTGANGTNGNATTNCAGTGGCGGNCCGCTCTAGAACTAGTGGGATCCCCCGGCNTGN 

AGNANTTCGGCACGAGGNTGANTCNTATTNNTTNTTNCGCTTTCTACG^ 
:"25 ANTNNNTCCNCCCNNCTGGCAAATNNCNGGGNAAACCTTTAAANA 
2 TTNAGGCTNGTNANGGNNTTNNAAAANCNCCCTTCANNT^ 

*/ TNTTNNCGGNGAAGGGGNTAAACGGNACTNACGCCNAAAANCATGNAAACGNGGCCTCTCNCTCCTC 

TANTNTNNAAACAATTNTTC 
f ; CCCCATTTTTTNNNTNNAAGAT^^ 

U=30 TGTGTGTGGAAGACCCCCCNANANGNCTTTTTTTTTAAAGNAG 
:s NACGANNGAGGAAAAACNANGNTTCCNCAAAAAGNTTTTTO 

m NCCTCTTTTTTANTTTCNTGGGGAGGAACNNCCCCCCCCCCCANCATGGAANCNTCCCNAG 

h GGGGNCNNACCCCCCNNNCACTTGGTTTTATTTTT 

m 35 CGTTTTNTNTNNAACNCNAATCTTTNAATTNTCNCNCC^ 

i' CTCATNNCCTTCCNGNT^ 

NCCTTCNCAAGAAANGNTAATTTCCTC^ 
^ TTNCCG 

40 

TTGANNAACCGNTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
GAATTCGGCACGAGGCTCACCATCAACCCCCAAAGCTGAAGTTCTATTTAAACTATTCCCTGAACACT 
ATTAATATAGTTCCATAAATACAAAGAGCCTTATCAGTATTAAATTTATCAAAAATC 
ACACAGAATTTGCACCCTAACCAAATATTACAAACACCACTAGCTAACATAACACGCCCATACACAGA 
45 CCACAGAATGAATTACCTACGCAGGGGGTAATGTACATAACATTAATGTAATAANGACATAATATGTA 
TATAGTACATTAAATTATATGCCCCATGCATATAAGCAGGTNCATGACCTCTATGGCGGTNCATAATA 
CATATAATTATNGATNGTNCATAGTACATTATG 

CCTTACCATTANATCACGANCTTATTTACCTTGCCGGGGGAAACCANCACCCGGNTAGGCAGGGATCC 

TTNTTOTCGNTCCGGGCCCATAAACCGG 
50 TNTTTNTTCAGGGCCATCTNATNTAAAACNGGNCCATTNTT^ 

CTAATGGGTTAATCAGCCCTGCCTTCACACATAACTC^ 

TTNGGGGGGANGCTTGGACTTCAGNNTTGGGCCGGNAAA^^^ 

GGNCCTGGGNCTTAAACTGGNNNTTT^ 

NC^ATNGGGNCCCNGGGACTTNAANTTTTTTTTTTT^ 
55 TAANATTTTTNCCCCC 
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TTGANCACAGCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGA 
ATNNNNNACNANGCNCTNCCCNGANNCAANTGCAGAGNCNNACCATTGGTCAATGNATO 
NGCTGTGNATCANCTCATGTNCAANTCCAAGAGCACCACATTGNTNATNAANCGCGCTGGTCTATCTA 
5 AACCAGACTGGNCCNATNAAAANCGGACTTAACATGC 

GAANACNTCNCTACTGTAATGCTCGNCCAATGANGNTNTTACCTNGGTATGCGTCTGANACCCTCGNA 
TCTTNTACTTNGGGGNAAANCNNATATCNINTNNAAAGNGGGGGG 

NGGAGCCTACTGGGAAAGTGGAAATCNAAAAAGAAAAGGGCCAAACCCCCTGTCTTGCAAAAGTCTC 
10 GGACATCCAGCGTCAATTOTTGTN^ 

TTTTTGGGAGCCCAAAAGCCCTTGCCTTTTTNTTGATTCANN 

AATTTTTNAAAAGGGAAAAATNTNTTATTCAAAANGCT^ 

CCTTAACCGATGAATGGGCNGATTCACAATTGAAACTTNGNTTAACCTm 

TTTNTTGGNGNAAATTGAAAGTTTTANAAATTTAAAATTC 
15 AGGGTCCCAAGGGAAACTTCAAGAAANAAAm^ 

TTGGGANTTNTTTGNCCCTTTTCAAANAATTNGGATCNAAANA^ 



NAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATT 
20 CGGCACGAGGGGAGAATTCAAGTGTGATCCTCATGAGGCCACATGCTATGACGATGGGAAGACTTAC 
CACGTGGGAGAACAGTGGCAGAAGGAATATCTTGGTGCCATTTGCTCCTGCACATGCTTTGGAGGCCA 
GCGGGGCTGGCGCTGTGACAACTGCCGCAGACCTGGGGCTGAACCCGGTAACGAAGGCTCCACTGCC 
CACTCCTACAACCAGTATTCCCAGAGATACCATCAGAGAACAAACACTAATGTCAACTGCCCAATTGA 
GTGCTTCATGCCTTTGGATGTACAGGCTGACAGAGAAGATTCCCGAGAGTAATATTTCCAACCCAGAG 
25 AAACAAGCGTGGATCTCTGCCAAGGTCCATCCAAACTGGAGTGGTGTTCGCAGACCCCATGTTAGTGT 
GTTCCTTTCTTAAGCCCTTTGCTCTGGAGTAACTTCTNCAGCTTCAGCTCAACTCAC^ 
ATCACCCTGGGAGTGTTTTCAGACTTTTCTCATACATGGGAGCAGTAGGTTATCTATTCTTC 
TCCATGCCAATCAGTATTTTAAAATGAAGTGAT^ 

AAACACATGCCCCCAACCAAGATACCNAAATGTCNTTGAAATGATATTANCCAAAAATT^ 
30 GAAAGGTANCCTGAACACCTTTTGGNTT 

ACAGCATGNGCCCTTTGGANCTGGGGGATC^ 

GAATTNTAAGNAATTGGCCTAAAAAAAAATTNTTTTTTNTTA 

CCAAANTTTT 

35 

ANCANNGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGNA 
NGATCAANCNANTCCTGGCCAAGAAACAAAAGCAGAATCGTCCCATTCNNGAATGGATTCGAATGAA 
AACTGGCAATAAAATCAGGTACAACTCCAAGAGAAGACATTGGAGAAGAACCAAGCTGGGTCTATAA 

40 TGAAAACATCACTACTGTAATGCTTGGCCCATGATGTTATTTCCTCACTATCAGTCTGAGACCCAGCAA 
TAAATATAAAACGTTGCAAAAAAAAAAAAAAAAAC^^ 
NNTGGGGNTCNTNNNNNA 
TGNTCGNTTAGNCCTTTCTN^ 

NNGNTNTNNNATCCGCCNAATCAACACNAGNTCCNACNNTTTCGGGNANTN^ 
45 CGAACTTAACAGTCAAGNTTTTTNGNTCTTNNANCCANA 
GGGTNTNTNCTOTNTNNACNNN^ 
CTACNTGATAANNCAAATNCTATNNNGC 
TTNANNNNNTANT^^ 

TNCTTTNTCCTTNCTAGTNCGCCCTNNTTTGTACCT^ 
50 GTTCNTGTNNNTACNTTTCTC 
TNCNTCCC 



GNTGGGNCGNANATNNNCNCANATNNNTTTCCCNCCCCNNNNC^ 
55 CCCCCNCCTATGGNGNNNGAAAGTNATATTTTCNCNTNCTTGAGAAANACTGGAGCTCCACGCGGTGG 
CGGCCGCTCTANAACTAGTNTCATCCCCCGN^ 
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TNCCTCAACNTCCGCNTTAAAAN 

NCTTACTATTTTTTCAANNAGNOT 

NNTAATNNAANNTNNATCACCA 

NTGNNTTNTATNTCGANNANTTATNATNTCNCAAAlSnSfNTNT 
5 ATCCAAAANTNNNCGCNTNAAANATNNCNCAATAGTAGNCNNTNGGNCC^ 
TCANCANTTACTCTANNNAGTCTAATTNTTANCTTNTGGTNANNTO 
NATTAAANTTISrrNGTACTANTCATATNNNG 
CANAGGNNATTTTTNTNGAACANNCATTATATANN1W 
NNNNNGCTCTTNTTCTNNGC^ 
1 0 NNCCNTCANNAGTNNCGNNGTNAANCANNCANCNGGCNTNATTATO 
TGCGCNNNNAGNNTACTGTNCANCGTN^ 
TTAGCTNANGTTTNTCTGNAANC 
NNTTNTACGCCTNAGCNNTN 

GGANNATATACTTANNTGCACNGATATCTNATATATCTNCTGATNNGTCAN^ 
1 5 NTCGNATCATNNNNTANOT 

NNNNGTGNNATANTATNACATTTTNACAANGNGAANNGA 

TGATACGTNTNANAGATAGANCGANATATNNCAGNGTCTGNANGTGCNATANTNCNCGANTCNATCA 
CTTACTCATTTANGCTTNTNNTGNTCNCGAGATNANNCNNTO 
TCNTACNCNNGTCANATATNTCTAOT 
20 CNNANAGNCANNACATATACTATNACGACNANTCTAGACNANATACGNCANAGNNANGTGANTAGN 
ANT^CNTANTCTNTNNTCNCTACATTAATANNNATAGTGAGACGNGT^ 
TNNGAGTONTNNAGATATATGCTNAATCTCTCGCC 



25 NNCAANANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGC 
AGCTGCAGCGCCTCTCGTCTTGTAGGCTCTCCTAGCTATCGCCTTTTCGCTTCCGGAAACATGGCCTCC 
GGTGTGGCTGTCTCTGATGGGGTCATCAAAGTGTTCAACGACATGAAAGTGCGTAAGTCGTCGACACC 
AGAGGAAGTGAAGAAGCGCAAGAAGGCGGTGCTCTTCTGCCTGAGTGAGGACAAGAAGAATATCATC 
CTGGAGGAGGGCAAGGAGATCCTGGTGGGTGACGTGGGCCAGACGGTAGACGACCCCTATGCCACCT 

30 TTGTCAAGATGCTGCCAGACAAGGACTGCCGCTACGCCCTCTATGATGCAACCTACGAGACCAAGGAG 
AGCAAGAAGGAGGACCTGGTGTTCATCTTCTGGGCCCCTGAGTGTGCACCCCTTAAGAGCAAAATGAT 
CTATGCCAGCTCCAAGGACGCCATCAAGAAGAAGCTGACGGGGATCAAGCATGAATTACAAGCAAAC 
TGCTACGANGAGGTCAAAGACCGCTTGCACCCTTGCAGAAAAGCTGGGGGGCAGCGCTTGTCATCTCC 
TGGANGGCAAGCCTTTGTGAGCCCCTTCACCCCTGNCTGGACATCTGGCAGCCCCAGACCTGNCCACG 

35 GGGGTTGCANGCTTGCCCCTTCTGCCANACCGGAGGGCTGGGGGAATCCCNCAGGGGGANGGCANTC 
CTTTNNCCCANTTGCCAAAGCCCCCCCGACCCC 
TTCCNAACCGNTTTNGAACTTNNANCCNTTTGGGGTGGAAAAA^ 
CTNTTTGGGGGGGGCCTTTTTTTTTT^ 
NGGNA 

40 

GCCCTATNNGGAGCNGCATNACAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGGTT 
TCATGAAGATGGAGAATGCTGNGTNTATGATGAACCATTACTGAAGNGNCTNGGNGCTGCCAAGCATT 
AGGTNGGGANNCACAAAGTTTGCTCCTGGTTC^ 
45 TGGGAGAACCTATTCACTCCCTTCTTATTGCAGCCGGNOS[CTATCTNCANGGNATACTTGNA 

ATGCANCATGANCAATTAANGCGAGCAAAGCNCCCCTTTTTNCTGNTGCGTGGCAAGTNACAACN^ 
GANTTTGGCCTTGATAAAAANTTCAGGTTTTGAAAACAAGATGTCTTGCT^ 

NATAAATCCCAGTNTTAAACNCTGCATTCTANTACTGNTGNTGAGANATACAATACATGTTTTCCTAGT 

NCATATAATCNTTGGGTTNCT 
50 NATACCTGCATTTTACTGTNAAACATCAAG 

GCGGTTAAAAATTCNCCTCGGNTNTGAAAANTTCCATGGGTCCNCTCCTANCNANNCAANNTCNTCAC 

TTTGGNAATTGAAACTANTATTNNCTCAAACNNGNATCTCTTACC 

NACACCTC^AANGGCTTTCCTNNTAGGNTTNCNNANNNGCTA 

TTCAAGNANGCCNGGNCTNNTTNTTTNCNGAANTACAANTTT 
55 CTTOTTGATNNNNNNNAANGGCCTGNNGCTT^ 
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GGNNGGCTNCNTNTACANTTSfNCTNGN^ 
ANACCG 



GNNGGGCCGGNNNATNNNTTATNTITNTNNTATNTTTTTTNNNy 
GGGGNTCNNCNGNGNNTTCAATGGNGGGNGCGGNGGGCCNNCAGNNTTNNGCCCNCGGGAGTCGCAT 
NACANGGNGGCCGCTCTNCANTATGNNTTCCTCCGNNCTGCANCATCNGCNCNNNCNCCTCNTTCNTT 
NCNTCNCCNGCNTCNNCTNNGTCNCAAGGGGGANTTANTNTANNNAANAGTNTCNNNNTTGNCAACT 
TATOTNNTNTTATCCNTNATAWGNAGGCTWANTCNGNAT(^GAGANNCGGGCTNTCCNNNCN^ 
TTTAANTTNTTTCNANNGNNGNCANGANNNCNCANTCTATNCT^^ 
NMTNTCGCACGANTCNTCGTTNNTOCACAGNNTNTGTTNTTCTNGNNCNCCGTNN^ 

TNNNATNCCTCAGTTTTKITNNNN(^ 

TTNNNANANATCNNTNCNTTNNNNTNTTTNCTACN 

ANNNTKXJNNTmA<XrnnT^^ 

TNCTCNNGTCNANCOSfACTCATTGCCTCTATNNTCNlSITANTNNTATO 
CCATTNATTATAATACGNANATNNNTCNCNCACGNG>W 

ANTNTCCCAAATCNCCNNCNGACCCNTNNATGGNC(^CCNNNTANNNCCAM^AGNNNNCGATTAGNA 

CANNNGNTNTNGGACGNTCNNATCNATNNTNTNCTGNNGCNTAGNCNATT^ 

NTANTGCNCNTNTCGNNNTAATCGNTGTNTGTTN^ 

TCTANTGAGTCCACGNTNNNNTCTOACTCTGTTGNNACGNGATNTTGCTCNANCTNACNGCTCNTOT 
TNCNCNCNTGTNNNGCNNNAGTNATCNTCCTATTGTNTGTTACTCCTTNTT 

NTT^TGCTTGACCNCTNTAGACCGNGCTTCCNNTNATCCTCATGNGATGTNTONCNTGNTANNCNCC 
TCNTCCGCTNTTNNCNTNTCNA 

NC^ANCTCNATGNCACTCCAGTGATGNANGTTWTATANNTAGTCTNNGTCATCGTANCANTCNNNAT 

GGTACNNANTCTCTNGNGTNGNCGCGTNGTATGTGGNNGCNNTNTTCNATGACGNTNTANAGCAGTA 

NNGNTACACNTOTATAGTCCGTNTNACNAATCTCTNGNTTNANCNTNTATTC^ 

GN 

GNNGGGCCGGNNNATNNNTTATNTTTNTNNTATNTT^^ 

GGGGNTCNNCNGNGNNTTCAATGGNGGGNGCGGNGGGCCNNCAGNNTTNNGCCCNCGGGAGTCGCAT 
NACANGGNGGCCGCTCTNCANTATGNNTTCCTCCGNNCTGCANCAT^GCNCOTINC^CCTCNTTCNTT 
NCNTCNCQ^GCNTCNNCTIWGTCNCAAGGGGGANTTANTNTANNNAANAGTNTCN^ 
TATNTNNTNTTATCCNTNATATNGNAGGCTNNANTCNGNATCTNGAGANNCGGGCTNTCCNNNCNTGC 

TTTAANTTNTTTCNANNGNNGNCANGAN 

NNTTNTCGCACGANTCNTCGTTNNTNCACAGNNTNTGTTOTTCTNGNNCNCCGTNNNCTC 

TNNNATNCCTCAGTTTTNTTNNNNCNCCW^ 
TTNNNANANATCNNTNCNTTONNNTNTTTNCTACNTCm 
ANNNTTCGNNTTNACCTNTTTAGANNNNANNGGANNTTTCCCNNCTNCNCN^ 
TNCTCNNGTCNANCCNACTCATTGCCTCTATNNTQ*JOT 

CCATTNATTATAATACGNANATNNNTCNCNCACGNGNNCCCANTNTCTCT>WCNNNNGGNTTNT^^ 

ANTNTCCCAAATCNCCNNCNGACCCNTHNATGGNCCNCCNNNTANNNCCANNAGNNNNCGATTAGNA 

CANNNGNTNTNGGACGNTCNNATCNATNNTNTOCTGNNGCNTAGNCNATTTTCNANNTGNTGC^ 

NTANTGCNCNTNTCGNNNTAATCGNTGTNTGTTNANNNTGNNCTCTANTNGNCNGGCNNTNGGTNN^ 

TCTANTGAGTCCACGNTNNNNTCTNACTCTGTTGNNACGNGATNTTGCTCNANCTNACNGCTCNTNTA 

TNCNCNCNTGTNNNGCNNNAGTNATCNTCCTATTGTNTGTTACTCCTTNTTAGNCTACANNGTTTO 

NTNNNTGCTTGACCNCTNTAGACCGNGCTTCCNNTNATCCTCATGNGATGTNTNNCNTGNTANNCNCC 

TCNTCCGCTNTTNNCKTNTCNANTGATANGAGTCTNNNNTNATNCGCM^ 

NCNNANCTCNATGNCACTCCAGTGATGNANGTNNTATANNTAGTCTNNGTCATCGTANCANTCNNNAT 

GGTACNNANTCTCTNGNGTNGNCGCGTNGTATGTGGNNGCNNTNTTCNATGACGNTNTANAGCAGTA 

NNGNTACACNTNTATAGTCCGTNTNACNAATCTC 

GN 

TTNNNAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGA 
ATTCGGCACGAGGCAGCAACCGTCGCGATGTTGATGCCTAAGAAGAACCGGATTGCCATTTATGAACT 
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CCTTTTTAAGGAGGGGGTGATGGTGGCCAAGAAGGATGTCCACATGCCCAAGCACCCGGAGCTAGCA 

GACAAGAATGTGCCCAATCTTCACGTCATGAAAGCCATGCAGTCTCTCAAGTCACGAGGCTACGTGAA 

GGAACAGTTTGCCTGGAGACATTTCTACTGGTACCTCACCAACGAGGGCATCCAGTATCTCCGTGATT 

ACCTCCACCTGCCCCCTGAGATCGTGCCCGCCACCCTGCGCCGNAGCCGTCCTGAGACTGGNCCGGCC 

AAGGCCCAAAGGTCTGGAAGGAAAGCGACTTGCAANACTCATTCGAAGGGGAAGCCGACAGAAAAC 

ACCTTACAGACGAAGCGCCGTGCCCCCTGGTGCCGACAAGAAGGCCGANGNCGGGGCTTGGTCAACA 

ACTTGAATTCAAGTTTAAAGGCGGATTTGGTCGTGGACGTGGTCAACCNNCTTANTGAAATTGAAANG 

GAATGGTTTTGTGTTGAATAAACCTGTTACCCGAAGAAAAAAAAAAAAAAAAANGGGGGGNCCCGGN 

NCCCAAATTCNCCCTTTAGGGGNGNNNNNTNAANAANNNNNNb^^ 

N1 snSTNNNNNNNN^^ 
NNNNNNNNNN^^ 



TTGANACAGCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCN 

NNATNAAGCNNNTCCTCCCAAGAANCAAAAGCAGAATCGTCCCATTNCTCANTGGATTCGAATGAAA 

ACTGGCAATAAAATCAGGTACAACTCCAAGAGAAGACATTGGAGAAGAACCAAGCTGGGTCTATAAG 

AAGCAAGCTGGGTCTATGAGAAGTGGGTCTTAACATGTAGACCACTTTTTTAAGCAGNCAGATCACAA 

TGAAAACATCACTACTGTAATGCTTGGCCCATGATGTTATTTCCTCACTATCAGTCTGAGACCCAGCAA 

TAAATATAAAACGTTGCAAAAAAAAAAAAAAAAANNNTGGGGGGGGCC^NGGCCCCNNTTNCCCCIT 

NTNGGGGNGGNNNTNANACTNCGGGAACCTTNACTAACCANATCCANGCCGCATTCANGGAGCCAAN 

GTTTTTGGTGGGCACCGATNCCAGGGCTGACCACCAACCCCTTACGGGNAGCCTNTTACNTGAACCTG 

CAACCATTGNCCTTNTGCAANACGGGCTN1KCTNTGNGCTACGTGGANATTGNCATTCCNTGCAACAA 

CAANGGGAGNGCNCTNANTGGGTCTNGAGTGGNGGATGCNTCCCCGGGAAGTCCTGNGCATGCTTGG 

CACCCNTTTTCCGANAAGC^CCNCGNGGGGAGGTCNTGCCCGGACCTTTTACTTTTTACANAAAATNC 

OTWfGGGNGAATTNGAAAAGGGAANNAANCNNNCNNT^NNT^ 

NNGGAGTTTNNNGGGGNGAANNGGGNTTNTTTCCACNTTCAAANTTTOCGGGTNNTTN>mNCCTTTAG 

GGGGGNNAAAATTGM^TTTNAANGGGNTTNNAANGNN 

CCCCTTNNGNAACTTNGANGGCCTCC 



TTTGAANACAATCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCA 
GGANTTNNGCACNAGGNNTTTANCTAAAAANCNNNNTNNTCNGGGCANNAGGGGGGGNNNCA 
GACNATNGCNCNCGCNCNACNNACCCGGGNANTNNGGNCNANCNNTNNCNGNCATGAGGCTNNCAC 
ACCNAAC>fi<[ANATTCACANNTNCCCCATNATTC 

CNTCCCAATGACNNITWTAC^TCACNATATACNTGGTATNTNCGANCANCNCTTOANTTTTTAA^ 
ACTT>^CCAAGGGNANACTACCANNCTTNAAATCTOTTANCCNNGGGNAGGGCNAAATOCCCTGNC 
AGNCNANNANTANNAACNGGANTTTNCNANGGNNCGANCNNGGACGNAACCTTTTNGGGACCTTGCC 
NNANGGCCANNTNTNGGCCCCATGANTGCCCT^^TNNNNNAGGNNNACCCTCTT^WAANTNGNNGT 

NNNGNNNATNNTCNCNNTNCNA 

NGATNTTCTNTCTNCCTTGAAANGGANNAAAAAANAANTTTCTTATTTAACCACCATTAAAAANNNNT 
CGNGGTNGGNTCAl^CANCTNCCCCTNCTCNNAAAANACCNTTTANTCCCTTNNGNNTGNANNANA 
NGWTONCCTNNNCCCCCTTTNC^CTTTCNNCANNNNTNACTNNATO^ 

TCNTT^TTNTTCCCCACCNGNTTNCCGAAAAACCTNTTNCCCAANANCTANNGTTTCNCCANNNT 

NNTNCACTCCTATTANNTNNATNNTNTNNGTTNNCTTNATNTCTCCTCA^ 

7NCCNTTTTNTTTNNCTCCANTATNCCGCCNTCTACTNCTT 

NTNCTCCGTCGTTTSINCTGTTTANTCNTACCTNTACTACNNCANNNGTTAATNTTGTNCCCTGNCTC^ 
TCTTCTNCTCATANNCN 



AAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTC 
GGCACGAGGCAGCAACCGTCGCGATGTTGATGCCTAAGAAGAACCGGATTGCCATTTATGAACTCCTT 
TTTAAGGAGGGGGTGATGGTGGCCAAGAAGGATGTCCACATGCCCAAGCACCCGGAGCTAGCAGACA 
AGAATGTGCCCAATCTTCACGTCATGAAAGCCATGCAGTCTCTCAAGTCACGAGGCTACGTGAAGGAA 
CAGTTTGCCTGGAGACATTTCTACTGGTACCTCACCAACGAGGGCATCCAGTATCTCCGTGATTACCTC 
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CACCTGCCCCCTGAGATCGTGCCCGCCACCCTGCGCCGCAGCCGTCCTGAGACTGGCCGGCCAAGGCC 

CAAAGGTCTGGAGGGAGAGCGACCTGCAAGACTCACTCGAGGGGAAGCCGACAGAGACACCTACAGA 

CGAAGCGCCGTGCCCCCTGGTGCCGACAAGAAGGCCGAGGCCGGGGCTGGGTCAGCAACTGAATTCC 

AGTTTAAAGGCGGATTTGGTCGTGGACGTGGTCAGCCACCTTAGTGAAGTTGAAAGGGATTGTTTTTG 

TGTTGAATAAACCTGTAAACAGAAGAAAAAAAAAAAAAAAAAAGGGGGGGCCCGGNNCCAAATTCN 

CCNTAAAGGGGGNNNNNTAAAAANNNNN^ 

AAAACTGGACTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCTCCTGG 

TGAGCAAGGTCCTTCCGGAGCCTCTGGTCCTGCTGGTCCCCGCGGTCCCCCTGGCTCTGCTGGTTCTCC 

CGGCAAAGATGGACTCAATGGTCTCCCAGGCCCCATCGGTCCCCCTGGGCCTCGAGGTCGCACTGGTG 

ATGCTGGTCCTGCTGGTCCTCCCGGCCCTCCTGGACCCCCTGGTCCCCCAGGTCCTCCCAGCGGCGGCT 

ACGACTTGAGCTTCCTGCCCCAGCCACCTCAAGAGAAGGCTCACGATGGTGGCCGCTACTACCGGGCT 

GATGATGCCAATGTGGTCCGTGACCGTGACCTCGAGGTGGACACCACCCTCAAGAGCCTGAGCCAGCA 

GATCGAGAACATCCGGAGCCCTGAAGGCAGCCGCAAGAACCCCGCCCGCACCTGCCGTGACCTCAAG 

ATGTGCCACTCTGACTGGAAGAGCGGAGAATACTGGATTGACCCCAACCAAGGCTGCAACCTGGATGC 

CATTAAGGTCTTCTGCAACATGGAAACCGGTGAGACCTGTGTATACCCCACTCAGCCCAGCGTGGCCC 

AGAAGAACTGGTATATCAGCAAGAACCCCAAGGAAAAGAGGCACGTCTGGTACGGCGAAGAGCATGA 

CCGGCGGATTCCAGTTCGAGTATGGCGGGCCAGGGGTTCCGATCCTTGCCGATGTGGCCATNCAGCTG 

AATTTCTTGCGCCTGATGTCCACCGANGCCTTCCAANAAATCACCTACCACTGGAAAGAACAGCGNGG 

NCTAATGGACCAAANCANACTGGCAACCTTCAAAAAGGCCTTGTTCTTCANGGCTTCCAACGAAAATC 

GAAAATCCGGGCCGANGGGAAAAAGCCGGTTTACCTTACAGGGTACCCTACCANGGGTGGCCAAANC 

AACCCGGAACCCTGGGGGCCAAAAAGNGATTGGAATACCNA 



TTTGAGNCCTTANANGNGNNGTCGGTATTAACAAGGGGANGGGCGCGNTATAGNAACTAGGTGGTAT 
CCCCCGGG(^TNGCAGGNATNCANATTCNNTGAGGGNNTTNNCTTGAGCCCTGTAGGGGAGNNCNCG 
TNNCTNGGGGGCNNNTCNNATGANCCTAGTAC^ANAO^^ 
CNNTANANNNGANNNGATTGCOTNGAGC^ 

TGTNTGGTTAGTTGNNTANAGGNNNTATNNTGANNATCCNNTGNNNNNGNGGAANGCNNAGGGNGNN 

NTNCGANNGTNCTNTNNNTGNACGATNTGACNN]^ 

TTNGCTANATAG>WTNGTGNM<nsrGCNANTAAACNNNCNANNOT 

NAANNCGNTTNANCNNNGTNNNNNAATO 

NGCAGCNTATGNACAATANTGGNTANNT^ANTNNNATTAGNN^ACTGATACNGNAANTNTOTTmC 
CT>OTmCNATTTNNGTTTAGNN^ 

TONAANGTNNNNAGGGNNGGGNNNTGNNANNTNNGAANGNGGANANNTATGATGCNCNNNAGTACT 

TNTGGAACTTCATTNNGNANGGGGNT>WGTNTCT 

NCCNNTTATNGCNCTCTGTNTGNGGNG^ 

ACNTGTGTCGNNNNAGGGTTTNTOTGNGCTNT^GGATGTTGNNTTTGANCAGTNNGTANATNAN^ 

>HNANTANGNATNANATNN>WTAGGACGGTNATGGGAACCN^ 

GTAl^GGTGNAGNNANTANATCTANAANCGAGGAACC^^ 

AGTANTAGNCGGCGCNGNNNTAAGTTANCTTGCNACGATNCGTTGTGTCNCNCNCGANATANGCGNTT 
NNACGTTNCTGNTCMSTNCACGTNGCTCNNNTNAGNGTTCGNTNNCNTATGNAGGANTNTGNACGTO 
CGAGNGAAC^ACATCGTCGNATGGCNTNNAATGNGNGCGTATTNGNCGTNGNNGACNANTGACGCA 
NCNATAI^^CTNTIWGTACGTANGTAAGTCNNANNNNTNCTNNNTGCG 



NCAAANNCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCTT 

GAAGAAGAAGTACCCAATGGCCAAGTACCTGTGTGTGTTGCTAATTGTGGCTGGAGTGGCCCTTTTCA 

TGTACAAACCCAAAAAAGTAGTCGGGATAGAAGAACACACAATTGGCTATGGAGAGCTGCTCCTGCT 

CTTGTCTCTAACCCTCGATGGACTGACCGGTGTTTCCCAGGACCACATGCGAGCTCACTACCAAACAG 

GCTCCAACCACATGATGCTGAACATCAACCTTTGGTCGACACTGNTGNTGGGAGCTGGAATCCTGNTC 

ACCGGGGAGCTCTGGGAGTTCTTGAGCTTTGCCGAAAGGNACCCTACCATCGTCTATAACATCCTTCTC 
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TTTGGCCTGACTAGTGCCCTGGGCCAGAGCTTCATCTTCATGACAGTTGTGTATTTCGGTCCCCTGACC 

TGCTCCATCATCACCACAACTCGAAAGTTCTTCACCATTTTGGCCTCTGTGATCCTCTTCGCCAACCCC 

ATCAGCCCCATGCAGTGGGTGGGCACCGTGCTGGTGTTCTTGGGTCTCGGTCTTGATGCCAAGTTTGGG 

AAGGGAGCCCAAGAAGACATCCCACTANGAAGAGAGAAGACTACCTCNACTCCAAGAATATTTAAAN 

TTATTTTCTCCAACAGTNGACATCTCTTGGGAAAACGGACACAATTAGAGATAAAAGGGACTATTGTC 

ANTCTGGGAAAAAANANNNNWACNNNNKNNTNCCNNNGGGGGGGGGCCC 

CCCCTTTTANGGGGGGNGNNNTNTAAAAANNNNGGNNNN^ 

NNNNTTCNAAT]NnS^ 



GCCTATAGNGAGNNGNATTACAGTGGCGGCCGCTCTAGAACTAGTGGGATCCCCNGGNCTGNAGGTT 

AACGCTGCAGCCTCCGNCGTACCCGCGCCTGANCCNNTGCCAANCGCTTTTGAACAAGAAGANGGNT 

GNGCCTNCCANGNATGNTGATCTTGGCAAAACTGNCANGGATGNNTTCACCNAGGGCTATGGATTTGG 

NTTAATAAAACTTGATCTGAAAACAAAATCTGAGAATGGACTGGAATTTACGAGCTCAGGTTCAGCCA 

ACACCGAGACCACCAAAGTGACGGGCAGCCTGGAAACCAAGTACAGATGGACTGAATATGGTCTGAC 

GTTTACACGAGAAATGGAACACTGNCAACACGCTGGGCACGGAGATTACTGTGGAANATNAGCTTGC 

ACGTGGCCTGAANCTGACCTTCGATTCATCCTTCTCACCAAACACTGGGAAAAAAAATGCTNNAATCA 

AGACAGGGTACAAGCGGGAACATATCAACCTGGGCTGNGATGNGGATTTTGACATAANTGGTTCTTCC 

ATTCCGGGGCGCTCTGGNGCTGGGNTATGAANGTTTGCTGGNTGGCTACCANATGAATTTTTGAACTG 

CTAAAGTCTCCAAGTGACTCATAAGCAACTTTTNCAGTTTGGCTNACNANAACCGNNGAAGTNCCAGC 

TTCNCACTTAANTGTNAAANTGATGGGAACCNCNAGTNTTGGTGGCCTCCCTNTTTTCCAGAAAGGNG 

AACNAANAAAGTTTGGANNACCCNCNGTTAATTCTNGCCNTGGACCCNGAANGANAAACAANCAACC 

ACTCCTOTTCGGAANTTANCCmCCCAAGTCNCCANTTTTNNAACCNNNNNCGGCCNGG 

NTANGTGGAACCAAACNCCCNCCCTGTTTNGGATTAGGGATATACTC<^AACCCTTNAANTCCNNGG 

TNTTAAAACNNNCNCTTNGTCTGCTTTGNTTGGNC 



GCCTATAGNGAGNNGNATTACAGTGGCGGCCGCTCTAGAACTAGTGGGATCCCCNGGNCTGNAGGTT 

AACGCTGCAGCCTCCGNCGTACCCGCGCCTGANCCNNTGCCAANCGCTTTTGAACAAGAAGANGGNT 

GNGCCTNCCANGNATGNTGATCTTGGCAAAACTGNCANGGATGNNTTCACCNAGGGCTATGGATTTGG 

]SITTAATAAAACTTGATCTGAAAACAAAATCTGAGAATGGACTGGAATTTACGAGCTCAGGTTCAGCCA 

ACACCGAGACCACCAAAGTGACGGGCAGCCTGGAAACCAAGTACAGATGGACTGAATATGGTCTGAC 

GTTTACACGAGAAATGGAACACTGNCAACACGCTGGGCACGGAGATTACTGTGGAANATNAGCTTGC 

ACGTGGCCTGAANCTGACCTTCGATTCATCCTTCTCACCAAACACTGGGAAAAAAAATGCTNNAATCA 

AGACAGGGTACAAGCGGGAACATATCAACCTGGGCTGNGATGNGGATTTTGACATAANTGGTTCTTCC 

ATTCCGGGGCGCTCTGGNGCTGGGNTATGAANGTTTGCTGGNTGGCTACCANATGAATTTTTGAACTG 

CTAAAGTCTCCAAGTGACTCATAAGCAACTTTTNCAGTTTGGCTNACNANAACCGNNGAAGTNCCAGC 

TTCNCACTTAANTGTNAAANTGATGGGAACCNCNAGTlSriTGGTGGCCTCCCTNTTTTCCAGAAAGGNG 

AACNAANAAAGTTTGGANNACCCNCNGTTAATTCTNGCCOTGGACCCNGAANGANAAACAANCAACC 

ACTCCTNTTCGGAANTTANCCTNCCCAAGTCNCCANT^^ 

NTANGTGGAACCAAACNCCCNCCCTGTTTNGGATTAGGGATATACTCCNNAACCCTTNAANTCCNNGG 
TNTTAAAACNNNCNCTTNGTCTGCTTTGNTTGGNC 



TTNAAAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 

NCNAGGTCGAGCTNCACTGCGGCAGCAGCAGAGCGGAGTGTACATTCTGATTTGCTACGTTTATATAT 

ATCTTGAAGCTAAATGTATATATGAGTAGTTTGCCNTGAGATAACACAGTGTAAACAGTAGACACCCA 

GAAATTGTGACTTCTGTGTTCTCTCCATTTGAGTATTTTGTAATTTTTTTGAAATATTTG^ 

TAAAAACAAGCTACACTAATTCATACTNAAAAAAAAAAAAAAAAGGCATNCAGTATNNANGAGAAN 

ACCNACANNTAACCCCTGAGATCNAGCCCGCCACCCTGAANCGNNNCTTCCTGNGGGGGGGGGGCCC 

CNNCCCAAAGGTNTGNAGGGAGAGCNANTNTNCNNKNN1SMSM 

IWTACNGACNAANNNCCNNNNNN^^ 

NNOsnSENNTTCCANlSmiNNANN^ 

NNNNNNNNNNNNNNNNNN>^ 
NNNNNNNNN]SnsnSTNNNNCCCN^ 
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NN^fTTTTNNNNN^ 

NN N^wNNNNN^^s^^^^ 



ANCACAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAG 

CTTATTGAATGAAAACTCCAGAGACTGAAAAACCAAACATGAGGGTAGCAGGTGCTGCAAAGTTGGT 

GGTCGCTGTGGCAGTATTTTTACTGACATTCTATGTTATTTCTCAAGTATTCGAAATAAAAATGGATGC 

AAGTTTAGGAAATCTATTTGCAAGGTCAGCATTGGATGCGGTTGTNCGTTCTACAAAACCTCCCAGAT 

ATAAATGTGGAATCTCAAAAGCTTGCCCTGAGAAGCATTTTGNTTTTAAAATGGCAAGTGGAGCAGCC 

AATGTGGTGGGACCCAAAATCTGCCTANAGGACAATGTTTTAATGAGTGGTGTTAANAATAATGTTGG 

AAGAGGAATCAATGTTGCCTTGGTAAATGGCAAAACGGGAGAACTAATAGACNCCANATTTTTTGACA 

TGTGGGGAGGAAATGTGGCCCCATTTATTGAGTTCTGAAGGCCATACAANATGGAACAATAGTCTTAA 

TGGGAACATATGATGATGGANCANCCAAACTCAATGATGAGGCCCGGCGCTGATTGCTGAATTGGGG 

AGTNCATCTATTACTCATCTTGGTTTCAAANACAACTGGGTCTTNTGGGGNGGAAAAGGCNTTAANAC 

AAAAGCCCTTTTGANCCGCCCNTAAGGAACCNTNGGGGCCCCANTTANTTTGAAGGATGGNCCTGAAN 

TTGNGGAAATGGAAAGGATGCCTTTCCCCAAAACCAAAACTGGCCGGGGNAAAAACCCGANGGGAGC 

NCCCTTTTCCTTGTTANNGGGNAAAGCCCCTNCCCAAAAAACCTCCNTTTTAAANNTTTTAANAACNTG 

CCCCCCCTTTCGGGGGGGGGCCTTTTCCCTITrTNNTTTTTGNANTAAA 



TTGAANACAATCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 

GAATTCGGCACGAGGANNTAAACTAGAAATCCCTCTAACCTGTGAATGAAGAGGGGTGGACCCTGAG 

CAGTGCCTCAATAAAACAAGTAGCCTTACTTGTCAAAATGTAGCTGCATTGAAGTGGCACACTGCTCT 

TCTGGTCTCCAGAATTT1TCTGTTCTAAACTTGATTCTCTTAGCCTGTCCCCCACCCGCTTGCTTCCCTA 

CCCTCTTCCGCCTCTCACAGGGGTGATTTCTACCTCTTGGGCCCAGACAAGATCTAAAAGAGTTCCCAA 

GTGTTCTCATGAGGCGATGTGTCTGCCCTTGGAGTGTGAGATGCTTCGGTGAGCTGTTCGGACCATCAN 

GCGTTCTGGGCCCGCGTTATGCAAAGAGCTCCGGGAGCCTTTCCTTTGCTTGACAAATGAGCGTTGCGC 

TCCTTGGATGTCTGGCAGAAAGTAGCATACCTGCTTCTCTTCATACATTTTTTAAACTAGTAAATTGCA 

TTTTTGGAAAGCAAAAGCAACTTTTAAAATAGTCTGG 

AACTGTTCTGTGAGTCTAANCTGCTGCTCTTTCTTTTTCTCCCTAAAATCTGAGTATTTCTCCATTGTCC 

CCTACGCCGGAAATACTACAGATGTGGTTTNAATCGAACTGGACAGGTTCACCTTATACTGGGNAAGA 

AAATTACCTTCCTTAATTGGCCCAAGTAAAAATTAACTGTCAAGCAAATATGGTTCATTTGGATTATTA 

TTACTGNAGGTTrTATATTCAANGAATTTGGCAAACTTTTmTTTAANCCTGGGACTTCATTGTNTAAA 

ATTANTTAAAAGGTTTTNAAAANGNGAACCGGANTNAATCAAATAATTTTGAAACAAAACAATGGGG 

CNTGGANTTTTTTTAAAAAAAA 



TTGANAACAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 

NANGAACTANGANGNNCNGGNTGCTNNNTTGTCCNGNNCAAGNGNNANGCTGNTGNGGNNNCTACN 

AANCTCTGCGGCTNATTGNCTNCTGCAGATGGAGCTGTGCATGGGAGCATCANNCACAGGAGACCTNT 

GGTOAl^CNCTGTNCTmNGCCACACCTGNNGNGAGTGNACNGCNTNNTGTTGNCCCTTNCGACCAT 

GACNNNACCTOAAANNCNGTGNNGNNGGNTNTNTGANANTATATCCTOTNTNTOTGACTGANACCCA 

GCAATNNTTNNGGGGGGTCCCNAANCNNATGGGGAAAGGTNGGGGNGGGGGTNTCCCTTCATTAGGA 

AATTGNAGTANGATGTCNTTTTATAGAATTGTTTTATTGTATAGTGCTATTTGAATGNTGGAAACGACA 

NAATNAAACTGCKCCTTACTCTCNNAAAATAAAAAAAANANANTOTTTN^CGGGGTTTCNTOTNNN 

NTTTTNNlSrNTNTNNNTNNATTTI^ 

NTNATNTCTNNWTNNTTNTTTTTNTO 

NTTNGNNNNNNCTTTCNTTNTNC^^ 

TTO^TACTNCNNTTTNTACNTNNO 

TTCNNNTANNNTNGTNCTNNTTTTTNNANCTTTN^ 

TNNANTTTANTNTNTTANIWAN^^ 

TNNNCmTATNTNTNTTNTNATTNTTTTCN 
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NCGNCANNGNTCGCTACCGTN^ 
ATCNNCCACNTCTCCCTCCCTTCTTO 

NTTTTNCACAAAAACTGGAGCTCCACGCGNGGGCGGCCGCTCTATATCTAGTGGATTCCNCGGNCTGN 

NGGCAATTATTATTTCNTNCTTATTTATACACCTTCGAATACACTCAATNTAN^ 
5 CTCATCCCTATNNTCGNGTTCCTNTNCTTCNTCTTGNTCNNANACACANCCCATTCT 

NTTGNTTNTACTAGNTANTTCGNTNNNTATTCNTC^ 

TTNTTAANTNCNATNTTGTCTTTTCTTCATCTTNCCNTTAANACNANTCTO 

TNTATTTCAACANANTTNTOANTTATTNNNC 

ACTCTTNAIWTTCANTTN^^ 
1 0 TNNATACCCAANTATCTTTTC 

TNACAAGCTNNCNTAANNTCTANNTCATNATTATTTCTNN^ 

NCACCTTNCTTCAANTATNATNTCNATGTACNATANNNCNNNNCA 

NNCCTATTNCTAATCNCTNTAANTTCATNCANTNANNCTNNA 

ATCCANCATTNTCTNCTNCTATTTNNCNACCNTCOT 
1 5 NTCAAACATTCNNCCT>WTAANTTCTTATAACT>^ 

ANTTACNNTTCTTNTATATATATCTCNCTTTTANCNTNGCATNG 

TNNNCTTATCNTNNTCATTNNTCNTA1W 

TCANCTCNACACANTTCNNANCACTGTTATNNANCATANCTACNNTTATNCTO 
TTAACANNTACTCANTATTAACTNGTCATATCTATCNTNTNATTTNT^ 
20 TANATCTATTNATTCTTANTC 

CATTCTCTAGCGCGATNTACATTNTCTTN 

TNCTACTATCCNNACTCTNTNNACNTANAATCTANTTNCATTO 

NNANANGTCNCATNCNANGNCTGNACT^^ 

TANNTANCCC 

25 

TTGAGANCNTNNNNTGGNGNNGNANTNCANGGGGGAGTACGCTCTAGAACTAGTGGATCCCCC 
TGCAGGCAATCCNGCANGAGGAGNNGNGCANCTTTCTTCGGTCGTCCCGANTCCGGGGGGCATGCTN 
ACANNNCTCGGCTTCAACCNNTAOT^ 
30 NNGNNNTCTTNNNfNNGGTO 

NNGTNATNCNNAGTCCATANCNNNTGCNTTAGCCAGNNCCNNGNTNC 
GNNTNNNATAGNCCNNTTNNNGNANAATAGAC1W 

GAGNNNTANCATGCCNNNNGAGNTACNTGTTNACCNNGATACGGGACCNCGATNGCNN^ 
AGCNCNGNANNCNGCNGTOSTNNCNTCTGNGCNNNTTTO 
35 GGANCAAGAGNCGNTCGANANTCNTNCANGGATCNNCNTNGCNNGAGNNNGNGCNNATCCANNNC 
GNNNTTGNNNNCTGNNGNNCANANNACNNNTTO 
NCNNTCGAGAANNNCGTNNGANCN^ 

GNNNCGGGATTNANANGANNNTCTTCNTNCNNNGAAGNGNNANCG 
TAGANCATNNNNNAAGNNANN^ 
40 GTAGGNCNNTNCTGGNTAGGAGNNNNNNTNNNTAANNTGArc^ 
TNTNNNNNNTGTGCCGANTCGNNNNGGCGTW 
NNNTNNNTGTCNNNANTCNGCNNAGCNNCCTNTCNCAGANCATGTO 

NATNTNAGACNNNAGCTATGGCGTNAGCNANCTANGCATCATNAGTCNTGACANNATNTNA^ 
GNTGCNA1WGCNGGNACTAGTCGNGTGCGTCCCCGNGCGCGNANANANTGTGGTNNTTNTTCCTCCTA 
45 NNTCNGTATCGNCG 



ANNATCTGGAGCTCCACCGCGGGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGANTTC 
GANCNCTTNTOTTTTGAGGCCTCTGACAAAGCCGCAATGTTTNNGACTAG^ 
50 GATCATGACGTACTAAATACCANGACAGAGNCTANGAACTCATTATGAAACCATTNACTCGCAATGGN 
NNNTGCCNATCTGNNACACANGTCCTG 

GCTGTNGAGNTTANATGGNGGTAGGGCTGTGAGCCATAAATCTGAAGCGTTGANAGCCTTGGGCCTGG 
AGAGCCATGAANAGGGAAAGAAAAGANGGCNNGTCTCGAACTNAGCCAAGGACCNGATGGATTGCT 
CGACCCAGACACAGAAGTGAAGCCTGTGTNCACGTGTCGCCCACAGACTGGAGTTTTTGGTGCTGAAT 
55 ACAACANCGTGTTGCTGAAAAACCANGGGTTTNGGTGAATANAATGTTTTGA 

GTNCTACCAGTGTGTGGACCTTTGAAANATNATNNAGNTACCCCCCGATTNNTO 
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NAAACTCCNTCTCTGGGGGGNGCC^ 
NNTNCCCTATTTCTTGCTTNNTCTCCTNNGNN^ 
GNNTGCTNCCCNCCTNNNNNCCTNCCNTTTTO 
NCCTNNNNTCTGCTNNTCTATCTNCCCNGNNTCANTGN^ 
5 TANCTTTANCTNGNCTTGCC^ 

T^CTCGNTTTCNTNTGNANTATCTGTCTNGNNCNNTTTO 



TNAGCCTATAGNGAGTNGTATTACAGTGGCGGCCCGCTCTAGAACTAGTGGGNTCCCCNGGCTNGNNG 
10 GTTGANAAANNAGACANCATNTGNCCNCGCNCNNGNGGNNGGGGG 
TTNNGNNGCGCAANGNNAGN1WAGNANNNNN 
TACANTTCTTAGGTGNACCCCTNTGTGGN^ 

ANGCTGAACNCTGTCACTGCATGATNGGTGAANGTCNACGCTTNCGTCTNGAGANTGGTGACTCCGAG 
CTANNAATTGCTGTCCNTCCGGGGAGCTCTNGGGAGTTCTNGNGCTNTNNNG 
15 AGANGATNTGCATACTNCTCTCTGANCNCACT 
GAGTGTATCANCCNCTNACCNNCTGTTCOT 

TTGATGCTCTTCGCCACNCNANNAGGNCCCNTGCAGGNGGAGTGGNCACCCACNCNGGACNCAANTT 
TTNTGCTANGGGTTTCATTGANCAAACTTTGGAANGNGNNTGGCCNTG^ 
AAGANAAGGANAACTANCNTCCCCTTTTC^^ 
20 CNTNCNATTTTNNGGNNAA 

GGNNNNNTAACANANNAAAAATCTNGNNCNGNNCTCNCTNN^ 

NTTNTTGTTTTTATGGGNCNCCTCTTTAAAACCNCNANAT^ 

NCNCGGCNNNTTNTTNCCCCCCCCCANTN^ 

CNNCN 

25 

TNAGCCTATAGNGAGTNGTATTACAGTGGCGGCCCGCTCTAGAACTAGTGGGNTCCCCNGGCTNGNNG 

GTTGANAAANNAGACANCATNTGNCCNCGCNCNNGNGGNNGGGGGGANNNGGNGNANGNN^ 

TTNNGNNGCGCAANGNNAGNNNAGNANNNNNGANGNAA^ 
30 TACANTTCTTAGGTGNACCCCTOT 

ANGCTGAACNCTGTCACTGCATGATNGGTGAANGTCNACGCTTNCGTCTNGAGANTGGTGACTCCGAG 

CTANNAATTGCTGTCC^TCCGGGGAGCTCTNGGGAGTTCTNGNGCTNTNNNGAAANG 

AGANGATNTGCATACTNCTCTCTGANCNCACTNNTGNCCCNTGCCACANANAGNTTTTTO^ 

GAGTGTATCANCCNCTNACCNNCTGTTCNTCN^ 
35 TTGATGCTCTTCGCCACNCNANNAGGNCCCNTGCAGGNGGAGTGGNCACCCACNCNGGACNCAANTT 

TTNTGCTANGGGTTTCATTGANCAAACTTTGGAANGNGNNTGGCCNTGCANTT 

AAGANAAGGANAACTANCNTCCCCTTTTCNTGAAGANTGGNNNTTNN 

CNTNCNATTTT>WGGNN^ 

GGNNNNNTAACANANNAAAAATCTO 
40 NTTNTTGTTTTTATGGGNCN^ 

NCNCGGCNNNTTOTTNCCCCCCCCC^^ 

CNNCN 



45 TTGAAAACATCTGGAGCTCCACCGCGGGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 

AATTCGNCANGATGCNTTTCGNTACCGNCNNACTGGANGGNNNACNNNGN^ 

NTGNTTNNTANTAAAGGNNTANATGAGTNCTTTNNCNTN 

AGACATTNTNACTTCTGCGTTTTOT 

TANNAACAGACNANCTGCACTNNTTTATNTN^ 
50 GNTTACATNCANCNGCCTCTTTATATTCTGNCCCTCACACTGCANNGNTNNA^ 

GGCNCNTATNTGNANGCTCTGGAANGNNCATCN^ 

GNNTTTNTCCTTNNAANACNATAGCACNCCNTTTNCCGNTG 

NNNAGNTNTTANAACCCTNTOChWAAATTT]^ 

CNNGNTNTCTTANATTNNACCGGNGNTTTTTNTAAACC 
55 NTCCGNAAAACNCCCTTTTNTAAANTNAAOT 

TTTTNGGGGGGNNNNCNCNNCNAACCAN^ 
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TTTOTTNNCTNNTATNTNNTTTOT 
CTNAATATGTNCTCNTCNCNTCNNTC^^ 

NNTTNTNNGNCTCTGTCNTTANTNTNANTNTTCTTTNTs[CANGCTTTTTTNOT 
NNACTNATCTTTNANNCNATONNNNCTCT 



TTGAGCCTATNNGGAGCNCGCATNNCNGNGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCA 

GGAGNTAAGGCTGAGAAGNCNGATACTAANNNGAAAAANCCTGTGCCANGANGGCTGANNCTGGCN 

AGAAGGCTAAANAGGTGGAAANGGTGACNAANGTTANGAAGGGNAAGCCCCACTGCAGCCGAAATC 

CTGTCCTGGTCAGAGGAATTGNCAGATATTCCCGATCAGCCATGTACTCCAGAAAGGCCTTGTACAAG 

AGAAAGTNTTCAGCAGCTAAANCCAAGGTCGAAAAGAAAAAGAAGGTTCGTGTTCTTGCTACTGTCAC 

AAAACCAGTTGGTGGAGACAAGAATGGTGNACCCGAGTGGTCAACTTCGCAAANTGCCTAGGTATTA 

CCCTACTGGAAGATGTGCCTCGAAACCTGTTGAGTCATGCAAAAAACCCTTCAGTAAGCATGTGAGGA 

AGCTGCGTGCCAGCATTCACTCCTGGGACCATCCTGATATTCCTACTTGGGCGCCACAAANGCAAGAN 

GGTCGNTTTCCTTNAANCAGCTGGGCAGNGGCTTGGTTACTTGGGACTGGGNCCTTTATCCCTCAATCG 

AGTTCTTTGNGGANAACACACCANAAAATTGNTATTTGCCNCCTNCACCCAAAAATCGNTTTTCAGGN 

GGGGGNGNAAAATNCCCANAANATTTTTACTTGANCCTTTACTTTAAANAAANAAAAAAACCTGGG 

NAAACCCCANACCCCCNGGGNGGGCGGANATNNTTCGACCCCCGGGGNGNGNGGGNAANTTTCCCGG 

GATTTCCCC^GGCCNCGCNCCANGGGTNCANTCCAAAAAAAGCTTGGGGGGCCTNCNAAAAATTN'm 

GNGGAANNAAAANAAAAACGTNTTCCTTTAANGTTTCCANGGGGNTTCCCTTCCCCTNCCGGGGTTTN 

GCTTTCCCCCAAAAGGGGAANTTTTTTCTCNCCAAAAGGAGGGNGTNN 



TTNANNACAANCTGGAGCTCCACCGCGGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCA 

GGCCAGATTTCCTTTTCTGTTTTTGGATTGCTGGCAGCTTAAGGGCCAAAGAGGGTGGTCATAGTGTTA 

GTTGCTCAGTGGTGATGGACAGGGAAGCCTGGTGTACTGCAGTCCATGGGGTCACAAAGAATCAGAC 

ACAACTGAACTCAATTGAACTGTGTCTCTTTACAACCTGATAGACTGTAGCCCACCATGCTCCTCTGGC 

CCTGAAATTCTCCAGGTAAGAATACTGGAGTGGGTTGCCATTTCCTTCTCCAGAGGATCTTCCTGACCC 

AGGGATCAAACCCAGGTCTCCCTCATTGCAGGCAGATTCTTTACCATCTGAGCCACAAGGGAAGCCCA 

AAATGGTTGGCAGGCAGGCTGAAAACACCACAGACATTTCTTGAGTTTATGTGCCTTTTAGTGTAAAG 

GGTCAGAGGAAAGAGAGTCATTTTGAGAGAGCAAAATGACTTTTTCTTTTTATCTTCCTACTCTC 

TGAAGTGCCATTTGAGACTGCAGTAAGGTAAGGGAAAGAATGCTTTCCTTCATGAAAAGAGGCAGGG 

GATCAAATTGATGTGTAACTTGGCCTAATGAAGGACTCCCACGCCGATTGTGGNTGACTTGCCTGCCT 

GCACANGTGGTGGAGGNAACGATGTGGTTTAACCGNGGTGAACTCTGATAATAANCGGCTGGANCCG 

AAATCCCGCCGGGAAAGCCTGGGTCTNCCTCTAACCTTAATTTGGGGGCCTCCCANAACTGGNCCAGG 

NAATTGGGCTTCNCGCCGGGTTCAAAAAGNCACCGNGANCCAAAAACTTTTGAANGGGTTTGAAAAA 

CCTTTTTGGNCCAAACCTTGNAAGGGGANGGCCCCTTCCCCAAAANCCTTGTTGNAACCCNCCAAGGG 

AAANCCCANGGN 



TTGANCANAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 
GAAGAACTCTGATGCAGAGGTTGCACCTTTTCCCAGATGAAGATATACCAGNAGATATTCTTAAGAAT 
TTAACAGAAGAGCTTCCTCAACCACGAAAAGTGCCCAGACGTCTAGATGAGTACACACAAGAAGAAA 
TAGAGGCTTTCCCAAGAGTTTGGTCTCCACCTGAGGATTATCGGCTGTAGGAGGAAGAAAATTTCAGA 
AAATAACGGTGTGGTGCTTGAAACTCCTTCCTCAGGGCAGGATGAAGCAATAGCTGCCTTCTGGAAGG 
AAGCCTGCTCTGGGGGCTGAAAGTTTGTGGGGAAAGGTCGGGAAGGGGTATCCCTTCATTAGGAAATT 
GCAGTANGATGTCATTTTATAGAATTGNTTTATTGTATAGTGCTATTTGAATGTTGGAAATGATAAGAA 
TAAAACTGCGCCTTACTTCAAAAAAAAAAAAAAAAAAAAACCTTGGGGGGGGGCCCGGCCCCNAATT 
TCCTTNTANGGGAGNTNNNTANNNANNN^ 

CTGGGNTNAANTNNNNCNTNNNNTTGNCCTNGGGANNGACNNCCNNCCNNT^ 

TNCNNCCTNNNNNGNGGNNGGAACCATGGNCNNNCCNNGNNNNNCNNTO 

CNNNANNCNNCNGGNNNNNCNISINNNNN^ 

NNNNNNNGTST^TN]^ 

NNNWn>JNNNNN>nS[N^ 
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AAAANCTGGAAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAAA 

TTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGTACCCAATTCGCCCTATAGTG 

AGTCGTATTACANNNNN^ 

NNNNNNNNNNNNNNNNN^ 
5 NNNNNNNNNNNNN^ 

TNNNNNNlsrhW 

N^vJNNNNNNT^ 

NNNNNNNNANNNNNNNNTN^^ 

NNNNNNNNNNNN^ 
1 0 NNNNMvfCT 

NNNNTNNNNNTNl^ 

NNNNNNNNNNTNTNNNTNT^ 

NNNTNNNNNNNNNNN^ 

NCCNNNNNTNNNNA^^ 
1 5 NNNNNNNNNTNNN^^ 

NTNNANTWNNTCNTNANNNCNNNTN^ 



NNCAAANCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATT 
20 CGGCACGAGGAGAGGTGCAACTTTCTTCGGTCGTCCCGAATCCGGGTTCATCCGACACCAGCCGCCTC 
CACCATGCCGCCTAAGTTCGACCCCAACGAGATAAAATGTACCTGAGGTGCACCGGTGGGGAAGTCG 
GTGCCACGTCTGCCCTGGCCCCCAAGATCGGCCCTCTGGGTCTGTCTCCAAAAAAGGTCGGTGATGAC 
ATCGCCAAGGCAACTGGTGATTGGAAGGGTCTGAGGATTACAGTGAAACTGACCATTCAGAACAGAC 
AAGCCCAGATTGAGGTGGTACCTTCTGCTTCTGCCTGATCATCAAAGCCCTCAAGGAACCACCAAGGG 
25 ACAGAAAGAAGCAGAAAAACATTAAGCACAGTGGAAACATTACTTTTGATGAGATCGTCAACAT^ 

CGGCAGATGCGGCATCGGTCTCTAGCTAGAGAACTTTCTGGGAACCATTAAAAGAGATCCTGGGGACC 
GCCAGTCTGTGGGCTGCATGTTGATGGCCGCCACCTCATGACATCATTGATGATATCAACAGTGGCGC 
AATGGAATGCCCGCTAGTTAAGACTGCAAAGGAAAATAAANGGACCATTTGACACCAAAAAAAAAAA 
AAAAACTNGNGGGGGGGCCGGGNCCCAATTTCNCCCTTT^ 
30 NNNNNNNNNNNN^ 
NNNNNNNNNN^ 
NNNNNNNNNNNNN^ 
NNNNNNNNNNNNN^ 

35 

ACAAAANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAA 
TTCGGCACGAGGGCTGCCTGTTACAATAATCAGCAGGTGTTCAAGGGGGTGGTGAAGATTCNAAAAG 
GGCAAGCGGTCACCCTGATGATGGATGCCACCAACATGCCAGCTGTAAAAGCCATAATACACCAGTAC 
ATGGAAGAGATTTATCACAGAATTCCCAACTCTGACCCCTGTTCCACTAAAACACAGCAGATCATCTC 

40 CACCATCAGGACACAGAATCTCCCCAACTGTCAGCTGGTCTCGCGGAGCCACTACTCGCCCATCTACC 
TGTCGTTCGTCATGCTCCTGGCGGCCCTGAGCTGGCAGTACCTGAGCACCCTGTCCCAGGTCACAGAG 
GACTATGTTCAGACCGGGGAGCACTGACTGGCTCGGTCTGGAGACTGAACGCCCCTCCTCCCAAGCCC 
CTATCTGGGAAACAGACTGACCTTCTCTTCAGGGATGGATGTGGGCTCCTTCTCTTTTTTCCCCTAC 
NTTAATCCCTCAAAGAGTACTGTGGGCCTGGACCTTTANAAACTGTGACCTGTGGTGGAGAAAAAGAT 

45 AGGATTAAAGGGAAAGGACAGCTCAGCCACCTGTACTCACCTGTGCGGGGTGACTGACGCCCGAACG 
TTCACGGNTGCCATCAAGGAAAGGGCTGCATCCGGGGCTTGNAGAGGAAGATCATAGTGTGAATACA 
GGGCTANAGTTACAANTAAATGTATTTAATGCCGAACCAAAAAAAAAAAAAA 
GGGCCCGGGNCCAATTTNCCCCTTTATNGGGGGGNGNTTTNAAANNN^ 
NNNNNNNNNNNW 

50 

TTGAGNCCTTNTAGTGNNGTCGTANTTACAGTGGNGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTG 
NAGGAAATTCGGCACGAGGAATNNlSrmTATCTGTGATGGTGGCNNGAAGA 
NAATGNNTTANATANANCAAANNTC 
55 GGAGTGNATNCGNGNNGAANTCNCNCTTGCN^ 

NCCATGATCNTCCTGNCCGGGACTCNGGTGGATNNNANGNCNNNNTGAGGCCANCGANNNGANAGCN 
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GNCTNAAGCACTTTATNCAANCTCTCTGGGGCTGTGGNTATGCNTNTCATNATTGGTATTACGNCCCG 
NTCTTGCNCCTTNNGNTTNCCTO 

GNTTCNGGTNGGNAATCNNTGATATTTTNNNTNGGNhW 

GGNCAGCCCTTCNCNTCTANTNTNTNATTNCTTTTTN^ 

CNNCGNCCNCTTCTTCNTNNNANCTNGCCANTNN^ 

NNNNATATTNCTNAANGGGGNT^^ 

NTANNNCCCNANNNNTCNATAAGAATCCNNNTGATCTOT 

CCCCNCAATAGTNNNTNATNCNATNTAGNGNCNNGNANCATTG 

AACNATGATNGTCTCNNGGNNNATTNTNTATCTNTCCCTNTNANAAT^ 

CGN1WCACNTAATAACTNGATGTNGCTCCTAGGATTTCNCTTTGNGCNCTNCG 



TTGAGNCCTTNTAGTGNNGTCGTANTTACAGTGGNGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTG 
15 NAGGAAATTCGGCACGAGGAATNNNTNTAT^ 
NAATGNNTTANATANANCAAANNTGTO 
GGAGTGNATNCGNGNNGAANTCNCNCTTG 

nccatgatcntcctgnccgggactcnggtggatnnnangncnnnntgaggccancgannnga 
gnctnaagcactttatncaanctctc^ 
20 ntcttgc^ccttnngnttncctngtananncacctaccaggnnnggaaga 
gnttcnggtnggnaatcnntgatattttnnntnggnnnaagggcg 

ggncagcccttcncntctantnto^ 
cnncgnccncttcttcntnnnanctngccantnnntto 
25 nnnnatattnctnaanggggntnnnggttngnntn™ 

ntannncccnannnntcnataagaatccnnntgatctntcag1w 
ccccncaatagtnnntnatncn^^ 
aacnatgatngtctcnnggm^attn^ 
cgnnncac^taataactngatgtngctcctaggatttcncm 

30 

TTNAAAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 
AATTCGGCACGAGGGCGGCGCCCAGAGCCGGNTCNGCGCGTNNACTGCCCAGAGTCCGCGGCCGNNG 
CGCCCCGAGAAGCCAAGCANCCATGGCCTATCACAGNTTCCTGGTGGAGCCCATCAGCTGCCACGCCT 

35 GGAACAAGGACCGCACCCAGATCGNTATCTGCCCCAACAACCACGAGGTGCACATNTATGANAAGAG 
CGGGAACAAGTGGGTCCAGGTGCACGAACTCAAGGAGCACAACGGGCAGGTGACAGGCATTGACTGG 
GCCCCAGATAGTAACCGTATCGTGACCTGTGGCACAGACCGCAACGCCTACGTNTGGACNCTGAAGGG 
CCGCACGTGGAAGCCCACGCTTGTCATCCTGCGCATCAACCGCGCCGTTCGNTGTGTGCGCTGGGCCC 
CCAATGANAAAAAGTTCGNTGTGGGCAGTGGCTTCCCGTGTNATCTCCATCTGNTATTTCNAGCAGGA 

40 AAATGACTGGNGGGNGNGCAAGCACATNAAGA 

GGCACCCCAACAGNGTGCTTCCTGGCCGCCGGNTTCTGl^ 

CATTAAGGAGGNGGGNGGAGNGGCCAGCACCCCACCCCGNGGGGGTTCCAAAAAGCCGTTCCGGGGA 
ACTTGATGNTTCAAATNCCAACAAT^ 

AACGGGAANTNNTGTAANCCTTGGGGTNAACCNCCAAAAAGNACCCNGGGGGCCTTGGGTT^ 
45 TTGAANAAAAAAAAAGGGCCGNNNNGNAAANTTTTGGCC 
GGTAACCTTTTTTTAAANGGGGAAGGAGGNT 



TTNAANCNCNATCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCA 

50 GGAATTCGGCACGAGGGTTTTATAAATTTAAT^ 

CGCTCTGGAGAAGTGGGCCCAGGGACGCCCNACCCTGTTCTCTNTTCAGCAGTGGGAAGGCCACATAT 
TTCAGTGGCCACAGCCACAGGAAGCTCAGATTCTCTGGCTAAAGGTAACACTTTGCCCTCCTGTGCTCC 
TCTTANCTTCCCGCCACCCCCAGGTAGGGGGCGAGAATGGCACTGGAAAGGCCTGGCCCTAAAGTATA 
GTTCTTANAGCAAGGGGAGCTTANACCTCAGGCGCCCCCAGGGAGGCCTTGAGACTGGGCAGAAGGG 

55 TTCTGGTTGCTAGAGCCTGTGTGCAAAGGGGTGCCAGCAGCCCCCCTGAGCTAGTGCTGGGAGGACTA 
ATGGTGGGGGGGGGGGCCTGNTACTCCCCTNAGTCCCCTCCTCCNTGTTGACATNTGGGGCTTTGACC 
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CTTTNTTTTTTAATCTACTTT^ 

TGTTTCCCTCNCCTTTTGGGCTTNTNGGAATGTCATCACCTCCANTTT^ 
AATAAAGCCTTTGAAACCGTNAAAAAAAAAAAAAAAAAAACCTTGNGGGGG 
AATTNCCCCTTAAANGGAGGNNNNAAAA^ 
5 NNNlsnsnSTNNNNNNN^ 
NNNNNIWNNN^^ 
NAAAANNNNNGNNNN 



10 TTNANAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGG 
TGAANACCACCGNTNNNNCT^ 

GGGCACGTAGATTCANGGAAGTCTACCACGACTGGCCATCTGATCTACAAATGTGGCGGGATCGACAT 
AGAGAACAATTGAAAAGTTCGAGAAGGAGGCTGCCGAGATGGGAAAGGGCTCCTTCAAATATGCCTG 
GGTCTTGGACAAACTTAAAGCTGAACGTGAGCGTGGTATCACCATTGATATCTCCCTGNGNAAATTTG 

15 AGACCANCAAGNACTATGTTACCATCATTGATGCCCCAGGACACAGAGACTTNATCAAAAACATGATT 
ACANGCACATCCCAGGCTGACTGTGCTGTCCTGATCGTTGCTGCTGGTGTAGGAGAATTTGAAGCCNN 
NNTCTCCAAGAACGGGCANACCCGTGAGCATGCCCTTTNGGCTTACACCNTGGGTGNGAAACAACT^ 
TTGTTGGCGGTAACNAAATGGATTNCACTGAGCCACCCTATAGCCAGAAGAGATCCCATGANATTGTT 
AANGAAGTCAGCACCTATATTAAAGAAAATTGGGCTC^ 

20 CTGGGTGGGAATTGTGCCAACCATGCTAGAAACCAAGTGCTAATATGCCATGGGTCAAGGGGATGGA 
AAGTCACCCGTNANGGACCGGCNATGCCAGTGGGAACCCACCCCTGCTTGAAGCTTNTGGAATGGANT 
TNTGGCCANCCAACTTGGNCCAAATTGAAAAAACCCTTGCGTTTTGCCT 

AAAAAATTGGGGGGGATTGGGACCTGGGCCCCTTGGGGGTCCGGGGGGGGAAAANTGGGTGTTTTTC 
NAAACCTNGGNGTNGGGGGG 

25 

ANAACCGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAAT 
TNGATACNAGGlSnSfNNTNGATNCNNATTGNNTGGNAGGAGACACCCNNN 
NTNNGAGTNNCTCNGTCCATTCTTGCNTNCCGCATGCCTCTACTTTGAC 
30 NTGNNCAACCACTGTGGGGANCANCCCTACTGANGGAANANTGNTATANGNCNATNCCATAACCTTA 
NTGACNNGGNTTATNNATCN^ 

AGTATTNTTTATTNGANGCTTGGCTNACATATAGACTTAAACTGTCAGCTTO 
AACTTTGNAANATATATATATATTC 
TGCTCTGTTGTNTGTTNGGATTATC 
35 ANTCCTGGGGATGGNTATGTNTANNNTNCTTGGCATTGGCNTAAATNNTTGAN^ 
NACACTCCCATNATGCTTTAAANNAAAAAAAAAAAAAANANNT]W 

GGGNGGAANCCCNTNCTTCCCTTTTNTTCCGNTNTNAAAT^ 

40 ANNGGNNNTTTTGGGNTTTTTTT^ 

NGNTNNNTTTTTTCTCTNCNNGAAAANAANANT 



AAANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGGGAGG 
45 GCNCGAAATTTGAGGTGATGAACTCCTTC 

GACAAGGAATATTATTACACCAAGGAGGAGCAGTTTAAACAGGTATTCAAGGAGCTGGAGTTTCTGG 

GTTGGTATACCACAGGGGGGCCGCCTGACCCCTCCGACATCCACGTCCATAAGCAGGTGTGCGAGATA 

ATTGAGAGCCCTCTGTTTCTTAAGTTGAACCCTATGACCAAGCACACAGATCTTCCTGTCAGCGTCTTT 

GAGTCCGTCATAGATATAATCAATGGAGAGGCCACCATGCTGTTTGCTGAGCTGACCTACACTCTGGC 
50 CACAGAGGAAGCGGAACGCATTGGGGTGGACCACGTAGCCCGAATGACAGCAACAGGCAGTGGAGA 

GAACTCCACTGGTAAGGGTGGCTGCAGGGGCTTCCCTGGAAGTGGGGGGNGGNGNNNNNNN^ 

NNNNNNNN^^ 

NNNNNNNNNNNNNNN^ 

NNNNNNNNNNN^ 
55 NNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNN^ 
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NNNNNNNNNNNNN^^ 
NNNNNNNNNNNNNN^ 



5 NAAAACTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTC 
GATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGTACCCAATTCGCCCTATAGTGAGT 
CGTATTACACCTGAT]>MNNN^ 

NGGANCATATTNTATTTACNNAATNCCNAACTNNNTACNN^ 

NTNACNATCANNACNCAAGANTCNCACTTCNNNTTNNNTCTNTNGNTNA^ 
1 0 NTNNTAANANGATNT^TTTAATNTNNANTNCNTC^ 

TNCNTTTNCCANATCNCTTNANGTTTNNTNNT^ 

TNACTTGNNNTCNTNTCTTGNAACAATTTNCTANTATO 

NTGATGTNNlSnNfCNTTTTATNTT^ 

NCGNTNCTTTNTNAANN^ 
1 5 ACTTNCNTANNCNNCCTNNTNCACCTCNNGGNGTCTNTNTTNG 

NCTATATCTTCTTGTNCNCCTNNGANT^ 

NATNCTTACCNTNCTNTNACTNATNCTNATTNTT^ 

NNCTNTNGGGCCTCCNTNTAAAACTNTCNTATTCCATNTNNANNATCTO 
TTNTNNTNCCACCTAOT 
20 CCNCATNACNANNTNNCACCCCTTNTNACTCTCTNNCACTANTCCCCTCCCCN 



NNNNATCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATT 
CGGCACGAGGGTAACACTCTGTTACTGGAGCCAGCTCAGCTCAGCGGAGCAGATATAAACCGAGAAG 

25 GGCAAACTCATCGAGAGGGCGTCTTCGGGACCATGGCGAATGGATATACATATGAAGATTATCAAGA 
CACTGCAAAATGGCTTTTGTCTCATACCGAACAGCGACCTCAAGTGGCAGTGATCTGTGGTTCTGGGTT 
AGGAGGTCTGGTTAACAAATTGACTCAAGCCCAGACCTTTGACTACAGTGAAATACCAAACTTTC 
AAAGTACAGTGCCAGGTCATGCTGGTCGACTGGTGTTTGGGATCTTGAATGGCAGAGCCTGTGTGATG 
ATGCAGGGCAGGTTCCACATGTATGAAGGCTATCCGTTTTGGAAGGTGACATTCCCAGTGAGGGTTT^ 

30 CCGGCTTCTGGGTGTGGAGACCCTAGTGGTCACCAACGCAGCTGGAGGGCTCAACCCCAACTTTGAGG 
TTGGCGATATCATGCTGATCCGTGATCACATCAACCTACCTGGTTTCAGTGGTGAGAACCCTCTTCAGA 
GGGCCCAATGAGGAAAGGTTTGGAGTTCGTTTCCCTGCCATGTCTGATGCCTACGACCGGGATATGAG 
GCAGAAAGCTCACAGTACCTGGGAAACAAAATGGGGGGAGCCAAAAGAGAGTTACCAGGGAAAGGC 
ACCCTTACCGTGGATGTTGGGGGGGGTCCCCAAATTTTTTGANAACTGNNGGGCAN 

35 TGCTTGCCGGGAAATCTTAAGGGCCANAATGCTTGGTTGGNCATTGAAACACCAGGTTCCCANA 
TNNTATTTCNNCAAGAAC 
AANGGNC 



40 GCCTATAGTGAGTCGTATTNCAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGCCTGCAGGANTT 
CGGNACGAGGAACCNCTTTATCNGTGATGGTGNNNGGANAACCNNGANGGTCTNCCCANAAGGGNTA 
GAANTANCNAAACTNGNGGTTGTNCGACCCTTGATTCNAAACNNTTO 
ANANGNAANNCCNACTNNNNANT^ 

CTNGCNGGGAANTCGGNGGGCCNAATGAANGGNGNNCCCCTTNACCGNGAANGGTTAACACACTTAT 
45 ATCCAANCCCCTTCGNGGTGTGNGGAGAGCAAANANNGANATGTGNTGACACNCCCACGTGNTATCG 
CGCGCNCATATATGTGCACGANCACGANNC^ 

CNCNGTNGCTCTTATNAAAGGGGGGCACNCNCNNNTGTGNTTTTTACACAAAAAN^ 
CCTTTTTATAATATGGCCCCCNCACCTGGTTTGNNAACCTACTANGGTCAA 
CGGCCNACCTTCTTCGNCNTTATACTANCTTNNGACCTNTTGTTGAGACCC 
50 TNGGNGAANAAAGCANNCCTNCTGNTAATTATTCCTNCGAAGGATGGGTNCNTCTTGTTA 
CAAAAAAAATTGGGGTGGGNTTTCTTGGGACCNCCACNNANGGAAANAAATGANGTTO 
CCTTCTTTTOTTCTTNNTGCCTNCCGGAAGCTTNA 
CCNTTNNNNGNGCNC^GATTCNNTT^ 
TNTGTTTTGCACAAAATNNTTO^ 

55 
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gcctatagtgagtcgtattncagtggcggccgctctagaactagtggatcccccggcctgcaggantt 
cggnacgaggaaccnctttatcngtgatggtc 
gaantancnaaactngnggttgtncgacccttgattcnaaacnntto 
anangnaannccnactnnnnantttnatgntnaan™ 
5 ctngcngggaantcggngggccnaatgaanggngnnccccttnaccgngaanggttaacacacttat 
atccaanccccttcgnggtgtgnggagagcaaanannganatgtgntgacacncccacgtgntatcg 
cgcgcncatatatgtgcacgancacgannccatgtgagaaantttggttttngaauaag 
cncngtngctcttatnaaaggggggcacncncnnntgtgntttttacac^ 

CCTTTTTATAATATGGCCCCCNCACCTGGT^ 
10 CGGCCNACCTTCTTCGNCNTTATACTANC 

TNGGNGAANAAAGCANNCCTNCTGNTAATTATTCCTNCGAAGGATGGGTNCNTCTTGTTAN^ 

CAAAAAAAATTGGGGTGGGNTTTCTTGGGACCNCCACNNANGGAAANAAATGANGTTO 

CCTTCTTTTNTTCTTNNTGCCTNCCGGAAGCTTNA 

CCNTTNNNNGNGCNCN 
1 5 TNTGTTTTGCACAAAATNNTTO 



TTNANNAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 
ATTTTAATTGACATCTCACAGAGGTCCAGAGACATANAAAGACTTAACCAAAGTTAGGGTTGGAATTA 
20 GAGAAGCCAAATACCCTTTTTAATCAAGATGATTCTGAATATTTT^ 
AGTGATTATTAATTTTTTTTCTCTTAAAGTTT 

TCTTTCACTGTGATCACNGTNGNNTACAAATGATTGTAGCTGATAAAATTTCNGAT 
CACACANACTTTNCCAGACTGTCCTTN^ 
ACTTTAGATTNATAGGGTATTGGGTNCTTAGTC^ 
25 AAATITTAACCTGGm 

AGATGAAGNGTTTTTTTACAGGTNTAATAAAAAGTTNCCATG 
ATAAGANAANAGTTTTAANATTTGG 

AATGGTTCACCTTGGNAAGGATGACCTTGGNTTTGGTTGGCANCNTGGAAAAAAAAAGCA 
CTTAGGGNTGACCTCAAAANATGAAGGATTCCNAAATATGACCANCCTTGNTAANTTGGGAAGNAGG 
30 ANGAAANTTTCCCTTAGGAAA^TTGAAAGGAAAAATTTNCCTTNAAATTTGAAGGAAANAAGGGGG 
GAACCNTTTNNNGGGGGGGGGNNNNNNNGANN^ 
NGGGGGGGG 



35 TTNAAAAANCTGGACTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAAT 
TCGGCACGAGGAGGAGAAGGGCACCACTGAGGAGGTCTGCCGCATCTACCTGAGGCGCATTCTCCAC 
ACCTACTACAAGTTTGATTACAAGGCCCATCAGCGGCAGCTTACGCCCCCTGAGGGCTCCTCAAAGTC 
TGAGCAAGATCAGGCCGAAAATGAGGGTGAGGACTCAGCTGTGCTGATGGAGAGACTGTGCAAGTAC 
ATCTATGCCAAGGACCGCACAGACCGAATCCGCACGTGTGCCATCCTCTGCCATATCTACCATCACGC 

40 CCTGCACTCCCGCTGGTACCAGGCCCGGGACCTCATGCTCATGAGCCACTTGCAAGACAACATTCAGC 
ATGCANACCCACCAGTCCAGATCCTGTACAACCGCACCATGGTGCAGCTGGGCATCTGTGCCTTCCGC 
CAAGGCCTGACCAAGGACGCGCACAACGCCCTGNTGGACATCCAGTCAAGCGGCCGGGCCAAGGAGC 
TTTTGGGCCANGGTCTGCTGNTGCGCAACCTGCAGGAGCGCAACCAGGANCAGGAAAAGGTGGAGCG 
GCCCCGGCAGGTGCCCTTCCACCTGCACATAAATCTGGAACTGGTTGGAATGNGTTTACCTGGNGTNA 

45 GCCATTGNTCTGGGGANATCCCTTACTTGGNCCCCCCACAAAAGTGACCCCCCCCNACCCATGATCAA 
GCAAGCCANTTNCATTACCCANTTGNGGGT^ 

TTCCATGAAGGGAACATGGGGGTTGGTTGCCTTTTAAGGCCCTTTAAAAATGGGCCNAATNGG 
TTTTCCCGGGNG 

50 

NACAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCGCCCGGGCTGCAGGCTG 
GTGATTCTTAATGATTTGAAGTCCATTGCTTC^ 
CTGGGGATTTTTGTTTGTTTTTC 
55 AGAACCAAGGTGGGGAGCAACACAACTGATGGAATAGTGGTATAAGTTTATACCAGAAGCTTAATGA 
CAAGTTTTATCAATCAGAATAATACTTGGTTATGGAAGTGACTGATGCTAAATAAATTCTGAGTATTTT 
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TTATTAGATAATTTCTCACATATAGACTTAAACTGTC 
AAATATATATATATTCTTGTTTTC^ 

GTATGTTGGATTATGTAGGAAATGTTTGTGAACAATTCAAAAAAAAAGATGAAAAAA^ 
TGTTTTGNGTAGTATCCTTGCCATTTGTATTAATAGTTAAAGTTC^ 
5 GCTAAAAAAAAAAAAAAAAAAAACTNNNGGGGGGGCCCGGNCCCCATTTCNCCNTATAGGGGGGGN 
NNNNNNNNAAANN^ 
NNNNNNNNNNNNN^ 
NNNNNNNNNNN^ 
NNNNNNNNNNNN^ 

10 

TTNNACAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 
AATTCGGCACGAGGATCCCCCATCCATGAAAGCTAAGCCAAGGCCACCNGCCTTCATGATGCACNACN 
CGGTGNGAGTCAAGCCCGNGCATCCACGGCTACTCACTTCGCCNNAGCCTCACGTATGANAGCTGTGG 

15 NCAACATCTTCACAAAACATAGACCAAGANGCATTACAGAGGCTCTTCACAAACTCCGGGGACANGA 
AAGCAGAGGAGCGAGCAAAGATCATCTTTGCCATANATCAAGACCTANAGGAGAAGACACGAGCCCT 
GATGGCTCTGANGAAGAGANCGAANGACAAGCTTTTCCAGTTTCTGAAACTGNGGAAATATTCCATCA 
AAGTTCACTGAGGACCAGAGGATGGATAAGGACATTATCCAAGAACGGACATTTAAAGACCAAGTGA 
GTCTGTAAGACCCTGACACGCACAGCATCTTGCTGTTGCCTCGTACGTTTCTCTTCTGTCAGGACTCCG 

20 GGACTCGGGGCAGGAGAGGAACAGAATGAACTGGTGACAAGGACTCCAACCAATTTCATTGCCTGTG 
CTGGTCCAGTGGAGAAGTGCTTTCNGCAAGGACTGGAAAACTCTTCCTGCANGAGAAAGACTGGTGCT 
NATGTCANGAAGGANAATTCTGAACCGGNCCTTANTGGANAAGATGACCNATGGCTTGANAAAGGAC 
TTGCCCCCAAGGTCTTCCCGGGCCNGGNCCTTGGGCTGGA^^ 

AACCCAAATTGGNAAAN^TNAATNGGGGATGAACNTTTCAAGGGGGGAATAAAAAAAAAAAAAATT 
25 NGGTGGGGGGNANTGGGCTTTACTTGGGGNTTTTTTTTTTTTGNAAC 



NNCANANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCTC 
AACCAGTCTTAAAAATGACACTGATTCATAAACGATCATGACCATTCCATTTATCCTTACT^ 

30 TACACTATATTGCCTTTTTACTCTCA^ 

GTTCATCAGTAAATAATCTGACACAGACTTGAAATAAGCTCAGTATATAAGTACCCAGTTCTTACCTGC 
TTGCCTTAAAGGGCTCTCGGTCGAATGGCCTTGTATTTAGAGATCTAAGTGACACCTCCTCATGTTCTC 
ATGTAGTAGGTACGAAATCAACTTCAGTGACACCTCAGCAGTGCTGGTTATAATGATCCTATGATGAA 
TTTTATCAAGCCTAATTGCGAGAGCTGCTATTTAGCAAATATTTAAATTGC 

35 ATTTTCTGGAGTCTTCAAAAATAAATTACATTCATTAAAAAAAAAATA 

CACTATACTTTAAGTAACTTGACTGGTAGAGCCAACCCTGATATGCATGAACTTTTCATTGGGNGGCA 
GGCCATAAAGCCACTTGTTTCAAAAGAAGAGTCCTATGAAGACACGATAGCACTATTTT^ 
TGCAGGGGTCNCTTCCTAGCTGGTGGAGCCTGGCGATGGCATGTGTAAAGCAAAAACCCTGTGCCCCT 
CAAGGNGGGGGGGCNCAAAAAAAAAGGGAATGGGGAACCTTGGTGGTTTCAlSrNAAAG 

40 TGGNTTTTCCCTTTTGGGNGGGGNCNA 
CCCCNNTTNNCCTTGTTTTTTT^ 
NNNNGNTNTGGTTTTTNNGAAAA 



45 GCCCTATNTGGAGCTNCACCNCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAAT 
TCGGCACGAGGGAANAACTANCTCAGTATCAAAAGTGGGATAAGATGAGACGAGCCCTGGAATATAC 
CATTTACAATCAGGAACTTAACGAGACTCGTGCTAAACTTGATGAGCTTTCTGCTAAGCGAGAGACAA 
GTGGAGAAAAATCCATACAATTAAGAGATGCTCAGCAGGATGCAAGAGATAAAATGGAGGATATTGA 
GCGCCAAGTTAGAGAACTGAAAACAAAAATTTCAGCTATGAAGGAAGAAAAGGAACAGCTCAGTGCT 

50 GAAAGACAGGAACAAATTAAGCAGAGAACTAAATTGGAGCTTAAAGCCAAGGATTTACAAG 

TGGCAGGCAATAGTGAACAGAGGAAACGCTTATTAAAAGAAAGGCAGAAGCTGCTTGAAAAAATAGA 
AGAAAAGCAGAAAGAACTGGCNGAAACNGAACCTAAATTCAACAGTGTAAAAGAAAAAGAAGAGCG 
AGGAATTGCTAGATTGGCCCAAGCTACCCAAGAGAGAACGGACCTTTATGCAAAGCACGGGTCGAGG 
AAGCCAGTTTACATNNNNAAAGAAGAAAGGGATAAGTGGATTTAA^ 

55 AATCAAGCCTATTTATTTGAC^ 

GGGACCACTTGGGGGCCNANATTANAAGAGAAAAAATCTTC 
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TTCNGGGATNTTTATATGGAAATTCC 

TTNTTGNAGTTTNAATAANTTNTTNATAGANNAA 

NNGGAGGNAAAANGAATNGCAGNAAACTNCCNCGGGCCCTTTGTNN 



5 

GGGNGGGGGATGNGAATNCTTNTTTNTNNANTTTNTO 
NNTOGNTGNNCCTACTCNTATTC 
NTTGGAGACNTNCCGTTTTTIWACANACNTGACA 
TCANCNAANNAAATGTNANCAACACANGNTNGGATTCNTNATTNN 
10 TATNNAGAGCGNGTGNTTNCTCGNTO 

NAGGGTTANTATCGCNNAGGGATNNAN^ 
NGGTNNAATNTNTANNANANAGTT^^ 

NThnsnSFANGATGTAGNGCNTNGNGNGTGGNGCNNNTTTGATCCACTGG 
TAGNAGATCNNNNTTNTNCCATN^ 
15 GANANGTN]>MIWTGTAGCNCGNAGNCTCTGCNACNNANNCNTGATGNTO 
GCNNTNNANGNNNNNGGGNAGGAGNNNGTNTGTNTCGATACNN^ 
NGNNACAGNCACTAGNGNTNTANATNNAAGATATAANANNAGNGNNATGNNNNTC^ 
ANNNGCGNGGAGTGNGNTTNGNATNTGNNANTNNANTCNGNTNNGNTO 
NATOWNTTNNG^ 
20 GTCANGANTNANTGGAGTTNACNAAN^^ 

NNCTANANTCGCTNTCGANGGGANNNTCNNGGTAGTCTCCCGNNGTNAGCCNTAGNCGTAGTCTCN^ 
GTGGNNNTAGATAGTATNANT^ 
Di TGTACGANNNNTGANGTGNNTGCATNNCTGAGGNNGGGTTTN 

■ G TANCNCAGNCNANTANGGNANNATNTANTGATAATCNNACCNGTACNNATCNNTCGNTATGNGCNCA 
ff 25 GGGCACNTNTATCGTGNGNGNGNTATCGGTANT^^ 

7; CGCATNNNACGAGGTGTGGNGAANGTGANTCNCTGTGAGGNGTATAGACGGTCNTANTGANAGGAGA 

2 CCNAGNACGCNGATGTNTGATGNTANC^ 

*. 5 ANGNNTCGGTGANNTTTTTCNNTC 

7 ANNNANGNNNNTTGTAGATCNCTGTAACGTNNCGATN 

+= 30 GTGTNNACGCG 



p GGGNGGGGGATGNGAATNCTTNTTTNTNNANTTTNTN 

ffi NNTNGNTGNNCCTACTCNTATTCNNTNTAAGGGGNGGAGGGTGGCGAGNCNNT>W 
r:35 NTTGGAGACNTNCCGTTTTTTNNACANACNTGACACANGGNCATNCNTNT 
S : TCANCNAANNAAATGTNANCAACACANGNTNGGATTCNTNATTNNTACCNNCT^ 
Z„ TATNNAGAGCGNGTGNTTNCTCGNTO 
7 s ' NAGGGTTANTATCGCNNAGGGATNNANC^ 
^ NGGTNNAATNTNTANNANANAGTTCTGAN 
40 NTNNNANGATGTAGNGCNTNGN^ 

TAGNAGATCNNNNTTNTNCCATNACAGTATANNAACTNN^ 

GANANGTNNNNNTGTAGCNCGNAGNCT^ 

GCNNThWANGNNNNNGGGNAG 

NGNNACAGNCACTAGNGNTNTANATN^ 
45 ANNNGCGNGGAGTGNGNTTNGNATNTGNNANTNNANTCNGNTNNGNTO 

NATTNNNTTNNGGGAGTCNTNGTNTCCTNNTO 

GTCANGANTNANTGGAGTTNACNAANNTGNANTNNNNTGGGANACNTCA 
NNCTANANTCGCTOTCGANGGGA 
GTGGNNNTAGATAGTATNANTlSnsrGCATNn^TNAN 
50 TGTACGANNNNTGANGTGNNTGCATW 
TANCNCAGNCNANTANGGNANNATO^ 
GGGCACNTNTATCGTGNGNGNGNTATCGGTAN 

CGCATNNNACGAGGTGTGGNGAANGTGANTCNCTGTGAGGNGTATAGACGGTCNTANTGANAGGAGA 
CCNAGNACGCNGATGTNTGATGNTANC^ 
55 ANGNNTCGGTGANNTTTTTCNNTCTNNNATNGCN 
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ANNNANGNNNNTTGTAGATCN 
GTGTNNACGCG 



10 



15 



TTNANNAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 

GCAACAACTGGAAAGGAGCGATGATGTTTAATTGTTTTGTCCCCCCAAAAGTACAATCT 

TATGACAGATAATTTAACAAAATAT^ 

NAAAANGGGTTNGNCNTTTTTTTGNAA^ 
GGCCCCCCNNGAAAANNTTTTTO^ 
NNTTNNTNAANTTCCNAGGGC^ 
TTTTNAANNCCGGGAAAAAAACNNGCCC^ 

^TTTNCTTTC 



AAAGACCAACCCGGGNTTGGGNTAATNAAAAAAAAAAGGGGGGGTTTCCTTTTm 

AACCCCGGAAAAATTTTTTTTTCCCCCCTTAAAA 
TTTNTTTTT 



20 



TTGAAAAAGCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCGGGCTGCAGGCGG 

AGGAGCAGAGGTAGNGGATGAGATANAGCTGCTGTGTCAGCGCCGGGCCTTGGAGGCCTTTGACCTG 

GATCCTGCTCAGTGGGGAGTCAATGNCCAACCCTACTCCGGATCCCCAGCCAATCTGGCTGCCTACAC 

25 AGNCCTTCTGCAGCCTCACGACCGANTNATGGGGCTGGACTTGCCCGANGGGGGCCATCTCACCCACG 
GCTACNTGTCTGATGTNAANCGGATCTCANCTACATCTATCTTCTTCNAGTCTATGCCTTATANGCTGA 
ACCCCCAAACCGGCCTNATNGACTATNACNAGNTGGCACTCACTGCTCGGNTCTTCAAACCACGACTN 
ATCNTAGCTGGACCAGGGCCTATGCTCGNNTNATTGACTACGCCCGCATGANAGAAGTGTGTGACNAG 
GCCAAGGCACACCTNTTGGCAGACATGGCCCACATCANNGGCCTGGGGGCTTGCCAAGGGGATCCCCT 

30 AACCCTTTAAGNACGCGGATATTGTCACCACGACCACTCACANGACCNTTNAAGGGGCCAGGTCAGG 
ACTCATCTTNTACCGGAAGGGGTGCAGGCTTGNGNACCCCAAAACTGGCCGAAANAACCCTTAACCCN 
TTTGANGGACCGAATCACNTTTGCTGGGTC 

GTGGAAGGGGCTGGGGNCCTNAAGCAGGCCTGGNNCCCCCCTTTTCCGGGGAAGACCTCCCTGGAA^ 
ATTTNAAAAAACCCTTCAGGCCCATC 
35 GTTNGGGGGGCCCTGGCCAACCCCCCTANGGGGNGGGGGNAACCCTTTGGGCCNAAAGGGCCG 



T>MNNNAAAAGCTGGAGCTCCACCGC^ 

GGTTGGGTCCTTTTCGGGACCCCCACCCCTCCAGGCCCCTCTTTGCACACTTCTTCCCCCCTCCTGCCCA 
40 TCTTCCCCGCACTGCCGTGCCAGGCCTGGAGGTGGTGGGGTGGGTAGAGGCTCAGCCATTACCATTTC 
ACACCTGTCCCAGAATCTGATACCCTGCAGAGGGCAGNGACCACGCTGTTCTCCGAATGAGAGNCTTT 
CCCACAAAGACCTGGTATTGGGAACATCCCTCTCCTTGCCTCCACTTTCCCAAGGTAAACCCCATCCTG 
AAATCTCTAGCCTGGGGAGGCAGAGACCCTGCAATCCAGAGAACACAGCCTCAGAGGTGCTGGAGGA 
GGGACCCTGGGGCCTGCATAGGCCACTGTGGCCTCTGCTGTCCTCCTGGGAGGCAGCCGTGTCTCCCC 
45 AGTGGGGCTCGTCCCTTCGTCACTCACACACTTGGGCCTGCTCCACTGACATCACAAGTCTTCTCCACG 
TGATGGTTTAAAAGGAATCGTTTCAACAGCAAAGAAATGGAGGTGGAGACAGCGCTACCCTGAGTC 
CACAAGGAACGGCCCGNTGGCTGACCCACGTCCGGGCCTGCCCTTGTTGNCGTGTGGCGGCTTTAGAG 
TCCGATGGGGCANGGANGGCNCANTGTNCCANC^ 

TNCCGGAAGGTTCTTCTTNCCATCCGGGTAACNANTTCTGTCCTTTGTCCCGTCCCCC 
50 NAGGNTTNTTTTTTTTC^ 

AAAAAAAAAAAAAAAAAAAATTNGGGGGGGGGGNCCGGGNNCCAAATTTCCCTTT^ 



TNNNNAANACTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGA 
55 ATTCGGCACGAGGCGACAGATAGCCGTAACTTCTGTGCTGTGCCAGCCGCATCCCTGAGACAAGATGG 
TGAAGGTCGGAGTGAACGGATTCGGCCGCATCGGGCGCCTGGTCACCAGGGCTGCTTTTAATTCTGGC 
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AAAGTGGACATCGTCGCCATCAATGACCCCTTCATTGACCTTCACTACATGGTCTACATGTTCCAGTAT 
GATTCCACCCACGGCAAGTTCAACGGCACAGTCAAGGCAGAGAACGGGAAGCTCGTCATCAATGGAA 
AGGCCATCACCATCTTCCAGGAGCGAGATCCTGCCAACATCAAGTGGGGTGATGCTGGTGCTGAGTAT 
GTGGTGGAGTCCACTGGGGTCTTCACTACCATGGAGAAGGCTGGGGCTCACTTGAAGGGTGGCGCCAA 
5 GAGGGTCATCATCTCTGCACCTTCTGCCGATGCCCCCATGTTTGTGATGGGCGTGAACCACGAGAAGT 
ATAACAACACCCTCNAGATTGTCAGCAATGCCTCCTGCACCACCAACTGCTTGGCCCCCCTGGCCAAG 
GTCATCCATGACCACTTTGGCATCGTGGAGGGACTTATGACCACTGTCCACGCCATCACTGNCACCCA 
AAAAACTGNGGATGGCCCCTCCGGGAAGCTGTGGCGTGACNGCCGAAGGGCTTGCCCAAAATATNAT 
CCCTTGCTTNTACTGGCCCTTGCCAAGGNCCGNGGGCAANGNCCNTNCCTTGACTTAAANGGGAAACT 
10 TAANTGGCATGGGCCTTTCCGGGTNCCCAATTO 
NCCTGGGNAAAACCCTGCCCAAGTTTTAA 



CCTATCTGGAGCTCCACCGCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTC 

15 GGCACGAGGGTGAAAATTAAAGCTAATACTTGCTTAAGTG^ 

AAAATTTGACTCATTCAGTGAAAAATATATTATTTCTAAGTGTTGTGTGTGTTCTC 
GAACAGAGAGAAGGTAAGGCTGGAATCAAAGGTTGGTGCTTCAAGAAAATGACTTCTAAATCGGTGT 
TTTTCTCATCTTAATTGGTGACTGTATTCCTGCCATCTATACATTAGAGAGACTGAGTTAACATGAC 
CTGTTCACTGTGGGTTCATGTCGTCAGCAGAGAGCATGCAGTTTGGGCTCCGACTGTACACCTGGGGTT 

20 ACTGGTCTCGGGGAAGTGGTGTGAAACAGAATTCATACCAGGGAGCCCTATAATAACCATATCGGGCA 
CTTAACCACATGCCAGGCATCCTAGTGAGTGCTTCACATGCGATACTTTGTTCAACCTTTTGACTGCCC 
TTTGAGAATGGGAATCTTCCAGCCCCAGGCTCAGGTGAGGAAAAGGAACTCAGTGACACGACCAAGG 
ACTTCCTCCTCATAAGGTGGGGAGAGGACCCCTTAGCCCCCAGGACACTGATGGACTTGCCTTTCCCCT 
TCCCAGACTGCTTTCTTCGGAGGAAGTGTCGCTCTGTGATCCAGGAGCAGGCTGCAGCCCTGGGCCTG 

25 GNCATGTTTTCTTTTCTTGGNGCCGACGCTTCACCTACTTACTGGAANGAGTCGGCCAAAGCTTO 

GTCCTNTCCTGAGGGGAGANGGAGGATCAANGATGACCTTCAAGGNGTCCTNCTTTTGTCCCGGANCC 
TGNAAGGAACTGCTCCCCCANNGNGAANGNNTNGCCAAAACTGGATGCTCGGGCTACCCAAACCCTG 
GAACCCTCCCCTACCTTCCTGGGACTGCCCTACANGG 

30 

TTGAGNCNATNTGGAGCTNCANCNCAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 
AATTCNGCACGAGGATGNCNNCTACGNNNCCCAAGGANCTTGTCTNGCTGTGGGNCTGAATAACANN 
TTATTCCTGCANAAAGCGGGCANNGCTTGACTNCANTCNCAAGATAACACGNGCGCNCACCTGNCTGA 
TNTNTGANACCGACCTCTGANTTAAGACTGNCGCCACANCNACNTGGNTTNOSfTGGCNNCTCCNCCTN 

35 GCTCCTCAANANNANCCNTTCCTGNCAANATCCTNGTANTTNGAATTCAACTCN 
GACNCCNTTTNCNATCTCAGACTTTTGNNTTTNAATGGC 
CCTCNCNTTAACNTGAATATATATTNTCNCTGTCNNGNTATTNTTCTCCTC^ 
NCNTNCCGATGCNTAAATGTCNNTCCTCATGCTNNNANACCTNGNTTTNATNG 
GTNATNTCCNNAG1WTTNCNNNNNTCACTTO 

40 GGGAANNAANGCATGNNNNTTTAAACTTAATTCCGGNNANNCNTT 

ANTGNNACAAGTACNCTAGAANGCTNGGGCANAATTTANATNCCCAANACANTTGGNGCTCT 

C1WCANGTCAAGGNNCATTANNCNCNCTAAAT 

NTACNGNATNACAAGATNNTNGNNCCNGTGNNNCNTTN 

ANACTC^NGCGTCTCTTC^ 

ANNTTTCANTAACTCTCNTTTCAN^ 
NNTNCNCNAGTTTTCNNTCCN 



50 GCCCTATANNGAGNCGNATNACAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAA 
TTCGGCACGAGGGTCATGTTGAGCCTGGAGTTTGATTACATGTGCCAATATGACTATGTTGAGGTCCGT 
GACGGGGACAGCAGCGACAGCCAGATCATCAAGCGTTTCTGTGGCAATGAGCGGCCAGCTCCCATCC 
GAAGCACGGGCTCCTCACTCCACATCCTCTTCCACTCAGATGGCTCCAAGAACTTCGATGGCTTCCATG 
CCATCTTTGAGGAGATCACAGCGNGTTCCTCGNCCCCTTGTTTCCACGATGGCACTTGCCTNCTTGAC 

55 GCACCGGATCTTACAAGTGTGCCTGCCTGGCGGGCTACACCGGGAAGCACTGTGAAAATCTNCTTGAA 
GAAAGAAACTGCTCANACCCTGGGGGGCCAGTCAATGGGTACAAGAAAATTACAGGAGGCCCTGGGC 
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TTATCCATGGGCACTATGCAAAAATCGGCACCGNCCTGACCTTCTTTTGTAACAGCTCCTATGTTCTCA 
GTGGTAATGAGATGAGAACTTGCCACCATAATGNANAGTGGTCNNGGAAACAAGNCCNATCTNGNAT 
AAAAGCCTGCCGNGNAACCAAAGAATCTNCAGACCTGGGTGGAGACNGAAAGTTCTTTCCAANTGCC 
AGGTTCACTCCAAGGGGAGAACNNCCNTTTACAATCAGNNTNTTACTCATTNAG^ 
5 CANNAAAACTGC^GGATGCCCNCNTACCCAAAGAAANGCCANTNTTCTTTTCC 

CCGGCCCGCNCTNGNGTTCCCAAACATNTTGCNNCACCCCCNNTTANTCCANGTACCNAGGT^ 

GGAACTNGGTNAANATGGGANANGCGTCCNTTNNCCCCCATACCC 

10 

TNAGNCCTATAGTGNNGTCGTATTACAGTGGCGGNCCGCTCTANAACTAGTGGATCCCCCGGCCTGCA 
GGAATTCGGCACGAGGATGGCACGTCCCCAGTGGTGGGGATGTGCCGCGCTTCCTGANTAANTGGAAT 
TGGNAGNAGTGNCTGCCCNNTNNNGNNTTTNN 
TTNOWGNNNNNAAANNNNNNGGGN^ 
15 NGGANNTTTGNACNCTTNGNAGAAN^ 
CATTCGTNCTTGNGCACTATATTTGC^ 

CCTGTNTTTTCANACCCANNTNTGNGACANCAAGTGCNCNACANGNTNTC^ 
NGANNCCCCTCTATATATGNNTTTG^^ 

GCGCTGCTNNTANCAGANNAGGGNCCNCCAGTGTAANNTCTTTGAAGGNGANCCCNCCTCCN^ 
20 ACNTTCNCCTNNTGTAGAGNGCGCG 

GGANAATCNTCTGNTTNCNNTCGNTNCTTATTNANGTGNCCNTNNNGCC 

NTNTKNTTAACNNNCTTTAACCANCTNNGTTATCT^ 

NNTNCNTAGNGAAANAAAAATGN^^ 

NGCNNAAGTANCTNNCCTTCTTTNNGGGACGGAANNANCCTO 
25 TAAGTCTATATTAAAGCCCNCNN^ 



TNAGNCCTATAGTGNNGTCGTATTACAGTGGCGGNCCGCTCTANAACTAGTGGATCCCCCGGCCTGCA 
GGAATTCGGCACGAGGATGGCACGTCCCCAGTGGTGGGGATGTGCCGCGCTTCCTGANTAANTGGAAT 
30 TGGNAGNAGTGNCTGCCCNNTNNNGN^ 

NGGANNTTTGNA(^CTTNGNAGAANNCAGCCTGTGTANTTAACCGGT^ 

CATTCGTNCTTGNGCACTATATTTGCGCCTGCGCTATGNGCACAANAGAGCCTGTGNCTGTTNA 

CCTGTNTTTTCANACCCANNTNTGNGACANCAAGTGCNCNACANGNTNTC^ 
35 NGANNCCCCTCTATATATGNNTTTGCGNGCGNCNTGGANNACCCACACCCCTATAGCNGGNGTGATAN 

GCGCTGCTNNTANCAGANNAGGGNCC^CCAGTGTAANNTCTTTGA^ 

ACNTTCNCCTNNTGT^ 

GGANAATCNTCTGNTTNCNNTCGNTO 

NTNTNNTTAACNN^^ 
40 NNTNCNTAGNGAAANAAAAATGNGNNAGAAACNACCGGTNNAGNNC^ 

NGCNNAAGTANCTNNCCTTCTTTNNGGGACGGAANNANCCTO 

TAAGTCTATATTAAAGCCCNCN1WCCTTCCTANACCNNNTCCATGTCGCCAANATO 



45 TTGANAANNTCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 
AATTNACTGCNAGGGNGNNACANGGNNNAANNCATCGGACCCTCNNTANGGGACT 
CTCTCTGNGANGTGNCAGATTGGNACTCTTCTNNCTANACATGTATANCNTGAGANAGCGGNTGCGGA 
ANAACACGGCACGTGCANGCGGACTCCNTGTTNTTGCTGCAGGGTGGNNAGGAGACGCAGCGCTACT 
GCACCCGACACCGGNTTGCTTTTCCGCCAGGAGTCCTTCTTTTACNTGGGCATTTG 

50 CGGCTTGTTACGGNGTNGATCAACGTGGAC^ 

CANNCCNTGCAACTNGGATGGNAAAAATCCATNCCANGGACNCTTCAAGGAAAN^ 
NNATGTCCAATCCNCAACCAAN^ 

TAACTTTTTGCGGGGCNGGCAAAACCCCNAACANGGGGCAGGNATTCT 
AGGGGCCTTTNACTAAGGTTCAATTGGTNAAC^ 

NAAAAATTTTCCATTNGGGGGCCCCNCCGGNANGNTAAATTGAAGGTTTT^ 
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AAAAAAAATTTTGAANATGGGAAAGGCCCTTTTTTAAAAACCATTANTTGNTTANNTTCCCGGGGGGG 
NGGNTNGCCCCCTAAAACTTC(^TNCCNCTCNGCTTTTTGGGGGNAGNNGGGGGNAAAAAACTTGGCC 
CGGNNNTNGAANTNANNGAAACACCCTTNGGGCCCCCCCANNGNAAAAAGAACCTTTTCCAAAAAGG 
GGNNAAACTTTNGCCCNNTTTCCAAANNNGGGNNGGGGANT 



TTGANACAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGC 

AGGATCAAGCGATTCCTNCCAAGAAACAAAAGCAGAATCGTCCCATNNCTCAATGGATTCGAATGAA 

AACTGGCAATAAAATCAGGTACAACTCCAAGAGAAGACATTGGAGAAGAACCAAGCTGGGTCTATAA 

GAAGCAAGCTGGGTCTATGAGAAGTGGTCTTAACATGTAGACCACTTTTTTAAGCAGCCAGATCACAA 

TGAAAACATCACTACTGTAATGCTTGGCCCATGATGTTATTTCCTCACTATCAGTCTGAGACCCAGCAA 

TAAATATAAAACGTTGCAAAAAAAAAAAAAAAANNNNGGGGGGGGGCCNGGCCCCANTNCCCCNTT 

NNGGGGGGCNGTTTAAAANNCMSlTSnWGATQ^ 

NTTGAGNNNNCANNNNCCCTNNC^^ 

CNTTTANTOCNNNNNTTNCAGCNN^^ 

NCTNTTTTNNTTTNGGNCCNTATTTNTTT^ 

NNWCNNNNNNNNNTONNNCCNTCTNTATTTGANCGCTCCCCNTCA^^ 

NTTTOTONNNNTNQWNNTTNCTNN>W 

NNGNNNCNCCTTNNNATMSICTTNNNTNQ^ 

ISnSfCTNOTCCATTCCNNNNCCCNAI^^ 

ANCNTCATCTNNNTNNCC^TN^^ 



NNNAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGT 
AAAAGTTGTTCTTCCTTTGGCTGGTAAAGTAACATGTACAACACTGATTCCTGCTCTGTGTATCAAGGA 
GACATTGCCTCTGGCTGAATGAAGCAGGGTTTGTGAAAAGTGCTCAGAAACCAGAAGTTCCCTGTGCT 
TTCACAGCTTTTGAGGCTTTTCCTTTTCACACTG 

GCTCAGAAATGGCTGCTGTGATGAAAATGCTCATTTGTTAGGAAAAAGAGGTAGCTACATTCTCATTT 

TGAAAGGACCATGAGCTATTTAAAAAAAAAACCTAAGATGTGGTTTTATTTACATGNCAGGGGAGCTC 

TTGATCATGTTCNCATTGTTTTAAGATAAAGCGATTTTTTTTTTCCTGCTm 

AATTTTATATTTTTATCATTAAAGGTCACTATAGTGTANNAAGGTNTGCTGAACCGTAGNGTTAGTGAN 

NCCCAAAGTAATCCNTAGTAAAAGAGCAATATTTTTCTGAAGCTGGGATCTGGGTAATACAGAGTTGC 

TACTCAAAAATCTAATAAAGCTCTTACTTCGTATTGGAAATTATAGAACCCTTCCTTTTTAAATAAAAG 

CCCTTTTTTTTTTTAAAAAAANCNGGAGNGGNCCTTAAAATTGGAAAAANGCCTA 

CCCTGGGANTTTTGGGAAAAAAACCATCCTOTAAAAACCTrGGAACCCCTGGNAAATTCCTTTTTGGC 

CGGGGGCCAAAATTCCNAAAAA(^TTTOTAAATTCC(^AAAATrTTTTGGNGG 

TTTTTNANAAAAATTTTGNCCNAGCC^^ 

AAACCCTNNTTTTTGTTN 



TTGAAACCGCTGGACTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAAT 

TNNGCACGAGGCANTGNCCGTCNCGATGTTGNTGCCTAANANNANCCGGATTGCCATTTATGANCTCC 

TTTTTAANGAGGGGGTGATGGNGGCCAAGAAGGATGTTCACATGCCCAACCACCCGGAGCTATCAGA 

ACAAGANTGTGCCCAATCTTNACGTCATGAAAGCCATGCACNCTCTCANNTCACAGAGGCTACCNTGA 

ATGGAACACGTNTGTCTGGAGACATTTGTACTGGGACCTNACCAACGTAGGGNATCCATTATCTCCGT 

NGATTACCTCCACCTGCCCCCTGAGATCGTGCCCGCCACCCTGCGCCGGAGCCGTCCTGAGACTGGCC 

GGCCAAGGCCCAAAGGTCTGGAGGGAGAGCGACCTGCAAGACTCACTCGAGGGGAAGCCGACAGAG 

ACACCTACAGACGAAGCGCCGTGCCCCCTGGTGCCGACAAGAAGGCCGAGGCCGGGGCTGGGTCAGC 

AACTGAATTCCAGTTTAGAGGCGGATTTGGTCGTGGACGTGGTCAACCCACCTCAATGAAGTTTGAAA 

NGGGATTGGTTTGTGTTGAATAAACCTGTAAAC^GAAGAAAAAAAAAAAAAAAAAAAAANGGGGG 

GCCCGGGACCCCAATTTNCCCCTTTTTTGGGGGGNNNNNNTTNANA^ 

NTTNNNNNTNNNNNNNNNNT^^ 

NNM^ANNMSINNTTNNN^ 

TNNNNNNNNNTNNNNTNCCN^ 

TNTNCT>WTNT>MNNTNNNNC 
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GGGT^GNGGCNNNTNAAATCN^ 
5 TTCTTTCTCTNCCCCCCCCCNAAN^ 

GAGNTGCATCACNGNGNCTACCTTTNNC^ 

ATNATTANATNTTCACATTACATNANGCNAATCCNTNATTANACTTCNNGGGCCTC 
CTTNATNCTNCCTCCTN^ 

CACTNCCCATATNNCTGANTTTNATNNANTTTACATO 
1 0 NANANTNTTTNNNTCTNTCNCNTTANCATANNTCAT 

NCNACTTCTATCTTCNNCN^ 

TTACT^TNNGNCTNTTGTONGCGACAANCTO 

NNTTTANNNCTNNTGT^ 

ACNNCTTTAAAACCCTNGANN^^ 
1 5 NAAGlWAGAANlSnSfAANTNGCNTNTTTTANTGACTG 

NANTNNGANACAATNTNNGCGNNATCNAATANACTNNCT^ 

CTGNTTAACACGNNTGTNNAN^^ 

NGNNCACNACACTCTNTTNNNNCAGNTNCN^ 

NTANNNNNTNTTNNGAT^ 
20 TANTANCNNNNNATNNCNNTGGNNTNCGCANANAGANCTCAT^ 

NNNANCNTATATCNCNCNATCN^ 

CACNNANANNGACGCTNAATANNCGNTATCTNACTCTCATTCGNGNTNNANCNCAT^ 
NGACNCACNANCNANNGATNANANTNNCANNNNTNNNN 
ACTNANACNANACAGACNNGAGCGTC^ 
25 GNANANNTNTCNNNCGANTCACATTNTGTTNNACACGANACATNTA^ 

NNGTGTCGNCACGANTATCGNNANANACNANTCTACATATATGTANACNCGACNCACGTACACNNAA 

GACANGNGNNACNTGANTNCNTCATATNTCGANNCNANNCTAAACNAAANGANACNATANGTO 

NGACNACATCNACTATTNTACANGATA 

NATGNCNC 

30 

NCAANATCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAA 
ATTCGGCACGAGGATGGCACGTCCCCAGTGTGGGGATGTGCCGTGCTTCCTGAATTAGTGTATTGTAG 
GAGTTGCTGCCCCATTCTGCTCTTCATTGTGAGAGAGGTTACACCCACTTATAATCAGTATTTTCCTG 

35 CACTAAAACAGCAGGGCTGGTATTTGCTGCTGCTTTCCCAGGGCAGGGTC^ 

GAACACTTGCAAGACACAGCCCTGTTATCTAACGGGTGGCAGGCATGTGTGTCTGCACTCGCTCTTTGC 
CACTATTTTGCCCTGCTCCATGCCAGAGAGCCCTGTCCCTGCCAGGCCCTGCCTTCCCAGCCCCAACTT 
GGGACCAAAGTGCAAGACGGGATCACAGGTTGGGGTGTCCAAGTGACCCCTCTCTATAGTGCTTCCGT 
GGGCCAAGTCGACACCAGCCCCCTANCGGGGTGGGATGGGCGGTGCTTAAAGAGGAAGGGGACCAAG 

40 TGTANCAACTTGCCAGGGACCCCACCCCTTCCTCACATTCGGGCCTGTGCAAGTGGGCGTGGGGATTC 
TNCAAAGGGGCCAAANGCCTGGGCTTGGTCGGNATTCTCTGCTCCTTGCTCTTATCTGGGNCACATGC 
ACACTTCTAAATGCANAATTGCTTTGAACTTTAAAACTGGTCAANTTTGGGTT^ 
TTTAAAAAAANGTTTTTANTO 

45 NGGGAANNGNCNAAAANCIWTNCNCCCCCNNNNAAANCC^ 
TTNNNAANNNCNNTN^ 



GCCCTATANNGAGNCGTATNACAGGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAA 
50 TTCGGCACGAGGNCNTGANNTATGANKCCNANCGNGTGANNCATAANNNANA 
GAANCCNGCNCNTTNAGTTTTNGNAATGCTGNCTTNAAANANNG 
NCNGNNNAACTNTTN^^ 

NGNNNGAGNTAAATCCCTGTTGANGAAAATTAANTAGATATTCTNTGTGGTNCNANA^ 
GGCGCGCCCGATGAATAGGCCGTTTTACTCTGCCACAAGCGTCAANCGTTAATTATACACNNAANCAG 
55 AANGCNATTTTGNTTTCCACTNAGANAAGANATATACTTTTCNAGAGAC^ 
ATTNGNCAGAGGNCCANNCTTGAGCA 
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CNCCTATAGTGNTTNGTNTTN^ 

NNCATGACGGAAGGGGNGGAGGTGGNNAAGNCANTANTGGANCANTGCGCNNGNAATAATTATAAT 
ANTATTTTCTTTTTTNCAN^ 
ATTCCAAANGGCTCNCGGGAAAGGGNGGCCNC^ 
5 CANANTCAANNCGCCGNC1^T>^ 

CTTNCNCCTTTCCNGGNNGGCGNTATNTTATCANNCNCN^ 
TGTTCCNTNGGGNNGGTGGGAANTNNGGNCNCTC 



1 0 GGNGCGCGGNGNGNCACTTTCNNTTTTTTTNATNNNNTO 
ANTTANNNGTAGNATCACCANNCCCA 
ATANGNNTCGNATTACANTGGTN^ 

CNCGCNCGATGCNTGTTTTCCTNCGNNCGNCTNCGTNTCNNNCCTCCATGGGGGN^ 

TTCTGTATCNTTTNCTNNNCNNCCNTANNCNGNCCNNTCOT 
1 5 TNNGNTCNNNTCCAGTNCNTNC^ 

CNNTTCCAANNCNTTNNTC^ 

NCTOCCTNATTATTTOCNC 

NNCANCTTNCNCNNNTGCGCNNN^ 

CTTNNTNTTTCTCNAATTNNTNNTTC 
20 TNCTNTGNATNTCNCATGATNTC^ 

ANNTCGNTAGTNNTTCCNCNCANNTNTCGANGANCNNNTNTAANNTO 

NCNNCGGCNTCTNNGTNANNNCT^ 

NAAGNGANTNNNNCNN^^ 

CNNCNNGCANACCCNTTGTNATGGANNTTAGNTGTATTAG1WGATGACTCGTNCTA 
25 CGNNCCC^TGGNCTTNNCNTNNNNN 
GACTGTCCNNNTANGACCCTCTC 

CNCNTGNTNANCACCTNAGCANTNNAACTNCNGANTTATTNCTTCTNTGN^ 
NCANTNNCTCAAGACCNTCATANTTNGT^^ 
ANAGCANNCCTGATTANCTCCGTACCNN^ 
30 TNTNTCATGTACTTTTANTTCAACANAANTACNCNNCNNNCNCTT^ 
NTGTTCTTAAGATNACCCACCAAAGNANTC 

AAGCTATTNCTCTCTCNNANATACGTACNTNTCCGNTANCNNTCCC 



35 GGNGCGCGGNGNGNCACTTTCNNTTTTTTTNATNN^ 
ANTTANNNGTAGNATCACCANNCCCANC 
ATANGNNTCGNATTACANTGGTNN^ 
CNCGCNCGATGCNTGTTTTCCTN^ 

TTCTGTATCNTTTNCTNNNCNNCCNTANNCNGNCCNNTCCTTG^ 
40 TNNGNTCNNNTCCAGTNCNTNCTCNNNCNTANTATTTCCNTATANACCCC 

CNNTTCCAANNCNTTNNTCTNNNTGNNCCN^ 

NCTNCCTNATTATTTNCNCN^ 

NNCANCTTNCNCNNNTC^ 

CTT^TNTTTCTCNAATTNNTN^ 
45 TNCTNTGNATNTCNCATGATNTCTO 

ANNTCGNTAGTNNTTCCNCNCA1WTNTCGANGANCNNNTOT 

NCNNCGGCNTCTNNGTNAN^ 

NAAGNGANTNNNNCNNAANCCNNTCTC 

CNNCNNGCANACCCNTTGTNATGG 
50 CGNNCCCNNTGGNCTTNNCNTNNNNNTGNATGAA 

GACTGTCCNNNTANGACCCTCTCCNAGGNACCTNTC 

CNCNTGNTNANCACCTNAGCANTNNAACTNCNGANTTATTNCT^ 

NCANTNNCTCAAGACCNTCATANTTNGTANTCNCCNCNATNTCNTNTCTAGNAATA 

ANAGCANNCCTGATTANCTCCGTACCNNATGNGNGGACTNTCTATNTATGTTCTNGTNTACTATAG^ 
55 TNTNTCATGTACTTTTANTTCAACANAAOT 
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NTGTTCTTAAGATNACCCACCAAAG 

AAGCTATTNCTCTCTCNNANATACGTACNTNTCCGNTANCNNTCCC 



5 TTTGANACNGNTGGAGCTCCNCCGCGGGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 
NANNAACIGGAAAGGNNTNATNANGNNTAATN^TTNG 
TTATGACACNNTAATATC 

TNTTGAAACANTTATTNGCANNTGTTNTCTTTTAT^ 

NCTACCCTTNTNTTNCTCCTNCATNNCTTTCCNATCTCACNGANATGNAT^ 

TCNNCNCTTCNTNTCACNTTCTTTNNNACTNNCCTA 

GNAACCNTCNGTTTCCCCTNNNTCTTNAATTCTCCCTTCTACANT^ 

NlNTNfNNTNlSINA 

TAATCAACAGNGTNNNATAAATNNNACTNNGNCCA 
1 5 TTTTTTNTTNAACCATCNNCNCNNNTO 

TNNTTATNAANNANNNCTTANGSfTTTAN^ 

NNTANTNNANNNCTNNAGTTTTCTNCCTNTO 

TNCTTTACCTNTCNAANCCTTNTCNNACCTTTCCNNCTTCTAC 

CTTTCTAANOSfATCTCGTTCNNCTC 
20 CACNANCNNCTCNNCATNTTNNTNTNNCC 



TTAANCACAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCGGGCTGCAGGA 
GCTTATTGAATGAAAACTCCAGAGACTGAAAAACCAAACATGAGGGTAGCAGGTGCTGCAAAGTTGG 
25 TGGTCGCTGTGGCAGTATTTTTACTGACATTCTATGTTATTTCTCAAGTAT^^ 
CAAGTTTAGGAAATCTATTTGCAAGGTC^ 

TATAAATGTGGAATCTCAAAAGCTTGCCCTGAGAAGCATTTTGCTTTT 

CAATGTGGTGGGACCCAAAATCTGCCTAGAGGACAATGTTTTAATGAGTGGTGTTAAGAATAATO 
GAAGAGGAATCAATGTTGCCTTGGTAAATGGCAAA^ 

30 ATGTGGGGAGGAAAATGTGGNCCCANTTATTGAGTTCTGAAGGCCATACAAGATGGACCAATAGTCTA 
ATGGGAACATATGATGATGGGACCANCCAACTCAATGATGANGCCCGCGGCTGATTGCTGAATGGGG 
AGTACATCTATTACTCATCTTGGTTCAAAACACTGGGGTCTTNTGGGGNGGAAAAGGCATTAAA 
AAAGCCCTTTTGACNGCCCCNTAAGGACCATTAGGGCCCCAANTAAATTTGAANGGATGGCCCTG^ 
TTTNGGAAATGGAAAGGATGCCTTTCCCCAAAACCAANACTGGCCGTGGANAAAAANCC 

35 NCCCCCNTTTTCCTTGTTAANGGGGNAAAGCCCCTTNCCCAAAAAAACTTCCNTGG 
ANAACNTTGCCCCCCCNTTTNNGGGGGNGNGCCCTTGTCCCCNTNTTNTO 



TNNANAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
40 GAATTCGGCACGAGGGTGGCCTTCTCCTCTCCCCGCCATGGCGTGTGCTCGTCCACTGATATCAGTGTA 
CTCCGAAAAGGGGGAGTCCTCTGGCAAAAATGTCACTTTGCCTGCTGTGTTCAAGGCTCCCATTCGAC 
CCGATATTGTTAACTTTGTTCACACCAACTTGCGCAAAAACAACAGACAGCCCTATGCTGTCA 
TTAGCAGGTCATCAAACCAGTGCTGAGTCTTGGGGTACCGGCAGAGCTGTGGCTCGAATTCCCAGGGT 
TCGAGGTGGCGGGACTCACCGTTCCGGTCAGGGCGCTTTTGGAAACATGTGTCGTGGGGGCCGCATGT 
45 TTGCGCCAACTAAGACCTGGCGACGTTGGCACCGCAGAGTGAATACGACGCAGAAGCGATACGCCAT 
CTGCTCTGCACTGGCTGCCTCAGCCTTACCAGCGCTGGTCATGTCTAAAGGTCATCGTATAGAGGAAGT 
TCCTGAACTTNCTTTGGTGGTGGAAGATAAAAGTTGAAGGCTACAAGAAGACCAAGGAGGCTGTGm 
GCTTTCTGAAGAAACTTAANGGCCTGGAATGATATCAAAAAAGGTCTATGCCTTTT 
NCTGGCAAAAGGCAAGANGANAAACCCGTCNCCGTATNCAACGCAAGGGGACCCTTGCNTCATCTAT 
50 NATGANGGACAATGGGTATCATTCAAGGNCTTTOAAAAACATTCCCTGGAATTACCT^ 
GAAGCCAACCTGAACANTTTTGNAAACTTGGTTCCTG 
TTGGAACTGAAAGNGCNTTTTCCNAAAGGTTAAAAGAACCTTTTT^ 
CCCTCNCCCTTNAANAAA 

55 
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TTGGAAACCGTTGGACTCCCCGNGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGTA 
AAAGTTGNTCTTCCTTTGGCTGGTAAAG 

AGACATTGCCTCTGGCTGAATGAAGCAGGGTTTGTGAAAAGTGCTCANAAACCAGAAGTTCCCTGTGC 
TTTCACAGCTTTTGAGGCTTTTC^ 
5 GGCTCANAAATGGCTGCTGTGATGAAAATGCTCATTTGTTAGGAAAAAGAGGTAGCTACATTCTCA^ 
TTGAAAGGACCATGAGCTATTTAAAAAAAAAACCT^ 
CTTGATCATGTTCACATTTGTTTTAAGATAAAGCGATTT^ 
ACACACTTTACNCTTTTATNAT^ 
TTANNGGAACCCCNANANGTAATNCTTAT^ 
1 0 GNTAANTACNAGNANGTCNGNNTTAOT 

GGGANTTNGACAATTAAAATTTTGTATNATATNGGGCCNTAANANAA^ 
TTTTTGGGGAANNATAAACCANNCTATTAAAANACCTTT 
GGGNTGGGNGGGNNNTNTATTCTNCAAAAAAT^ 
1 5 GANNAAGCCCTNTTGTCTTTTTNACTAAATANTCTTTGNCC 
NNTNT 



GNCCTTTANTTANGTGNANGTTCGGTA^ 
20 TCNTTCNNNATGCNCTNGN^^ 

TGACNNGCANTTCCNAKNATTATNTNGGGTATNTCCTNTA 

TTATTCTNGCANNTGATCGTACCTCTTNCGCTTCANTTNANACCATO 

CATTTGGNTANCTACNCCNGNNANAGAT^ 

TNTATCNNNCTCAGGTCTNTGAGNATGANAATTNATNTTCGNTNANNANC^ 
25 TTANGTTNGNNAAGNGNNGNNCTO^ 

ANNTACGNTGNNNAGNNNANGCNCTCANGCCCNTAATAAGNNNANGGGGGTT^ 

GNTNGACNANNTNTATNTNCCNCNC 

NNNNGGNNNNN^ 

ANNNANGNGNGTNGNTNTNTAAACTANTNACATNNATTNN^ 
30 AGTCGGGNNTGGNAGTNTANC^^NNNNNTCTNGNANGNNGNNANG^ 
NGNGNGGCTNNNANTAATAANTTANNNNGNCATNNGCNN^ 
NNNNGGGCCGNNN^ 
NNNGGNTNATTANACCANNNTGNN^ 

GCGCNNCGNATANATGAATNNGTNGGANNCAGGAGNGTANTACTANTGCNTTTANCANG 
35 NGAGTCNCNTANNTGGTGNGNTGNTGT^ 

TGCAGAGNAATNTANCGTTNTANNCGTGNTNNAATNCNCNNGNGCA 

CGCTNNNTACTG>1NNACATC 

TNTGNTANNTNACCG 

40 

GNCTATCTGGAGCTNCACCNCGGGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAAAT 
TCGGCACGAGGCTCTGTCCAAAGGGTTCAGGAAGAGAACATGATGGTGAGCCACAGCCCTCTCAGGA 
TTCGCTGGCATCTCATCTGAGGGTGGGAGGGCATACTGGGTCTTCCGTCTCCTCCAAGCTTTCTTTGTC 
TGTCTCAATCTCTTGGCCTGGCCCCTCTCTAAGAGGGGATGGCAGTTATCTGGGCTTCTCTCTGGGATG 
45 GCCGCCATCTTTAGTAATTGAGAAGGTATTAGATAAATCAGCTACCCCGCCTAGAGATATTTCCTCTAA 
GTTTTCAAAAGAGAGCTGGGCTGTAGTTATCCCAAA 
CCTTTTCCTTTGTGACTCCAT^^ 

TGGGCTCCCCCGTGAGAAATCTTCCCAACAGCTTCTTGGCCCAAGCTTCCCAGACCTCCTCCCCTGGAA 
CCTCCAGCCCGAGTCCCCGTGTACACGTGGGCTGTCCCAGGCAGCCAGCATCCCTTGTAAGTTCCCTCT 
50 TTGGAAATGGTGTGTGGGTGTTCAAGTTCTGTGTCTGGTGACTATGAACAGACAGTGACTCTTCCTGTG 
ACCTGTGGGAAGCTGTGAAANCAACTTCTGGAACGCCGANGAGCTTGTTTGCTTTGAACCGGGGAANA 
AAAACTGNGTTTTGAGGTTTANCTGAAAATTAAGGGGGAAAAAAAAAAAG 

TAATNGAAANCTGGTNTTAAAAANAACTNTGAAACCCCCAAAAAAAAAAAAAAAAAAANTNGGGGG 
GGGGGGCCCGGGNNCCCATTTNCCNTTAA 
55 NNNNNNNNNNNNNNNN^ 
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GCCCTATNTGGAGNTGCATCNCGGGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGTTT 
GGACTCTGAGACTGACAAAAGGGGTACCATGCTGTCTGGCACTGCNGCACNCNTTTGCTGAAGAAAA 
GTACCCACCTTGANTGGTAATCCCCANNTTCACTGANCCTTGTTGCCCTGNACCTCACTCTAGGNATGA 
5 AACCNNGATGCCNGGCT^^ 

GAAAGCATNNCCNATACTACCTGANCACTANTC 
ATAGGCNATTTTANGAAGCNACGGAANGANN^ 

NTGTTTACATNCTACTGCCCACANTNTGNNTCTCNTNCNTTGNAGGGACTNNTCCTO 
NNGTGANTCNNGNTNTTTTTANNGTTTAAN 
10 CTCTAGCCNAANCCCTNCNNNNTNCGNANNGANGNCCCACATAGNCAGNTN^ 
ANCGCCTTCCTNCTTTCNCGACANNANNNATACCCTGNGGCCATNCCCTN 
CTTTNGANTCTCTNGTTCCTCCAACTCNTTC 

CTGCAAAGNGNTCNNCTNTAGGCCTTCTNNTANTTNTCTCCCTTNN^ 
GNCTANCANNGNNCTNANTCCNGGTTTTAACNTCTCNNTTTN^ 
1 5 ANNTTGCNCTNTTNCATNNAATC^ 

CNCATGGCNTCNNCATTNCTTCCATCTNCTTTN^ 
CCATTNNTGNNTNNANTGTTAANNNACC 



20 NCAAAACTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATT 
CGGCACGAGGCTCTGTCCAAAGGGTTCAGGAAGAGAACATGATGGTGAGCCACAGCCCTCTCAGGAT 
TCGCTGGCATCTCATCTGAGGGTGGGAGGGCATACTGGGTCTTCCGTCTCCTCCAANCTTTCTTTGNCT 
GNCTNAATCTCTNGGCCTGGCCCNTNTNT^ 

GCCGCCNTNTTNA1WANTGGAAAAGGNNTAAAATAANNAACNTCCCCNGCNT 
25 NTTTTAAAANAAAGAGNNGGGNGTGTANTTATCCCAAACGCCATTTO 

TGGCCTTTNTCTTTGANACTCNANACAANAGAGNNGTGTTGTGCCNNANGNGCG 
NGCNCTNGCTCNCCCNCGAGANANATTTO 

GTGAAACCTNCANCCAGACCCNCGTGNACACGNGGGTNTGNCNCANGCACACCANATCCCNTGAAAG 
NCNCTTTTGAGAAAAGGGNGNGGGGGTGACAANTGTGGGTGGTGGCGATAACAACANNCGCNCTCCC 
30 CTGCACCTGNAGAGCTGAAAAACNCTGTACACCCCAAAAGCTTTTTNTTTCACCGANAAA 
NTTTNGANTNAGCTNAAATGGGGGGNAAAAAAANGTTCNTN^ 
AA1WCCNNGNCCCCCNAAAAAAAAAAA 
NNI^KNIWNNN^ 

35 

NCAAAACTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATT 
CGGCACGAGGCTCTGTCCAAAGGGTTCAGGAAGAGAACATGATGGTGAGCCACAGCCCTCTCAGGAT 
TCGCTGGCATCTCATCTGAGGGTGGGAGGGCATACTGGGTCTTCCGTCTCCTCCAANCTTTCTTTGNCT 
GNCTNAATCTCTNGGCCTGGCCCNTNTNTAAAAGGGNATGGCAGTANTNNGGCNTTN 
40 GCCGCCNTNTTNANNANTGGAAAAGGNNTAAAATAANNAACNTCCCCNGCNTAA^ 
NTTTTAAAANAAAGAGNNGGGNGTGTANTTATCCCAAACGCCATTTO 
TGGCCTTTNTCTTTGANACTCNANA 

NGCNCTNGCTCNCCCNCGAGANANATTTNCNANACATTTm 

GTGAAACCTNCANCCAGACCCNCGTGNACACGNGGGTNTGNCNCANGCACACCANATCCCNTGAAAG 
45 NCNCTTTTGAGAAAAGGGNGNGGGGGTGACAANTGTGGGTGGTGGCGATAACAACANNCGCNCTCCC 
CTGCACCTGNAGAGCTGAAAAACNCTGTACACCCCAAAAGCTTTTTNTT^ 
NTTTNGANTNAGCTNAAATG^^ 

AANNCCNNGNCCCCCHSfAAAAAAAAAAAAANNCCNGGGGGGGGG 
OTWNNNNNNNNNN 

50 

TTGANACCNTCTGGAGCTCCCCGCGGGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGA 
ATTCGGNACGAGGNNNNTTNNATGTO^ 

GGAGTNNTACNATNTTCTTAATTTGGAACTTCAANAGTCCCTACAAGGGTN^ 
55 TCTGGNCCAGGGTGGCCNTCNCNNCNANCTGGACCNTCACTTNTGACTTNCATGAAGGCNATCCCGGC 
TTTTTCTTTGGGTCCCCTTGTO 
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GGCCTGNACCCCAATCNNCCTTNANTTTTTCCCTCTNAAAANNTNGTTGGAAACCACAATTTCCATTCT 

NGCNAGCCCCTNGNGAAGGAAAANNAGCAAGGNCTTNAACNAAAAAANGGTNCCTTTTGNAAAGNN 

ACNNNNAGAAGGTTTGTTTTTGANCNTTNNNNTAAACCATTNCCTTTGGTTATTTCNCCTGNTT 

ACTGGGNTNATTTTAAANNNCNTTTTTANTGTNGGCTGTAAACAACTTTCCCGCANTTTANTTCCNTTT 

CCCATGAAACCNTTTTANTTlSriTGCTNAAATNCTTTAANNCCATGNGGGANGGCNTO 

NNNCCCCTNGGTGTTTTTANGAANAAAANNAANGNANACCCCAAACCCCCCCTTNGCCANCCCATTTT 

TTTTTTTNAANNAAANTTNTANCCAATGGGAAATGGNGGGOT 

CCANTTTAAAAATNGGAAAANTGGGGGGNAACTTAAAACCACCCNNCCCCCTNGGGAAAACCCTTTTT 
AAACNTTTirCCCCCGNNGGNATTCCCTNAGNGCNNTTTCNNG 

AAAAAANTTTNCCM^GGTCCGTTTCANAATTCCNNTNCCCNTNGGTNTATCAACCTNGGCCNCTNGG 

NCGCTTTTGNTNTACATNNNNNCCCATTTC 

TTGANNACT 



TTNAACACAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCGGGCTGCAGGA 

ATTCGGCACGAGGCTCAGAACTAAACTGTTAGGGTGGGTTTTTGCGTGGAGGACAGGGGTAGTCTTTT 

GATATTCATTTTTTGATTTTTGAGCTTTTCTGCTCTAGGGTACGGGAGATGAACTTTAm 

TGATTTGGCAGGTTTTCTTCTACTITrGGCTGCCTGNAACTGTTOCCATATGATGTAAAAAGCANGTGT 

AGTGTCCCATTATTATGTGGTTCGGGGGATTTTCATTTGTTTTTAAAAANTAACCCATGTCAGCTGGGA 

TTAGACTNCCTANAATCTATCAGTGGNAAANTTACATTGAAAAAATGCCTTTGGAAAATNAAATTTCA 

NACAAAAAGTGCTTAAGAACTGGTATTTTTTCTAAGTGCTTCTATTTATACCAAAAAGC^TTAAAG 

CCCANTGCCCAGTACCATTCTTGAAAAATTCTTTTATTTAACCGACCNGTGCTTATTTNATTAAAACCA 

GNTGA1TCCTNTTAATTATTACNGGGCCGTAAGNTATAATTATTGGGGTNAAAATACCTTGNAATATO 

GGACTTTCTGGCCAGTNGGGGAATTTTCACTNAATTTCTTTTGGTGGNGGGATGGTTNGAATTAAAAN 

CTGGAAGGNGGGGGAAAATTTGACTNNTTTAAAAGNGTGGNCCCCCCCAAAAATCAANAATTAAAAT 

TGGGCCTGGGCCTGGNAAAACCTAATCCTTACCTNCNNAAATCTTAACCCCTTNTTAGGCTTGGAAAN 

AAAAAGTTGGGGANTrTTGGAAAANGGTTGGCANACCTTTCCTTGGCCMAAAAAACCNTTOTTTTTGG 

AAACCNTGGGCGGGANTTGGNTTGGGANTTTGNAAAAAAAAAATTTCAAATTGGTCCCCCCAAACTTN 



TNNNNAAAAGCTGGAGCTCCACCGCGGGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 

GNNTTNCAGGACNGCTNNAGGGAGAGGAAGCNGGGTGTCTCCNANNAGTNCNNGGNTGCANAGGGG 

AGAGAGCTGACCCTTNTCAAACCCCTGCTTTGGGCCCAGCCCTGCGCCAGGTGCTTCACAGCTCTTATN 

TGCCAGATTTTCCCACCTTGNGGCNCATGGNGCCCCTAACCAACATNNCAAGAGGCCGATCACCTTGC 

CACATNTGTGCANGACCTGGGACCACAGGCGTGGACAGGAAGGGCTCTTAAGCCNTCTTTTTACANAT 

GAAAATGCCAGGGCCCAGGGAGGATNAGCAGTCTTTGGAGGTTACCCANCCGGAATACTGGGAGACC 

TGAACCCAGCATTCTGACTCTGCATTNAGTGCTCGCTCCATGATGCAGNGGGTCCTAGCCCCCCNCTGA 

AATGGGTCCCCTCTTCACTGNGTTTCCCAGNATNCTTGCTCTGACCAAACCGGNGAAGGGACACACNC 

CCACCCNCAAAAGATGGAATCATTCTCTTAACCGTCTTTGTCCCAACTGCCTGCCNNTCCAAACCCGTN 

CCCCTGNNCCCTGACCNTGCTGGNTGGGGAAAGAGGCTCACGTGGGCCCAGGCTGAGCANNNAATGA 

CCATGTCAAGCTGTCAGACTCTGNGAAANTANTGCATGCTACNGGCAACCCGGCNTCCCTGATGNCCG 

CNTGATTTTGGACNTAANGNGGACATGAAAATGCCACAATTGGGGGNATGGGAGGGCCNCCCCCCCC 

CCNTGGGTGTATGN(^ATGGNCANGGGGTTTNGGTAACCTTTTTGGTTTTNGG 

AAAAANAACCCGGGTTGNTTTCTTTTGNAAAAAAAAAAAAAAAAAAAAATTTANNGGGGGGG 

GNCCCCGAT 



TTTGGAAACCAGTTGGAGCTCCCCGCGGGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
GCAGGATCNAGNGAGNCCAGGTTGCANNTTTTN^^ 

AGANAACTGGCANTACNATCTGGTACAACTCCANGAGAAGACATTGGAGAAGAACCAAGCTGGGTCT 

ATAAGAAGCAAGCTGGGTCTATGAGAAGTGNNCNTAACGNGTATNTWATNTTNNAAGACAACCATAT 

CACAATGAAACCNTGACTANTGTAANGCTOGNTCCATGANGNTNTOTNNTCACTATCAGNCTGAGACC 

NAGGAATANATATAAAACGNTGCAAAAAAAAAAAAAAAANATNGGGGGGGGGCCCGNNTCNNANTC 

GAACNTNGGGGGTGATGGNNTAAAGGAAAACNNTTTCNTANATNGTTGNTCTTCNANNGTTTTTAAAC 

TNTTGANNATATTNCTGCNNNNTTTACTTTCNGAATTNGAANCTNANTTm 

NCACNTNNNNTTTTCNTTTAAGTGGNTNTTGTTTTNTTAN 
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NTTTTTTCTNNCMTSrrC^CT 

TCTTTNNCCTTNTNNNNCGNNTTlSrOT 

NITTCTCNNTONW^TTTN^ 

NTrWCTCTAANNGCAGTOTNAGNTTATNCNNNNTGCNTTTTT^CTTTCNN™ 
TCTTTTNNNTNNTTTAGNTNTTC^ 

TTNNCTTCNNATACNACNTAGANTCTCTNOTCTCCNCTNNC 



GCCTATNTGGAGCNGCATNNCAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATT 

CGGCACGAGGAAGTCGTGGTGATGGAGGGCCCCCTGGGGCTACTGGTTTCCCTGGTGCTGNTGGACGG 

ACTGGTCCCCCTGGACCCTCTGGTATCTCTGGCCCCCCTGGCCCCCCTGGTCCTGCTGGTAAAGAAGGG 

CTTCGTGGGCCTCGTGGTGACCAAGGTCCAGTTGGTCGAAGTGGAGAGACAGGTGCCTCTGGCCCTCC 

TGGCTTTGTTGGTGAGAAGGGTCCCTCTGGAGAGCCTGGTACTGCTGGGCCTCCTGGAACCCCAGGTC 

CACAAGGCCTTCTTGGTGCTCCTGGTTTTCTGGGTCTCCCAGGCTCTAGAGGTGAGCGTGGTCTACCAG 

GTGTCGCTGGATCTGTGGGTGAACCTGGCCCCCTCGGCATCGCAGGCCCACCTGGGGCCCGTGGTCCC 

CCTGGTAATGTCGGTAATCCTGGCGTCAATGGTGCTCCTGGTGAAGCCGGTCGTGACGGCAACCCTGG 

GAATGACGGTCCCCCAGGCCGCGATGGTCAACCCGGACACAAGGGGGAGCGTTGGTTACCCCGGTAA 

CGCAGGTCCTGTTGGTGCTTGCCGGTGCTCCTGGCCCTrCAAGCCCTGTNGGTCCCGTTGGTAAAACAC 

CGGAAACCGTGGTTGAACCCGGGTCCTGCCNGNGCTTGTTGGTCCCTGCTTGGTGCCNTTGGCCCAAA 

AGTCCCAGTGGCCCCCAAGGTATTCCGAGGNGAAAANGGAAAACCTTGGTGATAAAGGTCCCANAGG 

TCTTTNCTGGCTTAAAAGGACACAATTGGGTTNGAAAGGNCTCCCGGNCTTTGCTGGCCATNAATNGN 

NANCAANGNGGCTCCCCGGNCTGGNNNGTCCCCTTGNTCCCAANGGNCCCTTTTGGTTCCTTTTGGCC 

CCTTNGCAAAAGAAGGTTNTATTTNWCAANCTNGNGNNNTNAGCNCN 



NCAAANCTGGACTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTC 

GGCACGAGGAGAGGTGCAACTTTCTTCGGTCGTCCCGAATCCGGGTTCATCCGACACCAGCCGCCTCC 

ACCATGCCGCCTAAGTTCGACCCCAACGAGATAAAATGTACCTGAGGTGCACCGGTGGGGAAGTCGGT 

GCCACGTCTGCCCTGGCCCCCAAGATCGGCCCTCTGGGTCTGTCTCCAAAAAAGGTCGGTGATGACAT 

CGCCAAGGCAACTGGTGATTGGAAGGGTCTGAGGATTACAGTGAAACTGACCATTCAGAACAGACAA 

GCCCAGATTGAGGTGGTACCTTCTGCTTCTGCCCTGATCATCAAAGCCCTCAAGGAACCACCAAGGGA 

CAGAAAGAAGCAGAAAAACATTAAGCACAGTGGAAACATTACTTTTGATGAGATCGTCAACATTGCC 

CGGCAGATGCGGCATCGGTCTCTAGCTAGAGAACTTTCTGGAACCATTAAAGAGATCCTGGGGACCGC 

CCAGTCTGTGGGCTGCAATGTTGATGGCCCGCACCCTCATGACATCATTGATGATATCAACAGTGGCG 

CAAGTGGAGTGCCCCCGCTAGTTAAAAACTGCAAANGAAAATAAAGGACCATTTTGACAACCAAAAA 

AAAAAAAAAAAAACTTGGGGGGGGGGGCCCGGNCCCCAATTNCCCCCTTTANGGGGGGGNNWJNNN 

NA AAANNNNNNNNNNNNNNNN^^ 
NMsTNNNNNNNN^^ 

NNNlsmNNNNNNNN^ 



NCCNNATCTGGAGCTNCACCGCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAAT 

TCGGCACGAGGAGAGGTGCAACTTTCTTCGGTCGTCCCGAATCCGGGTTCATCCGACACCAGCCGCCT 

TCCACCATGCCGTCTAAGTTCGACCCCAACGAGANNAAAATGGACCCTGNAGGGNCCCGGNGGGGAA 

AGTCGGGCCCNGGTCTGGCCTTGNCCCCNAAAATCGGCCTTTNGGNNTTGNTTCNAAAAAAGGCCGGG 

GANNACTNCGCCAAGGNAANTNGGGNNTGGAAAGGGNCTGAGANTACNGNGAAACTGNCCATTCAA 

AACAGACCAACCCANATTGNGGNGGNACCNTNTNGNTTTGGCCNTNANCNTCAANGCCNTAAGGGAC 

CANCCANGGANCMNAANAANCCNNAAAACN^ 

TAACATTTGCCNGGNGAANGCGGATTCGGTTTTATACTATAAAAAAOTTTOTGGANAACCTTNAAAGA 
GAATACCTGTGGGACACCCGCCCNCATTTNTGNGGCGTGTGNANNTGTTNTNGGGCGCGCCCNCCTCT 
TOGANACNCNNTTTGNNTGNTATrTNNCACCAGTGNGCCCCCTGGCGAGNGNTCCCCCCTTCTOTTTTN 

aaaaacatgncgncaggnnggaaataaaagngngnccntntttcnacccccccnaaaaaaaaaaaa 
aaatottonctngggggggggggcccgggnttccccaanto^ 

NTACNNCCNTTTTNTNQSfCMlSrNATTTO 
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AANTTNTTTCTNNNNTTC^ 

NCTTNNNTTTTTCTTN^ 

TNAATNTANTTATNTTGGTCC 



5 

TTNAGCCTATANNGAGNNGTATTACAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 

AAATTCGGCACGAGGNGATGACTTACCNNNTGGGAGAACANNGGNAGAGGGAATATCTTGNCNC 

TGGNTCCTNCACNTNCTTTGN^ 

AANCCNGGTACCAAAGGTTCNATNGCCCNTCTTNNANCANNTGTTCCCAN^ 
10 ACACANTANNGCCATCTGCCCAATTGAAGGCTNTATGCCTTNGAATNCCACNCTGACAAAAAATA 
CCNANAGTAATATTTANCACNCOT 
NGTGTNCACACACCCCNTGNTAGCGTGNNT^ 
TTCTCNACTCCACANCTTCTN^ 

TGGATCTTTTATTCNTAAAAATNTCANCNCCCCNCATCANTTTTTCNANGAAG 
15 CGTTGANGNTTNCCTTGNNTGNCNCCTCGTTNGTGGGAANGNTTNTCCC 
NTTTTNNCNNAACANTNTTATCCCCCATTNTTT^ 

GTTGCCTCCAATAAANNNCTGNCNNGCNCCNTCATTNGTTTGGAAACAACCAGNCN^ 

NGGGGNNTCNGNAAAAAACCACAANANANGTTACNTTATTTTN^ 

GGCTNTNCGCAAAAAAAATNTTTTTTCTTO 



TTNAGCCTATANNGAGNNGTATTACAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 
AAATTCGGCACGAGGNGATGACTTACCN1WTGGGAGAACANNGGNAGAGGGAATATCTTGNCNCCNT 
25 TGGNTCCTNCAC^TNCTTTGNAGGCCACCGGNNNTGGTACCTNTGACANCNGCNGNNTO 
AANCC^GGTACCAAAGGTTCNATNGCCCNTCTTNNANCANNTGTT 

ACACANTANNGCCATCTGCCCAATTGAAGGCTNTATGCCTTNGAATNCCACNCTGACAAAAA^ 
CCNANAGTAATATTTANCACNCNTAGANACGNGTGTGTNTCTNTGNCANTGNCTATANAANNTNGAGT 
NGTGTNCACACACCCCNTGNTAGCGTGNNTNNTTTTTATAACC]^ 
30 TTCTCNACTCCACANCTTCTO 

TGGATCTTTTATTCNTAAAAATNTCANCNCCCCNCATCANTTTTTC 

CGTTGANGNTTNCCTTGNNTGNCNCCTCGTTNGTGGGAANGNTTNTCCCC 

NTTTTNNCNNAACANTNTTATC^ 

GTTGCCTCCAATAAANl^CTGNCNNGCNCCNTCATTNGTTTGGA 
35 NGGGGNNTC^GNAAAAAACCACAANANANGTTACNTTATTTTN^ 
GGCTNTNCGCAAAAAAAATNTTTTTTCTTNCNTAGCCNGNTT 
TTTCCTTNNNANNGANANAAANNNTTTNTGNN^ 



40 TTGANAACCGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 
AATTCGGCACGAGGCTCTNTTNCANGTO 
CTATGAAANCATACTNNGNCTCTCTAOT 

AGTCTTAAAGCAAATNATAGATTTAAGTGAGAATTCAAGCAAATGTCNGATTAG 
NANATTTTAGATCTANGATATATATACACGCATGTGAACGTACACACACCTGCATGTACATATGTTTAC 
45 AGGGCCTTAGCTATCTCAGTTNATTTTTACTTTGGACTTTO 
AATTTGTATAAGTTGGTAACNGCTCNCCATTTTTTT^ 

GGNAAAAAATTTTTTTTAATANCNTTATTT^ 
TTCCAAACCCCTGGGGGAGNAAATTAAAGAAAATNC^ 
50 TTTTNCCCCCNAACCCCTGTTGGTNTTCCCGGGNAAAAAAAAANAAAANTGGGA 
CCCCCGGGGCCCCGCCNCCTTAAAAANNNGGNACGGGGGATTTTCCCCTTTTAA 
NAANCCCTGGGGNCCCCCTGGGNTTTTTTGGGGCCAAAAAAATTNCCCCGGGGGNAAAAAGGCAAAN 



TGGGAGGGGACCCCAAA 
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ANCANANCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCGGGCTGCAGGAATTC 
GGCACGAGGGANANNATAATGTGNTTCCTTA 
CTTTGAAAAGAATTGACAACCTGCAAGAATGTO 
GATTNTCATGTNGGATTTGGGGAACTANTTC 
5 NTGGCTGACNTTGATNCTGAATNAATGGACCTAAAT^ 

ATTTACCATATTTGTTCTGTTTTTGAAAGTACAGGANTTGC 

CTAAACCTTCACACGAGTATAGATTAAATGGCCAGATACATTACTTTTAGAAAGTCGTTA 
TATTTTAACCCCAATTGAGACAAATAAAATATTGGTTATTGAAAAATGNCT 

ATCTCACATTAGCCCATCTGAGGGGAAAGACAAAACCCAGCTCATTTCACTGGTGGGAGTATTTCT 
10 TTTTACATAAACTCCCATTATACT 

AACAAAGAACCTGGTTTTTTTCTGGCTC 
ACCTTTAGCCTTTTCTTTTTTTANACNCTGGGNA^ 

ACCTNAATAAAANGGGTTTTAANCTTTAAAAAAAANACCTTTAAA 

15 

TTGNNCACCGCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGG 

AAGAACTCTGATGCAGAGGTTGCACCTTTTCCCAGATGAAGATATACCAGAAGATATTCTTAAGAACT 

TAACAGAAGAGCTTCCTCAACCACGAAAAGTGCCCAGACGTCTAGATGAGTACACACAAGAAGAAAT 
20 AGAGGCTTTCCCAAGAGTTTGGTCTCCACCTGAGGATTATCGGCTGTAGGAGGAAGAAAATTTCAGAA 

AATAACGGTGTGGTGCTTGAAACTCCTTCCTCAGGGCAGGATGAAGCAATAGCTGCCTTCTGGAAGGA 

AGCCTGCTCTGGGGGCTGAAAGTTTGTGGGGAAAGGTCGGGAAGGGGTATCCCTTCATTAGGAAATTG 

CAGTAAGATGTCATTTTATAGAATTGTTTTATTGTATAGTGCTATT^ 

AAAACTGCGCCTTACTTCAAAAAAAAAA^ 
25 CCCTTATGGGNGGTGNCTTACACNCNNNNNNNNNCNANNACTGGG 

NNNNNNNNNNNNN^ 

NNNNNNNTNN^ 

NNNNNNNNNNCNNN^ 

30 NNNNNNNNNNNNNNNNN^ 
NNNN 



GCCTATNNGGAGCCGNANCNCAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAAT 
35 TCGGCACGAGGATAGTTGAGACTTGTAGACATTTATTTATACTGTGTCATGTTTTATAAm 

AAATGTCTGGTTGACTGTACACCTTGTTTTTGAAGAAATTTATTC 

TATTGTGAGGTCTCTTGCTTGTAAAGTAAAAGCTTTTTTTT 

TTACTATNCACTCNCTCATCNGNCTCC^ 

NGCATGTCAGTTNCTGNCCTGTTAATTN 
40 CGGGTTTNGTTNACAAGGAATCTNGACTGACCAAANGGCNTTATANCTNTC 

AGAGGATNCNTTTTTGAGGAANCNCCNATTTCTGTTCTCNGGTNGGNAN^ 

AGGNGGNNATANCAGGGTNGGGTTTCTAATCATC 

NGATANGGGNGNCAGGACCCTGAAANAAGGAAAANGCTGTACATTCAACCTTATGTTAGGGGTTTCC 
TTNAAAGGNTAGTTTGCTGTNCCTTTTCANCTAGTTTT^ 
45 AAAGCTTTNTNAGNCCANGGTTCTNGGCTTTTNAAAAAACTTTTTTO 

AACATGGCAAGTAAAAAATAAANCNTTTAAAANNTNAAGTTTAANCT^ 

ANTNGTTAAAAAAAGTTAATAAGNGGGTTTTCGCAAAATAANGANGAGGGAAAAATTANAAAAATTT 
TAAAANNCCNNAAAAAAAAAAAAAAAAAAANT 

50 

NAAAACTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCG 
GCACGAGGGGAAGACTTACCACGTGGGAGAACAGTGGCAGAAGGAATATCTTGGTGCCATTTGCTCCT 
GCACATGCTTTGGAGGCCAGCGGGGCTGGCGCTGTGACAACTGCCGCAGACCTGGGGCTGAACCCGGT 
AACGAAGGCTCCACTGCCCACTCCTACAACCAGTATTCCCAGAGATACCATCAGAGAACAAACACTAA 
55 TGTCAACTGCCCAATTGAGTGCTTCATGCCTTTGGATGTACAGGCTGACAGAGAAGATTCCCGAGAGT 
AATATTTCCAACCCAGAGAAACAAGCGTGGATCTCTGCCAAGGTCCATCCAAACTGGAGTGGTGTTCG 
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CAGACCCCATGTTAGTGTGTTCCTTTCTTAAGCCCTTTGCTCTGGAGTAACTTCTCCAGCTTCAGCTCAA 

CTCACAGCTTCTCCAAGCATCACCCTGGGAGTGTTTTCAGACTTTTCTCATACATGGGAGCAGTA 

ATCTATTCTTCAAAATATTCCATGCCAATCAGTA 

TGGGATCCATAGGGAAGCACATGCCCCAACCAAGATCCAAAATGTCTTGAAATGATATTACCAAAATT 
5 TTAAGTAGGAAAAGNTACCTGAACACTTNTGCTTNCACTTAACTGACTGGGCCCGCAATANTGNANGA 
AACAGCATGNCCCTTTGNACTGGGGNATTCAAAAAAAAGC 
TCTAAGTAATTGGCCTAAAAAAAATCNTTT^ 
TTTTATTTGGGAAAAAAAAATTGGNNCTGGGAAAAANAC 
NAAACNGGGNCTAAAATAANGGGGGGGGGGAATAATTTTTTTAAACCCGG 

10 

NCNANATCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGGA 

GAAGGTCTTCCTTGCCCAGAAGATGATGATTGGTCGGTGCAACCGAGCTGGGAAGCCCGTCATCTGTG 

CCACACAGATGCTGGAGAGCATGATCAAGAAGCCTCGCCCTACCCGGGCGGAGGGCAGTGACGTGGC 

15 CAATGCCGTCTTGGATGGAGCCGACTGCATCATGCTGTCCGGAGAGACGGNCAAAGGGGACTACCCCC 
TGGAAGCTGTCCGCATGCAGCACCTGATTGCCCGNGAGGCANANGCTGCCGNCTACCATTTGCAATTG 
NTCGAGGAGCTNCGTCGCCTGNCACCCATTACCANCGACCCCACCGAANCTGCCGCTGTGGGGGCCGT 
GGAGGCGTCCTTNAAGTGCTGCAGTGGGGCCATAATCGTCCTCACCAAGTCTGGCAGGTCTGCACATC 
AGGTGGCCAGATACCGCCCCCGGGCCCCCATCATTGCTGTGACTCGGAATCACCAGACAAGCTCGCCA 

20 GGCCCACCTATACCGCGGCAATCTTCCCTGTGGTGTGTTAAGGGACCCANTGCANGAGGCCTGGGCTG 
AGGACGTGGGATCTTNCGNGGTGANCCNT^ 

ANAAAAGGAGAAAATNGGTCANTTTTTGCTNAACCGGGTGGGCGCCCCTC^ 
p ANACCCAATGCGGTGTAGTTTCCTTGTGCCCATGANGGGACTTCGAAGCCCCCTTTTTCCANGCCCCCT 
J\ NGTTNCCACCCCCTTTTTNCCCAAAAACANTTCCNTTAGGCCC 

,y 5 25 TTTGGGGGCTNGAATNGGGGGCANCCTGGTGGGGGTTGGGANCACCCNANGGAAANAANAANGAAA 
7\ TAACCTTCTTGTGGAAANCCN 



F ! TTNNAGCCTATANNGAGNTGTATNACAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 

+-30 GAAACTACACTTGGTTACCAGTTTGGGGTCGAGATGTCCTACGTCCCGGGCCAGCCGGTCACCGCCGT 

& GGTGCAAAGAGTTGAAATTCACAAGCTGCGTCAAGGTGANAAC 

s GCGGANTNGACCAGNATCCNTCCCAAANCCNTTTTTAAAAAAATAAAACAN^ 

C; ANNACGGNl^TCCAAAGGAGGCCNTGCGNAAATNGNTGGGNTGCAAATCGGGGACAAAGATCATGC 

U) AGGTNAACGGCTGGNACATGACNATGGTCACACATGACCAGGCCNGGAAGCGGCTCACCANGCNCTC 

f 35 NGAGGAGGTGGNGCGTCTNCTGGANACGCGNNNATCTCTGCAAANGGCCGNGCAACAGTCCATGCTG 

f r X TNCTANCANCTGCCAGGGGCCCCGGCTGTGCCTGCCCGCCNTTTGTACAGNGACACCANTTNCACGCT 

'Z~, NTGTCTGCCTCTCATCCTGGCTTCTGCTCATTGNTGGGCCCCCCNCTCAAAAGGGCAACACGGATCCCT 

h GCCCGGTCTGATCCCCTCTNCCCGTACTGCCCAGGTCTTGTGGCACCATNTCTCCCTCTNGGATGCTGA 

^ AGACTGGCAACAGGGCCTGGACCCGANTCACAATCANNCTGNAGTGACAATTTTGGGCCNCAAAANC 

40 TTGGTTGCTTGGCCAAAATTATTCCCCAGGTO 

TAAAAAACCCCNGGGGNTTGGCCCCTTGCCCTTTTTTTTAAANT^ 
NTTTTTCCTTTTTTTTCCCAAGAGGGGGACTTNTNTTCTTGGCAAAAAAAACT 



45 TTNANCAACAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
GAATTCGGCACGAGGAAATGCTGAGGTGTAGACTGACAGCTTTAACACTGCTGAATGCCAGGTTACAC 
AGTATTCTTACAAAAAGGGAAGTCAGCCAAAGACTGATCT^ 

GCACCAGTACTACTTTCCAAAATGATCAGCAGGTTAAACATGTTCAGCAAGGTATAGTGTGAATCCAT 
TAACCCTTCGTCGTCCAGGGTCCAGACCAGAACTACTTGTTAGTTTTGAAAATGGTAGCCCAGAATGT 
50 GGTTGTGTGCTTTATGGAAAGTCAGCAGTGGCTGCAG 

GGNAAAACACTTCTTCCTTGTNCATATCCCCACCAGGCTTTAATTNAAAAA 
ACCTNGGGTTNGGTTTGGTTTTNAATAAA 

TTAAAGNAATCCTAAATCTTTTTAACCTNACCNTANTTGCANTTN 
55 TTGGTGGGCCAGGGAATCCCCTTTTTTCCCCTTTTTGGAAAGGNCC 
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AATNCTTTGGNCCCCCCCTTTGGT^ 



CTNCCCC 

5 

NAAAAGCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCGGGCTGCAGGAATTCG 
GCACGAGGGTCTTTAAACCCTGCGTGGCAATCCCTGACGCACCGCCGTGATGCCCAGGGAAGACAGG 
GCGACCTGGAAGTCCAACTACTTCCTTAAGATCATCCAACTTCTGGATGATTATCCAAAATGCTTCA^ 
GTGGGAGCAGACAACGTGGGCTCCAAGCAGATGCAGCAGATCCGCATGTCCCTCCGCGGGAAGGCTG 
10 TGGTGCTGATGGGCAAGAACACGATGATGCGCAAGGCCATCCGAGGGCATCTGGAAAACAACCCGGC 
TCTGGAGAAACTGTTGCCTCACATCCGGGGGAATGTGGGCTTCGTGTTCACCAAGGAGGACCTCACTG 
AAATCAGGGACATGCTGCTGGCCAACAAGGTGCCAGTTGCCGCCCGTGCTGGTGCCATANCGCCGTGT 
GAANTCATTGTGCCAGCACANAACACTGGTCT^ 

GCATCACCACNAANATNTCCANGGGGCACAATTGAAATCCTGATGATGTGCAGCTGATTAAAACAGG 
15 AGACAAAGTTGGCGCCAGCGAAGCCCCCTTGNTGAACATGCTGAACATNTTCCCCTTTTT 
GGCATTCANCAGGGGTTNGACAATGGCAGCANT 

GGAAACTTTTGANTTCCCGNTTTCTGGGAGGGCGTNCCCNAATGTTGNCAACCG 

CTGGGTTTTTGGCTTGGGGGNNAAATTGANTAACNCCNTTTC 
20 CCT 



tnnanaaaagctggagctccaccgcggtggcggccgctctagaactagtggatcccccgggctgcag 
gaattcggcncgaggganagagagagagagagagagagagagagagagagagagaganagagngg 

25 gnggnncngncccnnncto 

agannactgtangnccnnggcacccgcacacgcatcntttgtagnattctttcttcgtaaccg™ 
aaccatnatnggacccattcagttcnctnactcntctccctaanaatcttctgctgncgacctagcatc 
nnccacnantaggcccctntnagcgtacnnacttctccctacgttattcttactactcc^ 
tatcgttggaaccttggggttacgnacacgcot 

30 catgcgnganctttngtttatcnnaccttnttttgtttaccm 

ccctaancttcnttgcgtnaattatnnacatacccgccnnnancnttgtggcntgac 
tgtttggnatnatccgtaataaattaccggaccggcctantactnnngctcctttccatc^ 
naccggannnncttttgncnnttntnto 
gaaggaggaaaancccttnttcttttgncctgcaccttttt^ 

35 aagtnttttnntttccaaaacct 

tgntnagtaaangngaaaaantttgncc^^ 

aaatnngaaaccctttntttgnncngggnnccaagggnaanggggncccccc 



40 TTNNNCAANGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAAGTGGATCCCCCGGGCTGCAG 
GNCNNAGTGCGGTGCGCGCCTGCGCTGGCCCTCGCCTCGGAGCAGCCATGATGGAAGGCCTGGACGA 
CGGCCCCGACTTCCTCTCTCAGGAGGACCGCGGACTTAAAGCAATAAATGTAGATCTTCAGAGTGATG 
CTGCTCTGCAGGTGGACATTTCTGATGCTCTGAGTGAGAGAGACAAAGTAAAATTCACTGTTCACACA 
AAGAGTTCATTGCCAAATTTTAAACAGAATGAGTTTTCTGTT 

45 CTTCACGATTCCTTCATTGAAAATGAAGACTATGCAGGTTACATTATCCCTCCAGCACCACCAAGACCT 
GATTTTGATGCCTCAAGGGAGAAACTACAGAAACTTGGAGAAGGAGAAGGGTCTATGACAAAGGAGG 
AATTCACGAAGATGANNCAGGAATTGCAAGCTCAGTACTTTGGCAATATTCAAGANGACGGTTGC^ 
GCATGAAGTGTTTCTGTGTTTTAGNG 

TTCCTGGAATATAATCAAGATTTGAGTGNGCGAAGGAAAAAAAAAAAAAAAAAACCTO 
50 GGCCCGGGCCCCCAATTNNCCCTT^ 
NNNNNNNNNNNNNN^ 
NNNNNNNNNNNNNNN^^ 
NNNNNNNN^ 
NNNNNNNNNNN 

55 
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NNGCNGNNCNNCCNTNCTCMN 

TTNATNANCNTCNCTNCWIGGGGNNNNNNGTANNGTCTNTNCNNT^ 

CNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGNTNCCAGGGAANCNCNGGTTATTT 
GNNTGTAAGNTCACCNNTGGGGANCAAGCTNANNTGGTGNNGANGGNCTGGTGCCTGGANCAAGTGN 

TTNTTNTTCCACNTNNTTNCOTATAAN^^ 

TGCATGCTGCTTGAGGATNAGTAGNATGTATGNAAATTNCAATNCTCTGTGACCACCCCTTGGTTCATG 

AACCATCAAGACAGGCCGAGATTCNTAGACCTAATGCATTGANNTGNGNCGTGTNGATGCATANTGC 

GACCTCCAGTGACACTTGNGCCTATTGACGACANTGTGNGCCTGAAANCAGAGTAACTNAAGGCTGG 

AGCNGGTCAGTGAGAGACATCCAAGTGCCCTNGGTGNANTAACCTTCGGGTAGNTGACNAANTCCGA 

TCCTNCCACCNTACTANAGGGNCAAGTCCTTTNGNNGATTTTGGAATGAATGCNTGGTGGNANNNCCG 

GGCNATTGNNGGANTGAGGGANGNCAATGNNTTGANNGGGGTGNAAANNNAAACCCGAANGGGNAA 

CACNAGCCTAGAGGGGGGNNCNNNAATNTTTTNGGGGGNAAACTTCAATGNNNCCAAAAAATTNAAC 

CCCTGNAAANTTM^GCTOCAAAAATTCTNTTANCAANTTNAANTTGTATTCNTANNAGGGTCTAGGN 

CNNGNTTTTWATNAAAANAANAANTTCGGG1WTGNGGTAACTTTTTGNTANAAAAANG 

GCCCANACCMWGCTGGGATThWTTTWANGAAAAAAATANNNCCGGNGGNTTTCNTNNNTATG 

CGGCTT^TTTTGCTATTNNNGANANTACTG^ 
AGGGNCTCCCnTTTTNNTCCANTTNCCCCCCTGTO 




GNCGNTGCCNAAAGTNNTCACACANNACAANAGAGATNTTCTCTNTGTGNGGGGGNGTNGTCNCCNN 
NNCTTACCTATNAATNGGCGCTNNTNNTTTNNNNNNANGNAGCCC^ 



GNTGNCTATNTCC 



CNCNATCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGGAAT 

TTCGGCACGAGGCGACCAGTGACTAGACTGAAAGAAACTCATCCTTTGGGAGTCATGGCAGCTGATGA 

AGATAACAAAGAACAAGTTCTTAAGGAATGTGAGCAAGCTGAAGAAATTATGAAAGATAAACAAAAC 

CAGAAATTAATTAGTGAAATTACAAAGGAAAATATTCAGTTAAAGGAGGAGATCAAAAAACTTGAAG 

CTGAGTTACAGGAGACCACCAGGACCTCCCAGATTAATGAGGATATTCCTGAAACAAAGATAAAGTTC 

ACATCTGTGGAGAATCCTGAGAGTGACAGCGAGTTTTTAGATATCTCCTATTCATGTCAAGTGAGCTCA 

AAAGTCCCTTATGAGCTGCAAAAAGGACAAGCACTTATTACCTTTGAAAAAGAAGAAGTTGCCCAAA 

ATGTGATCAGAATGGAATACCATCATGTGCAGGTACAGAATGAAAATGTGATGCTCACGGCCAACCCA 

GTTTCGTTAAATTCAGGAGTCAAATTCCAGGTTCACGTAGGAGTGTCTAAAATGAAAATCAACGTTAC 

CGACATTCCTGATGAACTGCTONAAAGTCAGATGAGAGACAAGCTANAATTGAGTTTCTTTTAAGTCT 

CCCAACGGAGGCGGANAAGTGGAGTACCGTGGAGTTTAACAAGCAGACCCNGAGCCGCCCTTTTTCCC 

TTTTNGGGAAAGGGGAATTTCTTGNNAAGAATTTTTGAAAATGGAAAGACTNTCCTNTTTTNTT 

TCAAAACCTGGCCATAAAGGTTCCNGGTTTOTCCCTACNCCNAAAACNNCCCTTTGGAAAANGTm 

GGGTTTTTTCNNGGAGTTTTNTAAAAAGGCCANNGTTTTTGGACTNGGACNTTAA 

CCNCCNGGTTNAAAAAAATTTTTAAANGGGTTTITTTNTNCNTNCCCTTTTNNNGGGGGG 



CAANANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCTCC 

AGCAAAGAAGATAAAGCCTCAGACCCCCAACACATTTCCTAAAAGGAAGAAGGGAGAACGAAGGGC 

ATCCTCCCCATTCCGAAGGATCAGGGAAGAGGAGATCGAGGTGGATGCTCGAGTGGCAGACAATTCCT 

TTGATGCCAAGCGGGGTGCAGCTGGAGACTGGGGGGAGCGAGCCAATCAGGTTCTGAAGTTCACCAA 

AGGCAAATCCTTCCGGCATGANAAAACCAAGAAGAAGCGGGGCAGCTACCGGGGAGGCTCCATCTNT 

GTCCAAGTCAACTCTGTTAAGTTTGACAGCGAGTGACCATGGGCCGTCTATGGCACAGCAAGGGTGTG 

CCCACTCAACGTCCTCAGTGGACCTGGGAATCCTAGGCTCTATCAGGGGAGGGTCTTGGTGAAGAGAG 

CAGTITANAATAGGTCTGAAGACTGCACTGTAACACCCTCTAAGGTCCTTTTTTGTGTTCGTGGTTTTG 

TACAGATTTGTTTTTTGAGTGTTGGGTAGCAAGGACAAAGAGTGTTCATTTTTAAGAACA 

GTCATTCCCCTCCATGTTCTGTGAAAGTCTTCATACTGAGAAATTTGGATATTTTCCTATTAAATCATTT 

CTTATTGAAAAAAAAAAAAAAAAAAACCNTCGGGGGGGGGGCCCCGGGNCCCCAAATTTNNCCCNTT 

T^GGhWGGGGGNNNTTAANNNNNNNNNC^ 

NNNNNNNNNNNW^^ 
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TTTGNAGGNCCNCNTAGNGGANGTTCGTCATTACAGTGGGNTGGACGNTTTANAACTAGGGGGCATCN 
CCNCGGNCTTGGAANGTAAACTTACACC 
5 NANNGGGGGCNTNTOATTNNTNNTNNTTCTA^^ 

CANNATNTNACNGGNCGGAAAGTANACTTNTATATNCNTGATGANCTCTTAACT^ 
NGTTATNNTGTGTTNC^^ 

ANCANTNAGTACCNCTGCGGGCTNCTNTTAANACTCGACCACGNGNGNAATNCNGNANAGTGNAGNN 

TCNTNTTGCTNAGAAAATTTTGCGTGNNGNCTTGNNAAGA^ 
10 AGAGCTGAAATCGGTTTGCNNGACANTAGACTCANTGTGTTNACTNNNOT 

NAAN1NINCGAGATTTNACACATNGG 

NGAACNACAGGGCNNATTANGCN^ 

NTNTAAANTANNTATNNTNGAANGTTGKNTCNCCTNGATT 

TNACAAGNNNNCNCTACCNTNNTTTTA 
1 5 TTTTTNCTTTATTTNGTO 

GTTNANNTNGGTTTNNNNGTTCGTGATCNTO 

AGT^ANNATNTACAOsTNATCCTTCTTTCCTCCTCNm 

AACANTTsHN'GNNTTTTTGGTNA 

GNTNNNNTANGAGGTANTGACAATAANOT 
20 NNTTTNTNNTNGGNNTTTNTTNTGN 

ATTCNNTCTGNTGNTANTATNANNNGGGNTTATGGGNCTCCCTTGGNGCNNANTGGGTATANTCNGN^ 

AANNNTTGCONrGNTGNTGGGNATO 

NTNGCCTACNAAGGGTGTNACNTTGNGNTATTNNANTTGTGANTCTTATATGNTO 

25 

TTTGNAGGNCCNCNTAGNGGANGTTCGTCATTACAGTGGGNTGGACGNTTTANAACTAGGGGGCATCN 

CCNCGGNCTTGGAANGTAAACTTACACCCNG 

NANNGGGGGCNTNTNATTNN^ 

CANNATNTNACNGGNCGGAAAGTANAC 
30 NGTTATNNTGTGTTNCTATNTNAAATTCATTANGCANNNAOT^ 

ANCANTNAGTACCNCTGCGGGCTNCTNTTAANACTCGACCACGNGNGNAATNCNGNANA 

TCNTNTTGCTNAGAAAATTTTGCGTGNNGNCTTGNNAAGAAT^ 

AGAGCTGAAATCGGTTTGCNNGACANTAGACTCANTGTGTTNACTNN>W 

NAANNNCGAGATTTNACACATNGGCTGCTTCGGNNAGGTAGGGTTGTNTTG 
35 NGAACNACAGGGCNNATTANGCNTTGGCN^ 

NTNTAAANTANNTATNNTNGAANGTTGNNTCNCCTNGAT^ 

TNACAAGNNNNCNCTACCNTNNTTTTAAACNTO 

TTTTTNCTTTATTTNGTTNGNN^ 

GTTNANNTNGGTTTNNNNGTTCGTGATCNTNTCNTO 
40 AGTNNANNATNTACAOWATCCTTCTTTCCTCCTCNT^ 

AACANTNNGNNTTTTTGGTO^ 

GNTNNNNTANGAGGTANTGACAATAANNTAATTTGTNTCACNATT 
NNTTTNTNNTNGGNNTTTNTTN 

ATTCNNTCTGNTGNTANTATNANNNGGGNTTATGGGNCTCCCTTGGNGCNNANTGGGTATANTCN 
45 AANNNTTGCCNGNTGNTGGGNATNTGTGTGCCGCCTAAGNGNCNTTTTNTACGACTN 
NTNGCCTACNAAGGGTGTNACNTTGNGNTATTNNANTTGTGANTCTTATATGNTNAN 



TTNAAAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 
50 AATTCGGCACGAGGTCCTNGTCGTNGCTGAACTTTCCGGAACCGCAGCTGCAGCCGCAATGGCCCCAC 
CCTGGGTGCCTGCCGTGGGCTTCACGCTGTTGCCCAGTCTGGGGGGCTTCCTGGGNGCCCAGAACACC 
CGAGGANANGGTTTCCANATGGTACGCCAGCCTGCAGAAGCCCCCGTGGCACCCGCCCCGCTGGATTC 
TGGCTCCCATCTGGGGCACACTCTACTCGGCCATGGGGTATGGTTCCTACATGATCNNNAAAGAGCNG 
NNGGGNTNTTTAANGGAAGCGNTGNTTNCNCTGGGCNTNTACGNTNl^ 
55 ATGGCCTCCCCTNTTCTTCGGCACTCGACAAATGGGCTTGGGCCTTGGTGGATCTCCTGCTGACTGGCG 
GCATGGAAGCAGCCACGGCCAATGGCCTGGCACCANGTGAGCCCGNCGGNTGCNTGCCTGCTGNACC 
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NGNACCTGGCCTGGCTGNCCTTTGCGGCCATGCTCAACTACCGAATGGGGNAAGACAACCAAGTCCGG 

AGGAATGGCCGGCGGNTTTTCGGAATGAAGAACCCCTTNCCCTTCCANGAATTGCAACCCGTTGNGGG 

TCAAGGCACTTGTTGGGGGGGGGGNCCCCAAGGCTTTCCGAANNCACCAAGGCCCGCCTTGTTTTGNT 

NTTAANCCCAGGGGGNGAACCANCAATTTCCAAAAGGGGCTTCCTTNTGAACTTGAACCCCCCAACCC 

CAAAAAAAAAGGGNNCTTGGGCCCTTTAANCCCTTGNTTNAAAANTTGGTTTTTNAAAAACATTGGAA 

ATTTTNTTTAACCCAAAANAAAAGTGTTTTTA 
GGGGGCCCCGGGNNCNCAAATTTTTCCT 



AAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCGGGCTGCAGGNANGA 

NNAACNNNGCCCTGCCCAAGAAACAAANGCANAATCGTCCCATTCCTCAATGGATTCGAATGAAAAC 

TGGCAATAAAATCAGGTACAACTCCAAGAGAAGACATTGGAGAAGAACCAAGCTGGGTCTATAAGAA 

GCATGCTGGGTCTATGAGAAGTGGTCTTAACATGTAGACCACTTTTTTAAGCAGCCAGATCACANTGA 

AACATCACTACTGTAATGCTCGGCCCATGATGTTATTTCCTCCTNTCAGGCTGAGACCCAGCATTAATA 

TAAACGGTNGCAAAAAAAAAAAAAAAACTNNGGGGGGGGGCNNGGACCCAGTTTNCCCCTNTGGGN 

NGTTGAAWCANTTGCNAAAGAAGCCTCNATAANNTCCTTNAAGANTACCNGGNGTCCNTCANNGGG 

GAACTTGGAGAACAAANANCNCAANGGGNNNTAGCNTTTTTGAACNGGGCTmGCNAACNAATTAAN 

CNCNTTCTTTGGTAATTTTAAAAACCANTNAATTTTTTTTNTTGGGGG 

GTTGGGNTGGNNNTGNNTGGACTTANCGGGGAAGGGATTGGTGTAACCCCCATATTTTGAATTTTTNT 
TTTAAGGGTTGGTTTCAAAAANAGGGAAAAAANGNGTTANCAAAAINT^TCNCCANNTTCCTTTTGGAN 

AAAAANCNCCCTTNNCNNNCNTAANCNGGN^ 
AAGGNTTTTAAACNTTTTTGGNCCCTGGNGGGGNAANT^^ 

TNGNTTNAANTTNNGGACCNNGNGGGCTTTGGTTTTTTNAAAAAAAACTTNTNCTTTC 



TNNNNAACAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 

GAATTCGGCACGAGGGGAGAATTCAAGTGTGATCCTCATGAGGCCACATGCTATGACGATGGGAAGA 

CTTACCACGTGGGAGAACAGTGGCAGAAGGAATATCTTGGTGCCATTTGCTCCTGCACATGCTTTGGA 

GGCCAGCGGGGCTGGCGCTGTGACAACTGCCGCAGACCTGGGGCTGAACCCGGTAACGAAGGCTCCA 

CTGCCCACTCCTACAACCAGTATTCCCAGAGATACCATCAGAGAACAAACACTAATGTCAACTGCCCA 

ATTGAGTGCTTCATGCCTTTGGATGTACAGGCTGACAGAGAAGATTCCCGAGAGTAATATTTCCAACC 

CAGAGAAACAAGCGTGGATCTCTGCCAAGGTCCATCCAAACTGGAGTGGTGTTCGCAGACCCCATGTT 

AGTGTGTTCCTTTCTTAAGCCCTTTGCTCTGGAGTAACTTCTCCAGCTTCAGCTCAACTCACAGCTTCTC 

CAAGCATCACCCTGGGAGTGTTTTCAGACTTTTCTCATACATGGGAGCAGTAGGTTATCTATTCTTCAA 

AATATTCCATGCCAATCAGTAATTTTAAAATGAAGTGATTCTAACTTGNGATTTGGATTGGGATCCATA 

GGGAAAGCACATGCNCCAACCAAGATACAAAATGTCITGGAAATGATATTACCCAAAATTTTAAGTAG 

GAAAGTTACCCTGGAACACNTTNTGNNTTTCACNTTAACTGGACTGGGCCCCGCAATATTGNANGGAA 

CCAGCATGGCCCTTTTGGACCTGGGGGAATTCAAAAAACAAGCCCCAGGNACTTCCNTTTTTTTCCAA 

AAGGAAATCTAAGGAATTGGCCTAAAAAAAAAATTTTTTTTNNTTACCCGGTAATTTA^ 

TTNCCCAANNTTTTTN 



TTNAACAANNCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGT 

TTGATCCCTGGGTCGGNAAGGTCCCCTGGAGAAGGAAATGGCAACCCACTCCAGTATTCATGCCTGGA 

AAATCCCATGGACCGAGGAGCCTGGTGGGCTACAGTCCATGGGATCACAAAGAGTCGGACATGACTG 

AGCGACrTCATTTCATTCATTCAAGCCGACCTTTGTTCCCCTTTGAAATCCCTTCAAGCTTT^ 

CTTGGTGGTAACAGCATTAGATTTTGGGATATCTTTCTCGGATC 

CATTAACAAAACGGATTCTTTAAAAGGAAAGAAATTAAGTCTACCTAATTCTGCTAGGCACTCGTGCT 
CCCTGTGTCAACCGTACTTTTATAACTATGGTAATGAAGTCAATAGATAGCAAACTAATTATTCCTTCC 
CCCTTGTAAAATTGAGAAAACTTGCTAACAAGGAACTGAAACTGTTATCTTGAACATAGTCCCCAGTC 
TAGTTTTTGCCATGACTATAATGAATATAGTC^^ 

AAGAATTCTCAGATCCCACAGTATAAANGGTGGAAAATTATGGTACCTTTTATGCTTGANAAAANGAA 
ANTNGGGGGGTTAAACCCATTTNAAAGNNNCATGNAATCATGGTTNGGAAAAGGCATTTGGANTNQ^ 
TTTGGAGTTATATATAGGAACCGGCAAGTTTTTGGAGTTGAATCCTTTTAAACATGCCGGACANAATA 
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aaaaaccttngttttgnnaaaannnggnccccccantt™ 
ccttttnaaaaccagnnnncccca 



5 NCAAAANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCG 
ACAGATAGCCGACTTCTGTGCTGTGCCAGCCGCATCCCTGAGACAAGATGGTGAAGGTCGGAGTGAAC 
GGATTCGGCCGCATCGGGCGCCTGGTCACCAGGGCTGCTTTTAATTCTGGCAAAGTGGACATCGTCGC 
CATCAATGACCCCTTCATTGACCTTCACTACATGGTCTACATGTTCCAGTATGATTCCACCCACGGCAA 
GTTCAACGGCACAGTCAAGGCAGAGAACGGGAAGCTCGTCATCAATGGAAAGGCCATCACCATCTTC 

10 CAGGAGCGAGATCCTGCCAACATCAAGTGGGGTGATGCTGGTGCTGAGTATGTGGTGGAGTCCACTGG 
GGTCTTCACTACCATGGAGAAGGCTGGGGCTCACTTGAAGGGTGGCGCCAAGAGGGTCATCATCTCTG 
CACCTTCTGCCGATGCCCCCATGTTTGTGATGGGCCGTGAACCACGAGAAGTATAACAACACCCTCAA 
GATTGTCAGCAATGCCTCCTGCACCACCAACTGCTTGGCCCCCCTGGCCAAGGTCATCCATGACCACTT 
TGGCATCGTGGAGGGACTTATGACCACTGTCCACGCCATCACTGCCACCCAGAAGACTGTGGATGGCC 

15 CCTTCCGGGAAGCTGTGGCGTGACGGCCGANGGGCTGCCCANAATATCATCCCTGCTTTCTACTGGCG 
CTTGCCCAAGGCCGTGGGGCAAGGTCATNCCTGAGCTCAACGGGAAGCTTACCTGGCATGGGCNTTCC 
GGGTCCCACTCCCNACGTGTTTGTTGNGGATCTGACCTTGCCGCCTGGGANAAACCTTGCCAGTNTGAT 
GANANCAAAAAAGGNGGNGAAAACAGGCGTCAAAGGGCCCTTTCAAGGGCATTNTAGGCTTC 
AGGANCAGGTTGTTTCTTGNAAATTNAAAAGNGACACNTCCTTT 

20 

ANCAANNNCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGC 
Q AAACTCCACCTGGACTACATCGGGCCTTGCAAATACATCCCCCCCTGCCTGGACTCCGAGCTGACTGA 
C) ATTCCCCTTGCGCATGCGGGACTGGCTTAAGAACGTCCTGGTCACGCTGTACGAGAGGGACGAGGACA 
0125 ACAACCTCCTGACCGAGAAGCAGAAGCTGCGAGTGAAAAAGATCCACGAGAATGAGAAGCGCCTGGA 
Ui GGCTGGCGACCATCCTGTGGAACTGCTGGCCCGGGACTTCGAGAAGAACTACAACATGTACATCTTCC 
m CTGTGCACTGGCAGTTCGGGCAGCTGGATCAGCACCCCATTGACGGGTACCTGTCTCACACCGAGCTG 

GCCCCACTGCGCGCCCCCCTTATCCCCATGGAACACTGCACCACCCGCTTTTTCGAGACCTGTGACCTG 
s ~ GACAACGACAAGTACATCGCCCTGGACGAAGTGGGCCGGCTGCTTCGGCATCAAGGAGAAGGACATC 
^1 30 GACAAGGACCTCGTGATCTAAAAGCCATGCCTCCTCCTGCAGAACCAGATTCTCTCTCTTTGACTTTCC 
^ CCTTCTGTTTTTCCCAATGTTTAAAATGGTTGGATGGGTTGTTGG 

TATAGACTTAAACGAATACCNTTAACCGGGGCT 
C NTTAAGTGNNAACTNAACTTTTTNCGGGCTTT^ 

GCCGGGGNGCCCCTTCCNCCCTTTGGNTTTNGGGGGGCNAATTGGGNGNGGAACACTTT^ 




GCCCTATANGGAGNNGNATNACAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAA 
40 TTCGNCACGAGGNTGNAATGTNCTNTNCNGACTGNNNGNCNCNCNCANGATANNNANGG 
NACCTNGTGGNGCTTTGGGCCCNNCTC^ 
NCAGGGCCTGGAANCCCTTGNTCCTATO^ 

GGAAAANGGANNGATNNACCCAGGGNGANNNCNGGAAATCAAANCTNANTGGAAAANCN 
NNNCCCAGGNGNGNAATTNNGCCTGNANACTGGNNGACCATGATGACNNTGAGGNTGTGGTO 

AAATATGTNNATTGNTGCCGTNCCCCC^^ 

(^ACCNTNCACANAGAGATTAACNNAAGNCTTANTGTCCCNANAAAANTGNTT^ 
CAAGGGTNCNTNCNNATNGACNATTTTTTCCCNAT^ 

CCTTCCTTTTCATCTTNGNCATNCCAGATANTACNTGGTGNGATGGGNCCCCCNTCTT^ 
50 NNTTTNGCANACCANGATCNGTN^ 

TNCTNGCNNAANATCNNNTNTNTNNAATO 
TTGGGCNATGTGTTTCTTNCCTGNCGACCN 
ACATCCNNCANNTNTNTTAATANNATNCNNTGTCCNANTTN 
CNNTCAATTCNTNCNTCCG 

55 
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TTNAGNCCTANNNTGNNTCNNTNTT^ 

AGGCAANCNGACACNAGGNNNTTCTGGGNCANTAGCAAAAGTATCCCTNTTTAGGGGNATNTNNATG 

GTNNGANTNGAANNGGTTNAAAACGATT^GAACGNCTTGNTCTAAAAGGCTNGGNN^ 

GAAAANNGACANANCCTANCITSfTTTTGNNTNGCTTAANCNAC^ 

NTTNANnSTTNCNCNCNAGGGNATNGNGNCANNNANNGTNCCNANAGNAANAGATCGGCATT^^ 

ANCNGNGNGANNGCGTCNATCCTATTTTTTGTGNNGGGCNAAATGGNGTGACAANNTAGN>^GGG^ 

NATGAANGGCCTCATTNATANNTNGGNANTCACAACAGGGGTA^^ 

NTNGCCCATNNTTGNNAAGNGTNTGCTCCAAAANANTTATAAAANNTN^TNACNACGCNCITTGNGC 

GAGNGTCCCCCCTTANTTNTOTNGTGTCNGGNNCTNTGCAACNCNCNNAAGTAANTAANNAAGANCTC 

TCATNIWTTAGNNNNCNANATTGNCATATNNTNNCTTNTNATCCCTAATCTCTATGN^ 

NTNCTCANNATTNTTTCCAACAATTCCNCTTTTTNTCNNTTANCTCNTCGNNANCCATNTNTNCNANA^ 

GTAGTCGNNGATNIWATTATTNCCGCNCI^ 

AANCNNTCNTTCATTTGACTCGCCTIWATN^ 

TOTATTCTCNTNTTTTOCGNCNATGGCTGCTCNAAANACCNTOTCTTTCTCNAATGACANNANTCGGNN 
NCANATTTNTATTAGGTNNNTTAC^CCTNGTNNCNCCTTTTTAATCTO 
GGATCGACNCTCGCTTTNNl^GNCAAATCCCNCTA^ 
NGTTNATNNNTATTNAGANNTCCCNNNACATNTNTNCNNCG 



TTNAGNCCTANNNTGNNTC^TNTNNAAANGNANNACNCTNTAGAACTAGTGGATCCCCCGGGCTGN 

AGGCAANO^GACACNAGG>mNTTCTGGGNCANTAGCAAAAGTATCCCIOTTTAGGGGNATNTNNATG 

GT^GANTNGAANNGGTTNAAAACGATNNGAACGNCTTGN^^ 

GAAAANNGACANANCCTANCTNTTTTGNNTNGCTTAANCNACNTNNTTTNAANCT 

NTTNANNTNCNCNCNAGGGNATNGNGNCAN^ 

NATGAANGGCCTCATTNATANNTNGGNANTC^ 

NTNGCCCATNNTTGNNAAGNGTNTGCTCCAAAANANTTATAAAANNTNNTO 

GAGNGTCCCCCCTTANTTNTNTNGTGTCNGGNNCTNTGCAACNCNCNNAAGTAANTAANNAAGANCTC 

TCATNNNTTAGNNNNCNANATTGNCATAT>n^TNNCTTNTNATCCCTAATCTCTATGN 

NTNCTCANNATTNTTTCCAACAATTCC^^ 

GTAGTCGNNGAT^MNATTATTNCCGCNCI>WGNNGATNNTA 
AANQsINTCNTTCATTTGACTCGCCTNNATNTNNTO 

TNTATTCTCNTOTTTTNCGNCNATGGCTGCTCNAAANACCNTNTCTTTCTCNAATGACANNANTCGGNN 
NCANATTTOTATTAGGTNNNTTACNCCTNGTNNCNCCinrm 
GGATCGAC^CTCGCTTTNNNNTGNCAAATC^ 
NGTTNATNNNTATTNAGANNTCCCNNNACATNTNTNCNNCG 



TNNNNAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 

AATTCGGCACGAGGCCCCTCCCCCCGAGCGCCGCTCTGGCCGCACTGCGCTCGCCCTGAGCTCCGGGC 

TCCTGCTAAGCCAGCGCCGCTGTCGCCTCCCTCCAGTCGCCATCATGATCATCTACCGGGACCTCATTA 

GCCATGACGAGATGTTCTCCGACATCTACAAGATCCGGGAGGTCGCGGACGGGCTGTGTCTGGAGGTG 

GAGGGGAAGATGGTCAGTAGGACAGAGGGTAACATCGATGACTCGCTCATTGGTGGAAATGCCTCCG 

CTGAAGGCCCCGAGGGCGAAGGTACCGAAAGCACAGTAATCACTGGGTGTCGATATTGTCATGAACC 

ATCACTTTGCAGGAAACCAGCTTTCACAAAAGAAGCCTACAAGAAGTACATCAAAGATTACATGAAGT 

CAATCAAAGGGAACTTTGAAGAACAGAGACCAGAAAGAGTAAAACCTTTATGACAGGGGCTTGCANA 

ACAAAATCAAGCCCATCCTTGTTAATTTCAAAAACTATCAGTTCITTATTGGTGAAAAACATGAATCCA 

GATGGCATGGTTGCTCTGCTGGACTACCGNGAGGATGGNGTAACCCCATATATGAATTTTNTTTAAGG 

ATGGGTTAAAAAATGGGAAAAATGTTAACCAAAGTTGGCAAGTTACNTTTGGAATCAAATCACCTTGT 

CGGCATAAACTGGCTNGGCTACTGGGTTTTCATTCCCCCCCACCACCAGGACTTTAAACAGAANGGGA 

ACTGGATGTCATTCTCGAGCTTTTTANTTTGGTTTGAACCGTTGANTTAATTTGGAGCGGGNGGCC 

GTTTTTTGANAAAAACGGGTCATGGGAGGGTGGCTTAAAAAANAAAACNCCTTTTAAACTTCNTTGGN 
AAAAAAAAAAAAAAA 
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AANAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATNCCCGGGCTGCAGGNANGA 

T(^ANCNNGTCCTGCCCAANAAACAAANGCNTAATCGGCCCATNGGTTAATGGATTCGNNATGAAAA 

CTGCCAGNTATAATCAGGTACAACTNCANGAGAAGACATTGGATAAAGAACCAAGCTGNNCTATNAT 

AAGCANGCTGGGTCTATGANANGTGGCCTTAACATGNAGACCACTTTTTTTAAGCANNCANATGACAT 

TGAAAACOTCACITACTGNNOTGCNTCGGCCCATGANGTTATTTCCITACTATO 

CCAATAAATNTAAANCCNNGGCAAAAAAAAAAAAAAAAANTCCNNGGGGGNCCCCTNNCNCANANA 

NTCCCTTAAAGTAAAATTGTTTANANAGANCANTCNATCTTGNNGCTTTTNTTTO 

CATNCANGNNTNNCCCCCOTTGGNGGNNTTTTTO 

CGNANTTNCTNTNNCNTATNCCANTT^^ 

TANAAANNCACACTNNGNNANCANTTTAT^ 

TTAACGNCAATATTNNNNTTNNNTCCC 

TNCCNNCNGAGANNNACTATTNTNNNTC^ 

TTTTNNTTCNGANGGANNCTTNNCNNCTCCTN^^ 

TCGCTNNCANACNNNCNNAGAGACTANCTTTTATC 

GNCTGNTTTNTCTACGNTNGAACNTCTCCNNCNTCCCNCG 



TTGNANACAATCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 

GAATTCGATATCAAGCTTNTCNNTACCGTNGACCTGGANGGGGGGCCCGGGTCNCAATTCGNCCTATA 

GNGNNNCGGANTACAGTGGGAACGGCGTCACAATGATGACTGGACGGCAGGGCCGAGCTACCTTCCA 

GTTCCTGCCTGATGAGGCCCGGAGCCTGCCGCCGCCGAAACTGACGGACCCGCGGCTGGCCTTCGTAG 

GCTTCTTGGGCTACTGCTCCGGCCTGATTGATAACGCGATCCGGCGGAGGCCGGTGCTGTTGGCCGGTT 

TGCATCGCCAGCTTCTATATATTACTTCCTTTGTTTTTTGTTGGATATTATTTm 

TATATGTATGCTTGTGAGGGACCACGATATGTTCTCATATATAAAGTCACCATNCAGAGGATTTTCCCT 

GAAAAAAGATAAGAAAAACTTACGGGGAAGNTTTTTGAAGAAATTCCATCCAGGGGCGTTGAAGTTC 

TTNCAAAATGGTTTTGCCTCCCGGTTTAATTGATACAAGTTA^ 

TTTCTTATGAACATCTTNAAAGTTTTATGTTTNANTTTTCTTTAACCGTTTAAACCCCCTTGNTGATTAA 

AAATTGGTCNATTNTAAAAAAAAAAAAAAAAAAAAAAC^TNTNNGGGGGGGGGGCCCNCNCNNCCC 

CNNTNTTTTTCCTNTTNTTTGGGANGCTCCNNNNNATCCNCTTN^ 

TTNCmTTTCTTNCNANCCNCNATNCNTCTTTGCTNTNTNCTNCN^ 

TTNTCNNTTNTACCNTNNNNATTNNTNNN^ 

TNATTCTNTCACTTTCTCCTTCTATCTNTCATC^ 

NTTNTCNATTNCTTNCCT 



TTGAGNCCATANGGAGNTGCANNNCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
GCTGNTGNGGNATNTGGAACANNTCGNTGTACTGAGGCNGCGGNCGCTGANGCCTCANGGAGGGCCT 
GAAGGGACCCCGGCAGCGCCCCCCGGAGTGATCCAGACACTTCCAANAAGGGGCCGNCGCCACCTGT 
GTATATNACCTCCTGGTACCACTGCTACACTTANCANCTTTT^ 

AAGCTGCCTGNNAATTGTCCTTTNGGGGCTGACGTCACNTGTANGGGCCNTGTGAGTGGGCCNNGGGG 

ACTGCAAGGCANGGCCCCCCTTNTGNTGNTNGNGGGCTCTGCTTGCTCATCCAGGCCTCTCCTGGGGG 

CCACCCAGNGCCGCCCANTCCAACTGCACCCACGCGCCCGTCCCCATGAGCGACACACACGGCTCAGC 

CTTTTTTTAATACNTGATCCTTTNNCGGCCACCTCGCTNTGGAGCCGNGTCTACCAGCAGNCTT 

TTNAACNCGCACCTTTCNTTTNTAACGCTTTAANNTTAATTGTGATTNCCATCTTGGAAAA 

ATAAAAGANNNGAAAAACCCAAAAAANAANAAAAAAAAATTTTGGNGGGGGGGGNACCCGATCCCC 

CNTTTGGCCCNTNAANGGGGGATNTCTTTNTANAAANTNGTAGGNAAANAANNTTNNGGNNN^ 

AAAACTTTTAAATNNGGNNGGNANTTNNNTANAAAATAATACCCNCACCTO 

AATTGGGAANAAATTGGGCAANACNCTTTTNNGNCNTTNGNCCCTTCGGAAANCNGAANTGNNACNN 

AATTTTAANNNTTNTTTANCGGNNNTTTTTNNTNNGANGGAACC^ 

TNTTTNCAAGNGNTNNTAGTTTTNTNGGNTAAAAAATN 



GCCTATCTGGAGCTNCACCGCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATT 
CGGCACGAGGCTTGGTGATAAGGCTCCACCAAAGCCTGTACCCAAGACTATTGACAACCAGCGAGTAT 
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ATGATGAAACCATAGTAGATCCTAATGATGAAGAGGTTGCTTATGATGAAGCTACAGATGAATTTGCT 
TCTTACTTCAACAGACAGACTTCTCCCAAGATTCTCATCACTACATCAGATAGACCTCATGGGAGAAC 
AGTACGACTCTGTGAACAGCTCTCTACAGTTATACCAAATTCGCATGTTTATTACAGAAGAGGACTGG 
CTCTGAAAAAAATTATTCCACAGTGCATC^ 
5 GTAAAATACCAAATGGATTAATTCTGAGTCACCTGCCCAACGGCCCAACTGCTCACTTTAAAATGAGC 
AGTGTTCGTTTGCGTAAAGAAATTAAGAAGAGGC^ 
TTGAACAATTTTACAACACGACTGGGTC 

CTCAGTTTATTGGAAGGCAGGTTGCCACATTCCACAATCAACGGGATTATATCTTC 
GATACATATTCAAGAGCGAAAAGAAAGTGGGAATTCAGGAACTTGGACCACGTTTTACCT^ 
10 AGATCTCTTCAGAAANGGAACCTTTGATTCTAAATATGGGAGAATATGAATGGGTCCATAAGCCCCCG 
GGGAAATGGGATCCAGTAGAAGAAAAATTCATTTTATNAANGGACTGGAGAAGGATGGTATTAAACT 
GGGCTGGAACCAGGCCTGGAGTTTTTGAAAACAAGANCTTNTCAAAAATGGNCGGTTACT^ 
TTAAACCGGCTTTTCTTTTCTGGACCAAAGGNGCAAGGGGCCTT^ 

15 

nncnatctggagctccaccgcgggggcggccgctctagaactagtggatcccccgggctgcaggaatt 
cggcacgaggatggcacgtccccagtgtggggatgtgccgtgcttcctgaattagtgtattgtaggag 
ttgctgccccattctgctcttc^ 

aaaacagcagggctggtatttgctgctgctttcccagggcagggtcccttcttttcggcactttt^ 
20 acttgcaagacacagccctgttatctaacgggtggcaggcatgtgtgtctgcactcgctctttgccact 

attttgccctgctccatgccanagagccctgtccctgccaggccctgccttcccagccccaacttggga 

ccaaagtgcaagacgggatcacaggttggggtgtccaagtgacccctttctataagtgcttccgtggg 
n ccaagtcgacaccagccccctancggngtgggatggncggngcttaaagaggaaggggaccagtgta 

gcaaccttgccagggaccccaccccctcccttacatccggaccctgtgcagtgggccgtggcgattctc 
',s25 caaaaggggccaaaagcctgggcttgctcngtattctctgctcccttgctcttatcnggtcnccatgca 
^ cacttctaagantgccaaattgctt^ 

anttttaaaaaaangttctnaatngggaaaaaattngng^^ 
'p' ggntcctttggcttntcgggggaaaaan^ 
m ttttcngnanggtncctaaaaccctgtccacccccctncnaaancct^ 



o gccctatntggagctncatnncngtggcggccgctctagaactagtggatcccccgggctgcaggaat 
tcggcacgaggggcagaaggttcgcgaggaggtggttaccgtgggcaattctgttgaccagggcctg 
5~ 35 agtcagcccacagatgactcctgcttcgacccctacacggtctcccattatgccattggagaggagtg 

ggagcgattgtctgattctggctttaaactctcgtgccagtgcttaagctttggcagtggtcatt^ 
^ atgcgattcatctaaatggtgccatgacaatggagtgaactacaagattggagagaagtgggatcgtc 
h agggagagaatggccagatgatganctgcacgtgtcttggaaatggaaaaggagaattcaagtgtga 
h tcctnatgaggccacgtgctatgacnatgggaagacttaccacgtgggagaacagtggcagaaggaa 
40 tatcttggtgccatttgctcctgcacatgctttggaggccancggggctggcgctgtgacaactgccgc 
anacctggggctgaacccggttacgaaggctccactgnccactcctacaaccagtntttcccagagat 
ncncatcanaggaacaaaacactaatgtcanctgcccaatntgantgcttcatgcctttgggatgtac 
agggctnacngagaagaattncccgagangttatttttttcncaa 
ntttcttgccanaggtnccantcccaaanctgggantgggggttnncactaccccccttgn™ 
45 ggngccctttctttnagcc^ 

nccaagntaggtn 



50 TTTNAGCCTATNTGGAGCTNCATNNCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
GAATTCGGCACGAGGCTGNATTGNC^^ 

ACATGGAAACCGGTGAGACCTGTGTATACCCNANTCANCCCANCGTGGCCCAAAAAANCTGGTNTNT 
NANCAANANCCCCANGGAAAANAGGCNCGTTTGGTNCGGCAANANCNTNACCGGNGNATTCCANTTC 
AANTATGGNGGCCAGGGGTCCAATCNTGCCAATGTGGCCATCCAGTTGANTTTCTTGCGCCTGATGTC 
55 CACCGAGGCCTCCCANAACATCACTTACCANTNGCAAGAACAGTGTGGCTCTANATGGACCAGCANA 
CTGGNAACCTCAANAAGGCNCTNCTTCTNCAGGNCTNNAANGATATCGATATCNGNGCCGAGGGCAA 
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CAGCCNTTTCATNTACAGTGTCANNTANTANGNGTGCANGANTCACACCGGACNNTGGGGCAANACA 
GTGATNANATACAACCACCCNCAAGANCTCCCTTNTTGCATCATTATATGATGNGCCCCCCTTTGGGA 
CGTTGGCCCCCCAACACCAAAGAAATTCTGCTTCCGACGTTGGCCCTTGCCTTGCTTTCTGGAAAACTT 
TCTTNCCACNACAANTGrTGrrTTCCTTCCCACNCCAANACCNTTTTTGCCTNNTNANTNTTGGNAAAC 

GTNG^NCNTTITNGAAAAATTTTT^ 

TTGACCAANTTGGTCCTTGAACAAAAAACCCAGGGGTTCNNTCCTTNCTTAACAAAAAAAAAAAAAA 
AANCTTNGGGGGGGGGGCCCCCCCCNCCCCN 

TTTNAGCCTATNTGGAGCTNCATNNCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 

GAATTCGGCACGAGGCTGNATTGNCCCTANNCANGGCTGCTNCNNGGATGNCATTAAGGTNTTCTGCA 

ACATGGAAACCGGTGAGACCTGTGTATACCCNANTCANCCCANCGTGGCCCAAAAAANCTGGTNTNT 

NANCAANANCCCCANGGAAAANAGGCNCGTTTGGTNCGGCAANANCNTNACCGGNGNATTCCANTTC 

AANTATGGNGGCCAGGGGTCCAATCNTGCCAATGTGGCCATCCAGTTGANTTTCTTGCGCCTGATGTC 

CACCGAGGCCTCCCANAACATCACTTACCANTNGCAAGAACAGTGTGGCTCTANATGGACCAGCANA 

CTGGNAACCTCAANAAGGCNCTNCTTCTNCAGGNCTNNAANGATATCGATATCNGNGCCGAGGGCAA 

CAGCCNTTTCATNTACAGTGTCANNTANTANGNGTGCANGANTCACACCGGACNNTGGGGCAANACA 

GTGATNANATACAACCACCCNCAAGANCTCCCTTNTTGCATCATTATATGATGNGCCCCCCTTTGGGA 

CGTTGGCCCCCCAACACCAAAGAAATTCTGCTTCCGACGTTGGCCCTTGCCTTGCTTTCTGGAAAACTT 

TCTTNCCACNACAANTGTTGTTTTCCnTC 

AAGAACAAACCCCCCCTTGCTTGGCCCCCCCCCGNAACNGCCCAAAAGGNTGGGAAAACTTTTTTNTC 
GTNGGNCNTTTNGAAAAATTTTTTTTTTTl^ 

TTGACCAANTTGGTCCTTGAACAAAAAACCCAGGGGTTCNNTCCTTNCTTAACAAAAAAAAAAAAAA 
AANCTTNGGGGGGGGGGCCCCCCCCNCCCCN 

TTGANAANAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 

AATTCGGCACGAGGCCCNTCCCCCCGAGCGCCGCTCTGGCCGCACTGCGCTCGCCCTGAGCTCCGGGC 

TCCTGCTNAGCCAGCGCCGCTGTCNCCTCCCTCCAGTNGCCATNATGATCATNTACCGGGACCTCATTA 

GCCATGACNAGATGTTCTCCGACATCTACAANATCCGGGAGGTCACGGACGGGCTGTGTCTGGAGGTG 

GAGGGGAAGATGGTCAGTANGACAGAGGGTAACATCNATGACTCNNTCATTGGNGGAAATGCCTCCG 

CTGAANGCCCNGANGGCGAAGGTACCGAANGCACANNNNTCNCTGGTGNCANTATTGTCNTGAACCA 

TNACTTGCANGAAACCAGCTTCACAAAAGAAGCCTACAAGAAGTNCATNNAAGATTACATGAAGTCA 

ATNAAAGGGAAACTTGAAGAACAGAGACCAGAAAGAGTAAAACCTTTTATGACAGGGGCTGCATAAC 

AAATCAAGCACATCCTTGCTAATTTCAAAAACTATCAGTTCTTTATTGGTGAAAACNTGAATCCANATG 

GCATGGTTGCTCTGNTGGACTACCGGGAGGATGGTGNAACCCCATATATGATTTTCTTTAAGGATGGG 

TTAGAGATGGNAAAATGGTAACAANAGTTGGCAGTTACTTTGGATCAAATCACCCGTCGGCATAACTG 

ACTGGGTACTGGTTTTTGGTTCCCCCAGCACCCGGGGTTAGGCGGAATGGGACTGNTGNNAAANTNGG 

GCTTTTTTNTTTTGGTTTTGAACGGTNNAATTTATTTGGGNGCCGGNGGC 

NNGCCNTGGANGGGTNGGCCAAAAAAAAAAACCCCGNTTGAAACTTATTTGGCAAAAANAAAAAAA 
AAT 



TTGAANAACAANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCA 

GGNTGGGCTCAACCTGGCNTCTGGAGTTTAGTCCCCGCNCTGCTGTGNGCGNAGCTGNTGTCTGCTTNT 

AGGGNCGCAGNGACTGCTGTCGCATCGGGATCTTGATCGTGATGGGTACAAAGGCGAAAGTCGGCAG 

TACAGAGTTGCTTCTCTTCACGTCGATGATCCTGTGCTCCCTGGCATTGGGCAGGGGTGCGGTGCAAAC 

CTATGAACCGGTAGTCAGAGTNCCTGAGAATAACCCTGCCAAGCTGTCCTGCTCCTACTCGGGCTTCTC 

CTCGCCACGTGTGGAGTGGAAGTTTACCCATGGNGATATCAGAGGTCTCGTTTGCTATAACAACAAAA 

TCACTGCTTCCTATGAGAACCGAGTGACCTTCTCGGATACTGGCATNACCTTCCATTCTGTGACCCGGA 

NAGACACGGNNATGNATACCTTGTATGGNCTCTGATGAGGGCGGCAATACCTACGGGGAGGTCACCG 

TCCAGCTCATCGTGCTCGTGCCTCCATCCCAAGCCTACAATCAACGTCCCCTTCTNTGTTACCATTGGA 

ACCCCGAACTGTGCTGACCTGGTTNANAAAAGAAATGGCCTTCCCCCCCCATCTGAATACAAGTGGGT 

TCAAGGGATTGGAGTTAAAAAATGCCTTTTGGGAACCCCAANANNCAAACCGNGGCCTTTTNAGCNA 

AACTCTTTTCTTACACCCTTGAAACCAAAAAAAANANGGGGAAGTTGAATCTTTTGATCCCCGNGTCN 
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GGCCTTTTGACACTTGGGAANAATTCACCCTGG 

NNGAAATTCNAAAACNCCCGGGGCCCCAATGGGANTC 

AATCNNGGGCCANACCTTTNTTTTTGGAAANACNTTNAm 

5 

TTTGANAAANTNNNNNTGGGGCNNNNW 

NACGGGCTGCTATGNAATCCTTAACNNTNNTACCTTTTCTCCTCATTO 
GGGGNCTTTTNTNAANNTGACT^ 
ACCTTTATNl^CACTCANT^ 
1 0 TNTNTTCNTTTNNCATTNCGT 

CGACANNCTNTTNTNCACGTNANCACATGNTN^ 

NNAGCCNNNNANANCNNTC 

GTNTCTTTACNTCACATGANAN^ 

NTCATCNNNNGATATNNTNTNTCNNCTNACNCNCNCNANTCTCAN^ 
1 5 CTOACCTG^ATCNTNANNTTCGCNCNANCCTTCNNAATNNTO 
NNTNACCGTNCTNNACCTTAANATTCNTNTTTNTOT 
NACTCNGGCTANATCC^NNNTANATTCTANTCCANTNN^ 
NTCNACmCTATATNTGNT^ 

TACCTACNANTCAGTATCNGTAGCCNTCTTANNTNNTAANNTCTACNGATNTGGAN^ 
20 CNCGTCNNCCNNGATTNTACAAGATTCNNCTACTCCNCTAACNATNN^ 

NCNACNNT^CTNTCCAATTACTT^TNTAATCNCCCNTTO 

NNTCCANCCCNTACNTATNTAATGANNCTNNTNTNGANTTNTATTA 

TNGAGCNATTATCTNGCACTACGNCNAAGTTAIlSrNACNNNCTO 

ANCTACNCNNTATCTNCNCNCNTTCNTCTNNCTAAGTANNNTGGANNTACTANTAT^ 
25 C1WTATNTACACTCACTGGA 

NCGCCCCATCTAATTACCANNCTCCTCTCCANCGNNCGTNNGNANCACACANAACATCTACGCN 



GCCTATAGGGAGNNGCATTACAGGGGNCGGCCGNTCTANAACTAGTGGATCCCCCGGGCTGCAGGAT 
30 TCTGCCCGTAATGACTGTGGTGCTGCCAGAGGGATTTTTTTCCCCCTTTCAA^ 

TGGATAAGCAGTTGAGTTTACATTAAAACAATGAAATGCTATATCTTGTCTATATTCTGCCTOT 
ATTGGATGTTTTTTTTTTTTGG 

GAAANGGGNTAAAAAAAAACCGNCNNNCTTTNAAANCCCCNGGGGNACCCNGGGGG 
NNGGGGTGCCNNAAANCNGNN^^ 
35 AANGGNNGGGNNGNACCAAANCNTTOCNNGTGGCAANGGNTNNNTT 

TAANATANGNANCCCNNGCNTANCCNNNGNCCCTAANTAAAANNGGGCCCGGGTNGNACCNm 
GAAAAGNAANGGNACCCCNNCTTNCNANTTTTTT1W 



ATTTCOSTCCCTTGNCCCNNANANTO^ 
40 TAAANCCAAANGGGAAAAAANGGCNCGNCTCKGGGTTTTNNAACCC 

NTGCGGNGGGTNCCCTOCGGAAAAAATTNGGGGTTNNNCCCCCCCNCCCCT 



CCCTNAANAAAAAAATANNTTCCCCAAAACNTGCCCCNGNGGNAAAANNTNGNCNNANCA 
TTNACC 



45 



TGAGCCTANTGGAGNNGCATNNCAGGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGA 
ATTCGGCACNAGGNTCCAGCGTGCCTGCTCCTCAGCCATGGNGCCCTCCAGGAAGTTCTTCGTTGGGG 
GGAACTGGAANATGAACGGGAGGAAGAACAATCTGGGGGAACTCATCAACACTCTGAACGCGGCCAA 

50 GGTGCCAGCCGACACCGAGGTGGTTTGCGCACCCCCCACCGTCTACATTGACTTCGCCCGGCAGAAGC 
TAGATCCCAAGATTGCCGTGGCTGCGCANAACTGTTACAAAGTGGCCAATGGGGCCTTTACGGGGGAG 
ATCAACCCTGGCATGATCAAAGATCTTGGAGCCACGTGGGTANTCCTGGGGCACTCCGAGAGAAGGC 
ATGTCTTTGNGGAGTCAGATGANCTGATTGGGCAGAAAGTGGCCCATGCCCTTGGCANAGGGACTTTG 
GAGTNGATTGCCTGCATTGGGGAGAAGTTACATGAGACGGAAGCTTGGCATCACGGANAAGGTCCGT 

55 TTTCCGAGCAAACCAAGGTCATCGCANATAACNTTGAAGGATTGGNAAGCAAGGGTTGTCTTO 

ATTGAGCCCTGTGTGGGCCATNGGTCCTGGCAANGACGNGCNACCCCCGTACCAGGGCCCAGGAANG 
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TCACNGAAAANNCTCCCGGGGATGGNTTAAAGTCCAACNTTCTNNTNATGCNNTGGGCTNANA 
CCCCCATTCNTTTTATTGGGGNTTCTNGTNANCGGNNNCAACCCTGCAAT^ 
CCCNTGGATGTGGGATOGCCTTTTCTTTNTO 
GACNNCNNNCAAATCCCNAAACANTAAN^ 
5 GCCTTNTNATCNTTONNT^ 
NGTTTCNCTNACCCNCN 



10 



15 



20 



NAAAAGCTGGAGCTCCACCGCGNGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGATT 



GGATAAGCAGTTGAGTTTACATTAAAACAATGAAATGCTATATCTTGGCTATATTCTGCCTCTTCCA^ 

TTGGATGNTTTTTTTTTTTO 

NNAANGGGGTNAAAAAAAANCN^ 

NTGGGGTNNC^AAAGNCGNNCCCAACNGAAGGNNCTNANCNNANCANACCNTO^ 

NAAGGNTGGGGNGNANCAAAACCTTTCNNN 

TAAAANNGNANCCCNNGCNTAACCNNNGTCCCNNAATA 

AAAAGNAANGGNANCCCNNCNTTCCANTTTTTTTN 

TTTTNACAGGGGGGGTGGAAAACTTTTTGAAANNNGGGGTNCCACN 

CCCCTTGCCCCAAAANNTTNTTCCNNATTNGGGAAAAANTAAGGGGN 



GGGGGGTNCCCCNCNGCNNAAAATTTTGNGTTTTNTNCCCCCCCCCCC 
NNNNTNTTTTTTTC^ 



25 TTNAGNNTATCTGGAGCTCCANCNCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 
ANTTCGGCACGAGGCTTCAGCGTGCCTGCTCCTCAGCCATGGCGCCCTCCAGGAAGTTCTTCGTTGGG 
GGGAACTGGAANATGAACGGGAGGAANAACAATCTGGGGGAACTCATCANCACTNTGAACNCGGCCA 
AGGTGCCAGCCNACNCC^AGGNGGTTNGCCCNCCCCCCACCGCNTACNTTGACTTCGCCCGGCAAAAN 
CTAAATCCCAAAATNGCCGNGGNTGCCCAAAANTGTTNCAAANNGGCCANNGGGGCCT^ 

30 AAATCACCCTTGGCNTGATCAAAGATCTTGGAGCCACTGTGGGTAGTCCTGGGGCACTCCGAGANAAN 
GCATGTNTTTGGGGAGNCANANGANCTGATTGCGCAAAAAGTGGCCNATGCNCTGACAGAGGCACTN 
GGAGNGATNGCCTGCATTGGNGAAAATTTATNTGAGNGGGANTCTGGNATCACGGA 
GACANACCAGGGTATCCATATNACGTGAATTATTGGAACANGGTTNTTTTGCCTATGACCCTGTGTG 
NCCATTGGTCTGGNAAGAACGGCACCCCGCAAGGGCCNAAGGAAGTNCACAAAAAGCTTCGGGGGAT 

35 GGCTTAACCACCACCTTTTNTGATGC 

ACGGNGGCCCACCCTTGGAAGGGAGCTTGGCCCNCCCNCCCGGGGGGGGGNTGGTCTTTTNTTGGGGG 
GNGGGTTGCCTTCCCTTCAAAGCCTTGIWTTTGGNTNN^ 

NTTNTT 

40 

TTNAGNNTATCTGGAGCTCCANCNCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 
ANTTCGGCACGAGGCTTCAGCGTGCCTGCTCCTCAGCCATGGCGCCCTCCAGGAAGTTCTTCGTTGGG 
GGGAACTGGAANATGAACGGGAGGAANAACAATCTGGGGGAACTCATCANCACTNTGAACNCGGCCA 
45 AGGTGCCAGCCNACNCCNAGGNGGTTNGCCCNCCCCCCACCGCNTACNTTGACTTCGCCCGGCAAAAN 
CTAAATCCCAAAATNGCCGNGGNTGCCCAAAANTGTTNCAAANNGGCCAl^ 

AAATCACCCTTGGCNTGATCAAAGATCTTGGAGCCACTGTGGGTAGTCCTGGGGCACTCCGAGANAAN 
GCATGTNTTTGGGGAGNCANANGANCTGATTGCGCAAAAAGTGGCCNATGCNCTGACAGAGGCACTN 
GGAGNGATNGCCTGCATTGGNGAAAATTTATNTGAGNGGGANT^ 
50 GACANACCAGGGTATCCATATNACGTGAATTATTGGAACANGGTTKTTTTGCCTATGACCCTGTG 

NCCATTGGTCTGGNAAGAACGGCACCCCGCAAGGGCCNAAGGAAGTNCACAAAAAGCTTCGGGGGAT 
GGCTTAACCACCACCTTTTNTGATGCGGGGGATAAAAACCCC^ 

ACGGNGGCCCACCCTTGGAAGGGAGCTTGGCCCNCCCNCCCGGGGGGGGGNTGGTCTTTTNTTGGGGG 
GNGGGTTGCCTTCCCTTCAAAGCCTTGNNTTTGGN^ 
55 CCCTGGTTTTTTTTTTAACTAN 
NTTNTT 
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TTNANAANNTCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 

AATTCGGCACGAGGGCCGAGAAGGCAACATGGGTCACCAGCAGCTCTACTGGAGCCATCCGAGAAAA 
5 TTCGGCCAGGGTTCTCGCTCTTGCCGGGTCTGCTCCAACCGGCACGGTCTGATCCGGAAATACGGCCTC 

AATATGTGCCGCCAGTGTTTCCGCCAGTATGCGAAGGACATCGGCTTCATTAAGTTGGACTAACCAAA 

CTTCCTTAGATGGCTCATCCAGCACATCAACCTTAGGCGGAAACAATACTAGCTCTTTGTATATAAAAT 

AAAAGTTTTCAAAACTTCAAAAAAAAAAAAAAAAAAA 

CNANTTCCCNTNNNGGGGGGGNTNAA^ 
10 NNNN>OnINNNNNNN^ 

NNNNNNNNN 

NNNNNNNNNNNNNNN^ 

NNNNNNNNNNM^^ 

NNNNNNNNNNNN^^ 
15 NNNNNNNNNNNNN^^ 

NNNNNNNNNNNNNN^ 

NNNNNNNNNN^ 

CN 

20 

AACAAANCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATT 

CGGCACGAGGGCCGAGAAGGCAACATGGGTCACCAGCAGCTCTACTGGAGCCATCCGAGAAAATTCG 

GCCAGGGTTCTCGCTCTTGCCGGGTCTGCTCCAACCGGCACGGTCTGATCCGGAAATACGGCCTCAAT 

ATGTGCCGCCAGTGTTTCCGCCAGTATGCGAAGGACATCGGCTTCATTAAGTTGGACTAACCAAACTT 
25 CCTTAGATGGCTCATCCAGCACATCAACCTTAGGCGGAAACAATACTAGCTCTTTGTATATAAAATAA 

AAGTTTTCAAAACTTCAAAAAAAAAAAAA^^ 

ANTTCCCCNTh^GGGGGGNGGNNAAAAAANNNNN^ 

NNNNNNNNNNNNNNIS^ 

NNNNNNNNNNNNNNNNNNN^ 
30 NNNNNNNN^JNNNNN^ 

NNNNKNNNNlSnSn^ 

NNNNNNNNNNNN^ 

NNNNNM^MNNNNNNN^ 

NNNNNNNNN^ 
35 NNNNNNNNNNN^ 

NNNNNNNNNNC 



TNNANAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 

40 GNGNNAAGGNTGAGNNNCCNNA^ 

ANAANGCTAAAAAGGTGNACANGGTAGAAGCAATGTTAAGAAGGGGAAGCCNCACTGCAGCCGAAA 
TCCTGTCCTGGTCACAGGAATTGGCANATATTCCCGATCAACCATGTACTCCAGANNGGCCTTGNACA 
ACATAANGTATTCANCNNCTAAATCCNGGGTCAAAAAGAAAANGAANGTTCGNGTTCTTGCTACTGTC 
ACAAANCCANTTGGAGGNGACNNNAATGGNGGTACCCCACTGGTCAAACTTCGNANAANGCCTAGGT 

45 ATTACCCTACTNANNATGTGCCTCGAAAACTGTTGAGTCATGGCNAAAAACCNTNCATTAAGCATGTN 
AGGAATCTGCGTGCCAGCATCACTCCTGGNACCATNCTGANCNTCCTTACTGGGCGCNANATANGCAA 
GAGGGTCGT^TCCTGAACCGGCTGNGCAGTGGCTTGCTACTNGCGACTGGGCCTCTATCCCTTAATA 
NAAGTTCCTCTGCGTAGAACACACCANANNTTTGGCATTGCCACCTCCCCCAANATCGATNTCAGNGN 
TGTNAAAAATCCCAGAACATTTCACTTC 

50 AANACCGGGGAGGGCGNAAATCTTGGNCCCCGAGGAGAGANATTTTCCACNTTCCCCGNNCCCCCNC 
CANGGGGGGATCNCAAAAAGCTGGGGANCCCAANAAANTTTTGCGNAAAAANCNAAAGGTGGCCCT^ 
NNCTTTCANGGGGTTACCTTCGGGTNCC 
AAAAATTTGGTTTTNAAAACTTTTT 

55 
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TTGANACNATCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 
AATTCNGNNCGAGGCTCCNNNTNCTTTGNTGNNNNAACC^ 

ANTGCTAGAACAGCGGGGAAAGNGATNCTTCTCNTNAGCCAGANGGTGCTGTGNNCCTCCTATGATCT 
GTGNAGAGGACTANGCGTATATNTCTANATTACACATGTGGNCTAAAGATGCCNTTACTNNNACATCC 
5 TTTTNTGGGCTNACTCCACCNNCCACTGCGATAACCTANTTTCAGCCGNACCACACNGNCTO 
ACCATGATNGNGACGTNACON[NTGGCACCCN^ 

NNTTGAAGAAGGCCNCCCAANANNGCTNAACCATNACACNNAACNNTTCNA 

CTGTATGANCCAATGANTGCTGGGNCCATGNTAGCTNTGNNGNCTGGGCGCAGGNNATGCCAGAGGA 

NTGTTTTCCNGGCACCCTTAQSFCTCCTGNCTACTTNTTNN 
1 0 TGCGTTGAACCGCATGAAAAANTTN^ 

GATTNCCCTAGCTTTCAGAACTGGACCCTTTNTTTAAAAA^ 

TTGNCCCCAGGGNGGGGGAAAAAATNTTTCT^^ 

TTTTTTCAAAGGGAAAANGATTTTTAANCN^ 

AAAAAAAANAGGAGTNCCCTN^^ 
15 AAAAAAAAAAAANT 



GCCTATANGGAGNNGNATNACAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGGAG 
AAAGAGCTCGGGGAGTCGGAGCGCTCGGAGTTTGCCACTTATCGGTCATCCTTGGTGTCCGCAGCACT 

20 CTCTCCCTCTCTCTAGGGCGGCGACCTCCGGCGGCCGGAAAGTCACCATGTCCATCCTGAAGGTCCAC 
GCCAGAGAGATCTTTGACTCTCGTGGGAATCCCACCGTTGAGGTTGATCTCTTCACCGCGAAAGGTCTC 
TTCAGAGCTGCTGTGCCCAGTGGCGCTTCAACTGGAATCTATGAGGCCCTGGAGCTCCGGGACAATGA 
TAAGACGCGCTACATGGGGAAAGGTGTCTCAAAGGCTGTTGAGCACATCAATAAAACTATTGCGCCTG 
CCCTGGTTAGCAAGAAGCTGAACGTCGTGGAGCAGGAGAAGATCGACAAGCTGATGATAGAGATGGA 

25 TGGCACAGAAAATAAGTCCAAGTTTGGTGCGAACGCCATCCTGGGCGTGTCCCTGGCTGTCTGCAAGG 
CTGGTGCTGTGGAGAAGGGGGTGCCCCTCTACCGCCACATCGCCGACTTGGCTGGCAATGCTGAGGTC 
ATCCTGCCAGTTCCGGCTTTCAATGTCATCAACGGTGGCTCTCATGCTGGCAACAAGCTGGCCATGCAG 
GAGTTTATGATCCTTNCTGTTGGGGCCGAAAACTTC 

CCACAACCTGAAGAATGTCATCAAGGAAGAAATATGGGAAGGATGCCCCAACCGTGGGANATGAAGG 
30 CCGGCTTTGNCCCCAACATCCTGGAAAACAAAAAAAGCCCCTGGAGCTTGCTGAANAANGGCCTTNG 
GCAANGGNTGGCTACCAGNGAACAAGGTCNTNATTNGGCATGGACCTAACTTGCCCTTGAAATTCTAC 
AGGGTCGGGCAAGTATGAACCTNGGACTTTAANTCCCCCATGAACCCCT 



35 ANCNNNATCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGNT 
TTTTTCCNCANNAGCNCAGACTTTATTTAAGAAGTCCTTGAG 

TACAGATNACAGAAGCTTAACCCCTGAGTGTAAGAAGCACTNTACGGGTAAAAGCNGGTGGGAGCAG 
AGGACACAANGGTGGNTGGCTNGNTATTTACTGGCTTTANAAAGCAGAGAGCCCAGATCCCAGCTAG 
AACATCCCAGTACTGGNTATAGATTCTTTACAAAGGTGTGATACCCTCCTCATGAGCTCTTCTTGAATG 
40 GATACTTCTTCCGAAAAATNATCATTGACNTCCAACACGAGCACTGGAATGTTCAGCAGACCTCAGAG 
TGGAGCGGGGNTGTCTTGTGGACAAGCCAGGCTTNGNGTNGACCATGAAGCTGNTNCAGATAGGCCA 
GCTCAACTTNTNTCTCCTCTNGCCGGACCNTCCGOT 

ACCGAGAGNCTTCGGGGGACCACGCCCCGCGTGTAAACCNCCTGGAAAGGGGGCACACCCTCNANTA 

AAGCGCTGAACCATGAACCTTCGAAGGTGCGCACAGCAACCCTAANATAGAGGCCGGNCATGGGGCC 
45 TNCTACCCACGAATTCACGCCNGGGGTGACTTTC 

GNNTAAACCCTTCCGGGGGGGGGGCCCGGNNCCCCAATT^ 

AAlSnSfNNNNNNNNNNNN^ 

NNNNNNNNNNNW 

NNNNNNNNNNNNNNN^ 
50 NNC 



GCCCTATCTGGAGCTNCANCNCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAAT 
TCGGCACGAGGAATCCCTGGGCAGGGGAACTAAGACCCCACCCCGCAAGCCGCGTGGCAGGGCCAAA 
55 AACAACAAAAAAGAGTTGGTGGTAAGGGCGTGTGTCAGGTTGTTAGTGGGCTGCCAAGGCAGTACTC 
GCTGAACCAACAAATCCCACTGCTTTTTCCTCCTGTAATCTTTCTTTTT 
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TTTACATACCTACAATTCACCAATTTAAATTATACAATCCCGTGTAAAGTTCACAAGGNTGGTGTGATC 

TTANAATACTTTTTCATCACCCCAGACAGAAACCTTGTGCCCATTANCAGACACTCTCCACATCCCCCC 

AACCCCTNTAGCirTTGGCAACTGNTAATCACTTCCTGCCTCTGTGGATCTGCTTTGGAGATTTCATAT 

AAATGGAATCATAGAACATGCGACCTTTTTGTGGCTGGCTTCTTCTTCCATTCAGCATAGTGTCTCCAA 

GATAAACCTCCAAGATAAGCTCAAATCAGCACTTAATCCCTCCTTATGGCCAAGTCGTTTTCCACTGTG 

TGAGTGTGCTACATCCACTCGTTCTTCATCCATCAGTTAGCATTTGGGTTGTNTCCACTTTCTTGGGTCT 

TATGAATAGGGGTNATTACCATTCAGCCACAATTTTTTGTATAGGGNGTTATATTTTTCAAGNTCCTCT 

TGGGGTATACATACCCTAGGNAGNGGAGAATTNGCCCGGNTTNTATAAAGNCCAGNGGTTTAAACTNT 

TCCANGGGANGCTGGCCCAAAACAACTTTTTTCCANNTC^ 

ACCAANNGGNGGGGGTGGGGGGTTTTAAGTTTTrTTTCCGNNACNCCTTTANCCTNGTNCCTTTN 



AAANCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGTTTTTTT 

CCCAAAAGCACAGACTTTATTTAAGAAGTCCTTGAAATACAAAANAANACTAGGGCTAGGTCTACAN 

ATANCAAAANCTNANCCCNTGAGNGTNAAANCNNTNTAGGGGTAAAANCAGGNGGNANCAAAGNAC 

AAAANGGGGGGGGGNTGGGAmTITSnWGGNTTNAAAANGNNAAAAANCCCAAATCCNA^ 

NTCCCANCNNGGTTTAAATCTTTTACAANGGGGTTCCCNTCCTCANAGACCTCTTCTGTGTGTGGACCT 

TCTTCCGAAAAATTATTTTNACATCCAACACAGAGCTGTGGATGTGTNCACCAGANCCTCAGAGNGGN 

GNGGNGTTGTNTTGNNCACANNCC^nWTTNGTGNANAaSfANNANNN^ 

ANTTTTTTTCNTCTTNTGCGGNCCCCTGCTGTGTCTCTTTTTACACACCCCAGTGTTCTm 

CCTTTGGGCCACCCCCCCCCGCGTGTACACCCGTGGNNGGGGGCACACCCTAGAATNAGCNGCNGCAC 

CATGAACTTAGGGGGGGCGCGCAACCCCTTAAAAAAGNGGCCGNCAGGGGTCNTTCCCNNCCAANAT 

TNCCGCGANGAATTCTTTCGNNNAAGAGCTCTTNCCCCCCNTNATGCTGGNGAAANAACNCTGCGGGG 

GGGCCCCCCCCCCACNNNNNC^CTTTTANGGGGNNNNNAAAA^ 

NNNNNNNNNNNNNN^^ 



AAANCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGTTTTTTT 

CCCAAAAGCACAGACTTTATTTAAGAAGTCCTTGAAATACAAAANAANACTAGGGCTAGGTCTACAN 

ATANCAAAANCTNANCCCNTGAGNGTNAAANCNNTNTAGGGGTAAAANCAGGNGGNANCAAAGNAC 

AAAANGGGGGGGGGNTGGGANTTTNNNGGNTTNAAAANGNNAAAAANCCCAAATCCNANNTAAACC 

NTCCCANCNNGGTTTAAATCTTTTACAANGGGGTTCCCNTCCTCANAGACCTCTTCTGTGTGTGGACCT 

TCTTCCGAAAAATTATTTTNACATCCAACACAGAGCTGTGGATGTGTNCACCAGANCCTCAGAGNGGN 

GNGGNGTTGTNTTGNNCACANNCCNNNNTTNGTGNANACNANNAN>fNTNCNNCATATGGNCNANCNA 

ANTTTTTTTCNTCTTNTGCGGNCCCCTGCTGTGTCTCTTTTTACACACCCCAGTGTTC 

CCTTTGGGCCACCCCCCCCCGCGTGTACACCCGTGGNNGGGGGCACACCCTAGAATNAGCNGCNGCAC 

CATGAACTTAGGGGGGGCGCGCAACCCCTTAAAAAAGNGGCCGNCAGGGGTCNTTCCCNNCCAANAT 

TNCCGCGANGAATTCTTTCGNNNAAGAGCTCTTNCCCCCCNTNATGCTGGNGAAANAACNCTGCGGGG 

GGGCCCCCCCCCCAOSINNNNaSlNCTTTTANGGGGNNNNNAAAA^ 



TNNNNAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 

GAATTCGGCACGAGGGATAACTACACCCCAGCCAATCCACTCAACACACCCCCTCACATCAAACCCGA 

GTGATACTTCTTATTTGCATACGCAATCTTACGATCAATCCCCAACAAACTAGGAGGAGTACTAGCCCT 

AGCCirCTCTATCCTAATTCTTGCTCTAATCCCCCTACTACACACCTCCAAACAACGAAGCATAATATT 

CCGACCACTCAGCCAATGCCTATTCTGAGCCCTAGTAGCAGACCTACTGACACTCACATGAATTGGAG 

GACAACCAGTCGAACACCCATATATCACCATCGGACAACTAGCATCTGTCCTATACTTTCTCCTCATCC 

TAGTGCTAATACCAACGGCCGGCACAATCGAAAACAAATTACTAAAATGAAGACAGGTCTTTGTAGTA 

CATCTAATATACTGGGCTTGTAAACCAGAGAAGGAGAACAACTAACCTTCCTAAGACTCAAGGAAGA 

AACTGNAAGTCTCACCATCAACCCCCAAGGTTGAAGTTCTATTTTAACTANTTCCCTGGAACCCTATTT 

AATATAGTTCCATAAATNCAAAGAGGCCTTATCAGGTATTTAAATTTATCAAAAATOCCAATAACCTC 

AACACAAAAATTTGCCNCCCTAACCCAAATNTTACAAACCNCCCCTTAGCTTAACATTAACCCGCCCC 
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NTTCCCCGGACCCCAGGAATGGANTTNCCTACGCCAGGGGGNAATGGGCCATAACCATTAATGGGAA 
TNAAGGACCTTAATATGNGTTTTAGNNCCNTTAAAATTNTTTGGCCCCCTGGCCTATTAAGCCAG^ 
CTTGGACCTTTTTTAGCCGGNCCCTAAATACCTTTTAAATTNTTGGGCCGGGG 
GGCNAAAATNATNTTNTTGGAAAG 



ANNANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTC 

GGCACGAGGCTCTTGNTGGGCAGCCTTGGCTTCTGTCATCGTCGTGCCTCCGCCGCTGTCGCCCCCGCA 

AGGCTTTGCCGTCGCCGGAGCCACCTCCAGCGACTCGTCGCACCCGATTCTCTCCGCTTCGCTTCCCGC 

CAACCGCAACCATTGACGCCATGTCGGGTTATTCGAGTGACCGAGACCGTGGCCGGGATCGAGGGTTT 

^GTGCTCCTCGATTTGGAGGTAGTAGGGCAGGGCCCTTATCTGGAAAGAAGTTTGGAAATCCTGGAGA 

GAAACTGGTTAAAAAGAAGTGGAATCTTGATGAGCTGCCTAAGTTTGAGAAGAATTTTTATCAAGAAC 

accccgatttggctaggcgtacagcacangaggtagagacatacagaagaagcaaggaaattacagt 

tagaggtcataattgcccgaagccagtcctgaatttttatgaggcaaacttccctgcaaatgtcatgg 

acgtgattgcaaggcaaaacttcactgacccacagctattcaaagctcaaggatggccagttgctcta 

agtgggattggatatgggtggggtagcacaaactggatctgggaaaaactttgcttatttgctggctg 

gcattggncccattcaatcatnaanccnttcctaaaaaaaaaggggatgggncctatttgcrtggngc 

tggcncctaactcgggaactggck:ccaacaaggtccagcnagggacttgntgaatacttggaaaaac 

attgtckctitggaaatcna(^ttgcantttttgggnggggcttnccaa 

atttgggaaaaaaggngggggaaatntttntttggaacmncctgggaanaactggtttaantt 



TNNANCACAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 

GGAAAAACACACCTGAAATCTTTTTGGAAACAGAAATTCATTTTAAATAGATGGCACAGAGGTAGTCT 

AATGTCATGGGAAATGAGAAAAAAATATATACACATTAAAAAGCCTTCTGTCTTTTTGCCTTTTATATT 

GTTAATGCATTTTGATTTAATATTCAAATAGCACTGGGTGCAGCAGTGACAAAGCAAAAATCAACTAA 

AAGACTTAGATTCTATTGAGATAGGCAGGCTCATCCTAATTCTCAAATACTTACTTATATGATAGTAAT 

ATTCTATGCTACAACTATAAAGAAAATACTACTAGGACACCCTCCACTTTCTTGAACGTATCAGAGTTT 

AGACAGAAGTAAGAGATAAACATCTATTTCTGCTTTATTGACTACGCCAAAGCCTTTGACTATGTGGA 

TCACAATAAACTGTGGAAAATTCTGAAAGAGATGGCAATACCAGACCACCTGATCTGCCTCTTGAGAA 

ATCTGTATGCAGGTCAGGAAGCAACAGTTAGAACTGGACATGGAACAACAGACTGGTTCCAAATAGA 

AAAAGGAGTCCGTCAAGGCTGTATATTGNCACCCTGGTTATTTTAACTTATATGCNGAATACCNTCATT 

GAGAAACACTGGACTGGAAGAAACNCCAAGCTGGAATCAAGAATGGCCGGGAGGAAATATCAATTAA 

CCCTCAGAATATGCNGGATGACACCCNCCCTTTTGGGCAGAAAGGGGAAGAAGGATCTTAAAAAGGC 

CTNTTTGATGAAAGGTGNAAANAAGGGAAGTGGAAAAAAGTTGGGCTTTAAAGCTTCACCNGGNTTG 

NAAAACCGAAAAATCATTGGNCTTNCCCTTCNCTTTNNTNGGGNAAAAAAAAANGGGGGNAAAAAGN 

GGGNAAACANGGTTCNNAANTTTT 



ANCANNNCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAA 
TTCGGCACGAGGGTTTTTTTTTTTTTTTTTTAAAT^ 

AAAACNTCAGCCCNTNAANCCNTGTAAAAANAAGTNTKCAAAANGTNNGNAAAANAAANCNTNCTTN 
AANCNTGTTNAAGNAAAAAANTTNTNNNAAATTNNGNATTT^ 

NNCANGGGCANCCAAANAANCNTNANNTT^GNGGGGGAAACCCNCCNAAANCCGGTTTNGTNGNA 

AATCCCANCTTNNATNTNATNTTNNGCNATCGN^ 

NANAAAGGGCNTTTTAAAGTCCCAAATNTTNNTTO 

ANGGCCGCCCGNCNC^ATGTTNT>raGGGCGGGCGTCNTTGGCCTTTNGGGGNGGACCGNGCCCCCCG 

AAANGGATCCAAGTTCNAAAAATGGGAACTTTGNAAAAAATTACCCCGGCNACTAAANTCAATCAAA 

ACCCTCCCAAAAAATTCCCC^TNTTTTAAAAAANGGNNNCCCCCNNCNAAAANNCCCCCCCGNCCTG 



AAAAAGGNGTTAAATTTTAAAAACCCCCCGGAAAAAANAAAAAAAAAACCCCCCCCTTCTNNNGGGG 
GGGGGCCNCCCAACCCANNGGGGCCTTTNGGGGGGGCCTTTTNNCCNCNCCCNGGGGGGGGGAAAA 
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ANCANNNCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAA 
TTCGGCACGAGGGTTTTTTTTTTTTTTTTTTAAAT^ 

AAAACNTCAGCCCNTNAANCCNTGTAAAAANAAGTNTNCAAAANGTNNGNAAAANAAANCNTNCTTN 
AANCOTGTTNAAGNAAAAAANTTNThnSTNAAATTNNGNATTTNNAGC 

NNCANGGGCANCCAAANAANCNTNANNTOWGNGGGGGAAACCCNCCNAAANCCGGTTTNGTNGN^ 
AATCCCANCTT>WATNTNATNTT^GCNATCGNCCNTTAAAAGNm 

NAGTTTTTNCClSnSfTNGGNGGGGimTCCKGGCAAAGAAANCNCCAAANGGNTOT 
ANGGCCGCCCGNCNCNATGTTNTNTNGGGCGGGCGTCNTTGGCCTTTNGGGGNGGACCGNGCCCCCCG 
AAANGGATCCAAGTTCNAAAAATGGGAACTTTGNAAAAAATTACCCCGGCNACTAAANTCAATCAAA 
ACCCTCCCAAAAAATTCCCCNNTNTTTTAAAAAANGGNNNCCCCCNNCNAAAANNCCCCCCCGNCCTG 



AAAAAGGNGTTAAATTTTAAAAACCCCCCGGAAAAAANAAAAAAAAAACCCCCCCCTTCTNNNGGGG 
GGGGGCCNCCCAACCCANNGGGGCCTTTOGGGGGGGCCTTTTNNCCNCNCCCNGGGGGGGGGAAAA 



NCANNANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGGTC 

TTTAAACCCTGCGTGGCAATCCCTGACGCACCGCCGTGATGCCCAGGGAAGACAGGGCGACCTGGAA 

GTCCAACTACTTCCTTAAGATCATCCAACTTCTGGATGATTATCCAAAATGCTTCATTGTGGGAGCAGA 

CAACGTGGGCTCCAAGCAGATGCAGCAGATCCGCATGTCCCTCCGCGGGAAGGCTGTGGTGCTGATGG 

GCAAGAACACGATGATGCGCAAGGCCATCCGAGGGCATCTGGAAAACAACCCGGCTCTGGAGAAACT 

GTTGCCTCACATCCGGGGGAATGTGGGCTTCGTGTTCACCAAGGAGGACCTCACTGAGATCAGGGACA 

TGCTGCTGGCCAACAAGGTGCCAGCTGCCGCCCGTGCTGGTGCCATAGCGCCGTGTGAAGTCACTGTG 

CCAGCACAGAACACTGGTCTGGGGCCCGAGAAGACCTCCTTCTTCCAGGCTTTAGGCATCACCACGAA 

GATCTCCAGGGGCACAATTGAAATCCTGAGTGATGTGCAGCTGATTAAGACAGGAGACAAAGTAGGC 

GCCAGCGAAGCCACGCTGCTGAACATGCTGAACATCTCCCCCTTCTCCTTCGGGCTGGTCATCCAGCA 

GGTGTTTGACAATGGCAGCATCTACAACCCCTGAAGTGCTTGACATCACAGAAGGAAACTTTTGCATT 

CCCGCTTNCTGGANGGCGTCCCGCAATGTTGGCCAGCGTGTGCCTTGCANATTGGTTACCCAACCCGT 

NGCATTTGTACCCCCATTCTATCATTNATGGGTACCAAAGCGCGTNCTNGGCTTTTGTCTGNGGANAAT 

GATTACACCCTTNCCACNTTGTTGNAAAGGNCAANGGCCn^ 

GTTGGTGGCCCTGGNGNTTGTTGNCCCCNGTTGTTGCCCTTGTGGCCACCNCT 



NCANNNCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAAN 

TTCGGCACGAGGGCCCAGCGAGCGCGTCTCCCAGGAGCAGTTCACAGCGTCCATGTCCCACCTGTTGA 

AAGGAACTGCCGAGGAGAAGAGTCTCGTGATCCTGAACATGATTTCTGCCTCAGGAGGTCCCGTGAAA 

GCAAGAGATGTCCACAAGTTTACAGAGGACTTGGTTGGCTCTGTGGTGCACGTGCTAAGCTACAGACG 

GCAGCTGCGAGCTGGAGTCANAAAGCCACCCCCAGGCTCCCCATCCAGGGTGCAGGTGCTGGCTGCCC 

AGCTTGTGCTCCGAAGATGAAGGCTTAAGGTGGGCGGGAAAGCTTTCTGGGACCTCAGTGGTTGGACC 

GCGACTTGTGACCAGGCCCGTGCTCGAGGACTGGGGTGTTCCGGGGCTCACCACGTGCCACGTTTCTG 

AGCCTGGGTCATTCCACCAGGGCTTCCTCCTCTTGCGCTCGTCCCTCAAGCTGCCACCCTGGTCCCCCG 

AGCGCCAGGTGGACCCGCAGCGGGGAGTTCGCCAGCGTCTGGACGTNCTTGTCCGTCATCTACGTAAC 

TCGCACCTTGCCCAAGAACCGGGGGCTNAACTTGCGCCCTACTTCTTCGCCACCGAACTTCCACGGGA 

ACAAGCTTTTGCCAACTTNTGCGGGCGCCATTCGCACACGGGGGGCCCTTGCCTGGTGCTTGNTCGA^ 

GGACANGlWACCGGCCACGTTGTTCGGAAGGTTTCNCCTTCCTTGCrTCCTNGGAAAGTCAANCCCTT 

AANTTTTTAAANGGGGAACNANNAGGGGCTTTTCTTGTTTTTCGGTTTTCCCCCGNNATO 

ACCTTNGGNGGGGNTTTNAAANAAACACTTANTTTTNCCTTANAAAANGGGGNANNNAA 

AAANGGTTTTGGGGATT^GAAGAAAACCNCNGTTTCITITrGG 

GGGAA 



NAAAANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCTTA 
AACGAATACATTAACGGTGCTAAACACAGACATTTTAACCCAAGTCACGACATTCTTAGCTGTAACTC 
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AGCTCTCACGGCCTCTTGCTCACCCATGAATGGTCCCGTTTTCCTCTTGCCGCGTGCACCTCCACCCATT 
GTCTTGGTGGCACATGGGTGGAACACTTGATCTGCTCGAGTCTGCCTTCAACACACATTGCATCTTCAG 
ATTTTCTACTTTTCTGNTCAAAACTAATATTCACCAAGTCAGACTTTGNGTTA 

TGGCTGCCAGGGGGTCATCCCTAAGTGGCCTGAAGATGGACAAAGGGAAGTAACAGGCACGTGATGT 
5 TGGCAAGGATGCTTCTAGGGCTANAGGATCAGTGGTGGGANANAGCTGCANAATCCACCANCCAGAA 
CTGCAGATAACGAATCTTATGGNCAGGGGCTGTGACTGANAGAAGGAAACTGAGGNTGTGTTCTGAA 
AGTACATAAACTCTCACATATACCCAGTTCTTNACCATCTCCCCTCCTNACTTTGCAGTGCCAm 
TTGCATTAGGCAATTTGCTCAGACTTTCCAGAGCCATGGCCCCATCCGTTCTCTGGAATCCCCCACACC 
CTCTGAGANGTGGATCACCACGTCCTGCAGGGNCTGNTCCCCTCCAAACTACCTTTTANGAAGATGCA 
10 CGGACAAGGGAGGCTGTTTTCANACCCNNCAAAAGACC 

TGGGTAAAAACANAAAAAAANGGGCAGGGGGGNGAAAATNGGGTTTTCTT^ 
GTTTCTTTTTTTTCNCCNCCT^ 



15 NGCCTACTGGAGCTNCACCGCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGNGCN 
ANACAAGTTGGTAAAGATAGAGTTTTTAATACCCCACTGTGTGAACAAGGAATCGTN 
NGGAATCGCAGTCNCCGGGGCTNCNGCCNT^^ 

TNGATCAAATGGTAAANGAACCNGCCANGNNTCGNTNCCGGNCNGGGNACCTTTTTA 
CCTAACCATCCGGCCCCCTNGGGGCTGNGTNGGCCACGGGGCTCTCTATCATTCCCAGAGTCCTGANN 
20 CTTTCTTTGCCCACTGCCCAGGAATCAGGGNGGGTGCNCCCAAANGCCNTTTCCNGGCCAGGGNACTT 
NTTTTATNNNGCATAGANGATAAAANCTO 

AGNGGNGCNNGTNCNTGTAGANCCATACAANATCCCTNTTTCNCAATCTGAAGTCATCCAAGAGGGG 
AGTGATGNTCTCTAGGCGCCNGGGGCACTNANGTTCATGTGNTCCGAGAGGCGGCTGNCATGGNTCAA 
NAAAATCGTGGGGTGTCTTGGGANGTCNTTTGNTCTGACGACTNTACCACCGNGGGANGAGCAACAG 
25 GCANNANGGNTGTNANNANAACNNGGACGACTGGTAATAANTNAGGAGCTTO 

TTTCCTNTAAAAACCNCCCACCGNTGAAGNAAGAATTGTTCNTCAACCCTGGNAACCTNC 

GGGGNGGGGGGGNANAAAACCNCCNNTTCCNTTTTTTNTTNGACCGNT^ 

GAATONNTTTOCCNCCCTNAAAA^ 

30 

NGCCTACTGGAGCTNCACCGCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGNGCN 
ANACAAGTTGGTAAAGATAGAGTTTTTAATACCCCACTGTGTGAACAAGGAATCGTO 
NGGAATCGCAGTCNCCGGGGCTNCNGCCNTANCAAAAATNC 
TNGATCAAATGGTAAANGAACCNGCCANGN^^ 
35 CCTAACCATCCGGCCCCCTNGGGGCTGNGTNGGCCACGGGGCTCTCTATCATTCCCAGAGTCCTGANN 
CTTTCTTTGCCCACTGCCCAGGAATCAGGGNGGGTGCNCCCAAANGCCNTTTCCNGGCCAGGGNACT^ 
NTTTTATNNNGCATAGANGATAAAANCTNTTGTATATTT^^ 

AGNGGNGCNNGTNCNTGTAGANCCATACAANATCCCTNTTTCNCAATCTGAAGTCATCCAAGAGGGG 
AGTGATGNTCTCTAGGCGCCNGGGGCACTNANGTTCATGTGNTCCGAGAGGCGGCTGNCATGGNTCAA 
40 NAAAATCGTGGGGTGTCTTGGGANGTCNTTTGNTCTGACGACTNTACCACCGNGGGANGAGCAACAG 
GCANNANGGNTGTNANNANAACNNGGACGACTGGTAATAANTNAGGAGCTTNCTTTGGACGGC 
TTTCCTNTAAAAACCNCCCACCGNTGAAGNAAGAAT^ 
GGGGNGGGGGGGNANAAAACCNCCNNTTCCNTTTTTTNTTNGA 
GAATlSnWTTmCCNCCCTNAAAAAAAANGANN]^ 

45 

TTGGANACCNTCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
GAATTCGGCACGAGGACTTTNNGCTCCCAACNNAT^ 

GAGATACCTTCNTANTTGNATACTCAATCNTACNATNAATNNCTANCCCACTATGANNANTN^ 
50 CTANCNTTCTNTATTTNTTANTATO 
AACCATNANTIWACCCTTC^ 
CACCCGACGCTCACATTNAANNTNNNNN^ 

NGNCANAAGNAAAAANANNNGGTNTNNGTNTGTAANNGCNCTAATAC 
GTTTTCCCNANCCTGNNTTISfTCATNAANACNNAAT^ 
55 TAATTANNTTNNTATNCGTNNNNCCCNTATGAAAAGCG 
CTTCCTGNANNNNTAANTGCTTAATTN 
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ATNANNTACCCTNGCCCACTTTTTTANTTTTTGTTTNNANTO 
NTNACNTTTTTTCGCGNTNNGNCCTNTNTCCNANACNTTO 
C^TCCCACCNTCTTCNTNNTTTTCCNTTCCCGNNNGGNCATANCNCC 
CNCGNCCCCANGGNGCTTTTATNCNTNAN^ 
5 CCTTNNNNTTTTTATCCCCCNGGNTATACNNNNANNNCN 

TGTCATTTCTGCTGGGGCAANNCTNCCTTTANTTCNNNAANNTO 



NAAAAGCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGATTGA 
10 NTGCNGNNTGAATNNAGCGGNN^ 
ACANGAGNGNNTTTTTTTNAA 
ACCCTTNAACNNCTGTCCGANC^^ 
NNGACTNTCNTCTAGGNGCANGGGTACAGGGGTO 

CANGCNANTGACCNCAGCNGGACACAGGGTNCATNTCCTGGGAAGNTCNNAACNGGTTACATCNCAC 
15 TTGATGNTGACNTCNAAGACTTTTCCCTAGGAAGAA 

TCCNGGGATCCGCANNCANNGTTTGACAAGGTAATTAATGCTCTGANTGAACGGGNCTNCTTCATG 

AACCCTCCAGTTTNGGACGGCTTGCCCGACCTGTTATGNGTNTGGGCCCNANGNGCTTGCATGGNCAA 

CCTTNAGGNGGCAAAAACAATCAAGTTCACCNCCTCATGGTNTAACCAAAACAATGGCTTCCm 

TGGNGGTAAAACCCCCTNNNTNNNNNNNTT^^ 
20 GGGGGGGGNAAAAAANGGNCNAAANNTTNAAAC 

CTTTTTTTNGGGCCANCNAACNNGN^ 

GNNNNGGNAAANTNNNTNAN^ 



25 NAAAAGCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGATTGA 
NTGCNGNNTGAATNNAGCGGNNAACANGCTCGGGGCCANNNTNGCGANTAAGAACTGN^ 
ACANGAGNGNNTTTTTTTNAAACTANNNCACNGNTTGNTGG 
ACCCTTNAACNNCTGTCCGAN^^ 

NNGACTNTCNTCTAGGNGCANGGGTACAGGGGTNCTNTTCNNACNCCTCNGCCNCNTAANCTGNNm 
30 CANGCNANTGACCNCAGCNGGACACAGGGTNCATNTCCTGGGAAGNTCHNAACNGGTTACATCNCAC 
TTGATGNTGACNTCNAAGACTTTTCCCTAGGAAGAACCAATGGGGCACNCTTTTACNTGGAGNTGCAA 
TCCNGGGATCCGCANNCANNGTTTGACAAGGTAATTAATGCTCTGANTGAACGGGNCTNCT^ 
AACCCTCCAGTTTNGGACGGCTTGCCCGACCTGTTATGNGTNTGGGCCCNANGNGCTTGCAT 
CCTTNAGGNGGCAAAAACAATCAAGTTCACCNCCTCATGGTNTAACCAAAACAATGGCTTCC 
3 5 TGGNGGTAAAACCCCCTNNNThMNNNNNTT^ 

GGGGGGGGNAAAAAANGGNCNAAANNTTNAAAC 

CTTTTTTTNGGGCCANCNAACNNGNAANGGGATTNC 

GNNNNGGNAAANTNNNTNANNNNGGGNNNNNTNCN^ 

40 

TTGAACAAANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 
AATTCNGCACGAGGAGGACTACTAATATACCGANCCCACCTANTATCCTCCCTTCTATGCTTAGAAGG 
AATAATGCTATCCCTATTCGNTATAGCAGCCCTAACAATNCTNAACTCACATTNTACATTAGCTANCAT 
AATACCTATTATCCTACTAGTCTNCGCAGCCTGTGAAGCAGCCCTAGGTCTATCTCTACTAGTAATAGT 
45 ATCAAATACATATGGACTGATTATGTACAANAACCTO 

AACAATTATACTTATACCCNTAACCTGGNTATCAAAAAATAATATAATTTGGGTTAACTCCACAG 
ACAGCCTTCTAATTAGCTTTA 

CACTACTATTTTTCTCCGANTCCCTATCCACTCCANTACTAATTT^ 

ACTAATAGGCTAGCCAACATCATCTATCANAAGAAAACCTAACCCGAAAAAAACNATTTATTACTAT^ 
50 CTGATCTCACTACAACTATTGCTAATTATAAC 

ATGNGAAGCAACACTAGTCCCAACACTCANTATTATTACCCGANGAGGAAACCAAACCAGACGCCTA 
AACGCCGGACTCTATTTCCTATTCTATAC^ 

ATTNCNAAACCCGGGGGGANCCCTAAAATTTCCTAAAAATTAACGGGNCNGGGGGNCAANCCGGGTC 
AAAAACCCTTGGAAANA 

55 
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NNNNATCTGGAGCTCCACCGCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATT 

CGGCACGAGGCATCCTGGGCGGGGTCATTAGCGCCATTAGTGAGGCGGCTGCGCAGTACAACCCAGA 

GCCCGTGCCCCCTCGCACACATTACTCCAACATTGAGGCCAATGAGAGTGAGGAGGTCCGGCAGTTCC 

GGAGGCTTTTTGCCCAGCTGGCTGGAGATGACATGGAGGTCAGCGCCACAGAACTCATGAACATTCTC 

AACAAAGTGGTGACCCGACATCCTGATCTGAAGACTGATGGCTTTGGCATTGACACATGTCGCAGCAT 

GGTGGCTGTAATGGATAGTGACACGACTGGCAAACTGGGCTTCGAAGAATTCAAGTACTTGTGGAACA 

ACATCAAAAAGTGGCAGGCCGTATACAAACAGTTTGATGTTGACCGTTCAGGGACCATTGGCAGCAGT 

GAACTCCCAGGGGCCTTTGAGGCAGCAGGATTCCGCCTGAATGAACATCTCTACAACATGATCATCCG 

ACGCTACTCAGATGAGGGAGGGAACATGGATTTTGACAATTTCATCAGCTGCCTGGTCAGACTGGATG 

CCATGTTCCGTGCCTTCAAATCTCTCGACAAAGATGGCACTGGACAAATCCAGGTGAACATCCAGGAG 

TGGCTGCAGCTGACCATGTACTNCTGAACGGGAGCCCCAAGGCCTGCCCCCTCATCACCTTGCTGTAN 

GAGTCACCTTGGACTTTTCGGTCTTCCCCAAGGGCTGATTCTTGTCTGGAGTCACAriTITCGTGGGTCC 

TGGCTGACCCCTTTTTTGTCTTTTTANCCCTTTGGCANCCTGGATTTCTCANTTCAACAA 

CAACATGGCTTTAAACACGCCCTTGCCCCTTNAAGTTAACCCCCCCCCCAANANAACCCATTTTGGNTT 



T<^TCAGNGGGNCNCGCK3CGCAGCGCGCANCGTGCCCC^ACNOTCTNCATGNNATACNCAACNNTG 

GNAACTGTCOTCCGNNNCNGTINATGNNCNCNCTTAANCANCNNNANGGCNACCNCTNCGCCTCNGC 
NCTNCCM^TTCNACNNNCNGCACAATATTT^^ 

NNGGGGNNCCTTWTGNCCTA^CNCNTTACCNAANCCNCTCNTNNNTANCmCNGANNTATTANNC 
NTANAANANNGCGAhWCGNCCNGGNGGNGGTGTNCNTAGTANNNANNNATTGGTONCAGNNNCCTN 
GNCWGNNCTNTOTNNNNTWTANNTGNTGTNANNNNCGNNCGNNGNATAN^ 
NGGGNAGNGNGACNGGNTNTNTOTTGTO^T 

NNNNNNNANGT^ANNNTTNTATOTNTGTNGAANANACTANNGCNCTCCAGGGNTCGNN^ 
TN>nSTC>rNCNNGNGNNCANNCNNGGTAAGN]^ 

TGGTNNTATTNNNGAGNGNC(^C^GAGN^^ 

GCGNANAANANGNlWTANATCGNGAhWGNNCNCTGNNG>^GGANI^ATNGACNGCNNNNCTOGG 

NANNGNNCCNNNCNGACNNCNANGTANCNNNNCNNANNTCNNGNGCTGNNGGGCNGCNGTCTNNNA 

NNGNTANTGNGGCGNNCGCNCNCANNCCACCTGTAGTCATOTCATCGNANNTNCCTCCACGNACGAG 

CGNCCCCC1NGNACGGTCNNNTNCTCCTCCGCTOCCACCACNCACCNNNCCAACNNNCNATCNTAGTA 

NNGTCCTCCNTCCNCNANCCCTCAANGATCTTNCNNTNTTTANCCCA(^GGATNCT^ 

CGCCTOGCGNNTOCANNNGNGCCTAANNCC^CNCNTTCNGNCGGGCGGCTCNGACGGAGTTGNNTN 

NTCACTTCACCATCNNCTNCAGNACTNNCGNNGCNGT^TATANAANANCAGOvrNCANNANTAGGGT 

A1WAGTTNGGANGNGCANTNNNGGTGTATATGCNANGGCNNCGGTCANCNCGNTAANANGNNGCGA 

NTAGTCCAGANAGGNAGCAGATANANCGNCGCANNQ^GCGTTGCGNNNNTATANNNNNTGCNANCN 

ANNNCNNNNNCNNCGTGCAGCACNTGCATNCCNCGNANANANTGTNANTNTGCGAAAGCGANANAN 

^^^^CGAGANACTTNCCCNANATANAGTGNTATANAGNNNNM^TGATGNNACTO^ 

GGGGGGGGGAGCAGANTACNTANNATAATTTTNTNTN^ 

NNCTNANTAGANCCGACNAAANAC^Tf^OTAGNNGGGGGGAATANAGGACGANATATGATTNNTIT 
TGGAGANAa^TGGANNTNCATWCNGTGGCNGGCCGCTCTAGNAACTAGTGGANCCCTTCGGNCN 
TGNNGGNGNANAGAAGANNCATNGTTTTATANANTAGCTNCTTANNNCANNNANTGCNAGCGGGGGT 

nntnatttotttttntttncntatottantnncantnncangtnttcg™ 

TATOTANAACTOTNTTANTAANTOATATCTIK(^CTTGNTATTGANGTAANANTGNTNANTGANAGCA 

ATTCNTGNTTNTNTTTGNGGNGGNNTGTmTCGKTNTCANNTCTGCTOTNTATNCATTNCNCAAGANTK 

(^GAANACTTTTATTTGNNCACTGGNCNAAGNATNATAGGNGGGITGGTAANNATANNANNTCACN 
TK^GAimGCCAAANNCGANCTTTANTNNA 

ggciwtgatnanantogttntttgaancccntaanaactgactttgatannantcnt™ 

NCGAGAATNCAAGTGNNNNNNTTNNGTTATTAGNNAGAANNACANNNGACCNCNCNCCTTGNNNCCC 
AANGCNTGANANNTAATNTNTCATATNTATGGGNGANNATAGAATGGCTCANCACNAATATACNTAT 
ACNNTCNAANGACGCATNCATNTGGGCTTNACANNNNTNTAAG^CCNAANNCGTGNACTATTATrTG 
TANTTTGGGAANMVJACTACANANATCCACTTO^ACNTCTNATATTTTM^ 
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CTNNGATTCTTGGCTGCGGANNTTAATANTCTAATCCCTTTTGAGGAANGTNGNGCACTTGCACNNAT 

NNATGCTACAGGTANTTOTGNAGNNAATAANATATNACATGTNCAT1TWACTTTGCCNNCACCNATTN 

ATCNATGATANANATTATWTNTACNTGTTGGGNAANTWWTCTCNTCNCNNANTCTGNANCTATTCN 

TNTANTTNCANTAGANTTTGTAATAGTANATTCTNCTATACTTCGNTCTTNNATTANTCTGTGNCANNC 

CCNCCTTGANTWCCNTNANNMvITAGTGGTNGCGTCTANNNNTCGTCTOTACTNO^AGCNCCGTCNCAA 

TGNANNATNNANTNTATCAWmTTGTACGNAANNCGGTTCAATCCATTOTATGNATATTATOTAANN 

NAAGGAGNACTNATATCATCNCGGTTANTATGAAACNACCNTNTGTGATGGAANGAATNANNNTCAT 
GTGTTTTCTANACTCCGN 



GGGGGGGGAGCAGANTACNTANATAATTTTNTNTNTN^ 

CTCAN^ANNNCCGACNAAANNC^OTC^TANNGNGKjGGATANAGGANGACNTATGAT^^ 

AGANANCNNTGGAGN'mCANNCNGTGGCNGGCCGCTCTAGNAACTAGTGGGANCCCTTCGGNCNTGN 

NGGNGNAAANAAGAGNNATNGTTTTNTATANTAGCTNCTTA>^CA]Sn^TGTOCCAGCGGGGNTON 
TCANTTNCTNTT>WTNNTNCN^^ 

TATTTNAACThTOTITATTAANTNATATCTTTCNCTTGNTNTTGA^^ 

GAAGTTOTNCGNNNNCTTGGNATTAGGGAGACCNTTOTAAATTNTGGAAACNTNACGATTOGNT^ 

NTNGNGGCTTGTNNTCGNNTCANNTCTGCTOTOTATNCATTOCNNAGANT^TCTGAANACTTTrTTTGA 

ANCCTGGTCNAAGNACTNATAGGNGGGTTGGTAACNCAAGANANCACCTNTTTNGATNNGCTCAAAN 

NCGANCTTTANTNNATTATTCACTT^CATOAANCATNGANTATAATANAATGGCTTTGrTATANTNOT 

TTTTOAANCCCCTAATAACTGACTTTGATANCANTCN^ 

NTTNGTTOTNGNNANAATNACANNNGACCN^ 

TNTGNTATGNGNGNNNATAGAATGGCTCANCACTANTATACTNTTACNNTCNAANNACGNTNCNTNTA 

GNGCTTTACANT^TNTAANNTACCNAANNGTGTACNATTATNTNANTWTGGGCNNNNCACIT^ 

NACATCTCACTTTNNNNTTACTNATATTTTTNCNNATAGA^ 

NATTAlSTrANTCTAATCCCTTTTGTGNAATGTANTNCANTAACACNNNTT^ 

GNAGNNAATAANNTAT^TOATGTNCNANTNNACTTTGCCCTCACCTATTTACTNNATGATANANNAT 
TATNCTGTATNTGNTNGNNAANTNNNNTNTCN^^ 

>^TTTGTAATAGTANATTCNNCTATACTTCTCTCNTWATTATCCATOTGNGNAANGCCCTCCTANNA 

TTNWCNTNANNCNTAGCGNTNGNWCTNNNNNTTGATCTCNTACTNNNNNGCNCCGNCNTA^ 

NGAIWANTOTATCAIT^TNGTACGNACANGCGGTTCNTANCCACTTGTTGNAWTTATOTAACTAA 

ANGACTOACTNATATCATNNCN^TAAATATGAAGCGACCCTOTGTNATTSTGNAGAATNANIWTCATG 
GTGTTTTCTANANTCCGG 

TTNNNAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGC 

TTTGCTGAGGGTCACATTGAGCTCCCAGCGACTTCAGGGGCATCTTTAGGAGTCAGCACTATGGCAGA 

AGACATCCAGGCCAAAATCAAGAACTACCAGACTGCTCCTTTTGACAGCCGCTTCCCCAACCAGAACC 

AGACCAGGAACTGCTGGCAGAACTACCTGGACTTCCACCGCTGTGAGAAGGCAATGACCGCTAAAGG 

AGGTGATGTCTCCGTGTGTGAATGGTACCGGCGTGTGTACAAGTCCCTCTGCCCCATATCCTGGGTGTC 

AACTTGGGACGATCGCCGGGCAGAAGGCACGTTTCCTGGNAAGATCTGAACTGGCTCCATCCCACCTC 

TTCTGTCCTCCGTCCTTCTCCCAAGGGTGGTGAAGGGGGACCGGGTACATGGTGATCCCCACCTTGGA 

ATCCTGACTCATGGTATAACTAATAATAAATGCTCGTTGGAAACGTGAAAAAAAAAAAAAAAAAAAC 

CTNGGGGGGGGGCCCGGANCCAATTTNCCCNTATNGGGGGGNNNN^ 

NNNNNNNN] ™NNNNNNNNN>^^ 

NNNNNNNNN ^^ 
NNNNNNNNNNNNNNNNNNNNNNN^ 

AAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCGGGCTGCAGGACAAA 
GTGGCTTCAGAANCCCTCATGAAGNACCACATTCTAAACACCCTCCAGTGTTCTGAGGCTATCATGGG 
AGGAGCAGTCTTTGAGACTCTGGAAGGAAACACCATTGAGATAGGATGTGATGGTGACAGCATAACA 
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GTAAATGGAATCAAAATGGTGAACAAAAAAGATATTGTGACAAATAACGGTGTCATCCATTTGATTGA 

TCAGGTCCTGGTTCCTGATTCTGCCAAACAAGTTATTGAGCTGGCTGGAAATCAGCAAACCACTTTCAC 

AGACCTTGTGGCCCAGTTAGGCTTGGCATCTGCTCTGAGGCCAGATGGAGAATACACTTTGCTGGCAC 

CTGTGAATAACGCATTTTCTGATGATACACTGAGCATGGATCAGCGCCTTCTTAAA1TAATTCTCCAGA 

ATCATATATTGAAAGTAAAAATTGGCCTTAATGAACTTTACAATGGACAAAACCTTGANACCATTGGA 

AGGCAAACAGCTCAGAGTCTTCGNGTNCCGCACAGNTGCTGGCATTGAAAATTCATGCNTGGGNGAN 

AGGAACCAGCAAGGAAAAATNGNGCCATCCATTATTCCAAGAAATCNTCAANCCACCANAAAAATCC 

CNTTTTTGNAAAACTGGAACCAANANAACCNCTTCAACCANTTTTNCCTAAGTCTAC 

CAAACTTGNAAANAACCTCCTAACCCAGCCCTGGGAAATTGGGACCTTTTTTTTGGNNCCAANCCAAT 

GGATGCCCTTTTANGGGGAATGGGCCTAATGGAAANAAAANGGGAAATTNTTGGATTTCGGGNNANA 

AAAATNGCTTTTTNAAAAANATTTTTTCNTTTO 

AAGGGTTTTNNNT 



TNNNNNAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCA 

GGCTTTGTAACCCTCCAACAATGAATACTTCAACTTGTATCAAAACAAATAATGAGTATCCACAATTCT 

AAAGGACAAACATGAACATTAATATTAATATCTCTGATCCTATTTATTGGATCAACAAACCTACTAGG 

CCTATTACCCCATTCATTCACACCAACAACACAACTATCAATAAACCTAGGCATAGCCATCCCCCTGTG 

AGCAGGAGCCGTAATTACAGGATTCCGCAATAAAACTAANGCATCACTTGCCCATTTCTTACCACAAG 

GAACACCCACTCCACTAATCCCAATACTAGTAATTATTGAAACTATCAGCCTTTTTATTCAACCTATAG 

CCCTCGCCGTGCGGTNAACAGNTAACATNACTGCAGGACACCTATTAATTCACCTAANNGGAGGAGCT 

ACACTTGO^CTAATANGCNTTAGCNCTACAACAGCTCTAATTACATTCACCATTCTAATCCTACTAACA 

ATTCTAGAGTTTGCAGGNGCTATAATCCAGGCCTATGTATTCACTCTCCTAGTCAGCCTATATCTGCAT 

GACANCGCATAATGACACCCCCAAACTCATGCTTATCATATAGGAAAACCCAAGCCCTTTGACCTNTT 

AAANGGGGCTTTGTCTGNCCTCTTAATAACATCCGGGCCTAAACCATGGGGAATTCACTTTTAACTCA 

AAGGACCCTGGCTAATAAATGGGNCTAACCCCCAAATTTCCTTACCATOTTTCCCATGGGTGACGGAA 

ATGTTTTCCGANAAAAGCNCCTTTCAANGGGGNCCCATAANCCCCACNTGTNCNAAAAAGGGGCNCC 

CTTTNN TTrTTTI ^ATTCC 

TTNANAAAACTGGACTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCTT 

TGCTGANGGNNACATTGAGCTCCCAGCGACTTCAGGGGCATCTTTAGGAGTCAGCACTATGGNAGAAG 

ACATCCAGGCCAAAATCAAGAACTACCAGACTGCTCCTTTTGACAGCCGCTTCCCCAACCAGAACCAG 

ACCAGGAACTGCTGGCAGAACTACCTGGACTTCCACCGCTGTGAGAAGGCAATGACCGNTAAAGGAG 

GTGATGTCTCCGTGTGTGAATGGTACCGGCGTGTGTACAAGTCCCTCTGCCCCATATCCTGGGTGTCAA 

CTTGGGACGATCGCCGGGCAGAAGGCACGTTTCCTGGGAAGATCTGAACTGGCTCCATCCCACCTCTT 

CTGTCCTCCGTCCTTCTCCCCAGGGTGGTGAAGGGGGACCGGGGTACATGGTGATCCCCACCCTGGGA 

TCCTGACTCATGGTATAACTAATAATAANTGCTCGTTGNAAACGTGAAAAAAAAANAANAAAAATCT 

ACNGGGGGGGGCCAGNCACCATANTCCCOTAAANGGAATCNGG 

AGTNNGNGGNTG^CTNACCCCACCCCNTTTT^^ 

TNTITIWAAIWANCNNNNGQGGCKK^JN^ 

^TTTTTNAAANTNNNNAACCCNTO 

ATTNNNNNCNCCNNAAIWNCNGGNNANNNNNN^ 

CNNNNNNCCCNAN>O i roWNNNNNA 

>nWNNnSINTTNNNNNAAA 

CCCNACTGGAGCTCCCCGCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGGATATA 

TCCCCTCGTCAAATTCTGTAAACTAAAAGTCAATGTCGATTGAAGGAAAGGGAGTCAGAATTCATTCA 

GGGAAAATTTAAGTGATTACTTCAAACTCTTACTATTATTAAAACTTTTTTATAAATAAATGCTTCTATT 

TGATTAACTATATATTCAGGGTAGAATTATAAATGAATAATTCTGGCACAAAATAGGACTTCATAAAT 

ATTAGAAAAATAAATGAAATCATTGAGATGAAGATAAAATATAAGTCTTTATGATTACAATCTCTGTA 

AACATAAGTGAATGTGAGGATTCATGTCTTAAATTCATCTCAACTGTGTAGAAAGCCACTTCCTTACCA 

TGTTCCCATCTCTGTCCCTAAAGAATATCTGTGATTTTTTATCCAAGACTACTGTGCTCTCTCATTTGGT 

TGAATGCCAAGCATCCACAGGCTGACTGTTGCTTCTGGACATCACTGATGCTACTTAGCAGCAGCAGC 
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AAATTCNTTCCCTCTACCCNCTAAATTGGGGACAAA^ 

CATTTTTATTCCCTTTTTGGANGCATGNGATTAATTNTATNCCTATCTTTAAAATCC^ 

GCCTTTGGGG^CCCCTTTOGAAGGGAAGGGAATANNGGGAATTAATTTTGGTNNTAAAAGAAAAGT 

>n^ATAAAANAATAAAGANGGNCAAAATACCCCCCCCTGGTTTTTTGGANGGGNGGCTNCCnT^ 

NAATCCTAACCGGGCNTTGGCTNCCNAAAGGCGNTTNCCTANAAAATTTTTTCCCTTTNTGGTAAGGN 

CCTTTTTCNNAAAAAATCCCCTCAAANAT 



TNNNACAAANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGC 

NNTAGTNGAAGCTGGGGCANGAACAGGCTGAACCGTGTNCCCTCCCTTAGCAGGCANCCTACCCCATG 

CAGGAGCTNCAGNANATCTAACCATTTTCTCTTTNCACTTANCAGGAGTTTCCTCAATTTTAGGAGCCA 

TNANNTTCATTACAACANTTATCAACATANAGCCCCCNGCAATGTCACAATACCAAACCCCTNTGTNC 

GTATGATCCGNAATANNTACCGCCGTACTACTACTACTCTOGCTCCCTGTATTANCAGCCGGCATCACA 

NTGCTATTAACAGACCGGAACCTAAATACAACCTTCTTCGACCCGGCAGGAGGAGGAGACCCTATTCT 

ATATCAACACTTATTCTGATTCTTTGGACACCCCGAAGTCTATATTTTAATCTTACNTGGGGTTTGGAA 

TAATCTCTCATATCGTGACCTACTACTCAGGAAAAAAAGAACCATTCGGATATATGGGAATAGTTNGG 

GCTATAATGTCAATCGGATTTCTAGGTTTATCGNATGAGCCCACCATATATTCACTGTCCGGAATAGAC 

GTCGACACACGAACCCTACTTACATCAGGCCACTATAATTATTGCTATTNCCAACCGGGGTAAANGTC 

TTCAGCTGAATGGCCACACTTCATGGANGNAATAATCAAATGGGGCTCCTGGTATAATGNGAAGCCCT 

AAGCTTTTATTTTCTTAATTTACCGGGANGGGGGTTTAACCTGGGAATTGNNTTAACCCACCTOTTTCC 

CTNNNANATTGGTNTTTACGAAACCATTACTTACGTTGGNNGNACAATTTCCCCTTTrGTTTTA^ 

aaaggagctggtttitgcntntttatangggggggatttgttattggattcccccnttt™ 
ttaacctttcaangnttcctggaacccaaaatcccctttnnnaantttt 



GATCTCAGAGGGGGNGGNTGCGCNCNNOsONrrAC^ 

TCN(^CANNTATM^CACNCGTANTACGTGCNCCNGCGTCACTCCGNACTGCNNGGNACCNCCGCTNNT 
CCNATCAATTGATANNNTCCCTNCNN^^ 

ANNATGNANCNNGNCAGTGCTANCTANGCATCANCNNTTNGCAATCACCNNNAATCANATANGGTGT 

CTGCTOCTTNCANTCTNCT^GTOGCa^TCGCCGNTCCNCGACGCCNNGCNNCCCAGNANCNTOCTA 

TTCTAANNANNATANAGNNGGNGACNNAGACCGGGN^ 

NIWATNGGCNNNNGNNNGNNTGTANN^ 

NTT>flWCNNTGTGGGNNNG>nsrCACNTO 

NTIWANTNANTNCNANNNNCNNGNGNNGGNNNNTTN^ 

GNGGNGANNTCNNGNNTANANGNGNGNGTTTON^ 

CGNANNGNAACNNTC>MATANNNNTGTNCTT^ 

AAAATCATNNANNGN^ANANGNCNGGANNGNNNTNANNNGANCCNGNNGAGAT^ 

NTNAAANGNNTNANNAGTISTOTAGANGNANAGGNNNTCNTGAGANNGCT 

G1NNGCANNANNOSWCGAGANCNTTNTATGTTTTTANNNGA 

TNTTNCCCTNNNAATCNATNGGGCCGC 

NT^TTTAACTANNNNAATCNACTANGGGNTCT^ 

NACTGNAAGNCNTNAANCNCANT^ANAGTNGCNGNANNNTCNCGCGGNNGCNNNTNCA 

CGNCTNAGCAGCANAANCNGTNGTACNTCACAGGANAA<^CCAACGGGNANCGTGGAACNNNNNNN 
ACNANNNANTNACNANGTTCAGATCANNAGCGTA 

TGTNAATATACGNACNCNGNNCNGANANTANAANANATGCTGNGNCCTGTGACNTNATNCACAGACN 

GANTA(^CNCAAACNNAATNATATCGCNNNCNNNAGANAGCATNAGNNANANNACGTNCAGTNAGA 
GAGANNANAGTGATAGNGCGCNANNGACCG 



TTTNANCCTATCTGGAGCTNCACCNCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGCCTGCAG 

GGGAAGTGGGAGCGTTGTCTGATTCTGGCTTTAAACTCTCGTGCCAGTGCTTAGGCTTTGGCAGGGGTC 

NTTTNAAANNCAATTNNTTTAANNGGGNCCT^ 

GANTNGNNNGGNAAANANNGGCCAANNNNNNACNNGNCCTONNTTOGAAANNGNAAANGGAAAN^ 
NNAGNGGNNNNCNTATTWAGGCCNCTNCNTOTANCAANGGAAGAANTONCCANTOGGAAAACCATG 
GGCGAAAGNATATATTTGGGCCCTTTGCTTCTGNGCATTCNTTTGGAGGCCACGCGGCTGTGCGCTGTG 
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ACACACTGTGCCNCACACTGTGGCTCTNNACCNGGAAACAAAGGGCTACTGTGCCCTCTTANACAANC 

TGTTTTCCCAGATACC(^CTCAGAANACACACTCITGTGTCCTGNCCCCN^AGAGCGCTATGCCCTTT 

GATGTNCACGCTNNCACAGAAAATACCNNGAGAGTTATTTCCCCCNCAGAAAAAACCGTGGATCTCTG 

TGACGGGCATCCTAasfTGGTGGNGTGGTGTTCAGACCNCCCCATNATNGGGTGCTTNTTTAATACCCTT 
TTTTTCTTGAGGGAACNTCTTCAGCTTCTT^ 

AAATTCCTTGCCCCCNCAANTNATTTTTTNTTGNAANGGGAGTCTTACCTTGCGNGNTTNGGNTTGGGG 

GGGCCATCCGGGAGGGAAAATTCCTCCACCCAANAANAAAAAAAGGGNTTTTGNANGGGAATTTTTT 
CCCCACCNTTTTTTTTNN 



TTTNANCCTATCTGGAGCTNCACCNCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGCCTGCAG 

GGGAAGTGGGAGCGTTGTCTGATTCTGGCTTTAAACTCTCGTGCCAGTGCTTAGGCTTTGGCAGGGGTC 

NITIl^AAA>nS[CAATTNNTTTAANNGGGNCCTTGNCATO 

GANTNGNNNGGNAAANANNGGCCAANNNNNNACNNGNCCTNNNTTNGAAANNGNAAANGGAAA^ 

NNAGNGGNNNNC^TATWAGGCCNCTNCNTOTANCAANGGAAGAANTWCCANTNGGAAAACCATG 

GGCGAAAGNATATATTTGGGCCCTTTGCTTCTGNGCATTCNTTTGGAGGCCACGCGGCTGTGCGCTGTG 

ACACACTGTGCCNCACACTGTGGCTCTNNACCNGGAAACAAAGGGCTACTGTGCCCTCTTANACAANC 

TGTTTTCCCAGATACCCNCTCAGAANACACACTCTTGTGTCCTGNCCCCNNNAGAGCGCTATGCCCT^ 

GATGTOCACGCTNNCACAGAAAATACCNNGAGAGTTATTTCCCCCNCAGAAAAAACCGTGGATCTCTG 

TGACGGGCATCCTACNTGGTGGNGTGGTGTTCAGACCNCCCCATNATNGGGTGCTTNTTTAATACCCTT 

TTTTTCTTGAGGGAACNTCTTCAGCTTCTTTCNTCATCNTCNNAACTTTNT^ 

GNNGGGGTTTTTANAAATNTTTTTTTTTCATTNGGNNNGCAAGCANG 

AAATTCCTTGCCCCCNCAANTNATTTTTTN 

GGGCCATCCGGGAGGGAAAATTCCTCCACCCAANAANAAAAAAAGGGNTTTTGNANGGGAATTTTTT 
CCCCACCNTTTTTTTTNN 



TTGANAANANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 

CTNTGCTGANGGTNACATTNAACTCCCNNCGANTTCAGNNNCATNTNTNGGNGTGANOOTATGGNNC 

ANNACATNCNGGCCAANATCAGGANCTACCANACTGNTCCTTTNGACNGNCGATTCCCCAACCNNAA 

CCANACCANGAACTGCTGGCAGAACTACCTGGACTTCCACCGNTGTGACAATGATNTGACCCNTNNTG 

NCNGNAAANTTTCTGTNTGTGAAAGGNANC^GCGNGTNTTNTNNTCCCTGTGGCCNNTAAAA^ 

NNNNNTTNGGANACNANCCNAACANAAGGCACGTTTCCTGGGANGATCTGAACTGGCTCCATCCCAC 

CTNTTNTGTCCTCCNTCCTTCTCCCCAGGGTGGTGAAGGGGGACCGGGGTACATGGTGATCCCNACCCT 

GGGATCCTGACNGATGGNATAACTAATACTAAATGCTCGANGGAAACGTGAAAAAAAAAAAAAAAA 

AATTTTTTTTNGGNNAANNAANGNNCGNNTGGGGNCCNNN^ 

NNTTNNAAAAANNTTTTTITTTTTTT^ 

TNCNCANCCCCCCCNCCNNTTNGAAAAAAAAANNCCCCNGGGGTATNTTNGGGGGTTTTAANGCC^ 

GNNNNNCNNNGGCCCCCAAAAAAGNGNGGGGGGGGG>TNCCCCCTNCTTNNNGNACANAAANNAACC 

NTTNANNCCNGGGGNNTTN>^TNANAAAAANCGGGGGNTTTTTTNTGGAAAAN 

AAANNAAAANTNGGGAAAAANAANAATTNTTTTGCCT 



NAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCGCTG 

CCCGGCCGGCCGCCCTGGCGAACGTGGCCGACACGAAACTGTACGACATCCTGGGCGTCCCGCCTGGA 

GCCAGCGAGAACGAGCTGAAGAAGGCATACAGAAAGTTAGCCAAAGAATACCATCCTGATAAGAATC 

CAAATGCTGGTGACAAATTCAAAGAAATAAGCTTTGCATATGAAGTACTATCAAATCCTGAGAAGCGC 

GAACTATATGACAGATATGGAGAACAAGGTCTTCGGNAAGGTAGCGGTGGAGGTGGTGGCATGGATG 

ATATTTTCTCTCACATCTTrGGTGGAGGATTATTTAGCTTTATGGGTAATCAGAGCAGAAGTCGAACCG 

GCAGAAGAAGAACKjAGAAGACTTGATGCCNTCCCCTCAAAGTTTCTTTANAAGACCTGGTNTATGGGC 

AAGACANCCAACCTACAGCTTAACCAGGAATGTNCTCTGGTATGGCTTCCANGGGCCAAGGGGGGNA 

GGCTNGGACCTGTCAAAAAGTGTAATNGCCTTGGTCGGGGGCCNAGGGGGNCNCATTAATGAACAAA 

ACAGCTGGCTTCCAGGGATGGNGCCACCAAATCCAGCTGNGGGGGTCTGGACTGGAATNGGANAAGG 

GAAAGGTAATTTATGGAAAAGGGNCCGTNGTAAAAAANGGGANGGGAAAAAAAGGGGNTTAAAGAA 
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AGTCCAANAATTNTTGAAGTCCCCCTTNAAACAAAGGCCTGNAACCTTGGGCCGGANAATTCCNTTTA 
CTNGGGGAAACCAAACCNGGNCCCCCNGGGGNNGGNANCCCGGGANACATTGTTNTTTTTTGCTTCCA 
NAAAAAAANAACCTTGGNGGGGTTTCCCANAAANACCGGGAATGGATTTGGCCCATTGACAATTTAA 
AAAAAAGGGACTTGGTGGAAACCNTTTTT 



TTNAANACAANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 

GAATTCGGCACGAGGGTTTGCCGCCGGGACACAGGNGNCGTGAAAACCANNGTTAAACCTAAGCCAA 

AATGGGAAAGGAGAAGACCCACATCAACATCGTTGTCATTGGGCACGTAGATTCAGGGAAGTCTACC 

ACGACTGGCCATCTGATCTATAAATGTGGCGGGATCGACAAGAGAACAATTGAAAAGTTCGAGAAGG 

AGGCTGCCGAGATGGGAAAGGGCTCCTTCAAATATGCCTGGGTCTTGGACAAACTTAAAGCTGAACGT 

GAGCGTGGTATCACCATTGATATCTCCCTGTGGAAATTTGAGACCAGCAAGTACTATGTTACCATCATT 

GATGCCCCAGGACACANAGACTTCATCAAAAACATGATTACAGGCACATCCCAGGCTGACTGTGCTGT 

CCTGATCGTTGCTGCTGGTGTTGGTGAATTNGAAGCCGGTATTCTCCAAGAACGGGCAGACCCGTGAG 

CATGCCCTTTTGGCTTACACCCTTGGGTGTGAAACAACTAATTGGGTGGGCGTTAACAAAATGGATTCC 

ACTGAGCCGCCCTATAGTGAGTCCGNTANAAANNNNT^ 

TTANAANGTNCNAANGGGCCCGGGNNGGNNNN^ 

NAAACCCT^OTTTNATNCCrc^ 

TNNNNGGGGCCCCOSTCCNTNCNNNT^^ 

TCAANT v nTGCNCTAANAAACTACCCGTNTNN^^ 

GNNTNTNNCNNNNATTTTNCCCTTGNNGGC 



TTGANAANACTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCC 

CGTGTGGCCCTNTAGTGAGTNGNATTACATGCCGAGCTCCAGACAGACATCAACGAGCTGACCAGCGA 

CCTGGACCGCTCAGGAATCCCCTACCTGGACTATAGGACCTATGCTATGCGAGTCCTGTTCCCGGGCAT 

CGAGGACCATCCTGTCCTGCGTGAGCTGGAGGTGCAGGGCAACGGGCAGCAGCACGTGGAGAAGGCC 

CTGAAGCTCTTCGCGCAGCTCATCAACAACAAGGTGTTCCTGCTGACCTTCATCCGCACCCTGGAGCTG 

CAGCGCAGCTTCTCCATGCGGGACCGCGGCAACGTGGCCTCGCTCATCATGACGGGCCTGCAGGGCCG 

CCTGGAGTACGCCACCGACGTCCTCAAGCAGCTGCTGTCTGACCTCATCGACAAGCACCTGGAGAACA 

AGAACCACCCCAAGCTGCTGCTCCGGAGGACAGAGTCTGTGGCAGAGAAGATGCTGACCAATTGGTTT 

GCCTTCTCCTGCACAAGTTCCTGAANGANTGTGCCGGGGAGCCGCTTGTTCATGCTGTACTGCGCCATC 

AAGCAAGCAAATGGAGAAGGGCCCATTGACGCCNTACGGGCGAAGCACCCTATTCGCTGACGAGGAA 

CAACTTATTCCGGGANCAAAATNGAACTACCAANAACCTTGATTTTGAACTGNGTTAAATCTTGACAA 

NCAANAACAGCCCCGGAAATNCCAAGNGAANGGNGTTNAAACTTGGGAACCCCNTCACCCCAGGTTC 

AAAGGANAAAAAATCCTTTGATGCAAGNOTAAAAAAAAACGTGGCCCCTTAATTTCCAAAGGGGGCC 

CAAGGGGNTTTGGGGANATTGGGACTTTNGGAANNGGGGGNAAAAANGG 



GCCTATANNGAGNCGNATNACAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAAT 
TCGGCACGAGGTTTCTITrCTCTTTTTCAGTAAAATGCAGTGATTATTTT^ 

TGTATATTATAGATA1TCTTTCTCATAACTGCTTGGGCATCTAACTAGTACTTCTTTACAGAGGAAAAA 

AAAATTTCCTAAGGGCAGATCTACCATATTTCATTT^ 

GTGTGTGTATGTATTTTGGAGGACTGCTTITC^ 

AAAGTGATGGCACAAATATCTAGGAAGACTTTTTTCCCAAGATACCATATCCAAAAGAAACATAAAGC 
TTGACTGTCATTITrCAAAGCAGATAAGAGGCTTTTAAAGGATGAGTTTCCTGTGTGAGGACAAGATTC 
TGCCGTTTGACTGTTGTTGTTAAAGTCGGTAAGTCATGTCTGACTCTCTGTGACCCTGTGGACTGTTGTT 
TGCCAGGCTCCTGTGTCCATGGCATTTCCCAGACAAGAATACTGGAGTGGGTTGCCATTTCCTTCTCAA 
GCAATTTGATATGGTTCTTATTTTTATTCCAAAAGCTGAACGTGCTTTGC^ 

TAGGACTGGAAACGCCCTCCTGGTTTTAAGAAATGCCTCTNGNCCAATCCAGTTGCCGCTAGCCACGN 
TTTCCTCTTTAATCTAAAGGTATNTAACNATTAGAATAAAATTCCCGTTCANNTTCCTTTNGNNCCm 

NCCCCATATCAATAGGCTCCNTGGTGGTNNNCGTGGTTTGAACTTTTAATTGCNTGGGCCCCTNGAAAT 
GTNTTTTNANNNCAATTTTTTATTATN^ 

GGTTCTTGAAANNTTTTCCCCTACTGGCAAAACGGCNTTTTGAACNCT 
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NNCAANNCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAA 
TTCGGCACGAGGGGCCTGTACGCATGCGGGGAGGCTGCCTGCGCCTCGGTGCATGGTGCCAACCGTCT 
GGGTGCAAACTCGCTCCTGGACCTGGTTGTCTTCGGCCGGGCGTGCGCCCTGAGCATCGCAGAGTCCT 
GCAGACCCGGAGATAAAGTTCCCTCGATTAAACCAAATGCTGGGGAAGAATCTGTCATGAATCTTGAC 
5 AAATTGAGATTTGCCAATGGAAGCATAAGAACATCGGAACTGCNACTCAACATGCAGAAGTCGATGC 
AGAGCCATGCCGCGGTGTTCCGTGTGGNGAGTGTGCTGCAGGAAGGCTGTGANAAGATCAGCAGCCT 
CTACGGAACCTGCGGCATCTGAAGACGTTCGACAGGGGGAATGGTCTGGAACACTGACCTGGTGGAG 
ACCCTGGAGCTTGCAAAACCTGATGCTTTTGTGCTCTGCANACCATCTACGGAGCCGGAGCCCCGGAA 
GGAGTCGCGCGGCGCCACCCCAGGGAGGACTTCAAGGAGAGGGTTGACGAATACNATTACTCCAANC 

1 0 CATNCAGGGGCAACAAAAAAACCCKTTTGACACACTTGGAGGAACCCACGCTNTCTACGTGACATCA 
AAANTGGGAAGGGCACCCTGAGTCAAACCTGTATCGAAAAACTTTTAACGAAAACTGATTGGNCCAT 
GTTTCCCCAANCCTrCGNTTTTTAATGAGGANAAANGNGGTTTCCCTGGCCCNGGNAATAANNANAAA 
ANCCCNCCCCCCCGGTTTAGGGNNNNNCCCC 
CCTITI>nWAAAAAATNCTNNCN^^ 

15 CCCGGGNNTTTTTTTTNNAAAAAAAAAA 



TTCTCAAGGGNGGTGCGGANGCGAGCCTCACACGTCCCNNTNNACNCACCCNCTGGANNTCTCCNTNA 
CNTGCGGCNTGAACGCGANCCTCNTATNCNGTGTGCNCCCCCNAACNNGANATANCAANNCCAGCCA 
20 CNNAGANNTTTCGCTATTCNTANANGGTNnSTCANTTANGNAACCCNTGGGGNNTTCCTNCATO 
NACNTTCTAAGTNNNNTNAAGCGCCNNANNTCNATGCNCCACTTNGCCG 
AGA>O^G>nWCCNNANNNAACNGNGTTTGNNGCnT^ 
O NANTGGGNNCCNGGNGGGNNTNlSr^^ 

; 7: NNCNATTGNNGGNNGNNNACGGCNANTNGCNTGNGNGNGTNGNAGNAGCGNNNNTGNTTC^ 
r n25 CGNCTAATGCCCCTATGGGNNNNNN^ 

r : AGATGNNNTGNGTTGGATNNGNNN1WACATNNTT1WTANNNNG 

NNGT^TNTATNNNIWGGNANNNTNGGGNGAC^^ 
"f: CGNNGNCAGNNTNNGTNTNTl^TNAA 
V. NNNMsfN^GGNNGNATNNNNNAGGT^ 

+ 30 TTNNNCINTGGNGNTTAGNGGA>WCCANNGNACGTGNTNGNNN^ 

AAGCTTCTCNANAAAGNTAGGGCGGCCAACCCNTCTCCCTCTNTCCTCnTCATNNAAGTCTTACCNCN 
s ANGGCClsnsnStACCGNGCCTNNTGC^^ 
p NIWTGCNNGGAANNCNIWCNCGTNCGTCC^ 
Q1 CNCTGCNGCNGCACGNNNGNNGTGGTNCTGN^^ 

:r-35 ACTNANTGNAGCGTAGCGGAGAGANCAGAANGGCANGTCGCCGCTGNNCNGTAGNNANNCTGNCAN 
£ NGCCGGNTGNNTNTNTTGTCAACGNAGCGNNCNCCACAGTNGNGANTGCNCTNGNGNGCGGCGNNGT 
;l NAGGNNAGNNAGTCGTNTGCNCNNNGNGANATCGCGAANCNTNANANAGCCG 



40 TTNAGCCTATNTGGAGNTNNANNNCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGNAG 
GAANTTCGGCACGAGGGCCACACCGAAGCCTACCCCAGCTTCCTGTCTGTGGAACACTCGGGCCTGGG 
GCTGGNCCCTGCCTATGGGTNTTTACAAANCCCNTACGGAATNACNTTCNANCCGCNGCNGCCANNAC 
CNAGGGCCNGC^AGGNNCCAAANCCGGGGNANCMNACCCGNNC^TTNCCCNNANNNGNNCNNG>nT 
CNNCNTTNAACNNGGCTTCCTNGAACCAAANAANNTTCCGGTTTAAAACNNGACTTTTAGAAA 

45 NNCCCACCCNGNAACNGGCTTGGAANTTTTAC^ 

CGAACACATTCACANGGCACANGGAAANNCCCATCCACNGGGAGAGTGTCCGGGTTATATCAAAACA 
GGGGGGACATNNAGAGAGTGNGAGCACCTTTTANNCTATANCACTGNGNTCTCTTTGCCCCAAANNCC 
NAGAGAGNGTGTGGCirTGCNCGGGAAAAGANTGTGGANACCCANAAACCCCCGGGCGGGGACTTTT 
NACANAGAGGTGTGAGTGNNCCCCCGANTANTGCACTGGNGGATAAAAAATATATATNTCTTCTANTN 

50 TTACACCCNNOSfTTTTGGACT^ 

GGGNGGGGCCACAGGACTTCCTCCCCCGCTTGTGGAAGNCCCCAAACCCCGTTGNCCCCNGGGGCCGC 

TTTNTCCTTTTTNCNTNCNTTTO 
NNTTNTTTTGGAAAAA 

55 
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TTNAGCCTATNTGGAGNTNNANNNCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGNAG 

GAANTTCGGCACGAGGGCCACACCGAAGCCTACCCCAGCTTCCTGTCTGTGGAACACTCGGGCCTGGG 

GCTGGNCCCTGCCTATGGGTWITACAAANCCCNTACGGAATNACNTTCNANCCGCNGCNGCCANNAC 
CNAGGGCCNGCNAGGNNCCAAANCCGGGGNANCh^ 

CNNCNTTNAACNNGGCTTCCTNGAACCAAANAANNTTCCGGTTTAAAACNNGACTTTTAGAAAGGGA 

NNCCCACCCNGNAACNGGCTTGGAANTTTTACCNAACTTNACCAANTTTCCACTTTTNAACGGTTACG 

CGAACACATTCACANGGCACANGGAAANNCCCATCCACNGGGAGAGTGTCCGGGTTATATCAAAACA 

GGGGGGACAT^AGAGAGTGNGAGCACCTTTTANNCTATANCACTGNGNTCTCTrTGCCCCAAANNCC 

NAGAGAGNGTGTGGCTTTGCNCGGGAAAAGANTGTGGANACCCANAAACCCCCGGGCGGGGACTTTT 

NACANAGAGGTGTGAGTGNNCCCCCGANTANTGCACTGGNGGATAAAAAATATATATNTCTTCTANTO 

TTACACCC^CNTTTTGGACTACNCNCGAGGNCCCCGCNCCCTTCTCTTTmTONANGNGGTGGGGAG 

GGGNGGGGCCACAGGACTTCCTCCCCCGCTTGTGGAAGNCCCCAAACCCCGTTGNCCCCNGGGGCCGC 

NNTTNTTTTGGAAAAA AAANNGGGGGAAGGGGGAACCTTTTTTGGGAAAAAAAATTC 

TTNAAAAANTCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 

CGGACATGCTGGTCGTGCGAGTGGTTGAGATGTCCATCCTGGAGCCTGACGTGCCCCTCCCACTAGTC 

CTCCTCTCCCAGCCCAGCTACCTCAAAGTCTTCGTCCCCAAGCACACCCAGGAGCTGCGGCTGGAGCT 

GCAGGGCTGTGTGTCCAATGGGAGCCTGGGCTGCCCTGTGCACCTTACCGTGGGGTCGGCCACCCTGC 

CAGGAAACTTCCAGAAGGTGCTCACTTGTAGCGATCCCACCACGGCCTGCCGCCTGTTGTTGCCTTNAC 

CACCNTGGNAACGGNGGTTGCAAGTGACGGCCAAAAGCCTGGCGGGGCCCCGCGTGTTGGNNACGTT 

AATNGCCGGGGTTGCCTTNACAGCTTGCANACCGTGAATTGCNAACTTCAANGGCNTTTTGAAAAANA 

AGCCCNAACCAAANNAGCACCGCNTCCACGGGCCCGCCGCCCTTGAGCCCCAACACCCAGGACCTGG 

ACCAAAGTGGCNAGGCAGGCAGNGGCCCTTTNTGNTTAAGGAGCTTCCCCATCCTGCGGGAAAACAT 

GGATGTGGNGTTTTGGGCCCTTTCCGGCCCCTGGAAAGGGCCTTGGNGGCTCGTGCAAGTCGGACATT 

GCCTTAAGNGATGAAAATTGCNCCTTTAACACGGGCATGGGACAGNGGGGGGCTTCCTTGAACANTTT 

TTTGGGAACCGTAAAACCAAAACCGNGGATTGGCCAACAACCACCCTNGGGGGGGGGCCTTGTGNGA 

ACCGNCCGGGTTTGCCCTTTTNTTOAATTTTAAAAANTTTGNTITAAA^ 

CAAGGGGTAANCCCCTTTGGCCCCTTGANNGCCTTNGTTTTCCCAAAAGNCAAACCTTAAAANTTCCC 
TTACCCAAANAAAAANAAAAATTGG 

NAAAAGCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCCGN 

CAGGACACAGGTGTCNTGAAAACCACCGTTAAACCTAAGCCAAAATGGGAAAGGAGAAGACCCACAT 

CAACATCGTTGTCATTGGGCACGTAGATTCAGGGAAGTCTACCACGACTGGCCATCTGATCTACAAAT 

GTGGCGGGATCGACAAGAGAACAATTGAAAAGTTCGAGAAGGAGGCTGCCGAGATGGGAAAGGGCT 

CCTTCAAATATGCCTGGGTCTTGGACAAACTTAAAGCTGAACGTGAGCGTGGTATCACCATTGATATCT 

CCCTGTGGAAATTTGAGACCAGCAAGTACTATGTTACCATCATTGATGCCCCAGGACACAGAGACTTC 

ATCAAAAACATGATTACAGGCACATCCCAGGCTGACTGTGCTGTCCTGATCGTTGCTGCTGGTGTTGGT 

GAATTTGAAGCCGGTATCTCCAAGAACGGGCAGACCCGTGAGCATGCCCTTTTGCTTACACCCTGGGT 

GTGAAACAACTAATTGTTGGCGTTAACAAAATGGATTCCCTTGANCCNCCCTATAGCCAGAANANATN 

CNAANAAATTGTTAAGGAAGTCAGCNCCTATNTTAANAAAATTGGNTACAACCCCGACACAAGTACA 

TTTGGGCCAATTTNTGGCTGGAATGGGGACACCATGCTTAAACCCAAGGCTAATTTGCCCTGGTTCAA 

GGGATGGAAAGTCNCCCGTAAGGGCCGGCAATTGCCNATGGGAACCCCCCTTGNTTGAAACC1TTGGA 

ATGGANTTTTGGCACCAAATTTGNCCAAATGGAAAAAANCCTTGGGGTTGGCCTNTTOCCGGAANGIN 

NTTAAAAATNGGGGGGGTTTGGGNCCTGGCCCCTTGGGGGGCCCGGNGGGNAAACTTG 

TTNANAAAATCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 
CGAACAGTCCTCACGCCGATCTCTTTNCTGGNTCCCACCCGCGCCAGGTGACACGGAGAGCTGACACC 
ATGGTTCATCAGGNGCTCTACCGGGCGCTGGTCTCCACCAAGNGGCTGGCGGAGTCCGTNCGGGCTGG 
TAAGGTGGGCCCTGGCCTTCGGGTGCTGGATGCGTCCTGGTACTCGCCGGGCACCCGCGAGGCCCGCA 
AGGAATACCTGGAGCGCCATGTGCCCGGCGCCTCCTTTTTTGACATANAGGAGTGTCGGGACAAGGCC 
TCGCCTTACGAGGTGATGCTGCCCAGCGAGGCGGGCTTCGCCGACTACGTGGGCAGCCTGGGCATCAN 
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CAACGACACGCATGTGGTGGTGTACGATGGTGACGACCTGGGCAGNTTCTATGCGCCGCGGNTCTGNT 

GGATGTTCCGTGTGTTNGGCCACCGCACCGTGTCCGTGCTCAATGGTGGCTTCCGGAACTGGCTGAAG 

GANGGCCACCCGGTGACATCTGAGCCCTTACGCCAGAAGCCAGCCATCTTCAAAAGCCACGCTGAACC 

GCTCCCTGCTCAAGACCTACGAGCANGTGCTGGAAAACCTTCGAATCAAAAAAGGTTTCAACTTGGTG 

GAATTCACNGGCCCCANGGGCGGTACCTGGGCACACAAGCCGGAANCNANATCAGTAGGACTGGAAC 

TCGGGCCACATTCCGAAGGCTTCGGTCNACATTGCCCTTTCATTGAACTTTCTTAAANGGAGGAATGG 

NTTTTTNAAAAAAAACCCAAAAGGAAACCTCCCTTGCCCTTGTTCCAAGGGCCCAAAAAAGGNGGGA 

CCTTTAANAAAAGCCCCTTTTTTTGGCCCCATTGGCCCGGGAANGGNGTCACCCCNCCTTGCCCCAATT 
GGCCCTGGGTTGNTTTAACCTTTNGG 



AGCCTATCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAAT 

TCGGCACGAGGGTTTGCCGCNGNGACACAGGTGNCGNGAAAACCACCGTTAAACCTANTCCAAANTG 

GGAAANGANAANACCCNCATNAACATNGTTGTCATTGGNCACGTAGATNCAGGGAAGTCTACCACGA 

CTGGCCATCTGATCTATAAATGTGGCTGGGATCGACAAGAGAACAATTGAAAAGTTCGAGAAGGAGG 

CTGCCGAGATGGGAAAGGGCTCCTTCAAATATGCCTGGNTCTTGNACAAACTTAAAGCTGAACGTGAG 

CGTGGTATCACCATTGATATCTCCCTGTGGAAATTTGAGACCANCANGTACTATGNTACCATCATTGAT 

GCCCCAGGACACATANACTTCATCAAAAACATGATTACAGGCACATCCCAGGCTGACTGTGCTGCCCT 

GATCNTTGCTGCTGGTGTTGGNGAATTTNAAGCCGCTATCTCCANGAACGGGCAGACCCGTGAGCATG 

CCCTTTTGCTTACACNCTGGGTGGGAAACAACTAATTGGTGGCGNTAACAAAATGGATTCCACTGGAC 

CCCCCTATAGTGAATCNNNATTACCANNNGGNGGNGAACCCTNNAANCAAANAGGNTTTNANNTGGG 

GGGNNTNNCGGNCCCNNGGGNNNGNNTNNNN^ 

>nSINNNGN>n^NNNNCNN>^ 

NNNM<[>nWNNNNTTNW 

ANNNNNNNWWT^^ 



GNNCCTTANTAGNGGANGNGCGGCAATNTAACNGNGGGGAGGTCCCCANTTACCATTAATCTGCCTN 
NCATCCCCCNCGGAGCCTTGCATGAGCANATCNCCGGTCATCNGAGGAGAGNTTTCACGNGGTCTCTT 
AAGAATACANGTGNCNGTGTCCTCAGGGGGGATCTGNTAATNTANTTTCTCCTTCTNTNAANCCGTNA 
NAA1SINNNCNATACACNAACGTANANTNAAAANTAANNNTCTITSM 

CCGCGCNNGCCNACTCNGTNTCAGNCNNNCTNTTONANNANGTAAAGNAGATONTOGTGGAAANGGN 

AGGNTA>WCNANNNGNGNATTGTNCAGCAGCTNNT^ 

TNTAAAGNhWANNNNNNNNNTNNNA^ 

TGANGATNAATTNNM^GCGNNANW^ 

ATTANNTGGNGTNTOTATNTTTA(^GNT^^ 

NGNTTT^TNTTNTNCTATNATNN^ 

GAATCGATCNNGTNNNGCNCGNNTNTGNTNCANTGCNNGGNNGCGCTGGCGNCGCTAGGCNTAANNN 

TTNCNNCCATNAANNGANGCAGNCTACNNANACNCACTGACNGNTGATTACATTAGATTANGANNAN 

NGANCANCNGNANTTGTCANANACTGCGTNCNNCAACGNAGANGNNNNGCTOGANACNNTGNGNNT 

CTOTG>WCTOGTCAATWGNACANTNNGN(^GGNAGGCAGTAGNNNAGTAATTCNCGCGNCANTNTA 

GCT^GGACN(^GGANCGTNANGCCCNNNNNTGTNNAA1WGNGNCGGCNATNNGNCNTA 

CANTGNNGCGCGCACNTTGTNATCTCCNCGCAGGNAGAATANCGAGNCGNNNGTGNGNGCTNTCNGC 

TATGGCNGNANTCGCN>WCGTAANAGAGTGATNCNCGNN^ 

NTGTGNNNCGNNNCGNGNCGCNGACAGANTNCCNCGCNCGCGANTNTNCANCTANNNGNANCANAG 

AGNGCTOGTOTOTNNNNGAAGTTACGNNTTANNCAANCGNTAGTNNGTNTNANCANCGTCCNCNCGA 

ANTNCCACNTCGTTGGTGTOTTANTNGNANNCGTCGNGTAGNTATCANTGNTGANAGCGNGNGGNNG 

CTGGCGTNNTCGGATANTNTCNGNGNCANTNAGNATGCGCGNTAGACAGTNANCNGNGGNNGNCATN 

AATCNGNGNTNGNCGNACNGTNNGCGACANAGTNANNTCGTGNCGANCAGTGACTNTCACGNTCNCN 
NNANTATCACNTNCCG 



GANTONANTGNNGCCGANTCNCNGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGANT 

TO^M^CACGAGGANATNTCTTTAANAGTAGGAGAGGGGCCAATAGCTGNCATCATGACTCCAACTCTT 
AAACmGGNTTNACNGATTAOTAAm 

CGCTCNCATTNCNAACNNTTTNTNCN(^ 
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NANCACNTCTAGNNNTANTN^ 

CCNNAACTANTCTGNCATATCNCNGAGCCNCGTANTATGNACTTNNTNNC 
NCCTTCTNANCCNNGACCTCTTNCTNCNTNATNNNCANCCNN^ 
NNTNTTNNNGNTN^ 
5 TNTNTCCNTTATTNNCTAT^ 

CCCTCTGTNCNACNCTNCTNTC^ 
NNCNAGCTNGANGNNCNTCNNCCC 
. TCTATNNNTCNTATTNNTN^ 
NNCACCNNATNNTNCATOT 
10 TGTATTNCNNTNNCCNTGTTTANNCTTCCTACATCGTT^ 
CNACCTACTNCNTTCTTC^ 
NNTCNCNTAACNTTCTCTAGCTTTTNNTNTG 
AANTCTCTNNACCATTCTTCNNCCTCGGCTCC 

15 

GCCCTATCTGGAGCTNCANCNCGAGNGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGA 
ATTCGGCACGAGGAGAGGTGCAACTTTCTTCGGTCGTCCCGAATCCGGGTTCATCCGACACCAGCCGC 
CTCCACCATGCCGCCTAAGTTCGACCCCAACGAGATAAAATGTACCTGAGGTGCACCGGGTGGGGGAA 
AGTCGGGGNCCCGNTCTGGCCTTGNCCCCAANAANCGGGCCTTTGGGNCTTGCTNCNAAAAAGGGCG 
20 GGGATGACNTNGCCNANGNNACTGGNGANTGGAAGGGNCTGNAGANTACNGGGNAACTGNCCNTTC 
NNAACNAANNANCCCNAANTGNNGGGGN^ 

ACCNCCCAGGGACCGAAAGAAGCCGAAAAACCTTTAGCNCNNNGGAAACNTTACTT^ 
O GNCAACNTTGNCCNGNANANGCNGGATTGGNCTCTAACTN^ 

;S TANCTGGGGACCGCGCCACATCTGTGGGGCTGCAATGTGTGATGGGGCGCCACCCCTCATGGACATCA 

S25 TTGANGATATNNAACACTGGCGCCCATGGAAATGCCCCCCNTTGTTAAA]^ 

rj ATAAGGNGCCCTTTTTCACACCNC^ 

J: ANNTTTCCCTTTNNNNNGGGGGGNGNNNT^ 

f; C^TNTNNNTNNACNNNNNAT^ 

C TTNTTNTNNNCTTTNNN 

4-30 GCTNNTNCNNNTNNTTNCTTNTNTO 



0 TTNAGCCTATANNGAGNCGNATTACAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGNAGG 

01 AAAAAAAATTGTAGGAAGTCAGCACCTNTNTTAAGAAAATTGGCTACANCCCNGNCACANTATG 
H:35 TGTGGCNAATTCTGGGCTGNANGGGGNNCAACNTNCTAAACCNAATGNCTATNANNCCNNG 

S; GGANNGNAAGGCANCCGNNAGGGNCGGNATNGCCNNGGAACCNNCCTNGNTN^ 
J;:,; ATTNTNGCANCNACTTGCCC^^ 

r? ; GGGGATTGGTACTGGCCCTGTGTGGTCATGTGTGAGACATGGTGTTCTCAAANACTGTGNATGGTGGT 
^ CANCTNTTGCTCTCACNGCNATGTGNACACACTGAGNATGANACCTTGTGTAAAATGCNCCNCTGTAA 
40 NCATTTTGTGAAAACCTNTNCNG 

AAAATATCCCCCTTGGNANATNTGNGGTGTTGGANCANCACAAATGANNCCCCCCCTNGGANACNTN 
NCTNNGTTTNCANNCTCNCGANGNTTTTTNTTGNA^ 

CCCCNNGTGNCTGNGANTNGTTGNCACCACANCTCANTAGCTTNCANANTNNGNCTC 
NAAGAAAAAATAGAT>OTITCCNTTT^ 
45 TCNAAAANAATGGTGGACGGACANCCCNCNATTGGTTTATTGNTTCGCTTGGGGGAANNCCC 
TTTTGAAAAAGNANNNTTTTGATTAANTCCNCCCCCNGG 
GAAAAAAAANCNACCCCNTTGTTGGGGGGNNTTCC^ 
TNCTTGCTTTNGGAACNCN 

50 

TTNAGCCTATANNGAGNCGNATTACAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGNAGG 
AAAAAAAATTGTAGGAAGTCAGCACCTNTNTTAAGAAAATTGGCTACANCCCNGNCACANTATGCA 
TGTGGCNAATTCTGGGCTGNANGGGGNN^ 
GGANNGNAAGGCANCCGNNAGGGNCGGNATNGCCN^^ 
55 ATTNTNGCANCNACTTGCC^ 

GGGGATTGGTACTGGCCCTGTGTGGTCATGTGTGAGACATGGTGTTCTCAAANACTGTGNATGGTGGT 
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CANCTNTTGCTCTCACNGCNATGTGNACACACTGAGNATGANACCTTGTGTAAAATGCNCCNCTGTAA 



aaaatatcccccttggnanatntgnggtgttggancancacaaatgannccccccctngganacntn 
nctnngtttncannctcnc 
5 ccccnngtgnctgngantngttgncaccacanctcantagcttncanantnngnctgnagcccnaga 



TCNAAAANAATGGTGGACGGACANCCCNCNAT^^ 



GAAAAAAAANCNACCCCNTTGTTGGGGGGNNTTC 
1 0 TNCTTGCTTTNGGAACNCN 



NAAAAGCTGGACTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTC 
GGCACGAGGCCGGGTTCGGATCGCGAGTCCGCGCCGCAGCGGGCACCGCGGTCCGGAGCTATGGCGG 
15 TCGTCGTCCGAGTAGTTTATTGTGGCGCTTGAGGCTACAAGCCCAAGTATCTTCAGCTCAANAAGAAG 
TTAGAAGATGAGTTCCCTAGCCGTCTGGACATCTGCGGCGAGGGGACTCCCCAGGTCACCGGCTTCTT 
TGAAGTGTTCGTAGCGGNAAAGCTGGTTCACTCCAAGAAGGGAGGCGATGGCTACGTGGACACGGAG 
AGCAAGTTTCTGAAGCTGGTGGCCGCCATCAAAGCCGNTTTGGCTCAGGCCTGATGTGGCCTAAAGGC 
AGAGACCAGTAATCGTGGCCCAGCCCCTCTCGGCAGACGCTTCATGACAGGAAGGACTGAAATGTCTC 
20 TTGGACGCCTGGTCCTTCCCTGATGTTCTCGCGGCCGCCGGTTGGAGCANANATGGACACCCCTGGTCT 
TTGCCTGTGCGTGCGTGTGTGCNTGTGTGTCCCCCCACGCTGGTCCTGGTGCCTTCCCCATCCNTCATN 
AACATGNTNTNACCAGCCTTCCCCATC^ 

;5 GCTTCTTTTNNGGGGGAGCCNANANGNTAAANCGANGGTNANTTTCAAAT^ 

il ACTCANAANGCAATAAATGGNGATGAGGTTNCCCTC 

: ;S25 TTCCCCAANTGGCCAAAANTTGGGGNNGGNNTNAANNNNNNW 

:1 NNNNNNNNNNNNNNNN^ 



TTNTTGAACNANNTGNNTGGGANCCTCCNACCGGCGGGGGNGCGGCCGCTCTAGAACTAGTGGATCC 
4 30 CCCGGGCTGCAGGAAAAAAAAAAAAAAANTTTTGGGGGGGGGNCCNNGGNNCCC^ 
lv GGGNGCGGNTTNAAAATANAAACNTGNNC 

« GGGGATTANTCCNNGIWAGNANTCTCCTNTTCNCATTNATANACNANTCCNNTCNNT^ 
r NTNNAAAACTTANAATAANATTGN^ 

: 1l NNCANTAANANTNTATCTTANTTTNT^ANCTTATNANCTO 
r : 35 TAGGNNCAuAAGNNTCTClWCCNNTANNTAGNGCGANNCCT^ 
m NCNGANNTANNGTNGNNCNNG 

TTNCCNACGGNTGACTAACCCTGGNGCCANTTTCTCTANTGTCNCCCAGCNGGNACTNNGTGGNANGT 
H NTCCNNTGNNGTNTTGNANCACACNNACCCGTNTACCNTGACTTNAAATGGNT 

TGNACTNAAAGNGANGGCCCACCCC^GTNGANNANCNTNNATCCCCNTCAA^ 
40 NNCATNCCTTNCAANANCCCAANGC^^ 

ANNTTCCTNNNATNANACC 

NCCNTTNGNATTTTNATTGNTNTCTNCCNNACATNNT^ 
CTGANNNACCAATNTNCNANN^ 
NACNGCAATTTCNNAAACCNOT^ 
45 NTCTANATAATNAANNATNNCACCATCTACCAACTTNCNCTNCCC^CCCA 
TTTANTTNTOTTITSfNNANCNTANTNTCANC^ 



tttgannnciwttggagn™ 
50 gggngaaaannaccnttaannctaagcnaacatgggnaangtnntcacccacato 

attgngcnngtaaattnatggangtctacnacnacngancatatgntctanaaacnangctggatct 
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CACAATGAAAACATCACTACTGTAATGCTTGGCCCATGATGTTATTTCCTCACTATCAGTTGAGACCCA 
GCAATAAATATAAAACGTTGCAAAAAAAAAAAAAAAATCTGNGGGGGGGGGCCGNGNTNCCANT^^ 
CNT^TANGGGNNNGTOT 

TTGAANTCCNNNTNTTTNCTNTCGAACNNNGCAATANCTGTTN 
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TTCTCAGTTTTNTAAACATTNNTANTNTTNN^ 
CTNNCNNTTTGCCTNATATTNTTATNCANTNTCN 
NAANNANNATTNNNCTNTNTTCCTNCTTTTNTA^ 
GANTTNNGCNTTANAACNATTC 
5 ATTTTTTAATTTNCCTCTCNC^ 

ATACNTNTTNCGTTTACCCACTANNGTTCATTCCNTGTTTO 

NTTNTNNNGANNTO^ 

TNGTGNNNNCNN 

10 

AAANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCG 
GCACGAGGAAGGTGCAACTTTCTTCGGTCGTCCCGAATCCGGGTTCATCCGACACCAGCCGCCTCCAC 
CATGCCGCCTAAGTTCGACCCCAACGAGATAAAATGTACCTGAGGTGCACCGGTGGGGAAGTCGGTGC 
CACGTCTGCCCTGGCCCCCAAGATCGGCCCTCTGGGTCTGTCTCCAAAAAAGGTCGGTGATGACATCG 

15 CCAAGGCAACTGGTGATTGGAAGGGTCTGAGGATTACAGTGAAACTGACCATTCAGAACAGACAAGC 
CCAGATTGAGGTGGTACCTTCTGCTTCTGCCCTGATCATCAAAGCCCTCAAGGAACCACCAAGGGACA 
GAAAGAAGCAGAAAAACATTAAGCACAGTGGAAACATTACTTTTGATGAGATCGTCAACAT^ 
GCAGATGCGGCATCGGTCTCTAGCTAGAGAACTTTCTGGAACCATTAAAGAGATCCTGGGGACCGCCC 
AGTCTGTGGGCTGCAATGTTGATGGCCGCCACCCTCATGACATCATTGATGATATCAACAGTGGGCGC 

20 AGTGGAGTGCCCCGCTAGTTAAGAACTGCAAAGGAAAATAAAGG 
AAAAAAAACTNGGGGGGGGGCCGGGNNCCCAATTCCCC^ 

O NNNNNNNNNNNN^ 
■3 NNNNNNNNNNNW 
m25 >1NNNNNNNNN^ 



H. s AAANCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGANTTCGG 
CNCGAGGCAGAGGTCTTTAGAAGAAGGAGAGGGGCCAATAGCTGTCATCATGACTCCAACTCGAGAA 

4-30 CTGGCT1TACAGATTACTAAAGAATGTAAGAAGTTTTCAAAGACCTTGGGCCCTATAGTGA 

W ACAGNNGGANCNGGANTCNNNGANCNNATNGCTG^ 

NCCTGGNCNAANGATTGNCNTGTNNNCANNTANTANNGGNCNGNNTACNAN^ 

P NNTGNTGTTTTANANGAANCNNACNNAANGTNGACTGGGNTTO 

01 ATAANGNNCNCCCTNNCNNAC^ 

fi35 NTN^GANAANNCNNNNNNNCCCNTNNN^ 

m - NNCNCNNNNNANNGNNNNNGAN^ 

%: ANAANNNNGNNNNTGNNNNTTO 

f: ANNNNNNNNNANNNNNTNACC 

40 NNNNNCCNNN^^ 

CNNNNNNNNNNl^^ 
NNNNN>1NTTTNNNNN^ 



45 NCCNTATCTGGAGCTCCACCGCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAAT 
TCGGCACGAGGGTCAGNNAACATCACCGAGCTGAATCTGCCGCAGCTAGAANTGCTCAAGAACCAAC 
TGGACCAGGANGTGGAGTTCTTGTCCACGTCCATTGCCCAGCTCAAGGTGGTTCAGACCAAGTATGTG 
GAAGCCNAGGACTGNCTGAACGTGCTGAAGAAAAACANCGAGGGGAAAGAATTACTTGNCCCACTGA 
CGAGNTNTATGTATGTCCCCGGGAAGCTACNTGATGTGGAACATGTGCTTATTGATGTGGGAACTGGN 

50 TACTACGTAGANAAGACNGCTGAGGATGCC^AGGACTTCTTCAANAGGAANATAGACTTCCTTANCA 
ANCNAATGGAAAAAATCCAACCAGCTCTNCAGGANAAGCACNCCATGAAACANGCTGNCATGGNGAT 
NATGAGCCCNAANATTCANCAGCTCACAACCCTGGGAGCAGCTCAGGCTANCGCCAAGGCCTGAGAG 
CTTGTTTCACAAATGGGGCAGAGGGTGCCTGCTTC^ 

GAATGGGGAAANAAAAAAGGTCTGTGGTTTAATGCTAATAAAATGAGCCNNCTGGGCACANTANTCN 
55 NAGGTCNAAATTNTCCCNCNTN^ 

CNNTAANNNNNGANANGGNCNNTCNTTTTTTT^ 
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TTNTTNTNNAAACCCTTNNAACTTOT 

NTTTCCCCCCNNNNTNTTNNNN^ 

TTTTNNTNNC 



GNAANACA^TATTNNTATTTTTTIT^^ 

NTNTTCNNNGGGANANNAGNAGATNANAACTTTGAGCNCNCTGGANTGCANACAGCGGNGGCCGCTC 

TANACTAGTGGATCCCCCGGCTTGCAGGNANTGNAAATTGTAACGANTNNNNACCNATANAANNAAN 

ATTGGCTNCGGGGGCCCNA(^CANTATNTATNTTGTGCCANNTCTNTGGGTTCGTAATGNTGACTTTCA 

TGCTANTAANCTTNGNTGCTANTNTGAGCATGGCANAANGGGGATNGNTAAGTCACCCNTAANGNAC 

NNGNNATTNCNNTTTGCAAATANTCTTGCTNGANANCTTTGGATTGCATNTNTGNTAANCAAANNTCN 

NTTCATNTTGANANACCGTTTGCCNNTNGNCTTCTCCTONGCATGGTCTACTATAANATNTNNTGGGCA 

NTTAGGNNACCNGTCGCCTTGCTNGNNATCCHNCATTGNACACTTGNTNGTTNTCANAATCCTTGNGN 

AAATGGNTGGANCNNCCTATANGCTNCNAAACTNAAATTGANAN]WATNCrGNNA>WAGAAAG>MN 

NTNGTNANANANNTNCACTCNTIT^ 

ANCAATTCGCGNNTAGCNTNNTAANTNNNTTANAAANNGNGTNACTANTCACAAATNl^^ 
NGNNTTNCAGNCNAATCGNNGCNNTTTGNGTTACCCTTNNACTATNATNATTGTATTTCAACNACAN^ 

NNCAATGNANTANATTANANTTCNCTGNNTATTTTNATNAACNTNGATGNGTNNGCCA 

CTAGTNACCTANANACTTGGTATNATGACAATATTAATNANCNCNTCNCTCTTGNCNCNGNNTTGNAA 

TTAAAACAANTATGTNTCTNANNNCNTACTCGGATAATNCNTACTNGTGGNTAAACANAATTGGNGCC 

TTTAANATTNTATANTTNNAATAACTCC^^ 
ANTNGGNTNANTmCNTGCNATNTANGNTCT^ 
CTATNTNTTAT^AANNGCCCTANCTOTCT^ 
TCTATNTNCTGANCTCACTATCGAN^ 

TCNO^NNCNNGNTCGNANANAACAATCGNGGTCACTNTNTCGNNAANNTCTGCTGGGGACATATNNG 
TCG 



NTNTTCNNNGGGANANNAGNAGATNANAACTTTGAGCNCNCTGGANTGCANACAGCGGNGGCCGCTC 

TANACTAGTGGATCCCCCGGCTTGCAGGNANTGNAAATTGTAACGA>mNlNNNACCNATANAANNAAN 

ATTGGCTNCGGGGGCCCNACNCANTATNTATNTTGTGCCANNTCTNTGGGTTCGTAATGNTGACTTTCA 

TGCTANTAANCTTNGNTGCTANTNTGAGCATGGCANAANGGGGATNGNTAAGTCACCCNTAANGNAC 

NNGNNATTNCNNTTTGCAAATANTCTTGCTNGANANCTTTGGATTGCATNTN 

NTTCATNTTGANANACCGTTTGCCNNTNGNCTTCTCCTNNGCATGGTCTACTATAANATNTNNTGGGCA 
NTTAGGNNACC^GTCGCCTTGCTNGlWATCCmtCATTGNACACTTGNTNGTTNTCANAATCCTTGNGN 
AAATGGNTGGANCNNCCTATANGCTNCNAAACTNAAATTGANANNNATNCTGNNANNAGAAAGNNN 
NTNGTNANANANNTNCACTC>TrTNN^ 

ANCAATTCGCGNNTAGC^Tbm'AANTNlSINTTANAAANNGNGTNACT^ 

NGNNTTNCAGNCNAATCGNNGCNNTTTGNGTTACCCTTONACTATNATNATTGTATTTCAACN^ 

TNGTANANNACNTNCTTGGCTTCTTTCAC 

NNCAATGNANTANATTANANTTCNCT 

CTAGTNACCTANANACTTGGTATNATGACAATATTAATNANCNCNTCNCTCTTGNCNCNGNNTTGNAA 
TTAAAACAANTATGTNTCTNANTWCNTACTCGGATAATNCNTACTNGTGGNTAAACANAATTGGNGCC 
TTTAANATTNTATANTTNNAATAACTCCNANGTIWGNCNCANNCTTNT^ 

ANmGGNTNANTTNChrreCNAT^^ 
CTATNTNTTATNNAANNGCCCTANCTNTCTCNTO 

TCTATNTNCTGANCTCACTATCGANNNANTTATACCTNTNTCTTTCNCTCTACNATATTACTANCTANN 
TCNO^CNNGNTCGNANANAACAATCGNGGTCACTNTNTCGNNAANNTCTGCTGGGGACATAT^ 

TCG 



TTNAACAACAATCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCA 
GGAATTCGGCACGAGGGCGGTGACGGCCGAGGCGACAGAACCGAGGGGCTGTCGTTGGTGGGCGCTC 
CAGGGCTCTGAACGAGAGAAGCGTGACCCGGAAACGGAAGCGAGTCCCCATCCCAACTCCGCCAGGT 
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TTCACGCTAGCCCCAGGCTTACTGGTAGGCTCCTGCTGCCATGGACCTGTTGTTTGGGCGGCGCAAGAC 

GCCAGAGGAGCTGCTGCGGCAGAACCAGCGCGCCCTGAACCGGGCCATGCGAGAGCTGGACCGTGAG 

CGACAGAAGCTCGAGACCCAGGAGAAGAAAATCATCGCGGACATCAAGAAAATGGCCANGCAGGGC 

CAGATGGACGCGGTCCGGATCATGGCGAAAGACCTGGTGCGCACCAAGCGGTACGTCCGAAAGTTTG 

TGTTGATGCGGGCCAACATCCAGGCTGNGTNCCTTAAGATCCAGACACTCAAGTCTAACAACTCAATG 

GCACAAGCCATGAAGGGCGTTANCAAAGCCATGGGCACCATGAACAGACAGCTTGAAGTTGCCCCAN 

ATNCAAAANATCATGATGGAGTTTTGAACCGGCAGGCAAAAATTATTGGACCTTGAAGGANGGAAAT 

GATTAACGAA(^CCCTTTONTGACNCCATTGGGGGAACCAAGGACCAATTAAAAAGGAAAAGNGATT 

CNAAACCTTTNCNTTTTCCCCCGGGNGGGTTTCCNTTAAACGTTGGGNTTGCCC 

NCCNAAGGNTITC^GNCCTTTTGNCCTTGGGGGGGA(^CCAAACCCCNTNAACCTTTGGAGGGAAAAG 
GGTTTAAAAAAACTTTTTAAAAGGGAATTGAAATTGGCCCNNGCTTTTTNCCAAAGG 



NAAAACTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCG 

GCACGAGGNCTTCNACCTGANNCCTGCCAACNNCTKCTACCNCTNCCAGGCTCTNCACNACNNCTACC 

NCGNCTGCATTAACGNNAANGGGACCTOTNCGGCCCTGGACNNGGTCNTGNNCCNCNTGNCAGTCAG 

NNGGNNNNNGGGGGACCAGNTNNNTNCATTCCATNNNNACNCTNCACNCTTCACCGNCATGCTTGAC 

ATGGNTCAACACTNACNTGTGNANGTTCTCNCNCATCGAGANCTTOTGNNACTGAGNTACTCTOCTGC 

TGTGTTGCNTTNNGCCCCNGTTGACCCCAGAGNI^ 

CTGCNTCNTGCGCNNGGGACGNGGGTNTNAAAAGACATGCTCGAGCCNGGATGGGGACCTGGCNTGG 

CCNCACGTTCACTGTCNNCNGGCTGNCCTCTATGNTNGGGAACGGAACCCCAAGNGGCGGCGGGACT 

GACTCTTTCCCCTGGCTGGGNGATGCANACCATGANTGCCTNTNCATCTATNTCTGATGCNTCANTACA 

ACATGCGTGCTGGTACCCGATTTTGGGCCCCGGTTGGTCCGGACGATATGCCTTTTAAACTTACATCCC 

GCACTGGGACTTTCCGAAGCTCTTNANAANTNANNNNTTNGGGNNNGNNANTTO 

CCNNNCCNNANNGNTTTTITrGNAAGGNNAAANCCCGGGGANNNCCNNCCGGGNGGAANGG 

NGGNAACCCTTCCAANAAAACCAANGGTTNNCC^^ 

NNNNGGNNNNNCCCNNNNNNNNNNNNNNAGGAGT^ 



TITGGAAANCAACAATTTCTGGNANGCTTCCCACGCGGCGGGTGNGCCGGGCNCGCTTCTTAGAAACT 
AGGTGGGAATCCCCCCCCGGGGCTTGCAGGNAAAANAAANAAAAAAAAAATNTNTNNGGGGGGGGG 
GGNCCCCGGGANCCCCNAANTTTCCNCCCNTT^^ 

NNNNNlslNNNNNl^^ 
NTNNNNNNNNNNN^ 
^TNNNNNNNNNN>MN^ 
NNNNNNNNNNNNNNNN^^ 

NNNTNNNNNNTNM^INNNN 

NNNN>WTNTNNNNN^^ 

NNNNNNNNNNNTN^^ 

]SMWMsnSTNTNT>^^ 

NNNNNNNNTsnSTNNT>n<INN^ 

NNNNNNNTNN>MN[NN]SI^^ 

NNNNNNNTNTNNNNNNNNN^ 

NCNNNNNNN>nsrNN>nsn^^ 

NNNNNNNNNlSnSfN^ 



AGNCNATCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGGTGA 

AAACCACCGTTAAACCTAAGCCAAAATGGGAAAGGAGAAGACCCACATCAACATCGTTGTCATTGGG 

CACGTAGATTCAGGGAAGTCTACCACGACTGGCCATCTGATCTACAAATGTGGCGGGATCGACAAGAG 
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AACAATTGAAAAGTTCGAGAAGGAGGCTGCCGAGATGGGAAAGGGCTCCTTCAAATATGCCTGGGTC 
TTGGACAAACTTAAAGCTGAACGTGAGCGTGGTATCACCATTGATATCTCCCTGTGGAAATTTGAGAC 
CAGCAAGTACTATGTTACCATCATTGATGCCCCAGGACACAGAGACTTCATCAAAAACATGATTACAG 
GCACATCCCAGGCTGACTGTGCTGTCCTGATCGTTGCTGCTGGTGTTGGTGAATTTGAAGCCGGTATCT 
5 CCAAGAACGGGCACACCCGTGAGCATGCCCTTTTGGCTTACACCCTGGGTGTGAAACAACTAATTGNT 
GGCGTTAACAAAATGGATTCCACTTGAGCCACCCTATAGCCAGAAGAGATACGAAAGAAATTGGTAA 
GGGAAGTCAGCACCTATATTAAGAAAATTGGCTACAACCCCGACACAGTAGCATTTGTGCCAAm 
GGCTTGGAATGGTGACAACATGCTTANAACCAAGTGCTAATATGCCATTGGTTCAAGGGATGGAAAGT 
CACCCCGTAANGGACGGCATGGCCAGTGGGAACCCCCCTTGCTTTGNAACCTNTTGGATTGNANTTTT 
10 GGCCACCAAATTTGGCCCAAATGGAAAAAACCCTTGGG 
GGGGGGGATTTGGGNCCTGNCCCTTGGGGGCNGG 



AAANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCG 
15 GCACGAGGGCAGTTAACATCACCGAGCTGAATCTGCCGCAGCTAGAAATGCTCAAGAACCAACTGGA 
CCAGGAAGTGGAGTTCTTGTCCACGTCCATTGCCCAGCTCAAGGTGGTTCAGACCAAGTATGTGGAAG 
CCAAGGACTGTCTGAACGTGCTGAAGAAAAACAACGAGGGGAAAGAATTACTTGTCCCACTGACGAG 
TTCTATGTATGTCCCCGGGAAGCTACATGATGTGGAACATGTGCTTATCGATGTGGGAACTGGTTACTA 
CGTAGAGAAGACAGCTGAGGATGCCAAGGACTTCTTCAAGAGGAAGATAGACTTCCTTACCAAGCAA 
20 ATGGAAAAAATCCAGCCAGCTCTGCAGGAGAAGCACGCCATGAAACAGGCTGTCATGGAGATGATGA 
GCCAGAAGATTCAGCAGCTCACAACCCTGGGAGCAGCTCAGGCTACCGCCAAGGCCTGAGAGCTTGTT 
TCAGAAATGGGGCAGAGGGTGCCTGCTTCTGGGGCCTGGGACTTTGTGGACGTGGTTTCCTGGAATGG 
□ GGAAAGAAGAGGGTCTGTGTTTAATGCTAATAA 

s£ AAAAANCTTGGGGGGGGGCCCGGGGCCCAATTTCCCCTTTTGGGGGGGNNN^ 

(£25 NNNNNNNNNNN^ 

V NNNNNNNNNNNNNNNN^ 

& ISINNNNNNNNNN^ 

"f^ NNNNNNNNNNNNN^ 

+30 

* M ANNNCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCNANG 

GNGTCAGAGCTGTACGACGTCACTTGGGAAGAAATGCGAGATAAAATGAGAAAATGGAGAGAAGAA 
O AACTCACGAAATAGTGACAAATTGTGGGAAGTTGGGAGAGGAATTAATTAGTGAATATGCTTCTAAGC 
: P TTGGGAGATGATATTTGGATCATATATGAACAGGTGATGATTGCAGCCCTCGACTATGGTCGGGATGA 
035 CTTGGCATTGTTTTGTCTTCAGGAGTTGAGAAGACAGTTCCCTGGAAGTCACAGAGTCAAGAGACT^ 
m CGGGCATGAGATTTGAAGCCATGGAGAGATCGATGATGCTATTCAGCTATATGATCGAATTTTACAAG 
■f- AAGACCCAACTAACACTGCTGCAAGAAAGCGTAAGATTGCCATTCGAAAAGCCCAGGGGAAAAATGT 

GGAGGCCATTCGGGAACTGAATGAGTATCTGGAACAATTTGTTGGAGACCAAGAAGCCTGGCATGAA 

CTTGCAGAACTTTATATCAATGAACATC^ 
40 ACTAATCCTTACAACCACTTATACTGTCAGCAGTATGCCGAAGTTAAATATACCCAAGGTGGACTTTG 

AAAATCTCGAACTTTCAAGAAAGTATTTT 

CTTTGTTTGGACNTTTCATGGCTGCAAGNCATATTGCTTCTTAATCCCAAAGCCNGG 

GNNNANNNNNAAAGGGANCCCCN 
45 ANNCCCCCNNTTTTNGGGGGNAAATTNGNCCCCN 



NNNNATCTGGAGCTCCACCNCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCAAC 
TTCGGNGTGAGCACTGTGCCCGCTTCCTGGCTGACCGCTTTGTGGAGGGTGTGTGTCCCTTCTGTGGCT 

50 ACGAGGAAGCCCGGGGTGACCAGTGTGACAAGTGTGGCAAGCTCATCAATGCCATTGAGCTCAAGAA 
GCCTCAGTGTAAAGTCTGCCGGTCGTGCCCTGNGGNGAAATCCTNTNANCACCTGNTTCTGGACCTGN 
CTAANCTGGCAGCGCGGGTGGAGGAATGGTTGGAGAAAACNTTGCCTGGCANTGACTGGACTGNCAA 
CGCCCGGTTCATCATTCGTTCTTGGNTTCNAGANGGCCNCAAGCCCCGCTGTATAACCCGAGACCTNA 
AGTGGGGAACCCCTGTGCCCTTANAANGGTTTGAGGACAAGGGGNTCTATGTCTGGTTTGATGCCACC 

55 ATTGGCTATTTGTGCCATTACAGNCAACTACACANACCAATGGGAGAAGTGGTGGAACAACCCACAA 
ACAAGTGAACCTGTNTCAGANTCATGGCCAAGGACAATGTNCCCTTCCATGGCATATANCTTTCCTTCT 
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TCANCCCCTATGAGCTGNGGACAANTACACCTNTNGNCAANGCACCTCATTTGCTTACANAAGAATTC 
TTGAATTACNGAGGGANGGGGAAAATTTCTCTTANTAAAACCCCNGGTGTGGGGAGNNGTTTTGNGG 
GACANTNTNCCACNNAACACAAGGGAATNNCCNGGNTTGACAATNNGGGNGGCTTTTITA 
GGAACATNTOTTNCCTGAAGGGGGCAANAAAAAAANTGCCTTTTTTNNTTGGNNCAAAAAATO 

CNGGGNANTGOTTNTGNNGNCCCCAAACTNNTTTTN 



AACAAAACTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGCCTGNAGGAA 

ATTCGGCACGAGGCTTTTATTGAGACCACCCAAGGACCCCAGGGGACCCACACCTGGGGTNACGGTAT 

CCGGGGNTNTAANCCCNAAANNGGGGGNTNGT^ 

NCCCAANNCTTCCCAANCCNAAANCTNNAGGGNANTTGAAAAGAAATGAAAATGGGNTNGCACAATG 
TGNCACNGAANTAGAAACCCTITITATAAAGAGATATTATAATATNGGGGCCCCATmTCGNGNNCAG 
GTTACANTTTTGTGGNCAGGATAAAGTTGNGTGTGNCTANACCTGTGCCTGTGNACANCTCTTNNNGT 
GAN^CACAAGATCNGAGOSfCAGNNTNAAAT^ 

GNGTGNCCACACAACACATANGNGTGNGNATGTGNACACACCACCAAGTGANANATGACACTNTGAT 
AATATTTATAAAAAATATATTGTGTNTGTGTGNNAAAAAAAAAAAAAAAAAACTTNGGGGGGGGGGC 
CGGGNCCCCAANNTTCCCCTTTTAGNGNGGGNNNNNANAANNNNNNN^ 

NNNNNNNTSn^MNENMSI]^^ 
NNNT>WNNNNNNNN]SI^^ 



AACAAAACTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGCCTGNAGGAA 
ATTCGGCACGAGGCTTTTATTGAGACCACCCAAGGACCCCAGGGGACCCACACCTGGGGTNACGGTAT 
CCGGGGNTNTAANCCCNAAANNGGGGGNTNGTTTTCCNANCCCCNNGTTGNCCCNNCNANGGNNNAG 
NCCCTTTTTTGNNCCNNGCNNGGAAN^ 

NCCCAANNCTTCCCAANCCNAAANCTNNAGGGNANTTGAAAAGAAATGAAAATGGGNTNGCACAATG 

TGNCACNGAANTAGAAACCCTITTTATAAAGAGATATTATAATATOGGGGCCCCATNTTCGNGNNCAG 

GTTACANTTTTGTGGNCAGGATAAAGTTGNGTGTGNCTANACCTGTGCCTGTGNACANCTCTTONNGT 

GANNNCACAAGATCNGAGCNCAGNNTNAAANNGCGCTCTNTTTTGTCACGAGAGNNCAAAGNCNNAN 

GNGTGNCCACACAACACATANGNGTGNGNATGTGNACACACCACCAAGTGANANATGACACTNTGAT 

AATATTTATAAAAAATATATTGTGTNTGTGTGNNAAAAAAAAAAAAAAAAAACTTNGGGGGGGGGGC 

CGGGNCCCCAANNTTCCCCTTTTAGNGNGG^ 

NNNNNNNNNNTSnS^^ 

NNNNNNNNNNNNNNNNNT^^ 

NNlsn^NNNNNNNNNNNNN^ 



TTNANCNCTATCTGGAGCTCCANCNCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 

GCTCGTGTGAGTGACATCGTCTTTAAACCCTGCGTGGCAATCCCTGACGCACCGCCGTGATGCCCAGG 

GAAGACAGGGCGACCTGGAAGTCCAACTACTTCCTTAAGATCATCCAACTTCTGGATGATTATCCAAA 

ATGCTTCATTGTGGGAGCAGACAACGTGGGCTCCAAGCAGATGCAGCAGATCCGCATGTCCCTCCGCG 

GGAAGGCTGTGGTGCTGATGGGCAAGAACACGATGATGCGCAAGGCCATCCGAGGGCNTCTGGAAAA 

CAACCCGGCTCTGGAGAAACTGTTGCCTCACATCCGGGGGAATGTGGGCTTCGTGTTCACCAAGGAGG 

ACCTCACTGANATCAGGGACATGCTGCTGGCCAACAAGGTGCCAGCTGCCGCCCGTGCTGGTGCCATA 

NCGCCGTGTGAAGTCACTGTGCCAGCACANAACACTGGTCTGGGGCCCGAAAAAACCTCCTTNTTCCA 

GGCTTTAGGCATCACCACNAAAATNTCCAGGGGCNCAATTGAAATCCTTGAGNGATGGGCACCTGATT 

AAAACAGGANACAAAGTTGGGCNCCANCNAAACCCCCCNTGTTGAANATGCTGAACATNTTCCCCCTT 

TTTC^TTTGGGCTGGNCATTCCACCAGGGGGTTTGAAAAATGGGNGCATTTTACAANCCTTGAAGNGG 
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ATTTAAANGGGGNACCAAANCNCNCTNCTTGG 
CCCCNTTTTTTGNAAAAAGGGNCAANGGNCCT 



5 NAAAGCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGNACTA 
ATAANNANGG>WAACNATGCATTCATCGGACCITNCAGCCCCATCAAACATTTCATCATGATG 
TCGGTTCCCTCCTGGGAATCTGCCTAATCCTACAAATCCTCACAGGCCTATTCCTAGCAATACACTACA 
CATCCGACACAACAACAGCATTCTCCTCTGTTACCCATATCTGCCGAGACGTGAACTACGGCTGAATC 

1 0 AGGTTTATATTACGGTCCTTACACTTTCCNAGAACATGAAANATTGGNGTANTCCITCTGCTCACAGTN 
NTAGCCACAGCATTGTGNGGTCCTTCTACCATGAGGACAAATATNATNCTGAGGAGCAACAGNCATAC 
CAANCTCTTATCAAGCAATCCCATACATCGGCACAAATTAAGTCCNAATGAATCTGAGGCGGATTNTC 
ANTAANACAAGCANCCCTITACCCGATCTTCGCTTTCATTTATCCTrCCATTATCATCATAGCAATTGG 
CATAGTCCACCTACTATTCTTCCACGAAACAGGCTCCAACAACCCAACANGGAATTTCCTCAAACGTA 

1 5 NACAAAATCCATTTCCACCCCTACTATACCATTAAGGACATTTTANGGGGCCCTNTNACTAAATTCTAG 
CTTTTAANACTACTAAGNACTATTTCGCANCCCGACCTTCCTNGGANACCCAAANAACTACCCCCAAG 

TTTTTACGAAACAATNCCCCAACCAACTTNGGNGGGNGTCCTTANCCCTTA 

20 

TTNANNAAAATCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
GGTAAATCTGTCTTTCCTTTTGGCACATAGAATCTGAGACTGAAAATTGTNGAAGGAAAAGAGATGAC 
AGCTGAGTTCTGGGTGGAGTTGATGAGCCCAAGGACTGGGCTGTTTGGGCCATATCCTGTTCATGGGT 
TTTGCCACCACTATAGAACCTTCTGTGGTCTCCCTTGCGAAAGGGGCACAGCTCGTCAGCGTATTTAAG 

25 GAGTGACCAGAGTGGAGAGCATGAGGGGAACAAACAGGTGGGGGCTGTTATCCAGAGAACAGTGCTG 
CTTTTCTGCAAGACCTTCTAGGGTAGTATAGAATGGTGTTGGGAGCAAAGACTTTAGAGTGACAGAGA 
GTCCTAACAGGTCTCTTCACTTTCTCTTTGGCCTGCAGGGATAATCCTACAGGTCCCTAATCCCTTATTT 
GAAATCTTTTGGGATGGGTGGTGTTTTGGAATTCAGGATGATTCAGATTTTAGAAAGGGAATATAGTG 
CCTTTATGATACATAAAGTAATACCCCAGTGGAGATTCAGGGCAGTGCCCTACTGGAATTCAAATCTA 

30 TCAATGTTTCTGTAGCTAAATATATGAATATTCNCACTAAGTGGAGATAAATAGATNTTATAAATAGG 
ATCGGNGACGGGTCAAAATCAAAATTTTGGGTCAAAGTTATGNAACAAACCTATTGTTTCTTTCANAA 

TGGGGGAAGGNAATAATGTGNCCCAAAAAAGCCTTTTTAAACCNCNCCCCCATTGGGAAGGGATTGT 

35 CTTACAGGGGGNCCAATGGTNCCGG 



NNCAANNCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAA 
TTCGGCACGAGGCTTTCCTGCAAAGTAGGGCCACACAGAATGTTGCAACTACCGGAGGTTTTTTTGAT 

40 NANAATNTGACTNCCAGNCTTAAGCTTCTAAATTNCTGATTTAGTTGAATCTTGGTGAGAACCANAGG 
CCGGAACTCAGCTGCCCCAGGACTGTCCAAGGAGCAGGAGCAAGTGGTGGCCCTGAACTGATGCGGT 
GCCCGGAAAGCATCTGTGGCCAGCGTGCTGGGGTTAACAAGACCTTGGTCATCCACCGAGGAAAGCA 
GGAAGTTGTTTCCAAAACAAGGAGGAAAAAATAGATGCTGAAGAATCAGAAGCTACAGCTGTGCAGC 
ACAGGCTGCCCTCAGACCTGGATGGACATAGCCCAAGCCCCAAGACGAAAAGCTTTCTGTGATACACT 

45 GACATGTTTATAACTGTCCGTGATCTTGGGGGCAGGCACCAGAATTCCTCTGTCTGTTGGAGAAAATA 
GGCATAGAGACCTTGGGCCAGAATGCTAAACCCGGAGAGCAGGGCGTGAGCCACTCTTGCAAGAAAA 
AAGTGAGAAGGACGTGTGGGCTTNCATCTTGGGCAGATGGGANAATGCAAAACAAAAAAANCGTGGG 
GAANANATGGGANCCANGCNAACNGGAAGGCTGANGGCATGACAAGGNCAGTGGGGCTTCCCAGTG 
CAGGGNCCTTAAANGGAGTCTGANTACCTAACTTGNCCCATTAAACCCCTTTGTCCGTTCCCAGCCCCN 

50 AACACCTTATTAAAAGTTAATTTTTTACNCCCTGNAAAAAAAAAAAAAAAAAAACTTGGGGGGGGGG 
CCCGGGCCCCCAATTTNNCCCTTTTTGGGGGGNGGGGG 



AAANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCG 
55 GCACGAGGTGACCTCCACCCATTGTCTTGGTGGCACATGGGTGGAACACTTGATCTGCTCGAGTCTGC 
CTTCAACACACATTGCATCTTCAGATTTTCTACTTTTCTGTTCAAAACTAATATTCACCAAGTCAGACTT 
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TGTGTTAATTTTATATCAGGGTATTGGCTGCCAGGGGGTCATCCCTAAGTGGCCTGAAGATGGACAAA 

GGGAAGTAACAGGCACGTGATGTTGGCAAGGATGCTTCTAGGGCTAGAGGATCAGTGGTGGGAGAGA 

GCTGCAGAATCCACCAGCCAGAACTGCAGATAACGAATCTTATGGTCAGGGGCTGTGACTGAGAGAA 

GGAAACTGAGGTTGTGTTCTGAAAGTACATAAACTCTCACATATACCCAGTTCTTCACCATCTCCCCTC 

CTCACTTTGCAGTGCCATTTCTTITrGCATrAGGCAATITGCTCAGACTTTCCAGAGCCATGGCCCATCC 

GTTCTCTGGAATCCCCCACACCTCTGAGAGGTGGATCACCACGTCCTGCAGGGCTGCTCCCCTCCAAAC 

TACCTTTAGGAGATGCAGGACAGGGAGGCTGTTTCAACCAGAAAGACCAAAATCAAGAACCGAGGAG 

CAAAACGTGGTAAAACAGAAAAANGGCAGGTGGCAAATGGGTITCTITrGGGG 

TTCACATCNGGGGATGGCTGNCACCAANAAATCTTTCAGTCCGCTTACATGGTNCTTCTTNTTNTNCCC 

GGCTGGAAAAACTCGTTCCCCTCCAACCATTTTATTGAAAAAAGCTGGTTNTTATTAATNATTGCCAA^ 
CCCTTTGGCCCGGGGNGGAAAANATTTGACNAATNTTTTNAAA 



NAAANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGATTTC 

GGCNCGAGGGAAGCACGTCGTCTTCATCGCCCAGAGGAGAATTCTGCCTAAGCCAACTCGAAAAAGC 

CGTACGAAAAATAAGCAGAAACGTCCCAGGAGCCGCACTCTGACCGCTGTGCACGACGCCATCCTGG 

AGGACTTGGTTTTCCCAAGTGAGATCGTGGGCAANAGGATCCGCGTGAAGCTGGACGGCAGCCGACTC 

ATAAAGGTCCATCTGGACAAAGCTCAGCANAACAACGTGGAGCACAAGGTTGAAACGTTTTCTGGTGT 

CTATAAGAAGCTCACGGGCAAGGATGTTAATTTTGAATTCCCAGAGTTTCAGTTGTAAACAAACGACT 

AAATAAAATATTATTCTCAAAAAAAAAAAAAAAAAAAACNTGGGGGGGGGCCCNGNCCCCNATTNCC 

CCTTATNGGGNGNNTNTAANAhnsINNNN^ 
>TNWJNNNNNW 

NNNNNNNNNNNN^^ 

NNNTSnSfNNTSf^^ 
NNNNNN1 ^^ 

NNNNNNNNNlSn^NN^^ 



AAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTC 

GGCACGAGGGGCTTCCAGGGAATCCCTCTGTTGAGGACAACTGGCTGTCTTCTCCTGCACCCTCCCCCA 

AACAACCCTCAACTGCTAGACCCACCATGAAACCACTGGGTTCTGGGTCCCAGCTGCTGATTCTAGAA 

CCCCGCCTCTGTGCTGCATCCTGGTCCCATCCCCTANATCTAGAACTCAGCCCACTGGATTCTANAA.ee 

TCCATATITACCTCACCTCGAGGCTCTTCCATCCCCAAGCTGTGCCCTGTCCCCAGCTTTGGTGAAAGA 

NAGGGGCCCCTTATGTGTGCTGTGTTGTGTCTGCTGCACTTGGTTTGCAGTTGGGAGCGGAAGGCAGA 

AGGGGTGTGATTGAAGTGTGTCCAGAGATGAAAAAATACATATATATTTAACAAAAAAAAAAAAAAA 

AAAANININGGGGGGGGGNCCNGGNCCCNANTTCCCQ^TAT^ 

>MNNNNNNNNNNNNN>nsnSThn^^ 

]^<[NNNNNNNN1^^ 

NislNNNMsIN^ 

NNNNNNNNNNNNNNNNNN^^ 
NNNNNNNISIN^ 
NNNNNNNNNN>^ 
NNNNNNNNNNNNC 



TTGAAAACANTGGACTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAA 

TTCGGCACGAGGCTTTTATTGAGACCACCCAAGGACCCCAGGGGACCCACACCTGGTGTCACGGTATC 

CGTGGGTCTCAGCCCCAGAATGGTGGGCTGCTTTCCCAGCCCCCTGCTGTCCCCACCAAGGGACAGGC 

CCCTCTCTGTGCCCTGCCTGGGATGGAGGACTCGATCATCAGATACGAGCTCCTTTGAACATCCAGCCC 

CAGTCCTCCCCAGCCCAGAGCCTGAGGGTCATTTGAGAGGAAGTGAGAGTGGCATGCAGCAATGGAC 

AGGACTCAGAAGCCCTTTTATAAAGGATATTTAATATCGTGGCCCCAGCTTCGTGGCAGGTTTCACTTT 

TCTGGCCAGGTTAAAGTTTGGCTGGGCCTACGCTGCCCTGAGCAGCTCTCTGACTGTAACCACACGAG 

CTGAGTGCAGTGGATGAATGCGGCCTCGTTTCTGCCAGGAGTGCANAGTGCCAAGCGTGGTCCANACA 
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CGACAGATGCCGTGTGCAAATGTGGACNACGACCCAANTATGACATATGACTCTGNAATATTTCTAAT 
NNANATATTTTGGTTTCTNG 
CCNTTTTTCNCCNTTTTNTNGNN^ 
NTCNANTGNTCT^TCTNNTNCNCTTTNCNNCNN^ 
5 . NNNNNNT^TNGNCTNGTNNNCTCNNNT^ 
CNANNTNTNCTCTNCNNN^ 
TTNNCTTNNNNNNNTTC 



10 TTGAAAACANTGGACTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAA 
TTCGGCACGAGGCTTTTATTGAGACCACCCAAGGACCCCAGGGGACCCACACCTGGTGTCACGGTATC 
CGTGGGTCTCAGCCCCAGAATGGTGGGCTGCTTTCCCAGCCCCCTGCTGTCCCCACCAAGGGACAGGC 
CCCTCTCTGTGCCCTGCCTGGGATGGAGGACTCGATCATCAGATACGAGCTCCTTTGAACATCCAGCCC 
CAGTCCTCCCCAGCCCAGAGCCTGAGGGTCATTTGAGAGGAAGTGAGAGTGGCATGCAGCAATGGAC 
15 AGGACTCAGAAGCCCTTTTATAAAGGATATTTAAT^ 

TCTGGCCAGGTTAAAGTTTGGCTGGGCCTACGCTGCCCTGAGCAGCTCTCTGACTGTAACCACACGAG 
CTGAGTGCAGTGGATGAATGCGGCCTCGTTTCTGCCAGGAGTGCANAGTGCCAAGCGTGGTCCANACA 
CGACAGATGCCGTGTGCAAATGTGGACNACGACCCAANTATGACATATGACTCTGNAATATTTCTAAT 
1WANATATTTTGGTTTCTNGGCTGAAAAAAAAAA 
20 CCNTTTTTCNCCNTTTTO 

NTCNANTGNTCTNNTCTNN^ 
NNNNNNTNNTNGNC^ 

l z CNANNTNTNCTCTNCNNNTNNNNCMW 

r : J TTNNCTTNNNNNNNTTCT^ 

C^25 

TTNNNAAANNCTGGAGCTCCACCGC^ 
M CTTTGCTGAGGGTCACATTGAGCTCCCAGCGACTTCAGGGGCATCTTTAGGAGTCAGCACTATGGCAG 
£ AAGACATCCAGGCCAAAATCAAGAACTACCAGACTGCTCCTTTTGACAGCCGCTTCCCCAACCAGAAC 
i I 30 CAGACCAGGAACTGCTGGCANAACTACCTGGACTTCCACCGNTGTGAGAAGGCAATGACCGNTAAAG 
7 GAGGTGATGTCTCCGTGTGTGAATGGTACCGGCGTGTGTACAAGTCCCTCTGCCCCATATCCTGGGTGT 

CAACTTGGGACNATCGCCGGGCAGAAGGCACGTTTCCTGGNAAGATCTGAACTGGNTCCATCCCACCT 
S TTTNTGTCCTCCGTCCTTCTCCCCAGGGTGGTGAAGGGGGACCGGGGTACATGGTGATCCCCACCNTG 
J: GGATCCTGACTCATGGTATAACTAATAATAAATGCTCGTTGGAAACGTGAAAAAAAAAAANAANAAA 
y 35 ANCTTNNGGGGGGCCCCGNANCCNATTN^ 
0 1 NNNNNNNNNNNNNNN^ 
D NNNNNNNNNN^ 
M= NNNNNNNNNNN^ 

40 NNNNNNNNNNNNNNN^ 

NIWANNNNNNNNNNNNNNT 



AAAAGCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCTANNC 
NGNCNAAANAGGNNNCCANTTTTTGTO^ 

CCNAACGTANTCCCCNCNTTTTCNTGCCNAGGANGGCNNTAANCCCCGNAAAAGGNCCCCCGGNNTG 
AGGNTCCAGGNCCAAACGGCCACNCNTCCGGCCCCANGGGGCNTTTTTGNANAGGNGGTTCCNGGGN 
ACGGGGAAAGGGNCTNTCAANTNGGNCGNGANCTGGAGGGTTAAGGNTNAAAANTGGNGCGGGTAC 
50 AAAAGCTTTCNTACCCNTGNTTTTNAGGNGTTTN 

ATANCTTGCCCTNAAGNAACCGGATGNTCGCCCAACCNTGTTNACTTGCCATTm 
CANCAGGNCCGGGNATTGGNAANCTNTT^ 

NCCCGGGAAAAAGNCCCCTTCNNTTGCCGGGGANGGGCCCNTGANCCCCGGAGGANANAANCCCCTT 
GAGGGGGTCNNAATCAAGGTTCCGGGGGGGGCCCGGANCCCAA 
55 ANNNNNNNNNNNNN^ 
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NNNNNNNNNNNNN^ 
NN>MNNNNNNNNNN^ 



5 TNNNNAAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCA 
GGTTTTGAACCATCTGTTGAACAAGCCAGATATAGCAGCTGCCAACAGAATGTGACTCTGGAACCCCC 
TAAAGCCCAGGAGGTGACCTCACCTTGCAGACTGAGCCACTCAGCTGGCCCCCACGCTATGACGCAGG 
GGGACAAGGAGAGCAGCTCCAGAAGCCTGGCCCCTGGTACCGCAGAGAGCGAAGCCACGCTCCANCG 
GAAGCTCCGGCAGAAGCAGCTGCAGCAGCAGTTCCGCGAACAGATGGAGAGACAGCAGCGGGCCGCC 

10 ACCTCTGCTCTGCCCGCCGGAAGGACCGACCAGGCGCAGCCGCCACCGGTGCCTGCTGCCAAGCCCAG 
CCTCCCCAGGACCCACTCACCTCCAGAGCCACTCACCCAGAGAGACCTGCTCCCAGACAGTCTTGAAA 
TGTGGGACATGGCTTTGGATGCAGAGGACAGCGTGCTCANGCCCTTGTTGAAACCAGAACCACCGCAG 
ACCCCTGCCATCTCGGTCCTAAAGAACCACATGGAGACCCAGAACAGGATCCCACCAAGCCTTTTGCC 
ACCAGAATOCACAGGCACAGTCTGGGACCCTGGCACCTTCCAAACTNCCAGCCTTAAACCAACACACC 

15 ACAAGGCGACTGNGATTCCTTNTAGGAAGATTCAGGACATGAAAAAAANGGAAACTGGGATCCCCCT 
TAANCCCCAGGGTTAAGGTCACCCTCCTAAAACTNTTGGCCTGGAGGGGACTTTCCTTTT 
AAAGAACTGCTNCTTGCCNTGAAGAAGGGGCCTTGGCTTTAAGGGCTTCCNCCTTGNm 
NNNNNGGGGAGGNAAAANNNNCNTTN^ 
AAAAACCCTTTNT 

20 

TTNl^CACANCTGGAGCTCCACCGCGGTGGCG 

AATNCGNGACNAGGCCTCGNTGNCCACCTGGCATTCCTCCGACTNCTCTCCAGNCGGGCCTCTCATAA 
CATCACATATCACTGCGAGAATANCATTGCATACATGGATCATGCCANTGGGAATGNANANAAAGCCT 
25 TGAAGCTGATGGGGTCAAANGAAGGAGAATTCNNGGCTGNANGAAANANCNNATNCACATACNCAGT 
TCNGGAGGATGGTNGCACAAAACACACTGGGGANTGGGGCAAAACAGTCTTCCAGTATCAAACACGC 
NAGGNCGNNANACTACCTATNGNACANATNGCNCCCTATGATNTCGGGGGGCCTGATCAAGAATNTG 
GTGCNGACATTGGCCCTGTTCGNTTT^ 

ACTCCATATGTTCCTTTTGTTCTAATCTTGTNAGCCAGNCCAANNGACCAAG 
30 CAACACCCCTTGGNAAAACAGCGC^^ 

NATNAAAAAANAAACTTCACACTTTTTCCAATACCCTGGGGTTAC^ 
TTAAAAGCAATGCCGGGGCNTTACCCTTTAAA^ 

AAAATTNGGAAAAAAAACTTTCCTGGTTTTAAAATAANCCTNAANCTTGGGNNANAAAAAAATTAAC 
35 NGGAAATTGNTATGGGGNCCCCCCCAAAAAAATAAAAAAATTTTTTO 



NCANNATCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCAG 
AGCCCGCGGTCCGGACTGCAGCGCGTGCCCCAAGCTCTCCGTCTTCCCCCGCCCGCCAGCCCGAGCCC 
40 AGCCCGCGGCCCCAGCAGCAGCCCCGAGAGCAGCCCCAAAAGCAGCGCCATGGCCGGGTGGAACGCC 
TACATCGACAACCTCATGGCGGACGGGACCTGTCAGGACGCAGCCATCGTGGGCTATAAGGACTCGCC 
CTCCGTCTGGGCCGCCGTCCCCGGCAAGACCTTCGTCAACATCACGCCTGCTGAGGTCGGTATCCTGGT 
TGGCAAAGACCGGTCAAGTTTTTTCGTGAACGGGCT 

GGGACTCACTGCTGCAGGATGGAGAATTTACCATGGATCTTCGTACCAAGAGCACCGGTGGAGCCCCA 
45 ACCTTCAATATCACGGTCACCATGACTGCCAAGACGCTAGTCCTGCTGATGGGCAAAGAAGGTGTCCA 
CGGCGGTATGATCAACAAGAAATGTTATGAAATGGCTTCTCACCTGCGGCGTTCCCAGTACTGACCTC 
GTCTGGCCCTCCCCTCACCACTCCCCACTGCTTCTGCACCCCTCTCCTTCCACACACATACATACACCAT 
TTTTATTTTTTGGGCCATT^^ 

CTGGATGGACAGACACCCCCTGCCACAACCCATACCCCTTCTGTGTGTGGTTGGGAAAACTTTm 
50 TTTTTGGGTTTTTTTCTGAATAAAAAAAGAATTCTATTACAAAAAAAAAAAAAAAAAANCCTTGGGGG 
GGGGGCCGGGGCCCCATTTNCCTTTTTAAGGGGGN^ 
NNNNNNNNNNNNNNNNK^ 



55 NAAAACTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGANTTC 
GGCACGAGGGGGGAGTGAAGATCTGCTCCTCCGGGTGCTAGCCATCACCAGCTACTCCATCCCAGAGA 
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GCATCCAGAGCCTGAAGTGCCGCCGCTTGCGTGGTGGTGGGGAACGGCATCGGCTGCGCAACAGCTCG 

CTGGGAGAGGCCATCAACAAGTACGACGTGGTCATCAGGTTAAACAGTGCCCCTGTGGCTGGCTACAA 

GCAGGACGTGGGCTCCAAGACCACCATGCGTCTCTTCTACCCTGAATCCGCCCACTTCAACCCCAAAG 

TGGAGGACAACCCTGACACACTCCTCGTCCTGGTGGCTTTCAAGGCCATGGACTTCCACTGGATTGAG 

AGCATCCTGAGTGATAAGAAGCGAGTGCGAAAGGGCTTCTGGAAACAGCCTCCCCTCATCTGGGACGT 

CAACCCCAAACAGATTCGGATTCTCAACCCCTTCTACATGGAGATCGCAGCCGACAAACTGCTGAGCC 

TGCCGATACACCAGCCACACAAGATTAAGCAGAAGCCCACCACAGGGCTGTTGGCCATCACCTTGCCC 

TTCACCTCTGTGACCTGGTACACATTGNTTGGCTTCGGCTACCCAGACCCCACCANAAAAAGCAGTCC 

ATTCACTACTATGAGTATATCACGCTCAAGTCCATGATGTGGTCANGCCCACAATGTCTNCCAAGGAG 

GCCCNTGGCCATTAAAGCGGGATGCTTGGAAAAATCGGAACCGGNCAAAAACCCTTAACTTTACTTTT 

TGACTTNGGGCAANGGCTTGTTCCCATTGGGNNNAACCCTTGNTAAACNGGCCCCCGGCCCCNNCCTT 

TTGGGGGGGGCCAGGGGCCCACATTGGGGCCGGTTTTGGACCTCACCTTTTTCTTGGGGGGGGGNGGG 

GGNCCAGGNTTAAAAANAAAGGCCNCCCCCTTTGGTTTTTTTTGNGNGAAGNT 



AAAANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCTCCC 

GTGCTCCCTCTTTTGGCAAACTNGTNGAGTACATGACTCAGTCANACAGGAGNTCTACCTCACAGNCN 

ACNTGTNNNCTANTNGCNAGANAGACTTGNGTCACACTAACGTGGNCCACNACCTGCCGGAAATGCA 

TTGTTCANAACACAGAANGAAATTTANGATTTTTGCTTTTCTGTGACNGNATTNGNTTCCG 

CNGAGGNGTNAACNGCATGTTNNTNTNGANA1W 

TNGGCTCAAAANCTNGGAGCNTGANAGGAACCTTATAATGANGCATAGNGTCATTCATTATANCGGG 
ACCATNGANGGATNCTNTTTCATCCTCTCTCANNGNANAAATCANGACNNGGGTGCTTGT^ 
GNTTTCCAACCTCGGTAGAANTAACTGNATTGCANGTTCNACTCCCTCACCGAGGNGACCTGNTTCCC 
ATCTGTCTOAANGAGCANAAGACTNGATTGNTISrNCANTGGCTCTAATAAGNAANAATNCNNCATTTAC 

NACANGGTANNGGGGNNTTCNTTNTTTN^^ 

TTTCTNCTTCCCTAGNNNAAAAANTCTNTACCTTCNCTGTNATNTATATNTNT^GNNGNG 

TCTTACCTNTNTANNTNCCNC^^ 

NNCTNNTNTAACGNNNTTGNTN^ 

TNTCNAN<XANNTNN(K^^ 

CCTCNCTTTNATANNGTNAGNAACACNNACNGNNTNNAAAGCNGCTCNTCN 
NANNNTTAACATANNNGGAAGNNC 



NNCNATATTGTGTNATTATTTTTNTNTTN^^ 

CAATNTTNCITNATCTNGGNANAATTTANNNAGACCNCNATTTGAGNNACNCNGGANTO 
GGCGGCCGCTCTAGAACGAGTGGATTCCCCGGNCTGCAGGAAATGTNCCNCACGAGGGGCNTNAANG 

TTNCCNAGGTANGTNGGCTNCNNTGGGNGNNO 

CATGATCAGTTCATTATNATTTCTTTNANNTTTTAAATCTNNNAOT 

NNTANATCTTNNNNNNNNNNTNTTAATNTNNACCTTTT^ 

NGTCTANNCNTTCNTANTCGAGCTCTNTAATTGTNTACTTATTTCCNAAACTNNGTTTCTCATTCCCNC 

NCCATANANNATNNTCNNTACATANNCGAGNCA^^ 

TATTGA(^ACGTCTTTTANNTTTTTWmTNTCANTCATCANCNGATNNTO 

ACCTANAACANTGTNTNAAANAACN^ 

GNATANTCANTATNGCNNANANGANCTAGNNGCCACNNTTNNGNNANTATTTTNGAOT 
TAGTCNCNCACACTANACTAACTTTNATN^ 
TACNTTNTTTATTCCACCNNANGACCCT^^ 
CCATCACNTCGTCTACTACANGAGGCNACN^ 

CTATTCTCNTNNTANTACTTTCCCNNNAATNTACTTNTCCGTATATNTNTNNT^ 

NATGAAATANNATTATTTNTATTANCT^ 

NC^TCATNTAT^CNTCTCNANAG 

AATNNCTCAGNTCGGCNATN>TITATGTGCCCNCCNCNNNGTCCCCACT^ 
NCTNNGCTNNGNTTNTGNAAATANAACCCCCCAATTNTTTATAAACNTGNNGNCN^ 
CNANCNl^TTNTACATACNCCCCTCTATCTTANATCNAANTANGTATTCANNNACNTCGCGTATATAT 
AAACNT^GNATNCTNTNCTCTATNATCTTATCNGTAOSrTCANACNNNACGTTNNTTNC^ 
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AGTNATTNNCNCGNNNNATCNNC 
CTNTCNATANNGTATCTAATTTTNNATTTNAT^ 



5 ^CNATATTGTGTNATTATTTT^ 

CAATNTTNCTTNATCTNGGNANAATTTANNNAGACCNCN^ 

GGCGGCCGCTCTAGAACGAGTGGATTCCCCGGNCTGCAGGAAATGTNCCNCACGAGGGGCNTNAANG 
TTNCCNAGGTANGTNGGCTNCNNTGGGNGNNTTANTGTNNCANNAAGGAC™ 
CATGATCAGTTCATTATNATTTCTTTNANNTTT^ 
10 NNTANATCTTKNfNNNNNNN^ 

NGTCTANNCNTTCNTANTCGAGCTC 

NCCATANANNATNNTCN^ 

TATTGACNACGTCTTTTANNTTTTTNNNTO^ 

ACCTANAACANTGTNTNAAANAACNCTATATTTACTCNTTATNTTATAATCNA 
1 5 GNATANTCANTATNGCNNANANGANCTAGNNGCCACNNTTNNGNNANTAT^ 
TAGTCNCNCACACTANACTAACTTTNATNATTTCCTNTTGCAACAGNTN^ 
TACNTTNTTTATTCCACCNN^^ 

CCATCACNTCGTCTACTACANGAGGCNACNNCTNTC 
CTATTCTCNTNNTANTACTTTC 
20 NATGAAATANNATTATTTNTATTANCTCTTCTNNTTANTTCTCTO 
NCNTCAmTATNNCNTCTCN^^ 

AATNNCTCAGNTCGGCNATNNTTATGTGCCCNCC^CNNNGTCCC 
n NCTNNGCTNNGNTTNTGNAAATANAACCCCCCAATTNTTTATAAACN 
~S CNANCNNNTTNTACATACNCCCCTCTATCTTANAT 
~25 AAACNTNNGNATNCTNTNCT 
;1 AGTNATTNNCNCGNNNNATCNNCCGCANCGT^ 
Jf CTNTCNATANNGTATCTAATTTTNNATTTNATTTTANG 



4-30 TNNANAAANNCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
U GAATTCGGCACGAGGCCGGACACAAGGGGGAGCGTGGTTACCCCGGTAACGCAGGTCCTGTTGGTGC 
* TGCCGGTGCTCCTGGCCCTCAAGGCCCTGTGGGTCCCGTTGGTAAACACGGAAACCGTGGTGAACCGG 
Q GTCCTGCCGGTGCTGTTGGTCCTGCTGGTGCTGTTGGCCCAAGAGGTCCCAGTGGCCCACAAGGTATTC 
01 GAGGTGACAAGGGAGAGCCTGGTGATAAGGGTCCCAGAGGTCTTCCTGGCTTAAAGGGACACAATGG 
f~;35 GTTGCAAGGTCTCCCGGGTCTTGCTGGTCATCATGGCGATCAAGGTGCTCCCGGTGCTGTGGGTCCCGC 
S TGGTCCCAGGGGCCCTGCTGGTCCTTCTGGCCCCGCTGGCAAAGACGGTCGCATTGGACAGCCTGGTG 

CAGTTGGACCTGCTGGCATTCGTGGCTCTCANGGTAGCCAAGGTCCTGCTGGCCCTCCTGGTCCCCCTG 
r* GCCCTNCTGGACCTNCTGGCCCAAGTGGTGGTGGNTACAAATTTTGGTTTT^ 
^ GGCTGACCAANCTTGCTTACCAACTTTTTTTNAAACCCAAGGAT^ 

40 TCTCTCAACAACCAAAATTGAAAACCCTTNTTACTTCAAAAAGGCTTTAAGAAAAAACCCAACTTGGA 

CAATGCCCGAGACTTTGANACTCAANCCCNCCCAAAAATGGGAGCAAGGGGTTACTAACTGGGAATT 

GGACCCCTTAACCCAAGGGATGGNCCTNTTGGGTTC 

TTTANTTGGGGGAAAAACTTGGNTTTC 

AACTTGGGTACCAAAAAAAATTTCCAAGGGGCCA 

45 

AAAAGCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGNGAGG 
GNAACCATGACATACAGTGATGCANGGAANAANACGAAGTGGANGGCANAATAGCTATAGGAAAGC 
NGCTGGACTTGCACTGGAGGAGCTGGACAGGTCTTTTGGTCAGCTGGTCTTGCAGCCACACCTCTTGGT 

50 CCTGGAGAGAGAGAAAANAANTGCTGNTAGCANAGCTGCTGAAACACCTCTTNCNTTCCCNANCCTCT 
TTCACAAAGGCATTTGAACTCTTTGGCATTCTACACAATCTACACTTACGGATCCTCACTTGACA 
CCTTCCTCTGGCTCCCCTGTTTCAGGGCAGNANAAGCANANNGAGGCTTTTTGTGAAATC 
CATGTNGGAAAAAGAATGNCTGGGAAATAGGACAGGAAACTCCTCTTNTAAAAAGATC 
TGACAANTGCAGGCACACCTGGNTTCAANTTCTANCTTCAATATATGACTGGCTATGGGGACTTTGGN 

55 AANANNTTTAACCTTCTGGGCCTCATTT^ 

GGTTGNGAGGATTAAATTAAATGANATGNGTATGTAAAGTTTCTAACNCAGNGCCTACATATTGGGGG 
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TCCTCAATAAAAGGGAACCAGCAGCTN^ 
AAAAAAANNNNNNNl>nW 
TTTTTTTNAAANNNGNNNN^ 
GGGGGGNNCCCN]NnN[CCCCCCCN^ 

5 

NAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCAG 
CAGCCTAAATGTGCAGACTTTGTAACCAAGCCCACCCGAGATCGGTCTGTGCTTTCACGTGACCACCA 
TCTGTGCCTCCCTCGCTCCATCCAAATTTGTGTAGGCAGCTCCTTGGAGCCATTCCTAAAAATATAGCT 
10 ACACCAGGCCCTGGAAACTGTAGTCAAGTAACAGGCTTAAGTGTTTTCCCTCCTTGAGTTAA 

TTAGATCTCTTTTGAGGGACCTTTCAGCTGCAGGCATCAGTGTGTTCTGACAGCGAGACACGTTATGTG 
TGTGTTTTCTATCTGGATCCAGGGCATCAGGATACAGTTCATCTTCTTGTACTTCCTCTCTGGCATGCA^ 
TATTTCTGGACTATGTTTATAAGTC^ 

AGGGACAGAGATGGATCAGTTAACGATAGTCAGAAATGAACTTAAAAGTTGCCTTGAAAAACCAATC 
15 ACATCTTATCAGGACGCATACCTTTATC 
TACATTTCTATAAATCCTGCTGGACT^ 

ATGGACATGTATTTCAGGGGAGTGTTTACAAAGGGCGGATGGGCCCCATATANTTGCCTGGGNAAATG 
AACCCCGGGGANGGGTCCTTTNAAATGGGCNAAGNTTTTTATTAAC^ 
GAAAAAAAATTGGGCNGGNNCCTTTGGGGGGGC^ 
20 AGGGGNNANAAAAAACAAAGGGGTTTTTT^ 



n ACAANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCCGCC 

^ ATGGGCTGTCTCGGAAACAGCAAGACCGAGGACCAGCGCAACTAGGAGAAGGCGCAGCGCGAGGCC 

S25 AACAAGAAGATCGAGAAGCAGCTGCAGAAGGACAAGCAGGTCTACCGGGCCACGCACCGTCTGCTGC 

*f TGCTGGGTGCTGGAGAATCTGGTAAAAGCACCATTGTGAAGCAAATGAGGATCCTGCATGTTAATGGG 

~H TTTAATGGAGAGGGCGGCGAAGAGGACCCGCAGGCTGCAAGGAGCAACAGCGATGGTGAGAAGGCC 

0 1 ACCAAAGTGCAGGACATCAAAAACAACCTGAAAGAGGCCATTGAAACCATCGTGGCCGCCATGAGCA 

H 1 ACCTGGTGCCCCCTGTGGAGCTGGCCAACCCAGAGAACCAGTTCAGAGTGGATTACATTCTGAGCGTG 

4=30 ATGAACGTGCCGGACTTTGATTTCCCTCCCGAATTCTACGAGCATGCCAAGGCTCTCTGGGAGGATGA 

|J AGGGGTGCGTGCCTGCTATGAGCGCTCCAACGAGTACCAGCTGATTGACTGCGCCCAGTACTTCCTGG 

a ACAAGATTGATGTCATCAAGCAGGATGACTACGTTGCCCAGCGACCANGATCTGTTCCGCTTGCCGNG 

fi TCCTGGACTTCTGGAATCTTTGAAACCAAGTTNCAGGNGGACAAAAGTCAACTTT 

^ TGGGCCGGCCAACCCCNATGAACCCCCGCAAATGGATNCCAATGCNTTCAATGAATGGGACTGGCCAT 

Si35 TAATTTTTNGGGGGTGGCCANCANCAANTTTCNAAATTGGGGCAT^ 

51 CCAAACCCGCCTGGGGNGGAAGGGCTTTTGNAACCTTTTTTNAANAN^ 



GCCNATNTGGAGCTNCACCNCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCTCC 
40 CATGCTCCCTCTTTTGGCAAACTGTAAGTACTGTCTCAGCAAACAGCGATAATTTCACAATTT^ 

TAGAATTGCTGAGAGACTTGAGTCACCAAACGTGGTTCACTACTGTGGAAATGCATTGTTCAGAACAC 
AGAAAGAAATITAAGATTTCTGCTT^ 

GCAGGTTCCTGGCAAGACTGCTATTTAACATTGCATGTGAGAACCTGGTAAATAGGCAGAAAATCTTG 
GAGCTTGAAAGGAACCTCAGAATGATTCATATC 
45 TCAGCCTCTCTCAGTGCAGAAATCAGGACAGGGGTGCTTGTGGCAAATGGCTTTCCAACCTCGGTAGA 
GTAACTGCAATGCAGTTCACTCCTCACGAGGGAGCCGGTCCCATTGTTAAAGAGCAAAGACTGATTGC 
TTTATTGGTTCTAGAAGCAAAGCCAACTTACAGAGGAAGGGGATTTCm 
AAGCCAGATTGAACAAATTTTGCTCCCTGAAAAA^ 

TTATAATAATCANGAATCGTGAGAATGATGAAAATATAATGATGCTAGCCAGCTTAGTCCATTAGTAA 
50 ANCACTGATTATGTACCACACACTGTCCTAAGTGCTTTATGTNNATTGAACCCNGTGTAAACTCTC 
AATAAACCCTTATGGAGA>WGGGATACCATTATTCCTCACTTTTTTA 
AGAAAAGGNTTTTACAGTNNTTNCACAlSrNTTAAN 

ACCTNGGCNTCTTAACTACTGNGCTGNCCCTGCAGNGGGGANCCCNTGGNTNGTTNTNTCCCT 

55 
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AAANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGANTTCG 
GCNCGAGGCTTGCTTCTCTAGGGAAGAATCCAACCGATGCGTACCTGGAAGCCATGATGAACGAGGCT 
CCAGGGCCCATCAACTTTACCATGTTCCTCACCATGTTTGGGGAGAAGCTGANCGGCACAGACCCAGA 
AGACGTCATCAGAAATGCTTTTGCCTGCTTTGATGAAAAAGCAACTGGCACCATTCAGGAGGATTACC 
5 TGAGAGAACTGCTGACCACAATGGGAGACCGGTTTACAGACGAGGAAGTGGACGAGCTGTACAGAGA 
AGCACCTATTGACAAAAAGGGGAATTTCAATTACATCGAGTTCACTCGAATCCTTAAGCATGGAGCGA 
AAGACAAAGATGACTGAAGGAACTTGAGCTAAAACTTTCCAGTTACTTTGTCTTACTCT 
CTAGACATTTCCCCCCACCCCCCATAGGCCT 

1 0 AAAAATTTNAAATTTGTTTGA AAAAAAAAATTGGNAAAAAAAANNCCCNAANNGGGAACCCCCNGGA 

ANTTTTAAAAAAAAAAAAAAANNNNGGGGGGGGGGGCCGGNC 

NNNNNNNNAANNNNNNN^ 

NNNNNNNNNN^ 

NNNNNNNNNNTv^^ 
15 NNNNNNNNNNNNW^^ 



AAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCCGCC 
GCCCCGCCCGGTGTTACCGGTATTGTAAGAACAAGCCGTACCCAAAGTCTCGCTTCTGTCGAGGTGTC 
20 CCTGATGCTAAGATTCGCATCTTTGACTTC 

GGGNCNCATGGGGGCAAGAAGAATATNAACNANTTTTCTTTNAAACCCTO 
GGCCNACNANNNCCTNGGG 
C;i TTTCNTTNNATTCCNATTAACAANANGNTGNCTTGGGCTNGANCTGATAN^ 

■,n CNGNGCCTTTGGAAAGCCCCANGGCACANTGGCCANGGTCCACATTGGCCANGNCATAATGGCCATTC 
fn25 GCACCAAGCTGCAGAACAAGGAACATGTGATTGAAGCCCTTCGCCGGGCCAAGTTCAAGTTCCCTGGC 
G CGCCACAAANATACACATCTCTAAAAAANTGGGGATTTACCAAGTTCAACGCGGATGANATTTGAGA 
£ ANATGGNGGGGAGAAAAGCGACTCNTACCNNACAGGTGTGGGGNGANANACANATCTATAATNGGG 

\1 NCNCACCAAAAAANAAGCCGNTTTTTC^ 
+;30 GGGGGGCNCCGGGNCCNAAATTTNCCCN^ 

NNNNNNNNN^ 
s NNNNNNNNNNNNNNNNC 



035 GCCTATNTGGAGCTNCANCNCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGCCTGNAGGGANT 

ft, TCGGCACAGGGGCAGAAGGTTCGCGAGGAGGTGGTTACCGGGGNCAATTCTGTTGACCAGGCCCTGA 

h TTNACCC^NAAANAATC 

r: AACCANTGGNTNNNTO^ 

NNCCAATNATTTNAATGGNGCCNTNACNATGGANTGAACNNCCANAATGGAGAAA^ 
40 NNGGAGAGAATGGNCCNAAGANNAACNNGCCTGTCTTGGAAATGGAAAANGAGAAANTCNAGTGTG 
ATCCTCATGAGGCCCNNTGCTATGACAATGNGAAGACTTACNCCNNTGNGAGAANACTGNNACAAAA 
GANTATNTNTNGGCCNNNTTGCTCCTGCNCATGCTCTGNAGGCNACNGGGGCTGTNGCTNTG 
GTCGCAGACCTGNGGCTTGACCCCGGAACNAAAGGTTCACTTGTNCACTCTACTACCAAGTATTTCCC 
AGAGATCCNTCANAAAACCACACACTNTTGTNACCTGCCNCACNNAAGNCTTCNTTGCCCT^ 
45 TCCACGCTGNCACAAAAAAATACCCNNGA 

TTCCAAGGNCCTTCCNAAACTGGGGGGGNGGTC 
TAAANNCCTTTTTTTCNTGGGAGGAAATTTCTTCNANCT^ 

TTTTTNCA 

50 

GCCTATNTGGAGCTNCANCNCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGCCTGNAGGGANT 
TCGGCACAGGGGCAGAAGGTTCGCGAGGAGGTGGTTACCGGGGNCAATTCTGTTGACCAGGCCCTGA 
TTNACCCNNNAAANAATTCNNGTTTCANCCCTNNCCC^ 
55 AACCANTGGNTNNNTNTNGC 

NNCCAATNATTTNAATGGNGCCim^ACNATGGANTGAAClWCCANAATGGAG 
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NNGGAGAGAATGGNCCNAAGANNAACNNGCCTGTCTTGGAAATGGAAAANGAGAAANTCNAGTGTG 
ATCCTCATGAGGCCCNNTGCTATGACAATGNGAAGACTTACNCCNNTGNGAGAANACTGNNACAAAA 
GANTATNTNTNGGCCNNNTTGCTCCTGCNCATGCTCTGNAGGCNACNGGGGCTGTN 
GTCGCAGACCTGNGGCTTGACCCCGGAACNAAAGGTTCACTTGTNCACTCTACTACCAAGTATTTCCC 
5 AGAGATCCNTCANAAAACCACACACTNTTGTNACCTGCCNCACNNAAGNCTTCNTTGCCCTTTGGAAG 
TCCACGCTGNCACAAAAAAATACCCNNGAAGTANTTATTTTCCCCCCCCAAAAAC^ 
TTCCAAGGNCCTTCCNAAACTGGGGGGGNGGTTCNCAAAACCCCCCTGGTNNGGGGGGGN^ 
TAAANNCCTTTTTTTCNTGGGAGGAAATTTCTTC^ 
CATmAACCCCTGGGGNGG^ 
10 TTTTTNCA 



TTNNNAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 
GCTGCGAGTACCTCATGGAGCTGATGACGCCAGCTGCCTGCCCAGAGCCCCCGCCTGAATACCCAGTG 

15 GAGGGCGACCATGATGAGCTCTAGCCCTGCCCTGCCCTGCCCAGTGCAGAGAAATCAAGATGTGGAAC 
CAGCCCCCAGTGGTGCTCCCCATCCGCCCCTGAGTCTGTGGACCAAGGCCTGCCGNTATGGGTCACCT 
CACCCACCCCACAGGGCAGGAAGCAGGTAGGGCTCCATGCCCTGCTTTTGGTTGGCCAGTGGGGCAGA 
GCCATGTTCCCAGGCCCCTGCTGCCTCCACAGATGGAATAAAGGAGCCTGTCCTGCTTGGGCCCCCAC 
ACCCTGGGGGCCTGGCCCGCTGTGCCCCCCACCCAGGGTATCTGCCTTCCCTCTAGGTGGGGAAGTGA 

20 CTTGACCTGTGACCCCCAAACAATAAACATGATCCCTCCAAAAAAAAAAAAAAAAAAACNTGNGGGG 
GGGCCCGGGNCCCNATTTCGCCTTATGGGGNGCTNNTANAAANNNN^ 
NISTSfNNNNNNNNNN^ 
NNNNNNNNNNNNNNNNN^ 

;%5 NNNNNNNNl^ 

y NNNNNNNNN^ 

Ql NNNNNNNNNNNNNW 



J 1 ' 30 TNNANAAAACTGGACTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGG 

GCGGCCGGGGCCACTTCCTGTGCTTCGTCTACCCGCTGGATTTCGCCCGAACCCGCCTGGCGGCCGAC 
^ GTGGGCAAGTCGGGCAGTGAGCGCGAGTTCAGGGGCCTGGGAGATTGTCTGGTGAAGATCACCAAGT 
S CCGACGGCATCCGCGGGCTGTACCAGGGCTTCAACATGTCGGTGCAGGGCATCATCATCTACCGCGCC 
11 GNCTACTTCAGGCATCTACTACACCGACNAGGGCATGCTCCCNGACCCCAATAACACTCACATAGTGG 
y 35 TGAGCTGGATGATCGCGCAGACCGTGACGGCCGTGGCGGGCGTGGTCTCCTACCCCTTCGACACCGTG 

CGGCGGCGCATGATGATGCAGTCGGGGCGCAAAGGAGCCGACATCATGTACAAGGGCACCGTGGACT 
S3 GCTGGCGGAAGATCTTCAAGGACGAGGGCGGCAAGGCCTTNTTCAAGGGCGCCTGGTCCAACGTTCTG 
H» CGCGGCATGGGCCGGCGCCTTCGTGCTGGTCCTNTACNAC^ 

GTCCGCCCGCCGGGAACGGCTAACGCCATNCCTTATTGGGACGGACCACCGACTTCNAAAAATTCAAC 
40 GTCCCCGCCGGGGCCGGGCCACCCCGGCCGNGGGGNTTNTTTGNNGGGGGACCATTGGNCCTGGGTCC 

NCCCCTTTAATTGGGGGGGGGGGNAAAGGCAATCGGGGGGGGTNTCCTTGGGTNCCCAAGTNNAGGG 

AANTTCCCNNAACCCAAACTTAAAATTC^ 

TTTTTNAAAAAAAACCTTGGNTCCATT^ 

45 

TTNNNNANANNCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 

GAATTCGGCACGAGGCTGCTGCCTGCCTGCCTGCCACTGAGGGTTCCCAGCACCATGAGGGCCTGGAT 

CTTCTTTCTCCTTTGCCTGGCCGGGAGGGCCTTGGCAGCCCCTCAACAGGAAGCCTTGCCTGATGAGAC 

50 AGAAGTGGTGGAAGAAACCGTGGCCGAGGTGGCCGAGGTACCCGTGGGAGCCAACCCCGTCCAGGTG 
GAAGTAGGAGAATTCGATGATGGTGCCGAGGAAACCGAGGAGGAGGTGGTGGCCGAGAACCCCTGCC 
AGAACCACCACTGCAAACACGGCAAGGTGTGTGAACTGGACGAGAACAACACCCCCATGTGTGTGTG 
CCAGGACCCCACCAGCTGCCCTGCCCCCATCGGCGAGTTTGAGAAGGTGTGCAGCAACGACAACAAG 
ACCTTCGACTCTTCCTGCCACTTCTTTGCCACCAAGTGTACACTGGAGGGCACCAAGAAGGGCCACAA 

55 ACTCCACCTGGACTACATCGGGCCTTGCAAATACATCCCCCCCTGCCTGGACTNCGAGCTGACTGAATT 
CCCCTTGCGCATGCNGGACTGGCTTAAAAACGTCCTGGTCACGCTGTACGAGANGGACGAGGACAAC 
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AACCTTCTGACCGANAAACAANAAGCTTNGAGTGAAAAAAAATCCACGAAAAATGAAAAACCGCCTG 
GANGGTTGGCGAACCATTCTTGNGGAAATTGGTGGGCCCCGGANCTTTNAAAAAAAAATTACCAACAT 




CCCTGGCNCCCCCCCCCNTTTTT 



TNWGNNANCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGC 

AGCAGCCTAAATGTGCAGACTTTGTAACCAAGCCCACCCGAGATCGGTCTGTGCTTTCACGTGACCAC 

CATCTGTGCCTCCCTCGCTCCATCCAAATTTGTGTAGGCAGCTCCTTGGAGCCATTCCTAAAAATATAG 

CTACACCAGGCCCTGGAAACTGTAGTCAAGTAACAGGCTTAAGTGTTTTCCCTCCTTGAGTTAAACCTC 

CATTAGATCTCTTTTGAGGGACCTTTCAGCTGCAGGCATCAGTGTGTTCTGACAGCGAGACACGTTATG 

TGTGTGTTTTCTATCTGGATCCAGGGCATCAGGATACAGTTCATCTTCTTGTACTTCCTCTCTGGCATGC 

AGTATTTCTGGACTATGTTTATAAGTCTGTTTAGTAAAGGGTGGGATAGAGGATACCAAGGGAGTTTC 

CAAGGGACAGAGATGGATCAGTTAACGATAGTCAGAAATGAACTTAAAAGTTGCCTTGAAAAACCAA 

TCACATCTTATCAGGACGCATACCTTTATGTTTTCTAGCTCCTGTCGCTGAACTGTTGCTGGGTAGCCC 

GTACATTTCTATAAATCCTGCTGGACTCAATTCTTACTGNACTTCCAAANAACTCGATCGGGGGGTTTA 

CATGGTNCATGTATTCANGGGAAGNGTACCNAAANGGNNGGATGGGCCCCATTATTTTGGCCTGGGN 

AAAAGAAACCCNGGGAAGGGGTTCNTTTNAAATNGGGCAAAAATTTTTTTT^ 

CNTTNGNGGGGTAAAAGGGGANTAAAAAAAACCAAAGGGGTTTTTTTTACAT 



GNCCCTTTTANGTGNGGTCNNANTNANGNGGGGN 

GNTCTCG(^TC^TCNACTCCCNCATCNATATGTNNACTTGTTAACCCMWTGAC 
NCCTGNGGGGGCNNNTATAGNGGTGNTCTTCT 
GGACCANTNAAAGANNTNnsnnSTCTNTAAGC^ 
TCNTGCTNGCNATGCTCGNAACNNCTNNNNNTTT^AT 

TGNANATNTTNGCAAT(^GCNNAAAGTGNTGAGCGGNATNGGGATTGTTGNNNNNACCTTNTTNA^ 
ANNTCNCNTNTCNGANAGNTNGNCAGT^^ 
GNGNTGGGNAGTNNTNTGTNANNANTNWTNTNTTC 
ACTNTCTCAGNCNCNCAGANTGNNGNTNATGNT^^ 

AAATANNGACGNAGTCGTAATCACNGGGNCTACNGNGNGGANCCNNANNANNGTNTNNGGNTTSINTCT 
NNCNGNGTTN<^GAAGCCNNNNGNTNNANNNTN>^ 

TAGNANGCCTTGTNGNTNGNCCNAGNTCTATTNNNNNTNGGNGGTGGGNAN^ 
CNGANTNNAAGGAANAGNGGNNGNGGTNTNNTGNGNNNNNNNNTTTGGAGGGGCCGGG 
NTAGNNNGCNGNANAATNTTNGCNGGGNTN^ 
GGNNGGANGNGANNCmANGACNNATNNAGCmGNCC 

NAGGC1WGGNNGTGNGOTGTAGTNCTGNNNCNNNCCAGAGNACNGANNTGCAGCGNANGTGNTNAG 
GANNNCGGAANCNGNIWAATNAGNACCGGTNCANNTAAGCANTO^ 

GATAGNNCNNTGCNGCNCAGNGCNGCGAN>rrAATATNNGANCATAGCGGANCCTCGTATCTO 

AGCTGNANGANTACCTCGNNNCNGAGNTCNANCNTGTGANNNANGGAGAGACANAGCGNGGNNNAG 

ANATGNNNNNTNGTNTGTNCGACTGAGNTGNNTNATNTANAGAGGTGCGNCG 



GNCCCTTTTANGTGNGGTCNNANTNANGNGGGGNATN^ 

GOTCTCGCNTO<ITCNACTCCCNCATa^ATATGTNNACTTGTTAACCCNNNTGACGCNC 

NCCTGNGGGGGCNNNTATAGNGGTGNTCTTCT^ 

GGACCANTNAAAGAhmWTNCTNTAAGCNCC^^ 

TCNTGCTNGCNATGCTCGNAACNNCTNNNNISriTITSrNA 

TGNANATNTTNGCAAT<^GCNNAAAGTGOT^ 

A*WTCNCOTNTCNGANAGNTNGNCAGTA>^TC 

GNGNTGGGNAGTNNTNTGTNANNANTNNTTNTO 

ACTNTCTCAGNCNCNCAGANTGNNGNTNATGNTTNNGNNNNANCAGTNCAGNCTGNANGCNTANGNT 
AAATA1WGACGNAGTCGTAATCACNGGGNCTACNGNGNGGANCCNNANNANNGTNTNNGGNTNNTCT 
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NNCNGNGTTNCNGAAGCCNNNNGN 
TAGNANGCCTTGTNGNTNGNCCNAGNTC^ 
CNGANTNNAAGGAANAGNGGNNGNGGTNTNNTGNGNNNNW 
NTAGNNNGCNGNANAATNTTNGCNGGGNTNGNTAGNNAANGNNCNNN 
5 GGNNGGANGNGANNCNAANGACNNATNNAGCNAGNCCNNGNNAANTO 

NAGGC1WGGNNGTGNGNTGTAGTNCTGNNNCNNNCCAGAGNACNGANNTGCAGCGNANG 
GANNNCGGAANCNGNNNAATNAGNACCGGTO 

GATAGNNCNNTGCNGCNCAGNGCNGCGANNTAATATNNGANCATAGCGGANCCTCGTATCTNTAG^ 
AGCTGNANGANTACCTCGNNNCNGAGNTCNANCNTGTGANNNANGGAGAGACANAGCGNGGNNNAG 
10 ANATGNNNNNTNGTNTGTNCGACTGAGNTGNNTNATNTANAGAGGTGCGNCG 



TTGAGNCCNANTAGGGGGGNCGCATNNCNGGGGGGCGGCTCGCTCTTAGACCTAGTGGGATTCCCCC 

GGNNCTNGCAGGGANTTTNTG 
1 5 ATTSTANAAANCANNGGGGGCCATNCC^ 

NNTCTNATCTTTANNNNNAGGNNNNTGANTNGGATGNAGGNAN^ 

NCTNTATGATTCANCGATATNNATTNACGTTACTGCGCGNNTANCNNTGNN^ 

AGAANANNGANATNGACANGNNATNNCTNCTGTCNNAATCNTTCATANN^ 

GTANACGNTGCTNWMNTN^ 
20 ANNNAGNGGTNl^TNNCNGTC 

GNTTSn^CTAGNGTGNTANNCGANNNGNNNTO 

TCTNCATNGANCTGNNNNNCGANGNNNNNTGCNTAAGTNGNTTCAAC 
O NCTNCNGTAGTCCCNATGATAATATO^ 
5: TATCNATNAATTNTCCGAANGNNNNTGNGGATNNNNTO 
m25 NTCGANAGANTNTNCTNTATCNCNNNNTAN^ 
il ANCNATNAGTCNTCTCTGAGN^^ 
^ CGNANNTNNNATTTGGGTC^TTTNNNA 
'?! NNCGAGTANNANGNCNNANNCNNNTGTCCNNTGGC^^ 
C TGAAGTCTACCNTNNNNNNNATCGANNTCGATGTGTANTNNAAG 
+30 CACNTGGTNANNGANNTAGANGATC^ 
W TGNNTAANNATCNNANNCT^ 

s NGGAANAAAGNTAGAANCNATGGAGGTTCGACGTNCGNACNNACGACGNNANNTCNTACNGNTA 

0 TANTNTCGNCNGAANGNNTCTCCNGTCNCNNGNATCNTCGTNANGTNTGNACGNCGNGAAG 

01 GATNNATNACNNGNANNAACGNAACTTAANlSn^ 
f 1 35 AATGAANGTAGGTGACTCACGNCNCGCGNTNOT 

m CNCNACGTCGNACGGGAANGANAGNAATGNCNGAACGNTTACGCG 



NAAAAGCTGGAGCTCCACCGCGNGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAAT 
40 TCGGCACGAGGACCAATGACAAAGATAGGAATACAAAGTGTATTAGTTAGCCATCATTCTTGCACTAA 
GCACCAGAAGACTTGAAAAATCTAAAAAACAAAAAAA^ 

GAATATTAAATCGATAAAACCAGGACTCACATGCCAAAGTTCTCATCAGNGGACGCTCACATNTTGGT 
TCCTTCCATATAAAACTTGGTTGC^ 
NTAAANCTAAANCTNTGNTCANN^ 
45 CCCCCGGNANAANCATGNGCNACTNTGNAANANTTTTTGNTCAAAAACATTACT 

TCCTTTCTATTTCTTANTGNTACNAAGGACCNGCAGGGANAAATGNCCTNTCCCCANCAGN 

GGTATGCAATTTACACTTGATGCTCAGGCCTGCTGAAGCTGAGGCTTACCTGTAATCATANCCTTCCAG 

GGGATGAANTCTTCAGTTCGTCTAATAA 

TTAACAAAAACTTGGTTCTTTTATAAAAACNATATATTCATTTTCCCNCA 



50 




GNTATTTTACCAGGGAAAATCNTTTGGAATNANAACCTTTTACCCCCCGACCCAAAA 



55 GCCTATCTGGAGCTNCANCNCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCTGA 
GGAACCCCGGTGGCAGGGCAAGGTTCGGGATCATGAGTTGGATTCCTTTCAAGATTGGNCAGCCCAAN 
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AANCAGATTGTCCCCAAANCAGTGGANAGAGANTTTGANCGANAGTTTGGAAAANTCCANCAGTTGG 
AGNACCAAACCAAAAGGNTGCAAAAGGNCTTNAAAAAAANCNCGGNCCCCNNCCTGGCCNTGTTT 
NTNNGNTGNNAAAATNTCNTNGNNNTNGNTNTCCANCCCCNm 
NCNTGGNNANNGCCTTGNNCN^ 
5 AATCCANAGAANTGTNATNGAN^ 

GANAACCGGNGGAGCCAGGCNTTGCAGNANTACAAAAGGGTGTGNACNCCAGGGTGGAAANNNCCA 
AGGANAGGGAAAACACGGCCCNGGCTCTGGCCAANNTCCACC^ 
CGGATANGNNTTTGGGGCCAAAAAACACGCATTNTTGNGTNNGANANCCGCNN 
TGTGGTATTTTTNCACCCCATTTTTGGTNCN 
1 0 TCTGCACAATATTTTTNAGAATTTTTN^ 

CTNNGGGGAGGCGNNAAAAAACGGAGGCCCAGTTTTNNAANANATC 

NTGGGNANNAANAANTTNCCCCTCCCGGTNGGNAAAANTCTTGTTGANAANAAAACNACCC^ 
CCTTTNTGCCCCTCTTTTTAAAA 

15 

GCCTATCTGGAGCTNCANCNCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCTGA 
GGAACCCCGGTGGCAGGGCAAGGTTCGGGATCATGAGTTGGATTCCTTTCAAGATTGGNCAGCCCAAN 
AANCAGATTGTCCCCAAANCAGTGGANAGAGANTTTGANCGANAGTTTGGAAAANTCCANCAGl^^ 
AGNACCAAACCAAAAGGNTGCAAAAGGNCTTNAAAAAA^ 
20 NTNNGNTGNNAAAATNTCNTO 

NCNTGGNNANNGCCTTGNNCNCAGCCN^ 

AATCCANAGAANTGTNATNGANCCTTNAAAAAAGTTCGGCATGTGTGTTCCCNA^^ 
Q GANAACCGGNGGAGCCAGGCNTTGCAGNANTACAAAAGGGTGTGNAC^CCAGGGTGGAAANNNCCA 
5 AGGANAGGGAAAACACGGCCCNGGCTCTGGCCAANNTCCACCAGGCCCGAAAAGATT^ 
s y25 CGGATANGNNTTTGGGGCCAAAAAACACGCATT^ 

TGTGGTATTTTTNCACCCCATTTTTGGTO 
^ TCTGCACAATATTTTTNAGAATTTTTNNCN 
f ; CTNNGGGGAGGCGNNAAAAAACGGAGGCCCAGTTTT^ 

NTGGGNANNAANAANTTNCCCCTC^ 
4-30 CCTTTNTGCCCCTCTTTTTAAAA 



Q TTNNNNAAAAGCTGGAGCTCCACCGCGGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCA 
01 GGTTCCTGTTAACTCTTAATAAACTTACACATGCAAGCATCTACACCCCAGNGAGAATGCCCTCTAGGT 
035 TATTAAAACTAAGAGGAGCTGGCATCAAGCACACACCCTGTAGCTCACGACGCCTTGCTTAACCACAC 
m CCCCACGGGAAACAGCAGTGACAAAAATTAAGCCATAAACGAAAGTTTGACTAAGTTATATTAAl^ 
^ GGTTGGTAAATCTCGTGCCAGCCACCGCGGTCATACGATTAACCCAAGCTAACAGGAGTACGGCGTAA 

AACGTGTTAAAGCACCATACCAAATAGGGTTAAATTCTAACTAAGCTGTAAAAAGCCATGATTAAAAT 
^ AAAANTAANTGACGAANGTGACCCTACAATAGCCGACGCACTATAGCTAANACCCAAACTGGGATTA 
40 GATACCCCACTATGCTTAGCCCTAAACACAG 

AGCACCAGCTTAAAACTCAANGGACTTGGNGGGGCTTTATATTCCTTTNTAAAGGAGCCTGT^ 

ATCGATAAACCCCCGATAACCCTCCCCAATTTITGGTTAAAACAGGTATATATCCCGGCTNT^ 

AAACCCTTAAAAAAAAAAAAAAAAAACCTGGGGGGGGGGGCCCGGG 

GGGGGGNNNNANNAANNNNNNNN^ 
45 NNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNN^ 

NNNNNNNNNNNNNN^^ 



50 TNNANCAAANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
GCCGTGACAAAATGTGCTCCTGGTCAAAAAGTGCCCGACCATGATCGANNCTCNCCTTCATGTCAAGA 
CTACCGATGGTTACTTGCTTCGTCTGTTCTGTGTGGGTTTTACTAAAAAGCGCAACAATCANAI^ 
AGACCTCTTACGCCCAGCACCAGCAGGTGCGCCAGATCCGCAAGAAGATGATGGAAATCATGACCCG 
AGAGGTGCAGACAAATGACTTGAAAGAGGTGGTCAATAAATTGATTCCAGATAGCATTGGAAAAGAC 

55 ATAGAAAAGGCTTGCCAATCTATTTATCCACTCCATGATGTCTTCGTTAGAAAAGTAAAAATGCTG^ 
GAAGCCCAAATTTGAATTGGGAAAACTCATGGAGCTCATGGTGAAGGTAGTAGTTCTGGAAAAGCTCT 
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GGGGATGAGACAGGGTGCTAAAGTTGAACGAGCTGATGGATACCAGCCACCATCCAAGAATCGGTTT 

AAAATGCANACTCTTAATGGGGACAAATAAAANATC 

NNNNNNNNNNNNN^^ 

5 NKNNNNNNNNNN^ 
NNNNNNNNN^ 

NNNNNNNNKNfWmNN 

10 

TNNAGCCCTATCNGGAGCTNCACCNCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
GAATTCNNNGCNAGGNTNAGNNNTANGNTGNTGGGGGGGNTNNNTGNGTGGNGGAC^ 
ATANNANl>nWCNNTTNTNGANCCNNGNGCTTGNCTGC 
1 5 CAATGNCTTAGATTNNNNNNOT 

TNNNNCAATGTGNAGCAGGACCATGATA 

ANCCATGTGAGCNGGCNTTGGACNNCNTAGNATNAANAAGTCGNATGNAGTAACCNNGNCGNAATGC 
TGNGGGACCTGAACCNNTCATACTGACTGTGCTTANN^^ 

CCCCCCCNAGCATGGNNNCNCCCTANANNNANGTACCANGCTTGNNANATCTNW 
20 CGGANCNTATTCACTCCNNAACAGATGGATNCATNNNNTTAANCGCTGT^ 
GTCCNAACNCNAACCTTNGAACNTNGAACTTO 

NNANGGAATGATCAGATTAAANACCTGNAAGTGGGNGAAAAAAATGACTANTAANGGGGACCCCCCC 
O NCCTGAATCNCGAATGAATTTGTGCACTTGGGCGGGAAGAAACTCANCATGGNTTCCTNAA 
■S CCNCC^CCGCTTGAAAGAAAAACTTGGNATTGGGGNAAGGGACTTCANNCTTTTCNG 
m25 NTTCCTTNATGNAACCTTGNNGGTATT^ 
H NGAANTTGNANTTT 



?2 TTNAGNCCTTNTNNNGGGGNNGNTTNGCAGGNGGCGGCCGCTC 

f 30 GCAGGCAGNATCCTANATGTGCTNACTTTGAAACCAAGCCCANCCG 

W ANTGAAAACTGGCNATAAAATCCGGTACAACTCACGGGAGACGACATTGGAGAAGAACCAAGCTGGG 

s TCTATANGAAGCAGGCTGGGTCTATGAGAAGTGGNCTTAACATGCAAACCACTTTTTTAAGNAGC^ 

Cj ATTACAATGAANACATCACTACTGTAATGCTTGNNCCATGATGTNANTTGCTNANTATCAGACTGAGA 

m CCCANCNATAAATATANANCGTTGNAAAAANAAAA^ 

f i35 TTTACCNCTGGCATGCAGTATTTCTGGACTCTGTCTCTAAGGTGGTCCTGNAGAACANGGATNTCCACG 

TTGACTTGTNCTTGN^CCGG 

^ CTAAGAGANCAAGAATTNTCATTTNGCGTTATTNGGACCCTTTO 

r: AANNAATCCTCAATTTTTTNAAAN 

^ NGCTGGAANNACTTTCTTTTNAATGGGNGNTAANAAAGTNNANGC 

40 NANGTNNANANNCCTNGTCTATCTTNTNTTTTCCCCGTCCCTGG 

CCNTTCGTANTNAANCTCTTGTTCTGG 

GTTTCC 

45 

GCCTATNNGGAGNNGCATNACAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAAT 
TCGGCACGAGGGCTGACAATGACATCGGAGCTGTCTCAACGACAGGGCACGGTGAGAGCATCCTGAA 
GGTGAATCTGGCCAGACTCGCGCTCTTCCACGTTGAACAGGGAAAATCACTAGAAGAAGCTGCCAACG 

50 CATCACTGGGTCATATGAAGTCAAAGGTCAAGGGCGTAGGTGGTATCATCATGGTCAACAAAGCAGG 
AGAGTGGGCGGTGAAGTGGACCTCCACATCCATGCCCTGGGCAGCGGCAAAGGATGGCAAGCTGCAC 
TCGGGAATTGACTTCGGCGACACGAGCATCATTGACCTGTCCTAAACCCCCAGAAGCTGTATTCTAGA 
AACTAGCTTGGAGGTGACGCACGGTCTCCTGGCGTGGAGACTTAGCTTCATCAATTAGATCTAGAAAT 
AGAAAAATTCTGCAGCCTGTCACTCGTTTTGTTGCCTTGATCAGTGTCTGGTTGGGGGC 

55 GTGTGTGAGAAATGCCCATGTTAAGATAAAAATAAGACCAGTGAAGATGACCAACTCCACGGAGCCT 
CCCTTATGAATAGTCCCCATTGTCTGAGATTAGAAAGAAGAAACAGCAAGATCTTAACAGTAAAGAAA 



123 



GGGCCTCGATGCAGGGAACGGTTTTGGAGTTGGGGGACCTACAGCAGTAACAGAAGCTTGTAGGTTCA 
AGGGTGTTGGGGGGTTCGGAAGAAAAAGGCTCTGGGGCANGACCCAGTGCANGGCACAACAAGGCA 
GGAAGGACCNAGTGGGACNCGGTGAAAGGGGACNCGGCANNCAGAAGTTAATGGGAACACTGGATG 
GTGCANAACTCATTTCANAGTCCGGAAGAACNTTTGGCCAAAAGAAACCNN 
5 TTAAAAAAGNGAAAANTTNNTTTGACTTACCAANACAAACNGTTTTCCAAAAGCTTGGA 



TT>^CAN]WCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTC 
ATNTTGTNGAAGATGAGCGGGTGGCAGCGACAGAGCCAAAATCAAAGCCGGAACCTGAGGAGAGAGT 

10 GTTCCAGAAGGAAGTGTNTCTTCNTACNTCACCACACCTGAAAGCANAGCCTGATCCAGCCACAGAGA 
TGGCAGCTGAGTCACTGCCTTTTCCTTCGGGGCACTGTCCAGCTGGNAGCTGGAAGCCTGGTATGAGG 
ACCTGCAGGAGGTGCTGTCCTCAAATGAAAATCGGGGCACCTGTGTTTCACCCCCTGGAAACANGGAG 
GAAGAATCAAAAAGCTTCACCACTCTTGACCCCGCCTCTNTGGCTTGGNTTACTGAGGAGCCNGGACC 
ACCAGAGGTCACACACACCTCCCAGAGCCTNTGCTCTCCAGAGTCCAGTCAGANCTCNCTGNCTCAGG 

15 AGGAANAAGAGGAANACCNGGGAAGACCCAGAACCGGACACAGAGNGGCCAGTCCCCATCTCGGNC 
TGGCAAGCNNCGCATGAAGGAAAAAGAACAAGAANATGAGAGGANTGTGGCNCAGCTTGCTGAAGA 
AAATGAACCACTTCAACANGAAATCGAGCCCCTGACCAAGGAAAGTGGAGGCNCTCGCCGACTTTTA 
ATGACCGGATGGTTAATCTGCCCCCAGCATTGAACCGGTTGGGACCCATCTCTTTCATm 
TTTCTGANCCTTTGGTNGGAAGTTTTTACTGGCCNCCGTN^ 

20 CTTNTTTTTTNTTTAGGN 

NGNTNATTTAANANNGGCCCTTTTTTTTTTTTTTTGGCCCCTTW 
AAAAAAAAAAAAAAAAAAAAANAAGNGGGGGGGGGGGGGCCCCCCTTNCCCNN^ 
p NNNNT 

CAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGTGCTA 
J? TAGTGTAAATTGAAAAAAGAATAGGTAATTTGCTTTGTACACACACAAAAATGTAATGATGGTGCT 
p TTTCCTGGTAAAAATAAGCACTGCCAAGGGTTGAAGGACTGGTGACTTGAGAAACCTANAATCCTG^ 
^ TGGGAGGAAGANATCTCATGTCTTAATTTCCTCGAGGTTCTGNTAGGANAAGGNAGAGCCTTGGTGAG 
4-30 TCCTGCACCCGACCCTGGGGNGATCCNNTGCNNTCCAAAAGCNGAATACNCNCTNNGNGCNNANG^ 
Uf GGAATTCTTTGANTTTCTNAAGGCTC 
® GNTGGTANAAANCNCCANGNGNGGGANCTN^ 

O TGGGANCACCTCTATTGGTTATGAAGACTAAGGATATTATTTCTTAAGGAAGT^ 

m AATTAAAAATCCACAGCCTGGGCAGAAACATTTCCTATCAACATAAGCCCAAAATAGCACATGTGGNC 
fl35 CCTTTTCTATAGNTACTTTCCTGTGACTCTCAAAACATNANGCTCTT^ 
S TTTGGAAATCCCCCCAAACCTTTOT 

JL; ATTGGGGTCTGGGGGCTTOTAAACACCNCANNGGNGGGGGCAGNAAAAANAAGGCNGNT^TCCA^ 
H 1 ANNTTNAAAANNCCCCGCCTGCCCCCTGTGGCCCTO 

^ AANTNGCCNCCNCCNCCANGAAGCCTCCTTGGAANAAACAACCNTTTTNTTAA^ 
40 AAAAA 



NAANNCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGATTTC 
CGGCACGGGGTCCAATTANAGTAACACTGGCCAACTTTTGAAATGTNTGNCAGCCCNCGGNTTCT 
45 GGGGGNTTTTNAATTACCCCNCC 

NGGNNCANCNTTNATNACCCGGGNNGNAAAANCCGAANNCNAAAAAGNAGNAGNAGNAGNAGT^ 

ACNNCTTNATNTNTTTNGAAAGCNNTCTNGCCCTO 

AANCNTGGTNGTNGTTNACATTAAAATTANNNTNACCANT^ 

TATTANANACACANTTTGNGATAGAGAGAANTTAACANAAAAGCTCCCCGTATAAGANAATNTNGTC 
50 CTCAGATACTCTCCANCACAAAATGCGCACNNAATCNCGCCCNAATGTGGAAGANTCTCAACCCGNGT 
GCACCCCAATANAAAGGNGACGANATNTNTTTAAAACANGAGAAANCACCCCGAACACNNNTANG 
NNNATNTCTGTTGTAANACATTTNAGCACAAATGCNGCGCNCNTNTA 
CCCAGTGGTGGGCCCCCGNTTNTCATTTTTTNTTGAAGAAAAAT 



55 GCTTTN1 
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CTTTTTGTTCAANAAANTTTTTN^ 



5 NAANNCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGATTTC 

CGGCACGGGGTCCAATTANAGTAACACTGGCC^ 

GGGGGNTTTTNAATTACCCCNCCTGGGGTC^ 

NGGNNCANCNTTNATNACCCGGGNN 

ACNNCTTNATNTNTTTO^ 
1 0 AANCNTGGTNGTNGTTNACATTAAAATTANNNTNACCANTACCATTAl^ 

TATTANANACACANTTTGNGATAGAGAGAANTTAACANAAAAGCTCCCCGTATAAGANAATO 

CTCAGATACTCTCCANCACAAAATGCGCACNNAATCNCGCCCNAATGTGGAAGANTCTCAACCCGNGT 

GCACCCCAATANAAAGGNGACGANATNTNTTTAAAACANGAGAAANCACCCCGAACACNNN 

NNNATNTCTGTTGTAANACATTTN^ 
1 5 CCCAGTGGTGGGCCCCCGNTTNTCATT^ 

GGCTNCTTNTNAANTNTTTTO 

CTTTTTGTTCAANAAANTTTTTO 

20 

TTNANAAANNCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 
AATTCGGCACGAGGCTCGTGNGAGTGACNTCG1WTNTAAACCCTGCGTGGCAATCCCTGACNCACCGC 
CGTGATGCCCAGGGAAGACAGGGCGACCTGGAAGTCCAACTACTTCCTTAAGATCATCCAACTTCTGG 

25 ATGATTATCCAAAATGCTTCATTGTGGGAGCAGACAACGTGGGCTCCAAGCAGATGCAGCAGATCCGC 
ATGTCCCTCCGCGGGAAGGCTGTGGTGCTGATGGGCAANAACACGATGATGCGCAAGGCCATCCGAG 
GGCATCTGGAAAACAACCCGGCTCTGGAGAAACTGTTGCCTCACATCCGGGGGAATGTGGGCTTCGTG 
TTCACCANGGAGGACCTCACTGATATCAGGGACATTGCTGCTGGCCAACAAGGTGCCAGCTGCCGCCC 
GTGCTGGNGCCATANCGCCGTGTGAAGTCCCTTNNGNCAACACAGAACACTTGGTNTGGGGNCCCGA 

30 AAANACCTTCTTTTTCCCNGGT^ 

GAGTGATGTGCAGCTGATTAAGACAGGAGACAANNNNl^^ 

CAATGCTGAAAAATTTNCCCCCTT^ 

GNANNATTTTACAANCCCTGAAAGN^ 

CTTGGGANGGGCGTNCCNCAAATGTTTNCCCAGCGNGGNGNCCTTGCAAAATTGGGTTA 
TGNTNGGGGGNNAACTGATTAA(^CCCTTTNCCCCTTTGGGTGN 



NNCAAANCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATT 




GATACATTTATAGTATATCAAGGGGCTTCCTCACTGGCTCAGCGGTAAAGAATCCACCTGCAATGCAG 
GAGACATAGAAGACTCAAGTTCAATCCCAGGGTTGGAAAGATCCCCTGGAGTAGGAAGTNCCCACTCT 
TGACAGGTTCCTCTCTTCCATGGACAGAGGAGCTTGGCGGGCAGCAGTTCATAGGGTTGCAGAGAGTC 
45 AGACACAACTGAGCAGGACCACGAGCATAGTATATTAAACATGCTTTGGCTCATCAACAACCCATGGC 
CAGTATGGTAGGCCAACTCTGATTTACAGGA 
TTTAAGNGGTTTTCATTTTCATGTAAAAAATAAGTO 

CTTANCTTGCTGGAGTTTGAAATTATTTCCTGACTCATAAGNATAATCTCTNTTAA 
TGCTTGAANAACCAAGGTTACAGGTCTTTTCTCAATTTCTTC^ 
50 GANCCAGGGGATTTTGAANGGAAAAAAGGAANCNCTTGTTCTGGTTTTGGGT^ 
GGAGTTGGTTGCNTTAANTTGCCGGC^^ 
CCCCCCANCCCAAAAAGGAATGGGNAANGAGNGOT^ 
N 

55 
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TTNAAANNCNATCTGGAGCTCCACCNCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCA 
GGAANAAAAAAAAAAAAAATTTTGGGGGGGGGNCCGGNNCCCNATTTTNCCTGTGGGGGGAGNAATO 
TANAAGCGGTNCTCNNNTCCTGNTCCATGNT^^ 

AACCCTTGNNATATNCNCACCCTCCTTTGTCTGNTTAAGCATTAIWCTGCTAATAGAGCGGNCTGACCT 
5 GTTNATCNAGNGATACATCCTCGCGGTCAGGGATTCTTGGNGCTGGGTTAACGNNCCTGACTGNNTAT 
TGCTGNTGAANCTGCACTACNATCTNNAGNATCAATANAN^ 

GGGNNANTGGGCCNTTCTC^TGCCTGTACCNCCTAGGGNNGGTAANAACATAAANANTTANATNNTTT 

CCCTTGTGGCCTTACTTTCCATAATTTTCCNGGNCCNCCCTTGGNTTGNTTTGNTTCCCTTCATAN 

CNTTNGNGCTCCCTTTCCANNCNAGNGNAAAAGA^ 

TAA1SINNTAAAGNTNNNGGGNAGGTTTCCCCCCITCCGGTNGGNCCCGAAATAAAAGG 
AANCCCANGGNAACCCAANCTNGTTGTNCCTTTCCTNGGNCCCCCCCTGANNGACTNGCTTAAAAANG 
CNNCCNTNTNTTTTCCCCCCCCCCCCCCCCCCCCCCCCCCCTGGGGAAATNANNTCCCCCCCCCCCCCC 
CCCCCCCCCNNTTCCNAANCNTTTCTTITTANAAANAAAGGNNGGNAGCCNTTT^ 
15 CCCCCTNTGGACANCNNAAAAGGGTTTTTTCTC 
CNNCTNNGGGTTCCCCT 



TTNNGCCTAT^GGAGNNGNATNNCAGNGGCGGCCGCTCTAGAACTAAGTGGATCCCCCGGGCTGCA 
20 GGAATTCGGCACGAGGCTCGTGTGAGTGACATCGTCTTTAAACCCTGCGTGGCAATCCCTGACGCACC 
GCCGTGATGCCCAGGGAAGACAGGGCGACCTGGAAGTCCAACTACTTCCTTAAGATCATCCAACTTCT 
GGATGATTATCCAAAATGCTTCATTGTGGGAGCAGACAACGTGGGCTCCAAGCAGATGCAGCAGATCC 
GCATGTCCCTNCGCGGGAAGGCTGTGGTGCTGATGGGCAAGAACACGATGATGCGCAAGGCCATCCG 
AGGGCATCTGGAAAACAACCCGGCTCTGGAGAAACTGTTGCCTCACATCCGGGGGAATGTGGGCTTCG 
25 TGTTCACCAAGGAGGACCTCACTGAGATCAGGGACATGCTGCTGGCCAACAAGGTGCCAGCTGCCGCC 
CGTGCTGGTGCCATAGCGCCGTGTGAAGTCACTGTGCCAGCACAGAACACTGGTCTGGGGCCCGAGAA 
GACCTTCTTCTTNCAGGCTTTAGGCATCACCACGAAGATCTTCAGGGGCACAAATTGAAATCCTGAGT 
GATGTGCAGCTGATTAAGACAGGAGACAAAGTAGGCGCCAGCCGAAGCCACGCTTGNTGAACATTGC 
TGAACATTTTCCCCTTTTTCNTTNGGCTGGNCATrCCACAAGGNGGTTTGAAAAATGGCAG 
30 AACCCTGAANNGCTTNNCNTNNCNAAANGAAAANNNTTTGNATTTCCCCCTT^ 

CCCAATGGNTTNCCNACCGGGGGNCCCTTCCAAAATTGGGTTANCCCTAAACCCGNGGGGATTTTGGG 
NCCCCCATTTTTTTTTATTNAAANGGGGGNCCA 



35 GCCTACTGGAGCTNCACCGCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCACAC 
GCCAGGAGCGCTGGGCTCCAGCCTTCTCACGCAGGTGGCTTCTCAAGGAGCTACCACCGTGTGTGAGC 
TCCAGAGTAGGTGCAGATGTTTTCATCACATCTTCCACGTTGTTGACACTGTCTTACCTTCTCAAGTTCC 
CCAAGTTCCCGAGAGCTTTCTCCTCTGCrATGCATTTTGTCTTCACAGCGCAGCTTGCAGTCCCTTGCTA 
AAGATGATTATAAGCTCTGCATAGTGTTAAGCTTTATTGTGGTTATGTGTATGTTTCTTCTTCCTTTGTT 

40 AAGCAGACCCACACCTTTCCAGGTCAAAGTACAGGATAGAGTGCTATCCTTCATCTTTACCATTTCTTT 
TACTCCGTTTAAAGACTTCAGAAGTCTAATCCAGAGTTGAGCCAATTCAGAATTGACTGTAATTGAAC 
ACAGGCTAAAAGTATTTATGGGGGGAGTGACTTTTAGCATGAGTTTTCTGATTTTTGTAGCT 
TTTTAAATCTTTATTTGCAGTTCATGTAACAGTTGTCTTAAATTACATGATAAAGCAGTCCTGTTCAATT 
TTTTTTTTAATGTGGCTTGTAGAATTTTTAATAAATGAGCTTANGTCT 

45 TGGGTGCTATCAAAGCCTCTCCCCCATCACTATAGNGTAATAATATTATTACACCCCACTGAAATGGAT 

TGGAAACCTGGTTCTTGGNCTGGAATATATAAACCCCTTCCAAANGGGTTNTTTTTGGGGGAGAAAAT 
GGGGGGGGAGATTTTTCNTAAAANAAAGAAGGCNGGATCNGGTNATCNTCNANTTTTTACTTGGTCCC 
TTAAATNTTTTTGGGGGGGGATNCCT 

50 

TTTAAGCCNATNTGGAGCTCCACCNCNGTGGCGGCCCGCTCTAGAACTAGTGGATCCCCCGGGCTTGN 
AGGANTTNGGNTCGAGGCTTTTATTGAGACCACCCAAGGACCCCAGGGGACCCACACCTGGTGTNACG 
GTATCCGTGGTTCTCAGCCCCANAATGGTGGGCTTGNTTTCCCAGCCCCCTGCTGTCCCCACCAAGGGA 
55 CAGGCCCNTCTCTGTGCCCTGCCTGGGATGGAGGACTCGATCATNAAATACNACCTCCTTTAAACATC 
CANCCCTAGTCNTCCCCANCCCAGAGCCTGAGGGTCATTTGANAGGAAGTGAAAGTGGCNTGCNTCAA 
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TGGACAGNACTCANAAANCCCTTTTATAAAGGATATTTAATATCGNGNCCCCAGCTTNGTGGCNGGTT 
TCANTTTTCTGGCCAGGNTAAAGTNTGGCTGGGCCTACNCTGCCNTGACATCTCTCTGACTGTTACCAC 
ACGAGCTGAGTGCAGTGGANNAATGCGGCCTCTTTTTNTGCCAGGAGNGCAAAAGTGCCAAGCNGTT 
GTTCNACACACNANNANATNNCGTNTTNCANANTGTGNGACCACCKACCAACTATGACATAACGACN 
5 TCTGTAATNTNTNTAAAAAAAATATATTTTGGGNGCTGTCTTGAAAAAAAAAAAAAAAAAAANNTCNT 
NNGGGGGGGGNNCNCNACCCTCNTTAATTCTGCTTTThnsTAGNGGGNANTTATNTNAAAA 
TNTNACCANTTTTTTANCANNNGTT^^ 

CANAATTNNNGCGTTTCCANCCTCTCNTNNNTCCNTCNNTNCN 
CATNTTCTTCCTTCNCTTCNKTsFC^ 
1 0 ANCAAANNNANTANAATTTATNTGNNAANGOT 

TATTANATCATNATTTNTCTCTTCCCTCANANNCCTNCCC 



NAAAANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATT 
15 CGGCACGAGGCCCTCATCTCCGGACCACACTCAGGTTCCTGTTCTTTGGTGCCGAGTCCAGGGGATCC 
ACCTCTGTCTCATCCGTGGCCTCTGCTGGTCCTGCCCAGAGGCCAGCACTCAGGAGACTCCTGCAGGG 
GTTGCACCTGGCCCAGGGCACCTGCATTTGCAGATTTAGTTTCCCAATTCTCCTCTTGGTACCAAGTCG 
CTTCTCCTACATCTGNTTAAANGCTGNATTCACCTNACGCTGGANCTNTGANCTCACACACTTGCCTCC 
CGCCCGCCTCCCCCTNCCCAGCGTTTGACCCCGAAAGCCCTCTGAGGCAGANAACAGAAATGCCAGAN 
20 CACCCGCCTTTTTATGGGGCACTCTTCANAAAGTCTCTGAGGCCCTGAAAAGAAGAACTACNTNATGG 
AAACCATTTTGCANCCTNCANCACGGGCATTTATCTNAATAATCATTTCATTTAAAATGT 
ATATAAATCATATCTTGAAAGAAAGNATTTTGGTGCCACAGAAATCGCCCTGTGTTCTTACCACCTAAT 
TTGAAAAATGTGTTTTGAAGTCANGAAAGAAAGCCAAACAAGCCTGNGGCCTGGGGTGTTTTTTCCCC 
ACATGCNCCCTTTTCTTTTCNTGTGTNGCCCAAAAANNANNTCCCCCGCTCCTGNGCCAAAA 
25 GGGGGAGNNCCMCACCCCTGAAGNTAGGNCACCTCTTCrGCGNATNTTAAAANCTCCCCTCCCITrNC 
ANAANAAAGGGGGTTGGGGAAACCCCGAAGGGNNGCCGGCNTCCTCAACCTGGTGCCTCATTACCCT 
NGGGNCCCCNNCCGACCCCCTGGNGACAAGNGGTTTCANTTANNAACCCCNNT^^T^TTNGCCCTTAA 

AAGCCC 

30 

NlSnNTCNNNNC*^^ 

CTTNNNNTNCTTNTNTNTNANNGNNTNGNNATNAGTO 

CCACGCGGTGGCGGCCGCTCTANAACTAGTGGATCCCCCGGGCTGCAGGAATTNCGGCACGNGGTTCA 
ATTAAAGTAACNCTGGCAACTTTGAAAANGNGTGTACAGCCA^ 

35 TNACACCACCTGTGGTCTTACNGGNTGAAGTGTGGTTCACGGCCTGTGCATNTCATNGGACCAGCACT 
TANTANCCGTGNANGAAGATGCAGAGTCNNAANAGGAGGAGGATNGANGANGTGAAACTCCTGAGA 
ATATTTGGAAAGCTGTTCTTGCCCCTGNANATNGGNTGCAAGGTTCCCCACAAATAAANTGAATCTTG 
CTTGNTTGATGAAANATNAAGATNATGATTGACNATGACNATTGATTGNATGATGATCANANANGAN 
NTATGATTGACCGATTNCTTGATTGANNNAANNCNTTNAGANTAAATNTTTNCANGTN^ 

40 CTGTACCCAGAATACWTCCTANNCNAAAAATNGCACCANNTNATCNGTTTTNATANAA 

CCTCAAAANTACTCGGTNNANNCNCCCANTTNATTCNAAAAAGGGNTCNCNTAANTTCCCTTTCCANT 
AAANNTCCNNGGGAACAATAAACNNCCCGKjNANNTNCCACCTTNAAAAGNNACCC^ 
NNNTCAN>MACNTTTNAACAGNGCANNATAAGNT^^ 
AGGGNNGGGTTTTNCCTTTTTCCCCAAAANTNNNNTTNANTCC^ 

45 GGNNNTAATNAAATNTGG>mWCCGGNANTNGACCTGGNACCCANGGGAANNGGCNAATTNNANA 
ATAANCNTTCTAGGCNNAATNGGNAAAGNAAANACCCTTCTTTTAAACAATAAATATTCTCTTTNNAA 
CCAGCNTTCNGGNAACAAANAANATCTTNCCANTTCTTANATTNCAAATTNTACTNN]^ 
TCNGNANTNTACTCCNCANNGNGNNCNATTTNTGTCATNACGACCGGCGTAGGGAGTGCNCTAAATAT 
TNNTTTCCTCGTNACACCCCGTNTSnvTTAGTGAAATAANTANNGTAGTCGGNNCCACACGATCTANCT 

50 NTNNGCTCCTNTNTAAANANTNTGTGGTCTNACTGTNCTNAACAANCNAGGGTNTGNTCG 



NNNCNNNNCNNNNACNWW^ 
CTTNNlSnSfTNCTTNTNTNTNANNGNNTNGNNATO 
55 CCACGCGGTGGCGGCCGCTCTANAACTAGTGGATCCCCCGGGCTGCAGGAATTNCGGCACGNGGTTCA 
ATTAAAGTAACNCTGGCAACTTTGAAAANGNGTGTACAGCCAACGGNTTCTCTTGNGGGCTTTNNNAA 
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TNACACCACCTGTGGTCTTACNGGNTGAAGTGTGGTTCACGGCCTGTGCATNTCATNGGACCAGCACT 
TANTANCCGTGNANGAAGATGCAGAGTCNNAANAGGAGGAGGATNGANGANGTGAAACTCCTGAGA 
ATATTTGGAAAGCTGTTCTTC 

CTTGNTTGATGAAANATNAAGATNATGATTGACNATGACNATTGATTGNATGATGATCANANAN 
5 NTATGATTGACCGATTNCTTGATTGANNNAANNCNTTNAGANTAAATO 
CTGTACCCAGAATACNTCCTANNCNAAAAATO 

CCTCAAAANTACTCGGTNNANNCNCCCANTTNATTCNAAAAAGGGNTCNCNTAAOT 
AAANNTCCNNGGGAACAATAAACNNCCCGGNANNTNCCACCTTNAAAAGNNAC 
NIWTCANNNACNTTTNAACAGNGCANNATAAGNTTGGCCNNGCCC^ 
10 AGGGNNGGGTTTTNCCTTTTTC 

GGNNNTAATNAAATNTGGNTTNNCCGGNANTNGACCTGGNACCCANGGGAAN^ 

ATAANCNTTCTAGGCNNAATNGGNAAAGNAAANACCCTTCTTTTAAACAA 

CCAGCNTTCNGGNAACAAANAANATCTTO 

TCNGNANTNTACTCCNCANNGNGNNCNATTTNTGTCATNACGACCGGCGTAGGGA 
15 T^TTTCCTCGTNACACCCCGTNNNTAGTGAAATAANTANN 

NTNNGCTCCTNTNTAAANANTNTGTGGTCTNACTGTNCTNAACAANCNAGGGTNTGNTCG 



TNNNCAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 
20 AATTCGGCACGAGGGCGAGACGAGCGAGGCAGGAACGTGGACGTCGGGTCTCTCGTTTGCACCGCGA 

AGACACCTCTNCTGCAANGATGGTCANCGTNCCTAAANCCCGCAGGACTTTNTGTAANANGNGTGGA 

ANGCNTCANCCTCNCAANGNGACCCAGTNTAANANGGGCAAANATTCCNTGTNTGCCCAGGGAAAGA 

GGCNCTNTGATCGGAANCAAAGNGGNTNCGGNGGNCAANCCAANCCANTTTTCCGGANGAAGGNTAA 

ANCCACCAANAAGATCGTGCTGANACTTGATTGCGTTGAGCCCACCTGCANATCCAANAGGATGCTGG 
25 CCATTAANAGGNGCAGGCTTTTTGAACTTGGAGGANATAANAAGAGAANGGGCCAAGGGAT 

CTAAGCTTTGGAATCCTTTGGTNCTTANGTTTGGANAANAAAATGTTG 

TGAATGANAATAAATNCCGCGATTTTCCT 

GCCCGGGCCCCAATTTNCCCNTATAGG 

NNNNNNNNNNNNNN^ 
30 NNNNNNNNNNNNNNN^ 

NNNNNNNNN^^ 

NNNNNNNNN^^ 

NNNNNNNNNNNNN^ 

35 

TNNNACAAAGCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 

AATTCGGCACGAGGGTCCTTCTGGCCCCGCTGGCAAAGACGGTCGNATTGGACAGCCTGGTGCAGTTG 

GACCTGCTGGCATTCGTGGCTCTCAGGGTAGCCAAGGTCCTGCTGGCCCTCCTGGTCCCCCTGGCCCTC 

40 CTGGACCTCCTGGCCCAAGTGGTGGTGGTTACGAGTTTGGTTTTGATGGAGACTTCTACAGGGCTGACC 
AGCCTCGCTCACCAACTTCTCTCAGACCCAAGGATTATGAAGTTGATGCTACTCTGAAATCTCTCAACA 
ACCAGATTGAGACCCTTCTTACTCCAGAAGGCTCTAGGAAGAACCCAGCTCGCACATGCCGAGACTTG 
AGACTCAGCCACCCAGAATGGAGCAGTGGTTACTACTGGATTGACCCTAACCAAGGATGTACTATGGA 
TGCTATCAAAGTATACTGTGATTTCTCTACTGGCGAAACCTGCATCCGGCTCAACCTGAAGACATCCCA 

45 GTCAAGAACTGGTACAGAAATTCCAAGGCCAANAACATGTCTTGGGTANGAAAAACTATCAACGGNG 
GTACCCANTTTGAATATAANGTTGAAGGANTACCNCCAAGGAAANGGCTACNCACTTTGCCTTT 
GTNTGCTGGGCAACCATGCCTTTTNAAACAGNCNCTTTCCAAT^ 

GAANGAAGGAAACTGGCAACCTGGAAAAAGGNTGGCATTTTTGCAAGGGATCCCATC 
CTTTGTGGCCCNNGGGCCAACCAGCANAATTNCCNTTACCCTGGTTNT^ 
50 AAAAANAAAAAATGGAATGGGCCAAAAAAAAAATTTTTN^ 



TTNANNAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
GCTTTGCTGAGGGTCACATTGAGCTCCCAGCGACTTCAGGGGCATCTTTAGGAGTCAGCACTATGGCA 
55 GAAGACATCCAGGCCAAAATCAAGAACTACCAGACTGCTCCTTTTGACAGCCGCTTCCCCAACCAGAA 
CCAGACCAGGAACTGCTGGCAGAACTACCTGGACTTCCACCGCTGTGAGAAGGCAATGACCGCTAAA 
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GGAGGTGATGTCTCCGTGTGTGAATGGTACCGGCGTGTGTACAAGTCCCTCTGCCCCATATCCTGGGTG 

TCAACTTGGGACGATCGCCGGGCAGAAGGCACGTTTCCTGGGAAGATCTGAACTGGCTCCATCCCACC 

TCTTCTGTCCTCCGTCCTTCTCCCCAGGGTGGTGAAGGGGGACCGGGGTACATGGTGATCCCCACCCTG 

GGATCCTGACTCATGGTATAACTAATAATAAATGCTCGTTGGAAACGTGAAAAAAAAAAAAAAAAAA 

AANTTNGGGGGGGCCNGGGCCNCAAATTCCCCTTNTNNGGGGGTGGTTT^ 

CHNNGNCCNNNGGNNCNCTTOSIOT^ 

NGNhnMNATTNNNNTTTTTNNNNNI^^ 

CM^ANANNNTNGGNN>^AAAN^^ 

NhnWTTTTGCCCAATANAAAAGCCNTTTAN^^ 

AAANNMWAANTTNNNNNNNNCCNGGGGGNNN^ 

NNNNNMSnNTNAAAAN]N^^ 



TTONANCCTATOTGGAGCTNCANNNCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 

GAATTCGGCACGAGGAATANNGAGAGTGCAGCTGGCATAAGCTGACCCANGAGNGCCACANAACGA 

ATGCTCCTGCCTTCCCATGGAGACTGCATGACCTCATGTNTGTGGAGCGCATTAGGGTCCTTGAGTAAA 

ANGGAAAAAAAAAAAAAAGGTTCCTGNTGCTCTNATTTOTANNTACNCNGTNTsfACTNNNGTGGGNAA 

ACCANGANTNNNTNGCCNGCTTNTTTCNNGAGTGNGTTTTT^ 

NNGCTTNChmCANAANTNGKWNNAANGGAANACTATNCTTGNCCTATTATACCTNCANTGAAACNG 

NGACGGTGNAANTNATNCCTTTAGGNNTNNACTACACAAACTTGCCNAANNATNNCCTNCTCTGANA 

AAGGAGGAATTCCNCNGGGATGNTGGANGNANCGNANGNTGGCCACCCCACANTATTTNNGANTACG 

NTTNTNATGNGTCNTTCNTTGGTCTNGGAATNTNTCNCTNCCNCCAATTNTGTNGACACANNNCCAm 

CWATGTNNTOCNGTCCrTTTCCCTGCNCTWTTTGGGTGAGGGGNTrCTTTAANGGGGGCCCTNTGCGG 

TTTTNCCCTTTNACCCNGGGGGGNAATTNNGGNTGGT^ 

NANAACCNNCCCCCCCCCATAGGAGGGANAAAANCCNTTTCCCNTTTCCCANCCCTGGNGAAAAATTT 
TTGCCCTTTG 



NCNNNATCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGTGA 
CAATGATCTTATAATATTCTTGACCCTTTTTATCAT^ 

CACAATCCAGAACTGACACCAACAAAAATATTAAAACAAAACACCCCTTGAGAAACAAAATGAACGA 
AAATTTATTTACCTCTTTTATTACCCCTGTAATTTTAGGT^ 

CAAGCCTACTATTCCCAACATCAAACCGACTAGTAAGCAATCGCTTTGTAACCCTCCAACAATGAATA 

CTTCAACTTGTATCAAAACAAATAATGAGTATCCACAATTCTAAAGGACAAACATGAACATTAATATT 

AATATCTCTGATCCTATTTATTGGATCAACAAACCTACTAGGCCTATTACCCCATTCATTCACACCAAC 

AACACAACTATCAATAAACCTAGGCATAGCCATCCCCCTGTGAGCAGGAGCCGTAATTACAGGATTCC 

GCAATAAAACTAAAGCATCACTTGCCCATTTCTTACCACAAGGAACACCCACTCCACTAATCCCAATA 

CTAGTAATTATTGAAACTATCAGCCTTTTTATTCAACCTATAGCCCTCGCCGTGCGGTTAACAGCTAAC 

ATCACTGCAGGGACACCTATTAATTCACCTAATCGGAGGGAGCTACACTTGCACTAATAAGCATTAGC 

ACTTACAACAGGCTCTAATTACATTCACCATTCTAATCCTACTAACAATTCTAGAAGTTTGCAGTAGCT 

ATAATCCCAAGCCTATGTATTCCTCTTCTAAGTCAGGCCTATATCTGNATGGACAACCCCATAATGGCC 

NCACCCAAACTCATGGCTTATCATATAGTAAAACCCCAAGCCCCTTGACCTTTTTAAANGGAGCTTTGN 

CTTGGCCCTTTTTAANAACATCCGGGCCTTAACCATTGGGAANTTCACCT 



NCNATTTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAANTT 

CGGCNCGAGGTTCCAGATGGCCCGAAGTCCACAGGCAGATTCAGAATCAGCTGGAAGAAATGCTGAA 

GTCTTTTCACAACGAGCTGCTCACACAGCTGGAGCAGAAGGTGGAGCTGGACTCCAGGTACCTGAGTG 

CTGCCCTGAAGAAATACCAGACGGAGCAGAGGAGCAAAGGTGACGCGCTGGACAAGTGCCAAGCTGA 

GCTGAAGAAACTCCGCAAAAAGAGCCAAGGGAGCAAAAACCCCCAGAAGTACTCGGACAAGGAGCT 

GCAGTACATCGATGCCATCGGCAACAAGCAGGGTGAGCTGGAGAGCTACGTGTCCGACGGCTACAAG 

ACCGCCCTCACCGAGGAGAGGCGGAGGTTCTGCTTCCTGGTGGAGAAGCAGTGTGCCGTGGCCAANA 

ACTCCGCCGTCTACCACTCCAAGGGCAAGGAGCTGCTGGCGCAAAAGCTGCCGCTATGGCAGCAGGCC 

TGTGCCCGACCCCAACAAGATCCCCGACCGCGCCGTGCANCTTGATGCAGCAGATGGGCAACAGTAAC 
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GGCTCCATCCTCCCAGCGGTCTTTCGGCCTTCCAAGTCCAACCTGGTCATCTCAGACCCCATTCCAGGG 

GCCAAAGCCCCTGCCGGTGCCCCNTGAACTTGGCCCNATTTGTGGGGGCGGNTGTCTGNCCAAGAAAA 

ACCCCCCCCTTATTGAATGGGGGTTTCGGNCCCAACAGGGGANGACTTACCACCCCTTGGGCTTGACC 

CGNAGGGCCCCCCCANCCCAAATTCCANTTCCCCCCCGNTNTTTTNAAAAACANGNTTGGGCNTTTT^ 

NTTTTNNAANATTNTTTCNGGGNANNAAAANM^GG 

AAAAAAANCTTTCTTTNTTNAACTTCATGGGCCCCGGCCGGAACNCAACT 



NNANANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCTTC 

TGTGGAANAANAAAGCTTTGGTCCACAACCTATTTCCCGACTAGANCANTGNGGNATNNATGCCANTG 

ATGNGAAGAAATNGGAAGAANCTGGATTTCATACTGTANAGGCTGNTGCCTATGCACCNAAAAANGA 

NCTAChWAATATTAAGGGGATNAGTNANNCChWAGCTGATACAATTCmACTGAGGCAGCTAAATTA 

GTNCCNATGGGTTTNACCACTGCNACTGAGTTNCNCCAAAGGCGATCTGAGATCATACAGATTACTAC 

TGGCTCCAAANAACTTGACANACTGCTTCAAGGANGAATTGAGACTGGATCCATNACANAGATGTTTG 

GAGAATTNCGAACTGGGAAGACCCANATCTGTCATACATTGGCTGGNACANGCCAACTCNCCATTGAC 

CGACGTGGAGGTGAAGGAAAGGCCACTGTGCATTGNCACCNAAGGTACCTTTAGGCCTGAACGGCTG 

CTATCAGTGGCTGAGAGATATGGCCTCTCTGGCAGAGANGTCCNNGATAATGNATCATATGCCCGANG 

GNTCTCACAGACCACCNGACCCAGCTCCTTTATCNNGTNlSnSfCTGC^CANNANGGGTTGAGTGNCAGGG 

TATTGCACCTGGTTAATTTGTAGANAGGNGCCACTGNACCTCTANAGAAACGNGACIOTTTTNGG^ 

CANGTGAANNTTTTNAACCCANGGCATATTCCACTTTTGGTCGGGTMTCTTGTAGGAT^ 

GCGAACTTGGGNNGGTNAAATTTNGGNGGGNNNCAAGGNGNGNATCCCCCCACCCCCNGGGGNGNG 

NCCCCAGAGGNNTGNGNGCAAGCCCTNGTTTGNCTTCC^GANTNCNAAAAAAAACCCTTTTTO 

GAAANTATTAATTTGTTC 



NAN>nSTCGANGNNNNNANNTNl\^^ 

TNT^ATATGKjNATTCTTANGCANCTCNATATNGKjAGNGNGGANCGAGGNAACATCTCTNTT^ 

CTCNAGNGAGTNGNATTACAGTNGNNNTNCTTCTNAAAACTAGCGGATCCCACANGNGNTGGNTAGG 

ATACACCCNCANGAGGCCCTNNNTGNCCCTTTNAGCACGGTCTNGGGGCCGNGGGGCATCNNGGGNA 

CACAGACGNGGGGGACNTCTATAGCTNAC^GCAANANTATNNTNNTAGCANAACTGTTTAGTCNCNC 

ATGGCGNTNACTGNCNNATCACANTCCNATNNNMSIANCTTTCTGNTCTNG 

TTGNNCTTTCGTAATNNTNTNNNNT^ 

ACCCGANAGTCGATNAANGATAGNATTTTTNTNAT^ 

TNTAGAGTNTNTNCA>nsrCNGACTTTTTNTANATANTNAATNT^ 

NGNNACNCCATNANANANNGOSTTC^ 

TGANTCTTCTNNATNNNANCNATCGAAGNNTTTNNACTATNNCIT^ 
ANTTNNCNNNNATTAG]SMNNNNNNN^ 

NANCTNCT^MNANTNTGTNNNANGANGTTGTNNNNNTNNNCAAOT 

ATANTNATGNTGNCCAATCNTNTNNACCTNAANCAC^CNCTTATTNNCNTNCNGCTATGCTO 

TANTNACTATANNACGTATCNTNCTTTNNTCGCCNCNTACNCCNTATATATCTTCNT^ 

CCTNAANCNNNNTNNNATNTAGNATATCNCCTNCTGANCCTCC^ 

ATACTNTGNCNTNANTCTCAATTGCA>WGN^^ 

GTNTTATANTTGNTATTGTANTGATCNATNT^^ 

CGTTANGATGANCGNTTNNNTNTCNNACTGCGT^ 

TCACTNTNNTGACTGNNNCNTACCT 

NNTNGCNTTATCACTNTNATCTNAATGT^ 

TNTATNNTNGATCNATGACANNTNTNGGATNCTAGCNNTNNNNTNTACCTCNNAC 

TNNNCNAACTATNGATNNCATNATTAGNACGTATNTACOTATGNTAANANCNATANGACTNTCATC 

CTATTGTATNCATNNNNCANACTGAATNNNANNTNTNTG 



NANNNCGANGNNNNNANNTMWAT 

TNTNNATATGGNATTCTTANGCANCTCNATATNGGAGNGNGGANCGAGGNAACATCTCTNTTTGAGNC 
CTCNAGNGAGTNGNATTACAGTNGNNNTNCTTCTNAAAACTAGCGGATCCCACANGNGNTGGNTAGG 
ATACACCC^CANGAGGCCCTNNNTGNCCCTTTNAGCACGGTCTNGGGGCCGNGGGGCATCNNGGGNA 
CACAGACGNGGGGGACNTCTATAGCTNACNGCAANANTAT^TNNTAGCANAACTGTTTAGTCNCNC 
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ATGGCGNTNACTGNCNNATCAC^^ 

TTGNNCTTTCGTAATNNTNTNNl^^ 

ACCCGANAGTCGATNAANGATAGNATTTTTNTNAT^ 

TNTAGAGTNTNTNCANNCNGACTTTTTNTANATANTNAATNTNNNNTAGTATO 
5 NGNNA(^CCATNANANANNGCNTC 

TGANTCTTCTNNATNNNANCNATCGAAGNN^^ 

ANTTNNCNNNNATTAG^ 

NANCTNCT^OTNANTNTGTNNNANGANG^ 

ATANTNATGNTGNCCAATCNTNNNACCTNAANCACNCNCTTATTNNCNTNCNGCTATGCTO 
10 TANTNACTATANNACGTATCNTNCTTTNOT 
CCTNAANCNNNNTNNNATOT^ 

ATACTNTGNCNTNANTCTCAATTGCANNGNNTANATCC>^CNTATGAGAACATCCNACCTNNAAAA 
GTNTTATANTTGNTATTGTANTGATasTATNTTATAANTNCNNTTTAATNTACT 
CGTTANGATGANCGNTTNNNTNTCNNACTGCGT^ 
1 5 TCACTNTNNTGACTGNNNCNTACCTCNTNNTNCNCTNNTNTNGNANNGANATGAACOT 

NNTNGCNTTATCACTNTNATCTNAATGTATNTACNACNGNGNGATGTANTAANCTATNTTATNTTTCTA 
TNTATNNTNGATCNATGACANNTNTO^ 

TNNNCNAACTATNGAT^CATNATTAGNACGTATNTACMTATGNTAANANCNATANGACTOTC^^ 
CTATTGTATNCATNNNNCANACTGAATNNNANNTNTNTG 

20 

TTNANAAANNCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 
GGANNNTGNCTANCNCCCAGAANNGNCTNCANACGNGCGGNTCCGANCCNTACACTTTGGACGGAAN 
TGTNCCAATGANTACKTGGAACTGNTGNACCNCGNNCTGCTGNCNCTGTGGANGCNANNCNCANATTT 
25 GANGNNTCACTTNACNGGNCACTCAAAGCGTGNGGCTC 

AGGCCATGAAGGNAACAGATTGGGNGNACNCACAGGACCCCACAGTCATTGNTGAGAATGAACTCTT 
GGGAGCCAAGNTTGCCATTGAGGTTGANNCCATTAAGCTGGACCACNTGATTCCTCGGACCANNCCTA 
NGGAGGCGGNCAAGTNCTTGACTTTGANGACCATAATCCTGGAAACTTTCAATTTCCATCNAGGAAGN 
CACCACCGCCTGGAGAAGGCTGCCTCATCTGNACAAAAGGACCTGGTGGNCCANGGGAAGGTGGTCN 

TTGGGGCACCATCAACCTGNGNGAGGAAAANNATTGCATTTTGGTCCAAGGGCCCCCCCTCCCTGGAA 
AANGCTTNTTTTATTAAACCAAGGAAGGTTNNCGTTTTTNAAAANTNCCACNTTATTTGGAACCCTGCC 
ANGNGCAAAGGGCCGGACCCCNGACTTTTGAAAGGCAATGGAAACCGGGTTTTAAGGGTTGGCCGGG 
GAANCCCCATTNAAACCNGGNCCTTTNNACCAANCCTGGGGGAANGGNGGGCCCCNAAAGGGCTGGG 
35 NNCCNTTTTTAAAAAAACCGGGNAAACCGGAANCCCTNGGGGGGTTNAAAGAAAAAAAAAGNGTCCG 



AAANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCGTAG 
40 GTTCAGNGGCGCTGAANCGGNNGCGTGGGGCTTTTAGGTTCTGTAGCTGGTCGCAATGGCAAGCAAAG 
GAGGGTACATCGTGCTTGGGCTCCTGTTCCTGGCTGTCCTCTGCCAACTCGGTCACAGCCTGCAGTGCT 
ACAGCTGTATTAACCAAGTTAACTGCACTTCAATCGTCAATTGTTCACATAATCAAGATGCTTGTCTCT 
TCGTTAAGGCTGTGCCGCTAAAATTTTACCACCAGTGTTGGAAGTACGAAGAATGCAGTTTTGAGTTC 
ATTGCAAAAGCCTTAGGGGAGAAGGAGCTCCACTATGACTGCTGCCAGAAGAACCTGTGTAACAAAA 
45 GTGGCGGGAGGAGCGTATCCGANAAGATACTGCTGCTGCTCACCCTGCTGCTGGAGGCAGTCTGCCAC 
TTTTATCGCTAAATCTATGCCAGGAGGGCTTCTCCTGAATATCCTGTTCTATCTATTCCTTCCTTCGGGG 
GATGCTGGGTTCCAAANGCTITITATTTTCCAACTGGATCCTGGTTAATCNTTT 

TAAAACTAAGCTTGACCACTTGAATAATAGAGGAACTCAAAAAGACTNTGAANACCATNCTTTTGGCA 
NAAAAAACTGGTTGAATTGAAAAAAGTTAAAAANGAACCGGGGTNANTTGAGTGANAAGACANGGTC 
50 OTACTTTGCCCTTTGGGGGGGCAACNTTTCAAGGACCACTTGANGGACTTGTT^^ 

GTTTCCCmTGGGTNCCNGGGAAGGAAATAANGGGGAACAANCCTTTTTTNGGGGAACTTGGGGCCAG 



55 TNNNNAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
GAATTCGGCACGAGGCTGGACTACGGAAAGCGACTGGCGGAGGCCAGCAATTAGAAACTCTGGGTTC 
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TGGGTGCAAAAACCGAGTTAGGAGGCTCAGGCATGCTGCGTCCCAAGGCTTTGACCCAGGTGCTAAGC 
CAGGCCAACACTGGAGGTGTTCAGAGCACCCTGCTGCTGAATAACGAAGGATCTCTGTTGGCCTACTC 
CGGCTATGGGGATACAGACGCCCGGGTCACCGCGGCCATCGCCAGTAACATCTGGGCGGCCTACGACC 
GGAACGGAAACCAAGCGTTTAATGAAGACAATCTCAAATTCATCCTCATGGACTGCATGGAGGGC^ 
5 GTANCCATCACGAGAGTGGCCAACCTGCTACTGTGCATGTATGCCAAGGAGACCGTTGGNTTCGGAAT 
GCTCAAGGCCAAGGCCCAGGCCTTGGTGCAGTATTTTGGAGGAGCCTCTCACCCAAGTAGCAGCATCA 
TAATGGGCGTTGGTGGAAACCTGGGATTCANAAGAATGAGATGACCATGTGGTNAGGGCACGGCTTC 
CCCGGGGAAAACCTTCCTGGACTTGTTC 
ATAAACTTCAACTGCTGTCTCAA^ 

NNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNN^ 

15 

TTNANNCTATCTGGAGCTNCANCNCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCT 
ANTTGCTGANGNNNACATTGAGC 

GAAGACATCCAGGCCAAAATCAAGAACTACCAGACTGCTCCTTTTGACAGCCGCTTCCCCAACCAGAA 

CCAGACCAGGAACTGCTGGCAGAACTACCTGGACTTCCACCGCTGTGAGAAGGCAATGACCGCTAAA 
20 GGAGGTGATGTCTCCGTGTGTGAATGGTACCGGCGTGTGTACAAGTCCCTCTGCCCCATATCCTGGGTG 

TCAACTTGGGACGATCGCCGGGCAGAAGGCACGTTTCCTGGGAAGATCTGAACTGGCTCCATCCCACC 

TCCTCCTGTCCTCCGTCCTTCTCCCCAGGGTGGTGAAGGGGGACCGGGGTACATGGTGATCCCCACCCT 

GGGATCCTGACTCATGGTATAACTAATAATAAATGCTCGTTGGAAACGTGAAAAAAAAAAAAAAA^ 

AATTTNGGGGGGGGCCCGGGACCCAAATTCCCCNTTATNGNGNNNCTTTO 
25 GGGNGGNATGNNNNNCANCAACTANC 

NNNNCCNTTNCCATNNANAAACCTTNATTNT^ 

NNNCNNNNTTCTTNNTTNN^ 

NANNNNNNNTTTNNNGNTTN^ 

ANGNCNNNNCCNNAAANNGTTTNAANCTT^ 
30 NTTNNNANNGNANAANAAANNTNNNNGG 



GCCNATNTGGAGCTNCATCNCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATT 
CGGCACGAGGAGCTGAGAGTTCGAGAGCTACGGGACCCCAAAGACAGGGCTGGGCCCTGGCACCCTG 

35 CGCGCCCCGACCCAACACTTAGGCCAGACCATGGGAACCCAAAAGCCTCGGATACTGCCCTGGCTGAT 
ATCTCAGCTGGACCGAGGGGAGTTGGAGGGCGTGGCCTGGCTGGGCGAGAGCCGCACGCGTTTCCGC 
ATCCCTTGGAAGCACGGCTTGCGGCAGGATGCCCAGCAGGAGGATTTCGGCATCTTCCAGGCCTGGGC 
TGTAGCCAGTGGTGCCTATACTCCTGGGAAGGATAAGCCCGACCTGCCGACCTGGAAGAGGAATTTCC 
GGTCTGCCCTGAACCGGAAGGAAGTGTTGCGTTTAGCGGAGGACCACAGCAAGGACTCCCAAGACCC 

40 ACACAAAATCTATGAGTTTGTGAACTCAGGAGTCAGGGACATCCCTGAGCCAGATACCTCTCAAGACA 
ATGGCAGACACAATACCTCTGATACCCAGGAAGACACTCTGGAGAAGTTACTGAGTGACATGGACTTG 
AGCCCAGGAGGGCCCTCGAATCTGACTATGGCCTCTGAGAAGCCCCCTCAATTCTTTGCAGAGTCCCG 
ACTCAAGACATCCCTTGCTCTTTGCCCAAACTCGGGACTCTTCTGAAAACCCCCTTGAACAGCTGTTGG 
CAAACGANGAAGATTGGGAGTTCGAGGGGACTGCTT^ 

45 ACTGTTTTCTGCCCTGGGGGCCTGNNGNTTGGGNGGGATNANAAGCAGGGGACAGGATCTTGCCTGGG 
CAANCTTATACNAATTGCCGGACCCTTGGANGTNCCTTGACAGAAAAANAACGNGANAANAATAC^^ 
GNCAACGTGGTGCTTAACTGCTNGGGCCGGGGGGCTTGGCCTTGTGGCNG 



50 

NNCAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGGTT 

ANGTTNGAGTCTGTATTGGACAAATAAGC^ 

CTCCTTTTTTTGACAGTGGTTTGACTTTTTG 

CATGGAAATTATCTGAGGTGTCTTGTATGATNGTGCTTTGGCCAGGGTGGACATAGTTCAAATTGTAA 
55 NAGCTGAAGATAAAAGAGGAAGAAGGTATAGGTTCATGCTGCCTATTTANAAGAGAACTTTCATTC^ 
CAGAGCTACATAACATGATAATGCCACTGATTCATAAGGGGTTTAAATTAATTCTATGGGGTAGGACA 
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CCAGAATCATTAGTGTTCATTNTCATCTANGGTTTTTATCTCTCTAACGTTCTTG 

TCAGTATACAAAAATACTGCGATGTTAATACCCAAGANAAAAGCCATCATANTGTGTATGCTGGTCAT 
TTTGATCAGTGTGGCACAATTTTTTAAAAATA 

CKGGGGGGGGGGCCCGCCCCCCANTTNCNNNTTAANGGGGGNNNlSr^ 
5 NNNNNNNNNNNNNN^ 
NNNNNNNNNNNNN^ 
NNNNNNNNNNN^ 
NNNNNNNNNNNN^ 
NNNNlSnSfNNNNNNN^ 

10 

AAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTC 
GGCACGAGGCTTCGCTGGGGTCTGAGCCGAGCCGAGGCCTGGCTGCTCCCGCCGCCCACAAGCTGCTG 
TCACCGGGCTCTGCACAGACAGGTAGAGGGCACCGAATTCCGGAGCGCCTACAGCCTGGACAAGCTG 

15 TACCCGGAATCGCGGGGCGCGGACACCGCCTGGAGGGTCCCGGGCGACGCAAAGCAAGGCAACGATG 
ACATTCCTGTAGATCGCTTGACGATATCTTACTGTCGGAGCAGTGGTCCTGGGGGCCAGAACGTTAAC 
AAAGTGAACTCCAAGGCTGAAGTCAGGTTCCACCTGGCAAGCGCCGACTGGATCGCAGAGCCCGTGC 
GGCAGAAGATGGCTCTCACGCACAAAAATAAGATCAACAGGGCGGGAGAGCTGATCCTCACGTCTGA 
ATACAGCCGCTATCAGTTCCGAAACCTGGCAGATTGCCTCCAGAAAATTCGAGACATGATTGCCGAGG 

20 CCAGCCAGCCAGCCACAGAGCCATNCAAAGAAGATGCTGCACTTCAGAAACTCAGGATAGAAAACAT 
GAATCGCGAAAGGCTCCGAAAAAAGAGAATAAACTCTGGCATCAANAACNAGCAGGAGGGTCGGTAC 
CGGACTTGAAAAGCACCCCCCTTCGAGCCAAGCAAAAANCCCTTNCANGGGCACCCCANGTGGGTCC 
GGACACCAAGGANAACGGGTGTCTNGTTCGTGTCAACTGGTCGNCTTTTACNNNGGGAAACC 
AAGAAAGGGCCCTTCNGGAAACCCAAANGTTG 

25 GAATAACGTGGTTTTTAANACCCTTC^ 
AN 



GCCTATANNGAGTTGNATTACAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGNAGGAAAT 
30 TCGGCACGAGGCCCTGGTGCCCCTTTAGCACGGGCTTGGGGCCGTGTCGCAACAGGGGCACACAGTGT 
GGGGGACATCAAAGCGCCGNAAACCATGGCCTTGCAAACCGTTCCGCCCCGCNTGGGGTCCTGGGGN 



35 



45 



55 



GGNTGNAAACNNGGAANNGGTTTTTTTNACNTAAANNG 

NANAAGCNTNACNTNACNGTCTTCTTCCCAAGGGCCNGGGGGGNACNAAAAAAAAAGGCNTGCCCC 



GTGTGAACGGGNCCTGTTGNGCNCACCCAAATAAAAAANTGNANAACTGANATTCTTTTCATATANCA 

AGANGTGCATNTTTTAAAGCGNAAANTGTANAANTTATACCCNNAGGGNNNACCCACNNC 

AGCNNGAGANNTTTTTT^^ 

CACACCGAAAAAATTTTTTANAAAAAANCNCCAAAGGNGCGGNGGTGGAANANTC 
40 CCTCTNAT^CCCNTNTTTTGNNGGGGAGGAAAGGACCCNTT^ 
TTGTGGATNNTTTTGCCCTGCNTTAACNNGNGGGTTNTTT^ 



GCCCNNCCNNNNANAAAANATTTGTN 

GCCTATANNGAGTTGNATTACAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGNAGGAAAT 
TCGGCACGAGGCCCTGGTGCCCCTTTAGCACGGGCTTGGGGCCGTGTCGCAACAGGGGCACACAGTGT 
GGGGGACATCAAAGCGCCGNAAACCATGGCCTTGCAAACCGTTCCGCCCCGCNTGGGGTCCTGGGGN 

50 GGNTGNAAACNNGGAANNGGTTTTTTTNAC^ 

NANAAGCNTNACNTNACNGTCTTCTTCCCAAGGGCCNGGGGGGNACNAAAAAAAAAGGCNTGCCCCC 



GTGTGAACGGGNCCTGTTGNGCNCACCCAAATAAAAAANTGNANAACTGANATTCTTTTCATATANCA 
AGANGTGCATNTTTTAAAGCGNAAANTGTANAANTTATACCCNNAGGGNNNACCCAC^ 

CACACCGAAAAAATTTTTTANAAAAAANCNCCAAAGGNGCGGNGGTGGAANANTCCNCAGGGG 
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CCTCTNATNNCCCNTNTTTTGNNGGGGAGGAAAGGACCCNTTTTO 
TTGTGGATNNTTTTGCCCTGCN 
TNNNAAAATTAAANANNGGNTTTTTT^ 
GCCCNNCCNNNNANAAAANATTTGTN 



10 



GCCTATANNGAGTTGNATTACAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGNAGGAAAT 
TCGGCACGAGGCCCTGGTGCCCCTTTAGCACGGGCTTGGGGCCGTGTCGCAACAGGGGCACACAGTGT 
GGGGGACATCAAAGCGCCGNAAACCATGGCCTTGCAAACCGTTCCGCCCCGCNTGGGGTCCTGGGGN 



GGNTGNAAACNNGGAANNGGTTTTTTTNACNTAAANNGNN 

NANAAGCNTNACNTNACNGTCTTCTTCCCAAGGGCCNGGGGGGNACNAAAAAAAAAGGCNTGC 



GTGTGAACGGGNCCTGTTGNGCNCACCCAAATAAA 
15 AGANGTGCATNTTTTAAAGCGNAAANTGTANAANTTATACCCNNAGGGNT^ 
AGCNNGAGANNTTTTTTTTTTTO 

CACACCGAAAAAATTTTTTANAAAAAANCNCCAAAGGNGCGGNGGTGGAANANTCCNCAGGG 
CCTCTNATNNCCCNTNTTTTGNNGGGGAGGAAAGGACCCNTT^ 
TTGTGGATNNTTTTGCCCTGCNTTAACNNGNGGGTTNT^ 
20 TNNNAAAATTAAANANNGGNTTTTT^ 
GCCCNNCCNNNNANAAAANATTTGTN 



TTNANCNCNATCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
25 GAATTCGGCACGAGGCAACGAGCAGGCCATCATCGACGTGCTCACGAAGAGAAGCAACGCACAGCGG 
CAGCAGATCGCCAAGTCCTTCAAGGCTCAGTTTGGCAAGGATCTCATCGAGACCTTGAAGTCGGAGCT 
GAGTGGCAAGTTTGAGAGGCTCATCATAGCCCTCATGTACCCTCCATACAGATACGAAGCCAAGGAGC 
TATATGATGCCATGAAGGGCATAGGAACCAAAGAGGGTGTCATCATCGAAATTCTGGCTTCTCGGACC 
AAGAACCAGCTGCAGGAGATAATGAAGGCATACGAGGAAGACTATGGGTCCAACCTGGAAGAAGAC 
30 ATCAAAGCAGACACCAGCGGCTACCTGGAGAGGATTCTGGTGTGCCTTCTGCAGGGCAACAGANATG 
ACTTGAGTGGGTATGTGGACCCANGATTGGNCCTGCAAGANGCACANGATCTGGACCCAGCGGGTGA 
AAAAAATCTGNGGGACCGATGAAATGAAAGTTCATTACT^ 

TTGATGANAAGTGTTTGANGGAATATTGANAAAANTGNCCACCCAGAACNNTTGNGGGCCCGCNTCA 
ANAGGNGANAACCC^TGGGTTCCCTTGGAGGAGGNCNTTCTTTACAGGAATGGAAGGGCNCCCGGGA 
35 ACCTTCCCCGGNTNCNTTTGNGGGGCGCCCNTTTCNTTTGCCATGAAAGGGAACCA 
GGGGACCCCTGANAAAAAAAAATTCGTTTTCCCGGGGGNGGGNATTGGCCTTTAA 
AAATCANTTCNANNAAAAATTTTCCGGGGAAAAACCCTTT^ 
AANCNGGGGGANATACAAAAAANAGNCCCTTTTTTNAAC 

40 

NAAAACTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCTCTG 
TTCCTAATGTGCATGGGGCTTTGGCCCCTCTGGCTATTCCGTCGGCAGCGGCAGCAGCAGCGGCAGCG 
GGCCGGATCGCCATCCCAGGCCTGGCGGGGGCAGGCAACTCTGTCCTGCTGGTCAGCAATCTCAACCC 
TGAGAGAGTCACACCCCAAAGCCTCTTTATTCTTTTCGGCGTGTATGGAGATGTGCAGCGTGTGAAGG 

45 TCCTGTTCAACAAGAAGGAGAACGCCCTGGTGCAGATGGCCGATGGGAGCCAGGCACAGCTGGCCAT 
GAGTCACCTCAATGGGCACAAGCTGCACGGAAAGCCAGTGCGCATACACTTNTCTAAGCACCAGAGC 
GTGCAGCTGCCCCGCGAGGGCCAAGGAGGACCAGGNCTGACCAAGGACTATGGAACTCGCCCTTGCN 
CCGTTTNAAAAANCTGGCTTCCAAAAACTTCCAGAACATCTTCCACCCTNGGCCAN 
CATCCCGCCCTCCTTNTTTTGAGGATAACCTCAAAATTNTTT^ 

50 NGGGTTCAAGGTTNTTTCAAAAAGGANCCGNAAA 

TTGGGGGGNGGTCCTTTTTCCAAATTCCCCCATTTTAAGGGCCGNCCAN 
CNGGGGANNCCCGGGGAANNAAATTTTCATTTNNT^ 

55 CAANTTTAACCTGGTNTTTTNAAAAAAAAAAATTAAAAT 



134 



NAAAACTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCTCTG 
TTCCTAATGTGCATGGGGCTTTGGCCCCTCTGGCTATTCCGTCGGCAGCGGCAGCAGCAGCGGCAGCG 
GGCCGGATCGCCATCCCAGGCCTGGCGGGGGCAGGCAACTCTGTCCTGCTGGTCAGCAATCTCAACCC 
5 TGAGAGAGTCACACCCCAAAGCCTCTTTATTCTTTTCGGCGTGTATGGAGATGTGCAGCGTGTGAAGG 
TCCTGTTCAACAAGAAGGAGAACGCCCTGGTGCAGATGGCCGATGGGAGCCAGGCACAGCTGGCCAT 
GAGTCACCTCAATGGGCACAAGCTGCACGGAAAGCCAGTGCGCATACACTTNTCTAAGCACCAGAGC 
GTGCAGCTGCCCCGCGAGGGCCAAGGAGGACCAGGNCTGACCAAGGACTATGGAACTCGCCCTTGCN 
CCGTTTNAAAAANCTGGCTTCCAAAAACTTCCAGAACATCTTCCACCCTNG 

10 CATCCCGCCCTCCTTNTTTTG 

NGGGTTCAAGGTTNTTTCAAAAAGGANCCGNAAAATGGCGCTTGATN 
GAAGGGCATTCCAGGGACTTTTTTGAACCTGGGCCAAACATTGAACTTGGGGG 
TTGGGGGGNGGTCCTTTTTCCAAATTCCCCCATTTTAAGGGCCGNCCANCC 
CNGGGGANNCCCGGGGAANNAAATTTTCATTTNNTTT^ 

15 CNCGGTTGAAANNGGACCCTTTNAAANAAACCCAANAA^ 
CAANTTTAACCTGGTNTTTTNAAAAAAAAAAATTAAA 



AAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGATTCG 
20 GCACGAGGCCAGTTTCCAGTTGTGTACCAAGGATGATTGCTTCAGTGTTAATATTCAGCCTCCTGTTGG 
AGAACTGCTTTTACCTGTGGCCATGTCAGAGAAAGATTTTAAGAAGGAGCAAGGCATGCTCTCTGG^ 
TGAATGAAACTTCCACCACGATTATTGCTGCCCCACAGAATTTTGCTTCCTCTGTGATCCTTCAG^ 
TAGTAAATGTAGCCAATGTGGGTGTAGTCCCTTCTGGACAAGATAATATACACAGGTTTGCAGCTAAA 
ACTGTGCACAGTGGGTCATTGATGCTAGTCACAGTGGAACTGAAGGAAGGCTCTACAGCGCAGCTTAT 
25 CATAAACACTGAGAAGACTGTGATTGGTTCTGTTCTGCTGCGAGAGCTGAAGCCTGTCCTGTCCCAGG 
GGTAACCTGCTTACATCTGGACTTCAGAATCTGGCACACAACACAAGTCCCTGGCATCCACTGCTGCT 
GCCTTTCATTTATAATAATAGCCCTTCCATCTGGCAGTGGGGGAAGAAGACACTCTTGACATTCTTGGC 
TCCTGCTTTAAAAANGCTGGGGGTATTCTATCGNGAATGCAATACTTTTC 
CCAAAGAACATACATTTTGCTGNCAG 
30 TGNTACNTTNTTTTNGGCCCTTCGNGGGTTNCCTTTN 
AACCGGGAANCCCTTGGGNTTTTTTGGGANAAA^ 
NCCCTAAAAAATANNNGACCCTGGAACTNTTTCNNNTTGGN^ 
TNT 

35 

AAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCG 
GCACGAGGCAAAATGGTTGCCGGGTTATGTTAATTGGGAAGAAGAACAGTCCGGAGGAAGAAGCTGA 
ACTAANNAAGCTGAANGATTTGGAGAAATCTGTGGAGAAGATAGCTGACCAGCTGGAAGAACTGAAT 
AAAGACCTTGCTGGAATCCAGCAGGGTTTTCTGGCC^ 

40 CGATAGGAGAGTAAAAGCTACAATTGAGCAGTTTATGAAGATCTTGGAGGAGATTGACACACTAATTC 
TGCCAGAAAATTTCAAAGACAGTAGAATGAAAAGGAAGGGTTTGGTGAAAAGGATTCAGG 
AGCCGAGTGTGACACAGTGGAACAGAACATCTGCCAGGAGACAGAGCGACTGCAGTCCACAAACTTG 
GCCCTTGCTGACTGAGGTGAGGCGGAGAAGGCCCGTGCTGCACTGAAGAACAGCCCCACCAGCCCTG 
CCATCTCTGGAACAGAAGTTACCTGCCTTCCCCAGCGCTTGCTGGGAGCAATTGGCCCGTTGCCTTTTC 

45 CTTCTCTTACAACCCACTCTCAATGAACAAGTGTCATTCCTTCCAATCTTTAACCTTCTATCAGC 

GTTCTGGCTCTGGGGGATCTGNGCTTGTCCANCANCCCCNCNTTGTTTGGGANAGGGCCCCATGACCA 
AGTCTTTCCAACTGGNTTGGANCCTTTGGGGGCTTTTNTTTNGG 
CGGNGGAAGTTCTGAANTTTATTGGNCCNTTTTGGGCCTTCAAAAACCAAAA 
TATGAAACCCCTTAAANCCTGGNTTGGGT 

50 

GNAGNGCNNNNCTTNrrCTTTNNANTT^ 

CCTCNCTCCACCCGNCCNANGGNNNGNNCTATNTTNTNTNNCTCTTTANAG 
ACANGGNNNNCCNTCNCATCTTTTCCTCCTCTTTTC 
55 TATTNCCTNNCTCNTNCACCTCTTC^ 

TTAGTNNCCANANNNTCNTATCCANCANTCNNTCCATTNTTNAANACGNTO 
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GTNTATTTSnWTNNNTCCCTTCCANACAGTGNANNN 

GNTCNNNNNNNm^ 

NGGNCANNNTACCTTATNNTO^ 

GTATTTNNAGGTNNNCANTTCT 
5 NNNNTCNAGTNNANTN^ 

TCNNNCNTNNAGCNTNCTCTNATCCCTNTCNTNTTT^ 

CTCNTNNTTCGIWCCTNTANCCCGCAGTNCCTCNCTNCNTAT^ 

TCGTTCTNTCCTTTGNCTTCNTNAC 

NNACTTTTGTTGTNTCCTNAATNNCTNNTO 
1 0 ANGTGANATTTNNNTNTNGNNNGG 

CTTNTTTATTGNNCTGNNNNTNNACTNCNNCG 

CTTCGGNTNTCCTGTATNT^ 

ANTATATNTNCNTNATCGNCGTC^ 

TCTCTTTACNCNCACATTC^ 
15 ACCTTCTCNTNATNATATCTTANAT^ 

NCGANTATCNTNTCNTCTTGCTNTNTGNTCNANANTNTNATCATGTTGTTNNGNCC 



NNCAANNCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTNGGATCCCCCGGGCTGNAGGA 
20 NTTCGGCNCGAGGCTCATGCTTATCATATAGTAAACCCAAGCCCTTGACCTCTTACAGGAGCTTTGTCT 
GCCCTCTTAATAACATCCGGCCTAACCATGTGGATTTCACTTTANCTCAATGACCCTGNTAATAATNGG 
CCTACCACCAAATATACTANCANTATACCAANGATGACGAGATGTTATCCGAGAAAGCACCTTCCAAG 
GGCACCATACCCCAGCTGTCCAAAAAGGCCTCCGTTATGGAATAATTCTTTTTATTA 
TATTCTTTACCGGATTTTTCTGAGCTTTATACCACTCAAGCCTCG 
25 GNTGACCCCCAACAGGCATTCACCCACTAAACCCCCTANAAGTCCCACTGCTCAACACCTNTGTCCTA 
TTGGCTTCCGGAGTTTCTATTACCTGANCCCATCATAGTTTAATAAGAAGGGGACCGAA 
ACAAGCCCTATTTATCACCATCACATTAGGAGTCTACTTCACACTACTACAAGCCTNAGAATACTATGA 
AGCACCTTTTACTATCTCCGACGGAGTTTACGGCTCAACTTTTT^ 
CACGTATNATTGGGCCCCCTTTTTAATGGCTGGTTCTTCCGCCAAATAAAAT^ 
30 CCCTOWGTTTTGAAACCGNT^ 

GNNCTATCNAAGGGNGGGGGCTCCCAAAAAAAAAANNNNN^ 

NNNNNNNNNN^ 

35 

NNCCCATAGAGAGGANNGGNGNGNCANANNANCGTCGACTGAGCCCNATNGGGAGNCGCANNACAG 
GTGGCGGCCGCTATAGAACTAGNGGATCCCCCGGNCTGTANGAATCTCTGGCACGAGGCGANNTTTTT 
TTTTCTTTNTTANC^ 

40 NGGGNAANATTATNNNNTTACTATTCANNNGGGNTCCTGNATTTO 
GCTNNNNTTTTTNTTTNGATCCNNNCCG 

GGNNTTANNTANNNNATTANAGGGCNCCCCATNCTNGGTGNATCNNTGGGNNG 
ACNCNNNTTAACNACNAN1W 
NTNTTCTTTTTGTNNNAC 
45 TNTAAANATGTNNNNTNGNGGGGGGGCTC^ 

CNNCNNTNGGGGGNTGNANATTTTNTAAGNNCCGTGTCCNTCN 

NGTAATNGGCNCCCTNGCNCCCCNTTATTTNCCNCTNAGA 

NNGATGNNTTNTTCCNANN^ 

CTCCCTTGNAATACAANTCTNNNNNNNTCTTTGAC^ 
50 NCTTCATNTTTTCTTTTTCTTANTNCCCA 

GACNAANGGAGAGGGGTCGCTTNTCTCNTNTTNNNCANACTATCNTTNAT^ 
TTNTNTNGTNTNTAGTTGCACNNAGANANTNNTTAACTTO 
AGNANGTTCNTCNCTNTTTC^^ 
CNGNNNGNTNNCCNCGCNACATNNGCTCTCTCCG 

55 
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TGGAGGCCNCATAGGGGAGTCGTCATTACAGGGGGGNGGNCNCTCNAGNAACGAGTGGGGATNTCNC 

TAGNGGTTGGATGCATNCTCCCGATCTTTN^ 

NAGNCGGGGGAATTTATATACTAGTAGTTTN^ 

GCTGTNOSnSfTANTTNTC 

5 NTAGAGNGNNGACNTGATGNCATGAGAGNCGGCTAGAAGTNAGCGAGGNGCGANANGTTNCANTTTA 
NGCNNNCACGATGNACNANTNANCNAGANCNCGNAGANGANGCGNANNNGAAGTNGANNCGACTTC 
NGAGTTNGNAGGGGNNGNNlSnsnsiGATC^ 
GTGNTNNGNNTATGNNTNGNGANTC^ 

GAGNNCNNAGATGATAANTNANGNNTCCGGANNNANTNCGGATATNANNN^^ 
10 GAANACTATATCTGNNCCNTGCTCGNNANNCNNTGTNCGNNN^ 
GCTGTATTGGGNTTNTNNTNNNGAGIW 
NNNANAANTCNNNNGNTGNNTNA 
AGNNTNCNNGNNNTGTATCNAGNCNNNNNTTT^ 

GNGGNGGNGGCTNTNCNNACACGNGGNNNTCTCTCATNTATNNGTTT^ 
15 ATCCCNCNGANCTTTATANCTCTNNCTNGTTACCNCGCATNANW 

GNTCGNATAGTACNTNNCACGTNCCCANGCNTNTGNANGGNNNNN^ 

AACTNTNNTATCNATNANACTGTNGAGAGAGCATAGNNNGNTNCATGNTO 

NCTGANTNNGANCGTACNTANNN^ 

GAAAGATGTNGNACGNAGTNGGAANATNAGAGTANTANCTCGNNNGNTGGGTGANTT 
20 NCNTGNANGGCGANANNATGNCGNNCGTATGNNNNTGTATTATCGNTCGTNNATGGGATATC 
GCKCGGTANTACGTTNNTATAGTACNCTNTTCNN^ 
ANGAGGNANCCG 



25 TGGAGGCCNCATAGGGGAGTCGTCATTACAGGGGGGNGGNCNCTCNAGNAACGAGTGGGGATNTCNC 
TAGNGGTTGGATGCATNCTCCCGATCTTTNGNGTTTTTN^ 
NAGNCGGGGGAATTTATATACTAGTAGTTTNACANNTACGNCCACNCNCTCGT 
GCTGTNCNNTANTTNTCNN^ 

NTAGAGNGNNGACNTGATGNCATGAGAGNCGGCTAGAAGTNAGCGAGGNGCGANANGTTNCANTTTA 
30 NGCNNNCACGATGNACNANTNANCNAGANCNCGN^ 

NGAGTTNGNAGGGGNNGNNNNNGATGNTNCNGNNNCTATGNTCCTCGTGGGN 

GTGNTNNGNNTATGNNTNGNGANTCNCGA^ 

GAGl^ClSnSTAGATGATAANTNANGNNTC^ 

GAANACTATATCTGNNCCNTGCTCGNNANNCNNTGTNCGNNNCGATCANGTTGNG 
35 GCTGTATTGGGNTTNTNNTNNNGAGNNCNTNNNNC 

NNNANAANTCNNNNGNTGNNT 

AGNNTNCNNGNNNTGTATCNAGNQ^ 

GNGGNGGNGGCTNTNCNNACACGNGGNNNTCTCT^ 

ATCCCNCNGANCTTTATANCTCTNN^ 
40 GNTCGNATAGTACNTNNCACGTNCCCANGCNTNTGNANGGNNNNNN^ 

AACTNT]WTATCNATNANACTGTNGAGAGAGCATAGNNNGNTNCAT 

NCTGANTNNGANCGTACNTANNNGNGNGTAGTTANNNACNATGNANCNTANTAl^^ 

GAAAGATGTNGNACGNAGTNGGAANATNAGAGTANTANCTCGNNNGNTGGGTGANTTACNNTNGGAT 

NCNTGNANGGCGANANNATGNCGNNCGTATGNN^ 
45 GCNCGGTANTACGTTNNTATAGTACN^ 

ANGAGGNANCCG 



TNNANNANNNTCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
50 GAATTCGGCACGAGGGCANGACCACGAGGANAGAAGGCTGCACCATCTGANGACCCTGCANGGTGAG 
AGAATAGANCATTACAAGGCNNTGGAANAAGCACTNAACTCGCCGATCCTTTGTCTGGGGCCGAGAT 
GGNAGGTGGAGCCTCAGGAAGCCTCCAGAGCTGTTCACCAGANGGATGCTGGCGCANNAGAAAAAAG 
TTCCTGGCTCAGTTCACCACGCACCAGCGGACTCGCCGTGACACGCGGAAACNGAAAGGCGAGGGTC 
ATGGACCATCTGGAAGCCCAGCTTGAGACCCANCTACAGGAAGCTGAACAGAACTNCATCTGAAATCT 
55 TGGCAGCATTGGCCCGGGTACCTCTTGCCGAAAGCTAACTATTTTCGAGTAAACGTGGTCTCTCAGCA 
GAGAACCCCCTGAGGACTAAANGGGAACNAAGCCTTCTACCCCGATGAGAGAGGGGACACTTGGGGN 
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TCCCCAGGATGATGACCCTGCCTTGGGGGGCCCCACGTTCAGGATCGCTCAACAAAAGGCTGATGCCA 

GCAAGAAAGTGAAGTTGGTGATGGCTANAAATTCCATAAATATGCTTANAAANAAGAAGCCATCTGT 

AACTTTAAGGCTTGCTCAAGACANGNCCTTGAAGACCCGGGCNTrnT^GAAGNCCACNTTGCCCCT 

TCCCCCAGGANGAATTTGCCCNCCCCAAGGGTANGGGGGGACAAATGGGGGTCNTTTCCTTTTTGCCC 

CCCCGGCTTTGTGCCAGGGCTTGGGAAAAATGGGTTGGCCAAAATTNCCCAACCAAAAGGNCTTTAAA 

AAATTANGGGNGGANCCCTTCTTGCCTTTTGAAAAATGACCAAGCTTNCCCGGGGTTNGGGAAAAACC 

ATTNTTTTTNAAGGNTTTTTGGCNTCCCCCCCGGGTTTTTN 

NCNACTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCTCGAG 

TTTTTTTTTTTTTNTTTTTNGGGTCCC^ 

GGGGTTTTTTTGGGNACCNCTTNGNNTTTCC^ 

GGGGGGGGGNGGNNNCCCCNANNCNGGNCNGGGNTNNTO^ 

NTTTTNGGGGTTNNNCCNGGGGGGCNAAANTNN^ 

NGGAANNNNCCNGGGTTNNNTTT^AANGGC 

AAAAANAAANCCCCM^AAANNIWGNGGGGNGGCCNAAAANC^ 

GAAACCCCM^CCCCACTTANCCAAATTTTTTCCNNNTTTAAGGNNAACCG 

GGGGCCCCNA*™ 

ACCNTTTTTAANGGGNNNGGGGCCCCAATTTTTANAAAAAAAANNANTTGNGGTO 
TOGGGCTTn^^ 

TTTNCCCAAAAGGGAAAAAAAGNCCCCCCNGGGGGGGAATTTNNCNAAANTTTNGGGGGGGGGNGG 
NNAAAAAACNGGNGTTAANGAGGGG 

NAAAANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATT 

CGGCACGAGGGCGGTCACCCTCGGTTCCAGGCACCGCACCGGGCTAGCGGCAACATCGCGTCCATGGC 

CACCACGGCGGCTCCGTCATCTTTGGCCCTCAGGGCCTCGAGCCCGGCCGCGACCCCCAGTTCGTACG 

GGGTCTTCTGCAAGGGGCTTTCCCGCACCCTGCTCGCCTTCTTCGAGCTGGCCTGGCAGCTGCGCATGA 

ACTTCCCGTATTTCTACATCGCGGGCTCCGTCGTTCTCAACATCCGCTTGCAGGTACATTTTTAGAGCC 

CTGGGGATGCCGCCGGCGTTCCGGGCCTGCGTTGTGGCCGACTCCCAGGAGGCGCCGCGGCACCGTGG 

AGCTTGGGGCGAGCAGTCCCGCTGTCTCGCGAGAGTGCTTGGTCTCCCTCCACCGGTGCGCTCTCGCCT 

CTCCGNCGTCTGCTCTTCTTCCGATCCCCTGAACTGGCACCGAAAACCTCCTGAGTGTANGAAGANGA 

AATACGCGATTNCCGGGAACCGAGAAACTTCAGTTAAAAACCCCACTACAATATTTAAAGAAGCTGTG 

CATTCCTTTAAAAACGGGAACGAAACAGGATGTANTTATAACAANGGGAAAGGCTGGTCCAAAACTT 

TTAAGGACAAGAAATGNACAAACCTTAANGGGCCGTATTTATNNAAATAGGAAAANTTTCGGGGAAN 

AATGAAAACTGGGATTNTTAAACCGGGGATCAGTCCNNAANCCTGGAANAATTTTAANGGGAATTTG 



AANNTTTAGGGGAAAAAAAAAAAAAAAAAAAAAAAATTTGGGGGGGGGGGGCCGGGNCCCAAATTN 
CCNTTTNNNNNNNN^^ 

NAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGATTC 

GGCACGAGGCCAGTTTCCAGTTGTGTACCAAGGATGATTGCTTCAGTGTTAATATTCAGCCTCCTGTTG 

GAGAACTGCTTTTACCTGTGGCCATGTCAGAGAAAGATTTTAAGAAGGAGCAAGGCATGCTCTCTGGA 

ATGAATGAAACTTCCACCACGATTATTGCTGCCCCACAGAATTTTGCTTCCTCTGTGATCCTTCAGAAG 

ATAGTAAATGTAGCCAATGTGGGTGTAGTCCCTTCTGGACAAGATAATATACACAGGTTTGCAGCTAA 

AACTGTGCACAGTGGGTCATTGATGCTAGTCACAGTGGAACTGAAGGAAGGCTCTACAGCGCAGCTTA 

TCATAAACACTGAGAAGACTGTGATNGGTTCTGTTCTGCTGCCGAGAGCTGAAGCCTGTCCTGTCCCA 

CGGGTAACCTGCTTACATCTTGGACTTCAGAATCTGCACACAACACAAGTCCCTGGCATCCACTGCTGC 

TGCCTTTCATTTATAATAATAAGCCCTTCCATCTGGCAGTGGGGGAAANAANACACTCTTGACATTCTT 

GGCTCCTGCTTTAAAAAGGCTGGGGNGNATCTTATCGGGAATGCCATACTTTTCCCCCTTTTCCOTTTG 

CTAACCCAAANAACATACATTTTGCTTGGCAAGTTATCTTCAACTTNCCTAAATCCANTTTGGCANTTT 

TCTNTGGGCCCNGGTACNTTNTTTTNGGNCCCTTGNGGGGTTCCCTTTNCCTNGGTTNAACAATGGATG 
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GGAC1TGGAACCNGGGAAACCTTTGGGGTTTTTTTGGG 
CNAAAAATTTGNCCCTAAAAAATTTNNNNNACCTTGGATTCTTTTTA 



GCCTATAGTGAGTCGTATTACANGGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAAT 

TCGGCACGAGGAAAAGATCCAAATAAAGAAAAACAAGCATTTGTGAAAACAGTTAAAGATCAAGCTT 

CTGAAATTCAGGTGACAATGATGCTCACCGAAAGTTGTAAGCTCCGAGGTCTTCATCACAGAAATCTT 

CTTCCTATTACCAATGTGTGTATAGAAGAAGGAGAAAAGCCCATGGTGATATTGCCTTACATGAATTG 

GGGGAATCTTAAATTGTTTTTACGGCAGTGCAAATTAGTAGAGGCCAATAATCCGCAGGCAATTTCTC 

AACAAGACCTGGTCCACATGGCTATTCAGATTGCCTGTGGAATGAGCTATCTGGCCAGAAGGGAAGTC 

ATCCACAAAGACCTGGCTGCTAGGAACTGTGTCATTGATGACACACTTCAAGTTAAGATCACAGACAA 

TGCCCTCTCTAGAGACTTGTTCCCCATGGACTATCATTGTTTGGGAGACAATGAAAACAGGCCGGTTA 

GGTGGATGGCTCTTGAAAGTCTGGTTAATAATGAGTTCTCCAGCGCTAGTGATGTGTGGGCCTTTGGA 

GTGACGCTGTGGGGAACTCATGACTCTGGGCCAGACACCCTACGTGGACATCGACCCGTTTGAGATGG 

CCCGCATACCTTGAAAGATGGTTACCCGGATAGCCCCANCCAAATCCAACTTGTCCTGGATGAACTAA 

TTTGCCGTGATGGGCTTGTTGCTGGGCCCTTTAAAATCCNGGAGGAAGAGNCCCAANGTTCCAGCACC 

TTGGTCCANGGGTCTTCCANAGTTCCCTTGC<^^ 

TSTNAATCTITCCNAGCGGTCCANGAAN 

AAACG 



GNCCCTANTANGTGNGGTCGGTAATTAANNNGGGGGNTTCTCATATCTNCATCNTNNGTGGGATTCCN 
NNTNGGGTCTNCCANGNNATNCNTTNTAC^ 

GAAGACGANATGNNTAGGGNCTNNATATNNTCNGANANAGTNNANANANTGTNTNGTAGCTAGNGA 

ACCATOGANNNGCGCNNTNNGGTNOSINGTCANTCGAGANGCACGTNGNTGATACNNNAGAGNGNGA 

CGNNANNNTNACNAGTCTNCATNAGCNCNAGTAGA>WGACATNGNAGTGAGAGATATATNNATTACA 

GCGACNTCNGANNCNNGTTCNTTAGTNGANAGANNCNGTNNGNCANGAGNGATGGANAGNGNGAGA 

GNGNGNCGNTGATGTGAGNATAANNNGNNACNCCNTCGNNANCGCNACANNNNTGNN 

ANTNANAGCGCAGNANACNAGAGNTTNCNATACNNTGNGNCTGNTGNGNGNNNGACNTGNGTCAGN 

ANANTNNCNGATCCNGACGNNNNANNGNNTGATAACTCGTOANNNAGTNCCNAGNGCNCNTGTTNNA 

GTTATACCNAGTCNAGAGGTGNTCGACANCGGNAGGTGANNaWANNCTNCCNTGAGGAGNNACATN 

CIOTCNCNNNNTNGTTTNCN^^ 
NATATGNGNTNNNANTGNTNGTAGNGNGNCWWA 

TCGNNTGGACCNhMNATANNANGNTGANCTCCNCGATTNCNTANACACCAGTAGGNACGNTNTGNNA 

NTNGNGTNNTGAGANNNNGNAGTOATNTNCGTGCT^ 

GNNNTCCGAGNTATNCNNNTTTNNNC^^ 

NNANNAGNNNTANNTCGIWGANTN^^ 

NAAGNNTNNNTO<nsrCATNACNGTTNGCGNCGTAGNNNATGATCGNGNCCTTTGATC 

TANGATATNTCNTNACATATCANNCGCATC^ 

NCGTGNTNNNNAANGTAATGCGTCGN^ 

OsnSlACGCTACGNCTTNTNACNNCKNTNTGTCTNCGACGNNACGGNATO 
C3STNTTTNTGACANATCNCNTNCNNCNTNATGTCCG 



NCTCNANAG>TNnsrNTSnsrGNNAGNGCGAAGGACCACTNTTNGTTNTANCCC 

AGAGGNTNATCTGNNTTCTCAGTN^ 

CTANTCATTANGCTGGGTANTNNTAAAAOT 

CANCNNCANCAATTCTTCTCNNANTNTN^ 

AATNATTTNAANCNCTTTTAATNNAATNC 

CATCNCAACANNTCTNTTTTATNTATTNNGAGCNCNANNGGANANNCTO 

ACCNAANTATCTTNTNANTTAAACANNCANTNACANANNNCATNNTACTTANTNTANATA 

CCNNACAANNAANTNNTACTCNT^ 

NNTAANNNNCGCTGNGCN1WCACTNTATNTATWATAATAAANAAACGCCTCNTNCNN 

NTCNATTNANANACTNTAAAATTCTAACNATCNTNANGCNNGNTTNATCCCANTTAANTCACNC(^ 

CCANNTATAATTCNCNTTTNTNATTTGCACNGNT^ 
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AAANANCATCCNCNTATCNNCCTNTT^ 

ACNNNNTCNATTNCTTTANNCC^^ 

TATCAATCNTNAANNNAGTATAATTANTO 

NACCATCCATCTCCCCATNTGNNATTCTTCAAGCTOCCNANNNNGCCTCNANNANTCTANNNNCGANC 
NATAGCNCCNTCGCTNTACNNTCCNCTTATC^ 

NATNTCNGNCACTNCTNANAACNNNTCNTAACANGAGATCTCAANNATCAANCM^ATC 

CNTTANTCTGNTNGANACNCTNANANCNTCACCGATTATNNCGGNNTNTCNATCANTATATNAGCCAG 

ANTNCACNCANNAACNCNNATANCGTTAANATAGCATNTCACTNNNATGACNATATCTCTTAGTNANN 

NTGACTCTANCTATCTNTCTNN^ 
ACTCNNNNNCTCACGTNNACAATNNAGCCG 



TGAGGCCNNNTAGTGNNGTCGTATTACNGGGGCGGCCGCTNTATAACTAGTGGATCCCCCGGGCTGCA 

GGAAATAACTCTGAGNGGTTTGCCCTTAACTTCTNCAATGNATGANAGTGAAAAATOTAGTTGCTTAG 

CCGCTCANNCGTGNTACAACTCTTCGGNGACACCATGANCTATANCCCAACAGGCTCCTCCGTCCATG 

GGACTGAANAATCCTGNAGTTTANACCATGAAGAGGCACTNNGGGACAAGCTNNGTATCTNTGGNCT 

GATNAAANGACCATGCGNAAGTGACTNTGGAACTGGNTCNGNCCAATNGCTTCCTGATGCTTGCCANN 

NTCCNNCCTNNCTNGNTTGGATANTCTCNGNTGAG 

TACTNGCACNATGAGANATNAGACCCTANATTGGNTTGACCNNAGATCCGTNNGNAACACANNTNGA 
CNTTGAAGAACNTGGGNCANCAGACCNAGCNNTTGANNCCANCTTGGCACCANTGNTTGGACNNGAA 
NCCATGTGGACCAGCTGCCCCNAAGTCTTNNTCCTCACCTTAAATTCCTGCAACATAAAAANTGNTTC 
GGTNCNN1WCNACTTGACTNTTTGG 

ANTTACCTNTTNTGGCGGNGNNGGGNAAGTNGGGNNTAGTCTTNNNTTCATN 

NNATTTTANTCNNTTTANCGANTNANATCCNCCNTTNTTNTT^ 

NTNNNNCGATTNTTCCNNCGNTTATT^ 

TACNCTNCITIMWCTTTNTTNCTNTGNGTGNAANANCCCNCC^ 

NNTTNACTCNACTITTTANNNTCATNT]^ 

AACNTGTNTCTCTCTNACATTNGTNGTTCNNNCG 



TGAGGCCNNNTAGTGNNGTCGTATTACNGGGGCGGCCGCTNTATAACTAGTGGATCCCCCGGGCTGCA 

GGAAATAACTCTGAGNGGTTTGCCCTTAACTTCTNCAATGNATGANAGTGAAAAATNTAGTTGCTTAG 

CCGCTCANNCGTGNTACAACTCTTCGGNGACACCATGANCTATANCCCAACAGGCTCCTCCGTCCATG 

GGACTGAANAATCCTGNAGTTTANACCATGAAGAGGCACTNNGGGACAAGCTONGTATCTOTGGNCT 

GATNAAANGACCATGCGNAAGTGACTOTGGAACTGGNTCNGNCCAATNGCTTCCTGATGCTTGCCANN 

NTCQSfNCCTNNCTNGNTTGGATANTCTCKGNTGAGGAATCANCCCAGTNTTGCNCTCCTTGGGCTTGN 

TACTNGCACNATGAGANATNAGACCCTANATTGGNTTGACCNNAGATCCGTNNGNAACACANNTNGA 

CNTTGAAGAACNTGGGNCANCAGACCNAGCNNTTGANNCCANCTTGGCACCANTGNTTGGACmFGAA 

NCCATGTGGACCAGCTGCCCCNAAGTCTTNNTCCTCACCTTAAATTCCTGCAACATAAAAANTGNTTC 

GGTNOsINNNCNACTTGACTNTTTGGNNNNCCCGTNTGTGTTATTCNA^ 

ANTTACCTNTTNTGGCGGNGNNGGGNAAGTNGGGNNTAGTCTTNNNTTCATNG 

NNATTTTANTGSTNTTTANCGAN^ 

NTNN>WCGATTNTTC(^CGNTTATTTNNTNNCCCNCTANN^ 
TA(^CTNCTTTNNNCTTTNTmCTNTGNGTGN 
NNTTNACTCNACTTTTTANNNTC 
AACNTGTNTCTCTCTNACATTNGTNGTTCNNNCG 



TNNNNAAANNCTGGAGCTCCACCGCGGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCA 

GGAATTCGGCACGAGGATATTCGCCTCCTGGCCATAGTCCGCGCCGCCTTTGACCAGCGGATGAAGAC 

GTGGCAGCGCTGGCAGGATGCTCAGACCACCCTGCAGAAGAAGCGGGAGGCTGAGGCTCGGCTGCTG 

TGGGCCAACAAGCCGGACAAGCTGCAGCAGGCCAAGGATGAGATTGTAGAGTGGGAGTCTCGGGTGA 

CTCAGTATGAAAGGGACTTTGAAAGGATTTCAACTGTGGTCCGAAAAGAAGTGATACNGGTTGAGAA 

AGAGAAATNCANGGACTTCAGAAACCACGTGATCCAGTACCTCGAGACACTCCTGCACTCACAGCAA 

CAGCTGGCTAAGTACTGGGAAGCCTTCCTTTCTGANGCAAANGCCATCTTCTAATGGACCGANGACAC 

CAAAGCCACCTGCCTGACGCTGCCTTTTATACACTTGGCCTTCANCTTTGNCGGGCCCAGNGATGCATT 
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CTGGCTAACCTGGANTTAACCCNTTNCTTTCTGGCCCCACGAACGGGCTTTGCCCAAGTNTNTTTTAAC 
CGGTACNTTACTTAACTTTCATATAT^ 

AAATNCCTNTACTTAGGGGGGGGGNAATAANGGGGAAGGGGGGGGGGGNTTTGGGTTTTAAATTTTT 

TNTTACNTCCCTGACCGGGGGCCCTTGAAAAAAAAATTTTTTAAANAAAAAAACCTTTTAAAAAC^ 
GGGNAANNNNNN>HvnsnSIN^ 



ANAAAACTGGACTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTC 

GGCACGAGGGGCGTNGCTGCTCCTTGCGCTGTGCGCCGCAAGCGCCCGGGGGCTTTATTTCCACATCG 

GCGAGACCGAAAAGCGCTGCTTCATCGAAGAAATCCCCGACGAGACCATGGTCATCGGGAACTACCG 

CACCCAAATGTGGGATAAGCAGAAGGAGGTCTTCCTGCCCTCGACCCCCGGCCTGGGCATGCACGTGG 

AGGTGAAGGACCCTGAAGGCAAGGTGGTGCTCTCCCGGCAGTACGGCTCAGAGGGCCGCTTCACCTTC 

ACTTCCCACACTCCTGGTGACCATCAGATTTGCCTGCACTCCAACTCTACCAGGATGGCTCTCTTTGCT 

GGCGGCAGACTGCGTGTGCACCTAGACATCCAGGTTGGGGAGCATACCAACAACTACCCTGAGATTGC 

TGCCAAGGATAAGCTGACGGAGCTACAGCTCCGAGCCCGCCAGCTGCTTGATCAAGGTGGAGCAGAT 

CCAGAAGGAGCANGGATTACCAAAGGGTTTCGNGAANAGCGCTTCCGTCTGATCAAGTGAGAGCNCC 

AACCAGAGGGTCCTGNGGGGGGNCCATCGNTCAAACTGTCATNCTTNATCCTTCACTGGCATNTGGGC 

ANATGCGTCACCTTAAANANCTTTNTTTGAAGGCCCAANAAAGCTGGGNGTAATGGTCCCTCACCACG 

TGAATCCTTTTCTTGGCACCCTNANOTTANTITGGGGACNTTT 

GGGATTTNTGGANGGGNAAAAAAAAAGNGGAAAAAAAGGAATTTTTNNCCCCCCTTTGGTTTCCCTTG 

GGCAACCNAAAACATTTTCAAANTCANCCCC(^TTGGTTAAACCCTTGGGNTTTTTAAAGGGAACCCA 

GGGNAAACTTGGGTCCCAGGGNTTTTAAAAAAA 

TNNNNNNCANCTGGAGCTCCACCGCGGGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 

GAATTCGGCACGAGGAATCTTTATTTTTAAAGCAAAGATCTGAAAAGTTCCATAAAAGTAGTATCTTC 

TAATCAATGATTCATTATTAGCAGATTATATTTACTCCAACTAATTATCCAATCAGTAGTATACTTTGA 

TATATACACATCATACTGGTACCTTGTAGACATTTAAAATACCTTTGATTTCAACCATGCGTAAAAAAG 

TAATAATATAACTCCACAAACGTTGCTCTGGAGTACAACGTACACCTCCTGTGTCAGACTGACACCAA 

CCTTCCACTCACCTGTTGGTACATGTTCCCACCATGATTTCCACACCCTCCTCTCTGAGCCTTCCTTCTC 

TTCTCATTGCTTTGAGAAGTTCAGAGTTGTACTTCTCAAGTCTGTGGTAGTAGTTTTGTGGTAGGGCTTT 

AATAGCATAGTAAAGATTAGGCAGGGTCAAAGTACTCGGTTATGCCTTCTGATTTTGAGAATACATTG 

AGATTCTTTATGCCATCTCATTCGNGGCAGAACGGGGCCTCTCATAAATTTTTTGTTTTATTAAATTTAA 

AGAAAACTACAGTAGAAAATGTTGGCAAGCCAATTATATAACCAGGGGTATTTATTACTGGGTAAAGG 

GCTTTGGACAGTAAAACCATGGGTCTGGGTCTGGCACATGTGTTGGCANAANGGGGATAGCAACTATC 

ANTTCGCAATTCTACCANTTTTTTNTTTNTCGGGGNTNTTTTTAAACCA 

CAAGAAAAAATTNTTTTATGGAAAACCTGGTNCCTACCTNCCCCCNTGGGGAAAAAATAAATCCTTAN 
GAAGGCCTCCTNNTNCAAAGGTTTTAACAAAAGCTTCCNTTTTTTTTTTTGCCTTTTTTTAAAAACN 

AACAANACTGGAGCTCCACCGCGGGGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGA 

TTCGGNACGAGGCCAGTTTTCAGTTGTGTACCAAGGATGATTGCTTCAGNGGNAATATTNAGNCTTCN 

NCTACCTANNCNCATANAANTTTNATNANANNGNAANTANACAATTTGANAAGGANNAATTGAATTA 

GTTAATTNNNATNANAGNNTTNTTTCANCATOATGCATTGTNCANNNCATAATNT^ 

TGATANTNTCATNATAATNGNTNAANTNNGNNANGATGCANAAGNGNGNTGAATTCNNTNNN 

GGANTNGTAGAGACNTTTNIWTANAATATNANNNTGNCATAANTNCTCI^^ 

GNTANNTANTTGAATGGTTATTANTGGTGNCNTTTTNTTGTAAGNCAAATGNAAATAATO 

GTTTCTGNTNTATTNTCTGTNANAGACTTNNTGTGTNNATATTAAANNACATNANATATO 

NTTTGCNCCCCCCCCCCNCCCTAATTGTTAACATATTNTTNAGTNTNGATTTTNTNTNATNCTAACNCT 



TTGGNTCANTTGGGNNNAGATANTGNTATTNGNGAl^^ 

ATNTTTANANANATTCTTTATTGTNATTAATANGANANTAGANAANTTTGATNCGTTAANTTTANTCGT 

NNCACNATTNATTAGTGTNATNATATNNNATNTNAGTGNGNTATTANNTATNTNGA^ 

TANTTGANNT>nsrGT>WTACGANNTNATOANCACNTTTTATNNTGN 
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TAGGATNCNTGNATAATTATANGAGNCNAGTTNTTATNGAAGNTNATGNTNGTNTNTNANTTNCTNTA 
TTATATNAANATTCTAATTTATCTNf^ATGTNTAGTATTANGANANGGTAGNAGTANGTGTTGAANN 

G 



GNGCNNCCGGNTTNNTTTNTNNNNNNNNN^ 

TNCCCNTNGNGNNANNNNGNAATTWATANNTTNACCCTNANGANCGNATACAGNGGCGGCCG 

GAACTAGTGGATCCCCCGGGCTGCAGGNAATTCGGCACGAGGGTTTTCTCACCTGAAAGGACTANTGG 

ATTTNCACTAANGTCTATAGACTAAAGGCCATCCTGATTTCTAANNTCCCCTTCNCAGTTACCAGNGGT 

CTCTCTCTTTCnTGCNGTCCCTTTCTGCCTCCTGTCCCACCTGTATATGTGTTTAAG 

TTTTGGTAAGGANAGTNNTTGNACTGTANCAGCTTACCATGGACATTCTTCTONCAGNCCCANGCACC 

CACTACTAGTACAGCATGAANAAACNGCCTACCCAGAANGAGCNGTGGTTTGAGAGNGCGAAGGCCT 

GGGGAATTTCCCCACAC^CCAAAAGAANACTCTCATTCANCAG(^AGGGACAACNGNTATTG<^INTG 

GNCTCACAGGCAGACTTTGGCTCGAAAATATTCTTCGNGGTGTTANAATTGCCACNGCATTTANNGAC 

ANGTGAACNANGANATAAATCTGNAAGANTAATNTTGTCACCAATGNACTGTINCCAGGNNCTCTTNA 

NTNCANATGANCCNATTGNGATOGCCACTATNGGNTCACTAANNGCNC(^TTCCCNTTNACTTTGGNT 

CAATTAATACCATTCNNCTANCNAANATTGGCNNACCAGGANCCACCANNANTAGGGAGTAANCCAN 

CCCCTGGGGGGNANNANTTGTTNCNAANNAAN^ 

NTCTCTTTCTGN(^GA]WGGANTCCNNTCNTNTCNNNANATCGGNATGGNNTTCNATNCCTTNTOCNC 

ANCAACNNCTTNTTTTTQ^ANGCACTANCNGCNGNNCTCNNGGTATAATAA^ 

NACNNAAAACCNCCOTNNANTmGTCNTGTNANNANNAN^^ 

CAGNACTTCGTGATCTCNNTTAGANCTCNCTCnTNCCCCTTTAGNGTACNCGCGTO 

TANACACANCNTGTCCTNCAGNGATAATTANGQWCTANTTTCGACGTTCTTCTANGNATACQ^TANA 

GTAACCNANTNTANATTCNCTCCTCTCGATCNCTTTTCANTCCC 



GCCCTATANNGAGNTGNATNACAGTGGCGGCCGCTCTAGAACTAGTGGGATCCCCCGGGCCTGCNGG 

AANTTCGGCCCGAGGGAGAAAGGTTCCTGAAGCTTTNGGNTTNTCGCGGCTGAGTTAGGGATTCAACT 

TGCCACCATGTCGANCAAANGAGCAAGGNCCAGGACCACCANAAAAGCGCCCCAAGNGCGCNAACCT 

TCNAACGGTGTTCCCCNTTGTTNNNCCATNCCNAAATTCAGNANTTNAAGGAGGCCTTAACNNTNANN 

ANCCAAANCNGGGTOGGGTTONTTGNCAAGGAAAACTTGCNTNACNGNNCTNGNTTCCTTGGAAAAA 

AATCCNNCTGNNNANTTTTTGNATCCCATANNAAACANGCGTNCCAGGNCCCATAAATTTCCNNGTGT 

TTTCACANATGTGTTGGGGAGAANTTTNATGGGGCACATCCCCAAANATGTGTCNGAAAAAGCTTTTG 

CTTGNNNTTTTGAANAAAAAACCTTGTGGCNCTTNT^ 

CAATGGNGGGACCCCGTTWACATTATGAAAGTTGGGCCCACCTNTTTCACAAAAAACCCCTTTTTNT 

NCGAAAAANGGGGGGGTTTTTTTTNCTTCCGNNNNTTCCCCCCNC^ 

GGAACNAANACCGACTTANTTNNNAANTTTTTTTTTTCCTCCCA^ 

GGCCTTTTTTTTTNNNTTTAAAANNNAANCCCCTATTO 
CCGGAATTTNGGGGNCNTTCTTTTTTTTTTN^ 
TNTGNGNTTTNATTSINNTNCCCCC^ 
TNAANNGNNNNTNNNNCNTN1 



NCGTNAAGNGGCGNNTGNTCNTNNCCTAC^CTCCTNTNCTGNTTNAGCCCTATAGTGAGTCGTATTAC 

AGGGGATTNCACATCCACNCNGGCCNNNTCCCCTCTNTCTTGCTCNCCNNTCTNCNNCCNTCNTTCGAT 

TTTTTTAGTTTTCCTGCNTATCTNCTTCTNCTCNAAGNCNGATTCTTTCTCCTGCNCACCT 

TCNNTTTNCG(^CTATNTTTCACTACCATTCCNCNNGCNCTCCNCGCNNGACCTC 

CCNCTmTITTCCTNTTTNCN^^ 

CGNTGTTNTTNNTCNCNNATNCACTNTCTN^ 

CCNNCANCTTTCCNTCCTNTATCNTNCTNNNNATCCCTCNIS^ 

>O^CCGGNCACACGTCNNTNNNTTTNCT^ 

CTNTTGNWNNNTTCCTNGAANNCACTNACTCTNTCTTCTCTCCTNTCTATGANCCCNCCNCNGCNTTC 

TTTTNTTNTCClSrrATNTCTN^C^ 

TTTCNCHISKTINCNTCNnSfCTC^ 
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CTTCATCGCTANNGTNTCCACNNTANGGGCCNGTTNTC 
NCNTTCCTCTCNTTTNTTATCNTNTTNTOTCCTACACNCGCTTA 

TCTANTOGCTTCCGNTTCGCCCGCTCTTCGGCGNACCNCCTTCNGCCCnKCTNTCTTTATOTCTTAATCT 

TATTCAANCNACGNT>WCCGTTISlNTNTCNCCCTNNTTTTO 
TTTACTNTCTCTTNCCCCGCACNNAlSrrCCTGCNTCCCGNCNATOT 

ACTNTNTGTCCTCTCNNTTCTNN 

CNCTNGNTCTCTNCTACTNTNCTCNTCNTTCTCGl^ 

NTATACOTNCTATTGCCTNCTTGTACTNNTTTC^ 

CNTNACTCNCNNNATCTTCTNNAC^^ 

CC^CATOCNTCNGGTTACNNTACTATGNGNCTCTC^ 

CNNNCGTCCG 



TTGAGCCCNATAGNGAGTCGTATTACAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
GCAANCAACACTGNATGGGTNCCCNTTNCCTTGCCNANTGTNTGACAGCGANGAATNATTGTNCTTAA 
TNGGNCAGNGNGCOSINCAAlWGCNNGNNNTCAACNTrAAlSITACAGGG 

CO^GCANNCCAAAANCCCNGCACCTTATAACCCCGANGGAGTOA(^CCNNACNTGCNGTGGNCN 

NATTAGCTCTGGANCCANGGTGAGNCCTNGGC^AAGGAGGGCTTTAGATCNNNNGGGGACCAANTG 

TGCNNGNGATCNCTGGGACACGGCTCGCACCCnTTACCTTAGANTGGAGNGTCTTATCATTTNANGNG 

AGTATTGNNANATAGAAGCTCrnWTTGTGCCAGATCNANGGCACATATNCTNNTATTTATCCTCNAGA 

NGNGNTGNCTCTTTNCNAATGNGGGGAACTNGAGNTNTACTCNGGNTACANTNGNACNTNAGNCCCA 

CGTANNCGCACACC^GGGNGAANACAATNTTANGGACACACANANTANACTTNTNTTTGGGNACNN 

CNNGNCTGGNNTNANGNNNANTAAANANGATNGNTTGCTNAACTCNTACAAANTA^ 

TNGGGGGACCNNNANGTNCNTTT^CCAAANTGTCNNNNTGAGAAAANTCAANCTN^ 

NNNCCANNTTTNCCCTCTNATN^ 

CCANCNGThnNTTNGANCCNNTGGNCNCGNNNNCCCNTNNhWC 

CAAANNNGTTACATGlSrmTNTTCWTANCTCTCTNACNTTNTCANTGGGNTa^ 

CTCMTAGCACNTTNCATGTNTNTTCTANNANG 

GGANGCNTACANAATNCGGTTCCTANNTNNAAAANNNTCNATANAATTCTNACCIWCCAN^ 
TTNNTNCGAANTNTCTACGANTNANGANGNANCGACCG 



TTGAGCCCNATAGNGAGTCGTATTACAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
GCAANCAACACTGNATGGGTNCCCNTTNCCTTGCCNANTGTNTGACAGCGANGAATNATTGTNCTTAA 

TNGGNCAGNGNGCCNNCAANNGCN^ 

CCNTOGCA>WCCAAAANCC<^GCACCTTATAACCCCGANGGAGTNACNNCCNNACNTGCNGTGGNCN 
NATTAGCTCTGGANCCANGGTGAGNCCTOGGCCNAAGGAGGGCTTTAGATCNNNNGGGGACCAANTG 
TGC^GNGATCNCTGGGACACGGCTCGCACCCTTTACCrTAGANTGGAGNGTCTTATCATTTNANGNG 
AGTATTGNNANATAGAAGCTCn^TTGTGCCAGATCNANGGCACATATNCTNNTATTTATCCTCNAGA 
NGNGNTGNCTCTTTNCNAATGNGGGGAACTNGAGNTNTACTCNGGNTACANTNGNACNTNAGNCCCA 
CGTANNCGCACACCNNGGGNGAANACAATNTTANGGACACACANANTANACTTNTNTTTGGGNACNN 
CNNGNCTGGNNTNANG>n^ANTAAANANGATNGNT^ 

TNGGGGGACCNNNANGTNCNTTT1WCCAAANTGTCNNNNTGAGAAAANTCAANCTO 

NNNCCANNTTTNCCCTCTNATNANACNCTTTTGGTNTTAANGGGANCCCCT 

CCANOStGTNNTNGANCCNNTGGNCN^ 

CAAANIWGTTACATGNTNTNTTCNTANCTCTCTNACNTTNTCANTGGGNTCN^ 
CTCNTAGCACmTNCATGTNTNTTCTANNA^ 

GGANGCNTACANAATNCGGTTCCTANNTNNAAAANNNTCNATANAATTCTNACCNNCCANCTANNTA 
TTNNTNCGAANTNTCTACGANTNANGANGNANCGACCG 



naaaagctggagctccaccgcggtggcggccgctctagaactagtggatcccccgggctgcaggaatt 

cggcacgaggcccaagtttttttttttttnaaatcccagg 

tttactganggttnttaaaatantcatnatagnanctc 

ncnttcaanncccaaaaacnaanctngnctotccgttttttttnaaagnanagnngtgn™ 
nccaaaaccaaanngntaatttaantttnnttttaaaaacttt^ 
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AAAANCCCTTTGNTTGGCCTTTAAAAANCTNCGNTTTTTTNAANCCCNCCNATTTTNAANGAA 

AANGGNAAACCGGGGAAAAAAGNCCGTTTNCCTGGTTNNNTGGGNCCCACTTW 
GNCCCTTGGGGNAATTAACGGGACTGGTTGGCATTTNGTGGGAGGGGAGGAAAAACNTTTTTTTGCCC 
AANGAAAGGAAAGGCCCAAAAACCCCNTGGAAANTTTTAAANTTTTTCCNANGGCCCGGAANCAAAA 
CCCNCCNTTTTAANCCCCCGNTTTTTTNCCCCTCAANGGGGGATTCTOAAATO 

CCTTTGGGGGGTTOCAAAAGGAAAGGGNNGGGGANNCCCCCCCNGGGGGTTTGGGGTCCCCCCCCCC 
CCCTTTTNAAAAGGNCCCAAAGGAANCCCTTTTTTTTTNCCCCNGGGCCC 

CCCCTTTNCCCCCCCCGGNNGGCCCCNTCAANGGGGNGGGGGGGGGGGGCCCCCCCAGGAAAAAAAA 
AAAAGGGNTTTAAAAAAAANGGGCCTTTTTTTCCCCCCTNNGGGGGGNC 



TTGANCACAATCTGGAGCTCCACCNCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
GAATNCNNCACNAGGCCCANCGNNNCTGTlSnWCCNNANGGCTGNGCCTTTGGGGAACTGGAANCN^ 
NNTGGGCNTTNNACM^ANGNGGNANTNACT 

NACNNTTNNCNAAACATCTGNGCTCCTOTAACTCACCNNGGNGCTNNCGGTTTNTTTTTGN^ 
GNTCKJAGAANNOiTANGCCNACC^^ 

TTNTGCNTTANAAANNNTGACTTTTTGTGNACNTTNANAATNACNACNTGCTGTNATGNCNNATATNT 
TCAAACTATGGGCTATGNGANTANTTCAAGCNNCCCGGNGAATTCCTTCNTGAATGTGGTNNCCACCC 
GCCTAAGANATGATGNAGGGGNANCNGGGNAAAAATNATCATANTCNGCAGNGTNAGAGAGGGCCC 
NITGGGTAAAATANTAATAAGAACC!NTTGNTC 

GAGAAAANAATNTTTTTTTANNGCANNCTGGTGGGGGGGGACCCCAN^ 
AGGNNNGGNGANCCTTAAAGTTTTTGGGGGANCACCCTTTTCATTGGGGCT^ 

GGGGTGTCCCAANCGNAAGGGCNCGGACNCCCCCCNCCTTTAAAACATTTNNAAAANGGACCCCGGT 

TTTOTNC^TGCCAAGTTAAACNTTAANNNTTTTITGNTCCCNGGTTTTCCACAAAAAG 

GGNNTNACCNTCNNCNTGAAANAAAGGGTTTTTANAAAAGGNGTCTTAATTTCCCCTTTCNNNG 



TTGNAANAACAANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGC 

AGGCANCAACCTCTAGAANTNACCGTTCCTGCCNCANGCTTCCAACACAGCGNGGGTCTCTCCTACTG 

CTGGAGGNCTCTGCCCTCCACATCCTCATTCTCATCCTGCTNTNCNTGGCCACTNTGGACAAGTNCTGG 

TGGACTNTACCCGGCANGGNGTCNCTGANTCTNTGGTTCGACTGCNNNTGGANTAGTGACNNCANAAC 

GTNGTCCTTOJATAACTNCACANACATCGGTTNGNTGTACACAGTACACCTCCTGNNTCAGATTGNCC 

NCATCCmTNACTCNCNTGCTNNANCNTGTTCATNCCANAANTTTN^ 

NTT(^TTOCTCATGTGCTTTTGACAAGTTCAGAGCCNGTAOTCTGAAGTCTANNGGTANTACTTATCG 
TAGGNCCATTTCnTT>TOTAACATAATNCT 

TACTGGCTATCANCCATGACNCCGGGTGGNGACTTTNTCClSrrNCGCCNCTGGACCANGGGGGNATNAT 
1WGACNCTCNCNCCNATGNAGNAATTCNNGGAAGTTATGGAACTTGTNCCNTAACCTNTNGAATNNCC 
NAANANCGAATTNCmGGNCCl^TTTNT^ 

TNTTTNTTTTNAAAAACAAATANTTAAATTTGNCTTCNCCCCNTCCGAAAAAAAAAAAAAATANNATO 

TTTTGGCNCGCCCCCCCCCCCCCNTCCGT^ 
CNTCNTNAATTTCACTCNNAAATCTCTITNTTTTTAANCNTTT^ 

CANNANNTNAANTNTCTCTTTCTNNTNTCNNGNTTACTTATACTGAACATNCATCNTTO 
TTCTNTTCCNCCANACNT 



NACAAAACTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAA 

TTCGGCACGAGGCTCCTCTCCAGCCTCCACCATGTCCATCAGGGTGACCCAGAAGTCCTACAAGGTGT 

CTACCTCTGCCCCCAGGTCCTTCAGCAGCCGCTCCTACACCAGTGGGCCCGGCTCCCGCATCAGCTCCT 

CGGCCTTTTCCCGAGTGGGCAGCAGCAGCAGCTTTCGCGGCGGCCTGGGCACCGGCATGAGCATGGCT 

GGAAGCTACGGTGGGGCCCCAGGTTTGGGGGGCATCACAGCTGTCACCGTGAACCAGAGCCTGCTGA 

GCCCCCTCAAGCTGGAGGTGGATCCCAACATCCAGGCCGTCCGCACCCAGGAGAAGGAGCAGATCAA 

GACCCTCAACAACAAATTTGCCTCCTTCATCGACAAGGTGCGGCACCTGGAGCAGCAGAACAAGGTTC 

TGGAGACCAAATGGAACCTCCTGCAGCAGCAGAAGACTGCCCGGAGCAATATAGACAACATGTTTGA 

GAGCTACATTAACAACCTCCGTCGGCAGGCTGGAAACTCTGGCCCANGAGAAGCTGAACTGGAAGTG 
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GAGCTTGGCAACATGCAGGGGCTGGTGGAGGACTTCAAGACCAAGTATGANGATGAAATCCAAAAGC 
GCACAGACATTGGAGAATGAATTTTGTCATTATTCAAAGAAAGGATGTGGGATGAAGCCTTACATTGA 
ACCAAGGTAGAGCTTGGAGTCCCCGCCTGGAANGGCITGACTTGATGAAAATCAACTTTNTACANGCA 
ACTGGTATGAAAAAGGAAAATCCCGNGANAATGCAATTTTCAAAATTTTTGGAACCCGTTCCGGGGGN 
CCCTGGGCCCTTGGGNAAAAANAAACCCGGAAACCTTGGGANCCCGGGATNGGGGAT 



AAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCG 

GCACGAGGGGGAGTTCAGTCTTCGTTCTTCTGTGTTCGCTGCTGACACCACCACTAATTGACAATGCAG 

ATCTTCGTGAAGACCTTGACCGGCAAGACCATCACCCTGGAGGTGGAGCCCAGTGACACCATCGAGAA 

CGTCAAGGCCAAGATCCAAGACAAAGAGGGCATCCCCCCAGACCAGCAGAGGCTGATCTTTGCCGGG 

AAACAGCTGGAAGATGGCCGCACCCTGTCTGACTACAACATCCAGAAAGAGTCCACTCTGCACTTGGT 

CCTGCGCTTAAGGGGAGGTGTTTTAAGTTCTCCCTTTTAAGCTTTCGATAAGTTACATTGCACTm 

TCAATAAAGTTGTTGCATTCCAAAAAAAAAAAAAAAAACCNGGGGGGGGGNCCNGGCCCCNATTNCC 

CCTTATNGGGNGNC>WrANAAN>MNN]^^ 

NNNNNNINMSINIS^^ 

NNNNNNNNNNN^ 

NNNNNNNNNNM^ 

NNKNNNNNNNNNN^ 

NNNNNNNNNNNN^ 



GCCTATAGGGAGTTGNATTACAGTGGCGGCCGCTCTAGAACTAGTGGGAATCCCCCCGGGCTGAAGGA 
ATNAAGCNT(^GCCTNTGCGTNGTCCTTCCGTTGTCCGCCAGCCGTCAATGCTCCCNTCCGCGTTGCTC 

cgccgnccgggttnggggccgccttngtnnggccagggtcccgctttttacgccaaaggntggccngt 
tgttaaagggccccttgcnggngggntcccgggaaaaaaaatgccttancntttgcnttaacccaacn 
agggtgttttttaaanaagcgccaaacntccgcnaggg 

ttggaatccttnaaaccnatgngcccnttttggangtcntgnggasiaggcnatanttggggcccacct 
tgangnnggcccccactnnacaaatactttngaagantaggggncntntgacaaaagaaaaatggaa 
gactnctnngaanaaaaaanntgnnattgaaagaaactc^ 

ggggggnaaaaaaaaaanacanttnttggaaaaangccacaaggcnggntcttgttgggggggcaa 

AAAAAACGAAGCCCNCTTGGGGGNTANAAAAAACAAAANCCCANNATGGGNCGCCCAANGGAGNTT 
CTTTNANAAAAANNTTNTTGGGAANTAGGGGGGNTTCCNTNCNAAANAACTTGGCCCAGGGTAANAA 
AAANCCNGGGCCNCGATNCTTGAGAAAANGGTTGGGCCnTGGNAAAAAAAAAAACCCAACCTTCCCA 
ATGGGNCGCCNNCNNTACCNANNGGATTCCTTCCCCCCNNGAAANACTGTNCTNNTAAAATAAANCC 

CCCTTTTTNANTTAAAAAAAACANCNNCTAGAAA 
TTNGANGNANAAATNTAJWAACAACITTC 

T 



GGNNNANGGGNGCGCGNACGTCAGCCACCCNCNNNCCNTTNNAGCCCNATAGTGGANGTCCGTATTA 
ACAAAI^ATTACANNNNNCCCCCNGTNTNCCN(^CCCCGTCNCTGCCTCCCCTCCCTCCACCCCNCT 

TTNNTCCNTNCGCCCNCCCCOTOTGN^ 

AN<^CTTCT(^GNACNNCACGGNNrc 

CCNNTTNNNJNTTNGTNTNAN^ 

CNNCCCCNNTNTATCTT<^CNTC^ 

CGNCCCCNCCGTCTNATNCTCNTCT^^ 

GNCCAGCNGGCTCNTATNANT>WCCCISriSrNCCGNCNGCCCGGCTa^ 

GCNCCNCTTCNCGNCACCCCGCTCCNNNTGGTGNCTTNCTCNCGGGGGGGGGGGCCCCCGACTTTTCA 
CCTTCCGGGGGGTCGCCTCGNCNGCNNANNNCM^GCNCTACTGNNTSTNCCCNCNACCCN^ 
TGCANCTC^CNNTCCAATNTCCGGNGCCCNCGANGCGNGCGNCNNCGCCTGGTGTGTNGCCNCCTCG 
CGNCCOSfTCTNACCTNCNANCTCNGGTTTCCTCTaSfNCCNaSfN^ 
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CTTCGGNGCNNCNNCCCCGCCCNTCC^CTC^CCOTCTOCTTCAGTCCCGTTNCCNGCCGCCANAAGA 

NGCNGTGAGCNCCTOCTCNCCTCTNCNNCTCNGTNNCCTTATGCTCNTTNNCCTNCO^ANCNNCCNC 

GGCGNNG>mNCNNCGACNANNACTNTTTTACANTWCNGANTTTCCGNGAGGNANNNCTCACTNCCN 

NTCCNNNTCTNCGCCGNGCTCTTNCCNNCGCNTATNCNCNGCNNTNTCCATGCTCCGCNCTACCCGCG 

CGCTOCACCCATCCGNNGCGCmCTCGCCGNCmfCCTCGTCGNCCNTCCCGNCGNCGCrTNTNTNTN 

(^CTNTCCNCTNCGCGACGINCGNCTWTGCNGTCCACGCTCTGACCGCTCTCTTACNNGTGCGCGCN 

CANNGCGCACATNCACGGGTCCAGNGCCTAGTNCGNGCNTNCGCNCNTCTNCCGCGCNCGTCACNNA 

CGGCGCN(^CTCTTANNCCTNCANCCGCTACGTTNGCGCCCTCTNCGTTCGCQ^CTTACTCGTCCCG 

TTTOAGCCTATANGGAGNNGNATNACAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 

GAAANAAACACTGGAGTGGGTTGCCATTTCCTTCTCCAATGCATGAAAGTGAAAAATAAAGTTGCTTA 

TCCGTTCAGCCGNGTCCAACTNTNGNCNACNCCNTNANTTNTANCCCNCCAGGNTCNTCCGTCCNTGG 

AAMSnSTAAANTNCNNGCNGTTANTCaSfNTNAAAAGGNCCCCNGNCC^ 

NAAAGNACAAGGNGNANNNTSWCNTTAANNTCNTTTNNACNANNGCOT 

ACCTTNANTGGTTGGAAT(^TTTAAGTTAAGNATTAANCCAANCTNGTTTTCTTNGGCNTGGAAACGG 

CACATGAGAAATAAAACCCTTAATGNGGGGANACCAATCCATGTGTGGAACCACTGTGACATAGAAA 

NTCTGGCACACACACCAGCATGANAACCCANTGNGGCANNNTGTNANACAAANNCTGTGCCCATGTG 

CC(^CAGTCNCACC^ATGNNNATTNTGCACAAAAAAGGGNGTGTTNAACCCCNNTGATTTGGGGGG 

NCTNGGTATACACCANTANNTCTTNNNACAAAl^ATATTTTGGTGGNGAAGNGNACAGGGGGTTTCTT 

ATATAATGGTGNAATTTTTCGAAGAATTAATACCGNTGAATNGGNGAATAAAATNTTATGNGTTTTAT 



CGTTmGGNGGAATNTTNGGGGGGGTTAACCTTNGGNAAAAAAAAAAAAATTCNAAAAAAGNGNTTN 
NNNGCGGGNAAAAAACCTTTTTCCAAAAAAGGNNGAAAN 

TTTNAGCCTATANGGAGNNGNATNACAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 

GAAANAAACACTGGAGTGGGTTGCCATTTCCTTCTCCAATGCATGAAAGTGAAAAATAAAGTTGCTTA 

TCCGTTCAGCCGNGTCCAACTNTNGNCNACNCCNTNANTTNTANCCCNCCAGGNTCNTCCGTCCNTGG 

AANNNAAANTOC^GCNGTTANTCC^TNAAAAGGNCCCCNGNCCANNCTTNGANTOTGGTWNNAN 

NAAAGNACAAGGNGNANNNNNOS[TTAANNTCNTTTNNACNANNGCNTCNW 

ACCTTNANTGGTTGGAATCNTTTAAGTTAAGNATTAANCCAANCTNGTTTTCTTNGGCNTGGAAACGG 

CACATGAGAAATAAAACCCTTAATGNGGGGANACCAATCCATGTGTGGAACCACTGTGACATAGAAA 

NTCTGGCACACACACCAGCATGANAACCCANTGNGGCANNNTGTNANACAAANNCTGTGCCCATGTG 

CCCNCAGTCNCACC^ATGNNNATTNTGCACAAAAAAGGGNGTGTTNAACCCO^GATTTGGGGGG 

NCTNGGTATACACCANTANNTCTTNNNACAAANNATATTTTGGTGGNGAAGNGNACAGGGGGTT^ 

ATATAATGGTGNAATTTTTCGAAGAATTAATACCGNTGAATNGGNGAATAAAATNTTATGNGTTTTAT 



GGCCCCCCNCNNGNNTTTTNAAAAAANNTTT/ 
CGTTTNGGNGGAATNTTNGGGGGGGTTAACCTTNGGNAAAAAAAAAAAAATTCNAAAAAAGNGNTTN 

NNNGCGGGNAAAAAACCTTTTTCCAAAAAAGGNNGAAAN 



CAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATT 

CGGCACGAGGGCCAGACGAGCGAAGGCAGGAACCGTGGNCGTCGGTTTTTTCGTTGGCCCCGCNAAN 

NCCCNTTT^^GCAANNANGGNCACCGTCCNTAAANCCCGCAGGNNTTTNTGTANAAGGNGNGGAAG 

GCTTCACCCT^CAANGGGNCCCAGTTTANNAGGGCCAAAAlSrmCCTTGTTTNCCCAGGNAAGGAGG 

CNTTTTGNTCGGAANCAAAGNGGTTNCGGNGGCCAACCCAANCCATTTTTCCGGAGAAAGGTTA^ 

CCCCAAAAGAATCGGCTTAAACTTGGATNCCTTGAGCCCCACTNGNAAATCCAAAAGGTGCTTGCCNT 

TTAAAAGNGCCAGCNTTTTTGACTTTGAGGAAATAAAAAAANAAANGGCCCAGTGATTCNNNTCTTAG 

CTITTGGATTCNTTTTTTCTTlSrrGTTTTGAGAAA^ 

GAATTAATACCCGCGATTTTTCTACTTAAAAAAAAAAAAAAAAAAAACTTGGGGGGGGGCCCGGGCC 

CCAATTNCCCCTTTGGGGGGGNNNTTAJ^JNNNNN^^ 

NNXNNNNNNNNNNNW 
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NNNNNNNNNNNN^ 
NNNNNN 



ANCAAANCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGTTTG 

COTCTNATGGNTNATGCTTGNTGTNCNCANCACTCWCNCTCTGTCTANGGO^NNGACCNNCNGCNG 

NCGNAANGCCACNATGTCCATCCTGAAGGANCACGCNNGATANANTTNTNNCTCTCGTGGGAATCCC 

ACCGACGNGGTTGATCTCTNCACACGCTAAAGGTCAATGCNTAGNTGNTGTGCCCAANGGATGCTTCA 

TCTTGGAANGTATGANGCCCTGGGGCTCCGGAACANTGATAAGACTCTCTNCATGGGAAAAGGTGTNT 

AAAGGGNTGACGACCTCATCANNAAAANAATOGCCCCTGCCTTGNNTANCAAAAAGNTNAACCNNAT 

GANGCAGGANAAAATCCCAACCTTANNATAAACTGGATGGCACANAAAATATTNTTGGGGTGCNANC 

GCNATCCTGNCGTGCCCTGGNTATTTTAANGGCTGCAGCTNCGAAAAAGGGGGGCCCCTTTACCNCCC 

ATCCCCCACTTTNNTTGCAATGCTTAACGNCATCCTGC^ 

GGNCTOTNANGCTTGNAACCANATTGGGCOTGCAAGGGGTTTATGNAGCCTTTCCTGTTGGGGGACN 
AAANANTTTCCNGCNAGGGCCTTGCCCCACCCGGAACCTNAAGTTTTTAACCAAAAGCCTGGGAAAAA 
GGCCNTTNATNGNGKjNAAAAAGGGGGGGANGGGCTTTCCCACCAAACGGGGGGNAAAAANNANNNC 
NGGTTTTTTGNCCCCNAAAATTTCNGGGNAAAAAC^ 

AAANTGGCCCNCCCNNAAAAAGGGNGGGGTTTCCCCTGGCCCCAAGGGCCCCCAAAAAGGGGGNAAN 
GGGGGGNAAAANGTGGACCTTTTGGANNNNTTCAANGGGCCCGNGGNCAAANAANGGAACCCN 



TNNNNNAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCA 

GGAATTCGGCACGAGGGTTTGGAGTTTGCTGTGTCTGTATTCANTAAGCAGATACTATTTATTTAGGTT 

GGTGTAAAGGTAATTACAGTTTTGCATTGTTGAATTTTGCCATTTGATATTGAAATACATTCTTAAATA 

AATGAAGTTATGTTTTGAAAGTGCAAGTGTTAGTCACTCAGTTGTGTCTGACTCTTTGTGATCCCATGG 

GCTGTAGCCTGCCAGGCTCCTCTGTCCATTGGATTATCCAGGAAGAATACTGGAGTGGGTTGCCATTCC 

CTTCCCCAGGGGATCTTCCTGACCCAGGGATTGAACCCATATCTCCTGCTTTGCAGGCAGATTCTTTAC 

TGTCTGAGCCACCAGGGAAGCCCGAGGTTACGTTTTACATCATTTTAATGCACATTTCTCACTTTATGT 

ATTGAACGATTTTCTTATTTGAGTTCAAAATAAGNCNTAANTCANCAGAAACAACTANCCACATCAGT 
GACNCTTITGACCCAGGACTGNTAACAAACATCCGGGCANTAACCCGTTCAGGAAGCTTTTTNAANGA 
AACCAANAGCTTTTACAATGGAGGGNGGCAGAAACCTGGCCCNTNAAAAATTGGNCAGGGACCAACT 
GGGGAACCCNCCCGGNGGGACTTGAACCNTTTACCAGNTTCCCTNGNNAAAGNNGCCCAAAAAAACT 

NCCNAAAAACCGGGGGGCCCNCTTTGAGACCCCCCCCGCNAAAAAAAAACCTITITITI^ 
ATCC 



TTNNACAAANCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGA 

ATTCGGCACGAGGCACCAGCCCAGGCTTGGACAATGGGTGGGGACATGTTCAACGCCAGGTTCATTCG 

AAACTTGCATGAACGTCGCAGCACCAGGCCTTGGTGACCGCAGCCCCCTCTCACACCTTCAAAATCAT 

TATTATTTCTATCTCACACAGGACTTAGTCAAAGCTTGCCCTCGCCGTGTATGTATTCATTCATTCATTT 

ATTCATTCTACAGGCTTTTTTTTTTA 

TAAAGTATTTTTTACCACGAGAAAAAAAAAAAAAAAAACNTGGGGGGGGGNCCNGGNCCCNANTTCC 

CCNTNNNGGGNGNNGTTTNANANN^^ 

NACCANNNNNNl^NNNNNN^ 

NNNNNNNN>MNNNNN^^ 

NNNNNNNNNNN>MNNW 

NNNNNNNNNN>n^JNNN^ 

N]S^SIN]^M^MNNN]SINNN]^^ 

NNNNNNNNNNNN1SITW 
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GCCNTATNTGGAGCTNNATNNCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCTT 

CTCTGGTCTCCNGGTCCCCCCGGCCCTCCCGGCTCTCCTGGTGAGCAAGGTCCTTCCGGAGCCTCTGGT 

CCTGCTGGTCCCCGCGGTCCCCCTGGCTCTGCTGGTTCTCCCGGCAAAGATGGACTCAATGGTCTCCCA 

GGCCCCATCGGTCCCCCTGGGCCTCGAGGTCGCACTGGTGATGCTGGTCCTGCTGGTCCTCCCGGCCCT 

CCTGGACCCCCTGGTCCCCCAGGTCCTCCCAGCGGCGGCTACGACTTGAGCTTCCTGCCCCAGCCACCT 

CAAGAGAAGGCTCACGATGGTGGCCGCTACTACCGGGCTGATGATGCCAATGTGGTCCGTGACCGTGA 

CCTCGAGGTGGACACCACCCTCAAGAGCCTGAGCCAGCAGATCGAGAACATCCGGAGCCCTGAAGGC 

AGCCCGCAAGAACCCCGCCCGCACCTGCCGTGACCTCAAGATGTGCCACTCTGACTGGAAGAGCGGA 

GAATACTGGATTGACCCCAACCAAGGCTGCAACCTGGATGCCATTAAGGTCTTCTGCAACATGGGAAA 

CCGGTGAGACCTGTGTATACCCCACTCAGCCCAGCGTGGCCCAAGAAGAACTGGTATATCAGCAAGAA 

CCCCAAGGAAAAAGAGGCACGTCTGGGACCGGCGNAGACATGACCCGGCGGATTCANTTTCGAATAT 

GGCGGGCAGGGGGTCCGATCCTTGGCGAATGTGGCCATTCAACNTGANCTTTTCTTGCGCCTTGAATG 

TTCAACCGAAGGCCTCCCCAAAAAATTTCACCCTACCACTTGNAAGNAACAAAGNNNGGCCCTAAATT 

GGACCAACAANACTNGGCAANCTTTAAANAAGGGCCTNGTTTCTTCCAGGGGTTCCAACGNAAANTC 

AAAAACCGGGCCGAGGGCAANAAGCCCGNTTTTAACCTTAAGGGTTAACCTAANNANGGGTTGACNN 

AATCNNT 



TTTAAGNCCTATAGTGNNGTCGTATTACAGNGGCGGCCCGCTCTAGAACTAGNGGGATCCCCCGGCTT 
GCAGNAATTOGGNACGAGGCTTTTTTTCCGCCTGGNTATCCGAATGGGCCCTGCTTTATATCACACTOT 
GCNTAGGCKjTTCCNGATGAOTGGCAAACCCCCCTTGTTTO^ 

l^GNCAAAANCCTTGNNTTNAGNNANNTTGGACCGGGACACAAANAGGNGCNNTTOGNANNCGGG 
NGNGTbWTTCCCCNACNGGCNTATAGGN>^G 

NNGCTCTNNAAAANAANATGTNC>WGGGGTCTANATTTTTNTNAAAAGGGGCACTTNTACC 
CTTTTGNCTTTTTACACCAGNGNCAANNGNAN^ 

NTCNTNTNNTNCTTGTGCCNAAGGNGGGGAAANANGNTTTATTTCNNNGGNCCNCCAAAA 

AAAAAANGNGGGGGNClOTTCT^mTNNANNGTOTTNCGGNGNGAGAAACNTATGTCCCCTAGAANT 

ATTACTNGANANGGANNTNCThT^ANTCAGCTCNTNCAANNCTNGTTAANANNGTGGNNAG 

NANATNCCCTAGGGNCNTANCCANGNGTATGNGATNCANNCTTGNCTNGACTNTCCCNCANTNNACG 

GGANNCTNAGAAANNANAANCTNTCGTGNCCCTOGCTCGCGCNNTATTANGNNNTCTANNNNCGGAG 

CCCTTCCCNCMTNTTTNTCNAGNCGTTCCNCTTNTTNNTAACTNNA 

ACCTNTTNTTTTNTNTTTTATGNCACNCTNNN^ 

CNNCCCTCCCTTNCMIINNTOT 

ATTACCNISTITSIGNNGCNNNTGCCTCN^ 

TANNACANCATNGAGTACGNCATTTTNAATCTCTTCGGATNNCNANTACGNNTATCTTO 
NNTCTNGGGCNNACTCNGCCC 



TGC^GNGNWflvINGCCANNT^^ 

GANTACACTNCNAAANCGGNGGGGTACCCCCNGANTTGCNCTNATNTTTCTNCTTTTOTNCTTCTNTTT 
CNCNTNT<^TACGCNTCCTNCNGTGGNTOCT^ 

CHNCCTTNNNCNNACCTCTTTNCCTTGNCGNTNCATTNTCCCCTGT^ 

NNCTCCNGNNNGTNNGCNAGCGNNCCGTNNCNTT^CCCCTCTNTNTNATNGTTGGNCTCGGCNCGNCN 

GCCNTTGTNTTCTTTNATNNTCCTGCNCCCNATGNNTGCNTTNNTTNN 

NC^CCNTNTTNTTTTANTNTTTGTOT 

NAGNCATNCNATNNNTCTNTCTNC^ATN^ 

GCNCCCCTNCCCGTCNNGTNOTTCTTTTTNTTNNGNNGCG 

TCTNGCCATNNGNNNANNCNTTTTOSfTNGNNNNTTGCNN^^ 

NGCGGTChWANANNNGCCNGCNNTCTC 

NTGNGNNTNCHNNNNC^GGNNNNGNNGCNCN^ 

TTTTCNNGTNNCGNCCNTCTTCTATCGNNNGNCGTNNATATGNCCNTTNNNTC^ 

C^GNCTCNCNTCNNNCTGGTTTTNTCTTNCCCTCCNCCNCTCCCTTCACCNTCTATTT 

CCNGTTACCNCGCTTCGNNCTGCANGCAACTC^ 

NATCNGNGOTCTCCCNGGNTTTTNCAOSICT^ 

TNGCATCNTTTGNT^CTANTNATGGCCANTNTC^ 

TCACATATTTCTNCTTTTCTGTTTNTCTTCGCGCTO 
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TNNTTATCNCGTCNTTCniS[NNTCATNNCTCTNGNNTCGNCNACATCT 
CGNNCNCNCCC 



TTNAGCCTATNTGGAGCTNCANCNCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGCCTGNAGG 
AATTCGGCACGAGGCTCCCCCCTCCCCCCGAGCGCCGCTCTGGCCCGCACTGCGCTCGCCCTGAGCTCC 

ggcctcntgttaanccagcnccgttgncncntc 

nnttacccttnacaaaangtnntccnnctttnncaaaatccgganggncnngnccggcntgnn™ 

AAGGGGNAGGGAAAAANGGNNATTAGNNCAAAGGNNAQW^ 

NOTCNGTTNAAGGCCCNAAGGCCAANNGGCNCCAAAGNCACANNATTCTGTGGTGTOATATTTGATT 
AGACCCATCNNTTG^GGAAACCAGNTNCACAAAANACNTCNACAANATGCATTCAGANNTCANGTG 
ATNTCTCTCAGGGGNACTNTTGGAANACAGACCCANAGAGNGTAACCCTTTNTGNNACGGGNNGTGN 
AANANANAAANCNCATACTTTNTTATTTNAAAA 

NNCANGGGGGTGGGNGGTNCTNTGGACNCNACCGAGGAANGGNGTGCCCCNTATATATNATTTTTTAT 

GANGGNGGTTTAGAAGGTGGAAATNTGTCNAANTGNGNGGTTCTTTTGATNANANACCTGTGNCATA 

ANAGGGNGGGGNCTGCTNTTTTTTCCCCCACCANCACGANTTNTTAAAAAAGGGNCTGATGGTGTCTT 

CNGCCTCTTTTTTTTTTTTTTACAACCGTTTTNTTTITNGGGGGNGGCTT^ 

NTTTNTGGTTGGTTAAAAAAAAAAAAACCCCTNTTTTACCTTTTTGAGGAAA 



TTNAGCCTATNTGGAGCTNCANCNCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGCCTGNAGG 

AATTCGGCACGAGGCTCCCCCCTCCCCCCGAGCGCCGCTCTGGCCCGCACTGCGCTCGCCCTGAGCTCC 

GGCCTCNTGTTAANCCAGCNCCGTTGNCNCOT 

NNTTACCCTTNACAAAANGTNNTCCNN^ 

AAGGGGNAGGGAAAAANGGNNATTAGNNCAAAGGNNA(^TNANNANNTNCTTONTNGTGGNAANN 
NCNTCNGTTNAAGGCCC^AAGGCCAANNGGCNCCAAAGNCACANNATTCTGTGGTGTNATATTTGATT 
AGACCCATCNNTTGCNGGAAACCAGNTNCACAAAANACNTCNACAANATGCATTCAGANNTCANGTG 
ATNTCTCTCAGGGGNACTNTTGGAANACAGACCCANAGAGNGTAACCCTTTNTGNNACGGGNNGTGN 

AANANANAAANCNCATACTTTNTTATTTNA^ 

NNCANGGGGGTGGGNGGTNCTNTGGACNC^ACCGAGGAANGGNGTGCCCCNTATATATNATTTTTTAT 

GANGGNGGTITAGAAGGTGGAAATOTGTCNAANTGNGNGGTTCTTTTGATNANANACCTGTGNCATA 

ANAGGGNGGGGNCTGCTNTTTTTTCCCCCACCANCACGANTTNTTAAAAAAGGGNCTGATGGTGTCTT 

CNGCCTCTTTTTTTTTTTTTTACAA 

NTTTNTGGTTGGTTAAAAAAAAAAAAACCCCTOTTTTACCTTTTTGAGGAAA 



CAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATT 

CGGCACGAGGGCGAGACGAGCGAGGCAGGAACGTGGACGTCGGGTCTNTCGTTTGCACCGCGAAGAC 

ACCTCTNCTGCAAAGATGGTCAACGTNCCTAAANCCCGCAGGANTTTNTGTAANAAGNGTGGAANGCT 

TCANCCTCKCAAAGTGNCCCAGTTTANGANGGGCAAANATTCCNTGTTTNCCCAGGNAAAGAGGCGCT 

TTGATCGGAAGCAAAGTGGNTNCGGGGGCCAANCCAAGCCATTTTTCCGGAANAAGGCTAAANCCCC 

CAANAAAATCGGGCTGNAACTTGAATGCGTTGGNCCCAACTTGCAAATCCAAAAGGATGCTGGCCNTT 

AAAAGGGGCAAGCTTTTTGAACTTGGAGGAAATAAAAANANAAAGGGCCAAGGGATCCANTTNTAAG 

CTTNGGGATTCTTTTGGNCTTAAGGTTTGANAAAAAAATGTTGAAGTTNCCNAAAAATTGCCTGAATG 

ANAATAAATNCCGNGATNTTCCTTCTTAAAAAAAAAAAAAAAAAAAAAACTTNGGGGGGGGGCCCGG 

GCCCCCAATTTCCCCITTAGGGGGGNNNNTO^ 

l^TNNNNNNNNN^ 

NNNNNNNNNNN^ 
NNNNNNNNNNlSnSINNNNNNN^ 



GGGGTTNAAAAAGCTGGACTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 

GCGCGCCCTGAGCTGCAGACCGACCTAGAGCCCCCGCCCCTGCCCGACTGCTCACCCGCCGCCGCCAT 

GCCCTTCTCCAATAGCCACAACACGCTGAAGCTGCGCTTCCCGGCCGAAGATGAGTTCCCCGACCTCA 
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GCGGCCACAACAACCACATGGCCAAGGTGCTGACCCCCGAGCTGTACGCCGAGCTGCGCGCTAAGAG 

CACTCCGAGCGGCTTCACGGTGGACGACGTCATCCAGACCGGCGTGGACAACCCAGGCCACCCCTATA 

TCATGACCGTGGGCTGTGTGGCCGGCGATGAGGAGTCGTACGACGTGTTCAAAGAGCTCTTTGACCCC 

ATCATCGAGGACCGGCACGGAGGCTATAAGCCCACCGACGAGCACAAGACCGACCTCAACCCCGACA 

ACCTGCAGGGCGGCGACGACCTGGATCCCAACTACGTGCTGAGCTCGCGGGTGCGCACGGGCCGNAA 

CATCCGCGGGNTTTTTGCCTCCCCCCGCATTGAAGCCGNGGGGAAGCGCCGGGCCATCGANAAGCTCG 

CCGTCNAAGCCCTGTCGAGCCTTGGACGGNGAACCTGGGNGGGGANGTACTATGGCGCTTCAAAAGC 

CTTGACGGAGGGNGGAGCAACAAGCAAGNTTATCGACNACCACTTTCNTTTTTGAANAAANCCCGNGT 

CGGCCCCTTGGTGGTTGGNTTTTGGGCATTGGGCCCCGGGAANTGGGCCCGAACNCCCCGNGGGGATT 

TTNGGNATTNAACGAAAAAATAAAAACCCTTTCTTGGGGGGGGGATNNAACCAANGGANGGGACCAT 

TTTTGGGGGGGTTATTTTTCCATTGCNAAAANGGGGGGGCNAAAATTGNAANGGNGGGNGGTTCAAA 

CNCCTTTTTGGGAAAGGGGCCTrAACCCNAAAATGGNAAAACCCNTTTTN 



AAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGANTN 

CNNCCCTNGGNGACAAACCCGATNTGGCTGANATTGAGANGNNCGATAAGTCNAAATTGAAGAANAC 

GGANACGCAAGAGAAAAATCCACTGCCTTCGAAAGAAACGATTGANCAGGAGAAGCAAGCAGGCGA 

GTCGTAATGAAGCGTGCGCCGCCAGTATGCACTGTACATTCCACAAGCATTGCCTTCTTATTTTACTTC 

TmAGCTGNC^AACTTTGTAAGATGCAAAGAGGTTGGATCGAGTTTAAATGACTGTGCTACCCCTTTT 

CACATCAAAGANTGGAGAACTACTGACANCGTAGGCCGCGCNTGCCTCTCCCATCTGCTTGTGTGGCT 

GGCAGGGAAGGAAAAGAACTTGCATGTTGGTGAAGGAGGANNCTGGNTGNTACNACAGNGAAATCTA 

TGTTGTTCAAATGATTTTANTTNTTGGAATGCACATTTTTTTTNTTO 

TGAAAAAAAAAAAAAAAAAAAAATTTGGGGGGGGGGCNGGGNCCCNATTCCCCCTTNTAGGGGGGN 

NNNNNNNNANNNNNNAM^^ 

]\]NNNNNNNNNNNNlSn^^ 

NN^flsjNNNNNNNNN^^ 

NNNNTNNNNNNNNNNNN^ 

NNNNlsnSINNNNNNN^ 



TTNNACAAAACTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGA 

ATTCGGCACGAGGCCGAGGTCGCACGCGCGAGGCTGCTCTGCCGCCGCTGAGATGCGTTACGTTGCCT 

CCTACTTGTTGGCCGCCCTCGGGGGCAACTCCTCCCCCAGCGCCAAGGACATCAAAAAGATCCTGGAC 

AGCGTGGGCATCGAGGCAGACGACGATCGGCTCAACAAGGTCATCAGTGAGCTCCACGGAAAGAACA 

TCGAGGACGTCATTGCTCAGGGTATCGGCAAGCTGGCCAGTGTGCCGGCTGGTGGGGCTGTGGCCGTC 

TCCGCTGCCCCAGGATCGGCAGCACCCGCTGCGGGTTCTGCTCCAGCCGCAGCAGAGGAGAAGAAGG 

AGGAGAAGAAGGAAGAGTCGGAGGAGTCAGATGATGACATGGGCTTCGGCTTGTTTGACTAGAGTCC 

CGCTCCCCTGCAAATAAAACCCTTTTTATGTAAAAAAAAAAAAAAAAAAAAAANTNGGGGGGGGGCC 

CGGNNCCCAATTCNCCCTATGGGGNGTCGNTTNNCAN^ 

NNNNNNNNNNNNNNNISR^^ 

NN^n^JNNNNNNNNNN^^ 

NNNNNNNNN 



nnggntnannaatcntncatocannnn^^ 

CCCCCCNCCCCCCCWCAANGGGGGGTOACNCGTATGTTCCCCCNCTTTNAGCCNCATTACGAACNNN 
CTCTCNCCNTCTCCATTNCTCACNAATACCTTGTTTNNNTCTTNCTTTTAAC(^TTCCNNCCTCATCTCT 
TNTITCATNTTCATTCATCATATCANTNNNTTCNCCNATGAANTGTCACTCTACTCTOCNCACTT^ 

CTTTTTNAACTNNNNATANCTNNNT^ 
NANGTCTANNCACNNTNNGGGATANGNNNTGANAGN 

NANCTTANTANANCTAGTNTTACTTNCTAATCTCNNCTNNAATCNNACTTGCACGNANCCCTNGNAGC 
TANNNCNGNNNNTNANTGTN^ 
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ACT^GI^GAATNNANTTTGNNTNNAANATNNAN^ 

TANGNNAGGGNCAANNACTTACNTANCTTCCCCGTTmANANGAAANNNTTNGNNATGCNNCGNCTA 

TNNANNCNATNNGNGANTCANNNNNNTAANTNANNCNNGGNCNNNNNCCA^ 

ATTATNCTNNNANGC^ANTGANCCGNNAACNGACGANTTC^ 

NNNNGGNTANATATGCANTNGCNACM4AAGCTNCGNGANNNCCANNTTNTTANANAGTNTTNGTGNA 
NNTCANGNTNGGNNNCACTCNAANTANNACGTGTGCGNN(^TGNCTGCAAGGACNTCNTAGNATTAA 
NGM^GNGTGACNAACACNNTKATGTGANCANAGCTNTAC^mNAGTTTCNTNTGNANACNNTGCTO 

nctgcganatngagtocgncnngtcnatantngtcnnn^ 

ctcatnnnnagtanttnncctcanncncntnaacntgaaatatnc^cngtngctccttcancatgtc 
cntgantgancnctatgnngncnanncagnntcnncgannatgtnctcnncgancagcatoantacn 

TTNANNACNTAAGNTATATKTCACNTANNNNATCGNCAATGTGCCNTANTAGAGNNGCGTANNTNNG 

AGTCNTANNTNTACACATANNNTANNNNNTTGGCANNACACGATCCTGTTAOTAGTAANNNC™ 

CNTNCOTGTNTATGACGTTACCCNTGNGATCTGTAGTGNTTNNGCATCGNGTNATGTTNATGNGNNAN 

NNTATNNCTNCHATNTTCNCACTNTNNTA 

NGNACTNANCCNNCCGATNTNTNNTACTbOTTGANTATCTCTATClSlNTGNTN 
ATNNNTGNANACATGNCTATNA(^GANTGNATTAAATNTCTNNCNNCG 



TTTANCNCNNNNAGGNNl^CNNTTTTNNAN^ 

CTGGAAAGGANTCCANGNGGTCATACCCANGGTTGGNAGATGAANGGTTATTCAGGNTGCCCGNNNC 

TrCTGTCNACGAGCCNANTCCTTGGNCAACAAAATGANNTTTNAGGACNTGGTTNAGGCAANCCANCA 

NNNTCAACAAATGGCCATCCCCGNAAAGNGAAAAGGGCNANAACTCTTTTCTGCTTAANTTAANCTTT 

agm^aancccacatngctcn™ccccnanggggnaanctg^ 
nggggnacctnattcnaanatgtntctaccggnnnaaaaattttttttttaaanaaanctnt^ 

^cccntnttncaaaaaaaangcttagattataatcot^^ 
nannctctngnttgttaagaantnnnanaa^ 

ggnggtcnctc^cnnntnnm^ggcggnggganatatanacnanccnnnacatcgccmwtntct 

TNNGAAATNNGNNCNCTTNCCNTCTNTTNNTT^ 
TNNbWTTNNNANNNNA 

TCNNATATOWTCNGNACATNTAAATCTT^ 

TITC^CNANANGNNANCTNTimTOATNTTTTNTTAANACTCTNGNCNANTAATC^^ 
CCNCATNACAGCCTNCTCNANATCNCGNTNACATANANTGANACTTGTANTNCNCATGAANTGNANNT 

CNNCANTANATTCATATNNTTAANTTC^^ 

NTO^CTNTANNTNATCTACANCGTNANNACTTTCCTANTAANNCATTNNANC^CCTAANNTCACGN 
CNANGANTAGTTNCCNCNACNNTCCC 



GGTCNNANNNAGGGNNNTANNCAGNCCMTCANNNNNNNNNNN^ 

TACGGTATTTAACAAACGTNATTACCANNTACANNNNNNNCGGCGNCTATNACCTGC>WTOCTCTCAC 

TNTNCCACCCCCACTCCCNCCTACNTNNNTTNTNTNTC^ 

NTTNGGCGGNGNTCCTCCNTTCTCNCTCCTCNCCT^ 

NWrCTTNTNCTNCTCNTNNT^ 

NTTNCTCCT^CTOTCCACCNNTCTTCCCCCTCGNCATTCTNCTCCTNCTTCCTCCTTTCTATTOTCNGN 
CCCCCNNNCNCCTTTACTNNACTATTTCNNTN^ 

™attccccg>^ctgcccgcc^cc>otcc^ccttncncgtnctcctgtanntnttgnccckcnatt 

NCCCCCTCTTTNNCCCNTCATCTCCC^CCCCCTWm^ 
CCGTTCTOCNCCNCCANNCCTNCCNNNTNTC^^ 
NCNACCCNTCCCCTCGNTGCCCNC^CCNACC^ 
CTANTCTCTTCNTTNTC^CNNCOTC^GCCN^^ 

GCCNTCCATACTTCNCC^CNNCNGCANCNGCCACTTCCATCTOCTNCNNTCNTCCNNTTTCCGCGANTC 

TACANCTTCACTCNACACTCCCCNCNTTCNNCNNCNNTCTCGCTCCACCNCACGCCNTGANTNTGNAC 

NNCNCTACCTCC^CGCTNCACCCNTCNCNCCAGCNC^CTCKrCNCTCNT(^CTTCATCTCNCCNCCTAC 

nccc<^tncnatniwctcccnctcgnnngcnat™cnanctttcntcannctctctntcccatgctaa 

ACC^CCTCNNCTCNCNTATCNNTCCGCTTCTCOTCCNCTCCNCTNTCCGNTCGTGNTCCCCNNNCGCN 
TCNCCTCCCGNCNTNCTNANCCTTCGTCNaWGCTCANCCNCTTACTNNCTNTNNTTCATATCNTCATC 
TNACCGNNN^GCATCTNNTCTTCTNNCATNTACTTCTATNNCCNCCACCGNTATTCTCCNCCCACAGN 
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NCNCNTACTCTCACNNNCTTNTCTCACATCTCTCGATCNNCTNCNCCTCACCGCGCNCTGCCACGCNNT 
CCTCNGNCCTCTTCTTACCCGCCNTCTACANTCGACTCTTCGCCCCATCTGTCTCNCTCTACCCTCTACT 

CCTACNNTOTNNCANTGTATCTNCTC^^ 

TCTCTANNCCTCTANAGTCCTOTCTCNTNGCNTCCNACNTCCCTNNNCTCTOCNTGCTCCCATCGAAT 
NNNCGNNNNTANCAACCCCCCGNNNTNATTCGCG 



TTTGAGCCACCATNGGGAGNNGCNTTACAGTGNNGGCCGCTCTAGANCTAGNGGATCCCTCGGGCTGC 

AGGAAATTNCAGCACGAGGNCAATTNTGNTTCACCANCAGCTCTACTGNAGCCNNGGCGATAAAATT 

CGGCCAGGGTTCTCGNTCTTGCCGNCTCTGCTCCAACCGGCACGGTCTGATCCGGAAATACGGCCTCA 

ATATGTGCCGCCAGTGTTNTCCGCCAGTATGCAAAGGACATCNGNCTTCNTTAAGGTACGCTGGCGNA 

CGCCATGGNCTCCTGTTNCAGGANAGGGNCNACAANCCGGNAGNTCGGCGTCCGNGNTTGATTCAGN 

GCCGTTCATCTCTTTCAGCTAAGCNGGGCNTCTTNCTTTGTAAGNCGGACAACAACAGCNGANAGGCT 

CGNCAGNCATCTTAATAGGANTTGAGGGGGANNGTGAAGGCTNTGNAAAANGTAGATNTTCNTAATA 

CCmTITACCCATNTCTGNNAGNTGTAGGTAGCTATATGTAACNGTAGGATANACNTTNCTTTTOCCGA 

ANTCCNTTONACATGAAAACNTTAAAT(^CCTAATCATATCCTTNGTNAANTTTNNCGNCAAAATA^ 

NTGCCCTCTGAACCGGCTTGCCCTTGAACNTAACCTGAANNAATGGTCAATGTNCCTCGANCCNTCNA 

NGGGTCTNGAGGGCCCCAGTAANACCCTTCTTAGGAANNCCNNAACGCCCNNNCCNTTCTAATNATNN 

CTTTATNGACNTCTNNGTC^ANTCGAGTTCACAAGNNTAAANACNTTNTCCCNNGGGNANNAANNC 

AACTANNNTGGNTTCNCTTNCAAAACTTANTANNGTCANNGNNTTTTTTGGNCNNNTNNAACGT^ 

CTTCNNNGTNNTNNTNGNTTTTNNTNTNTAN1W 

CAGAANNAANANATATNGANGC(^CNATCAACTATGCTANTTNNNTNCTCANAANNCACCCTTCATN 
GT^GAGACNACTACCINTATTNTTTNTCG 



TTTGAGCCACCATNGGGAGNNGOSfTTACAGTGNNGGCCGCTCTAGANCTAGNGGATCCCTCGGGCTGC 

AGGAAATTNCAGCACGAGGNCAATTNTGNTTCACCANCAGCTCTACTGNAGCCNNGGCGATAAAATT 

CGGCCAGGGTTCTCGNTCTTGCCGNCTCTGCTCCAACCGGCACGGTCTGATCCGGAAATACGGCCTCA 

ATATGTGCCGCCAGTGTTNTCCGCCAGTATGCAAAGGACATCNGNCTTCNTTAAGGTACGCTGGCGNA 

CGCCATGGNCTCCTGTTNCAGGANAGGGNCNACAANCCGGNAGNTCGGCGTCCGNGNTTGATTCAGN 

GCCGTTCATCTCTTTCAGCTAAGCNGGGCNTCTTNCTTTGTAAGNCGGACAACAACAGCNGANAGGCT 

CGNCAGNCATCTTAATAGGANTTGAGGGGGANNGTGAAGGCTOTGNAAAANGTAGATNTTCNTAATA 

CCTNTTTACCCATNTCTGNNAGOTGTAGGTAGCTATATGTAACNGTAGGATANACNTTNCTTTTNCCGA 

ANTCCNTTNNACATGAAAAC^TTAAATCNCCTAATCATATCCTTNGTNAANTTTNNCGNCAA 

NTGCCCTCTGAACCGGCTTGCCCTTGAACNTAACCTGAANNAATGGTCAATGTNCCTCGANCCNTCNA 

NGGGTCTNGAGGGCCCCAGTAANACCCTTCTTAGGAANNCCNNAACGCCCNNNCCNTTCTAATNATNN 

CTTTATNGACNTCTONGTCNNANTCGAGTTCACAAGNNTAAANACNTTOTCCCNNGGGNANNAANNC 

AACTANNTvfTGGNTTCNCTTNCAAAACTTANTANNGTCANNGNNTTTTTTGGNCNNN 

CTTCNNNGTNNT>0<ITNGNTTTTNNTNTOT 

CAGAANNAANANATATNGANGCCNCNATCAACTATGCTANTTNNNTNCTCANAANNCACCCTTCATN 
GTNNGAGACNACTACCIOTATTNTTTNTCG 



TTGANAANANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 

AATTCGGCACGAGGGCTNTACCANCGAGGCAGGAACGTGGACGTCCGNGGGGTACTCGTTTGCACCG 

ACGAAGACACCTCTACTGCAANGATGGTNAACGTNCCTAAAACCCGCAGGANTTTCTGTAAGAAGTGT 

GNAAAGCATCNACCTCACAAAGTGACCCACTATAANAAGGGCAAATATTNCCTGNNTGCCCANGGAA 

AGAGNGCNCTATNATCHNAANCNAAGTGGCTACTCTGGNCNANCNNAGCCAATATTCTM^ANTAAGN 

NTOATANACCNCCACCAATNANCGNGCTTAGAOT 

CNGGATOCHTNTCCCATCACTAGNNTCCCNGCATNTTTGNAACTTOTANNNANTANTAAGANANAN^ 

NNCNGGCCNNATNTGATCACAGNTTNTCNNTGCTTGNCGGAANTO^ 

AANAAAGAAAATTNCTTGAAATTTNANOTCATACATC 

CCATANTTTTTTTGTNTCGCANNNNNNNN 

CNNGTTCTTNNNNTTNNTATNNTTATT^ 

NCCCWTNl^TTNTCTNNTThWANTCCTNNTTTO 

NXATATTGNTCCTANCNATCCTNTNTTTNNTCCCTCTTNTTANCNAGNGTGNT^ 
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TTANNNCNTGNTCACC1TOTNATGNNNTCNTCNTNNCTCNTNTTCCTACNNCTCNTNTNNNTCNTCTCC 

nancntaacnnnatc^ttatntttgnnatctnntacacntntgaacanccntntcaccattg™ 

NCTCCTmTCATCTNCTNTNCATOTONN^ 



GNGGTTNAANAAANCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGC 

AGGAATTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGTACCCAATTCGCCCTA 

TAGTGAGTCGTATTACAANCCTGAANAGNCTTNAACCTNCTANNTGNCGCTGAANAAAGNCANGACG 

TCAANNNNGATCANGAGACAACCAATTATACTACCGTACAATGTAANANNCNCANTCNATTCCCTATA 

NTGAGTCTTCATAACAAATACCAATCATAATTGGAGGATTCGGTAACTGACTTGTTCCCCTAATAATTG 

GTGCTCCCGATATAGCATTTCCCCGAATAAATAATATAAGCTTCTGACTCCTCCCTCCCTCATTCCTACT 

ACTCCTCGCATCCTCTATAGTTGAAGCTGGGGCAGGAACAGGCTGAACCGTGTACCCTCCCTTAGCAG 

GCAACCTAGCCCATGCAGGAGCTTCAGTAGATCTAACCATTTTCTCTTTACACTTAGCAGGAGTTTCCT 

CAATTTTAGGAGCCATCAACTTCATTACAACAATTATCAACATAAAGCCCCCCGCAATGTCACAATAC 

CAAACCCCTCTGTTCGTATGATCCGTAATAATTACCGGCCGTACTACTACTACTCTCGCTTCCTGTATTA 

NCAAGCCGGCATCACAATGCTATTAACAGACCGGAACCTAAATACAACCTTNTTNGACCCCGGCAGGA 

NGANGANACCCTATTCTATATCAACACTTAATTTTGGATTCTTTGGGACCCCCCCGAAATCTTATATTT 

TNAATCTTAACCTGGGGTTTGGGAAANAATCTTCTTATTATCGGGGAACCTACTTACTTCANGGAAAA 

AAAAAGAACCCNTTCNGGATATATTGGGGAANAGGTTTGGGGCTTTTAAANGGGCAAATCGGGAANT 

TTTAAGGGTTTCAATNN 



TTGAAAANCATCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 

GANTNCANCCNTNGGNTTTNTNNCCGATNTGGCTGNCATNGNGANGCCCGGGGNAGNTTC^ 

AAGANNNCGGNTACNCAANATATNAATCCACTGCCTTCNAATGAAACGATNTGAACANGAGAAGCAA 

AGCANTGCNATTCNTAATGAANCCGTGCGCNCGNCCGTCNGCACTGTNCCATNTCCANNAAAGCATNT 

GCCNTTNITATTTTTAACTNCTTTTNACNCTGTCTAACCTTNGTT^ 

NTGAGCnTNAAATTGACNTGTGCTACNCCCTTTCCACATCANAANGANNTGGAGAACTACTGNCAACG 

TAGGCCGCGCCTGCCTCTCCCATCTGNNTAGTGTGGCTGNCACGGGAAAGGAAANNAANTTGCATTGT 

NTGGTGANAGGACNGANTNCTGTTTGNTTACCACNGTGAAANCTACAGNTAANAAAGCTGGNCCAAN 

GGNCGNTNCTNCTNTNCCTGGAAAAAATGCACTTTTNAATCAAAAGGTGCCTTTTNT^ 

TNCNAANT^ATTTTTAATTNATTGGNAAANGCCNCAAATNTTTTTT 

TNAAAANCCNTGNNNCCCANNGNNAAAANAAAAACATNNNGNGGGGGGNNNNGGGTTCCCCCATTC 

CCACCTTNTOTNNGNCTCNTTNNNANAAAT^ 

NTNTC>mCCANTITCCrrNNNNCANT^ 

NCNTTNNTTTANNCTTGCANNCNTCGCC^ 

ANCTNNCNTNTTCTTANGCANTNANNTCCTNATCCAANCAAGACNTATTACACC^TTCTNTTACTNNTT 
TNTTACTNTCTCANCCTOCNTTATCTTACACACTCGNNTCTC^ATTNNCANAGTCNANCNTNACCN 

NACAAAACTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATT 

CGGCACGAGGGCTGACAATGACATCGGAGCTGTCTCAACGACAGGGCACGGTGAGAGCATCCTGAAG 

GTGAATCTGGCCAGACTCGCGCTCTTCCACGTTGAACAGGGAAAATCACTAGAAGAAGCTGCCAACGC 

ATCACTGGGTCATATGAAGTCAAAGGTCAAGGGCGTAGGTGGTATCATCATGGTCAACAAAGCAGGA 

GAGTGGGCGGTGAAGTGGACCTCCACATCCATGCCCTGGGCAGCGGCAAAGGATGGCAAGCTGCACT 

CGGGAATTGACTTCGGCGACACGAGCATCATTGACCTGTCCTAAACCCCCAGAAGCTGTATTCTAGAA 

ACTAGCTTGGAGGTGACGCACGGTCTCCTGGCGTGNAGACTTANCTTCATCAATTAGATCTAGAACTA 

GAAAAATTCTGCAGCCTGTCACTCGTTTTGTTGCCTNGATCAGTGTCTGGTTGGGGGCGGGTTCCAAAG 

TGTGTGAGANACGCCCATGTTAAGATAAAAATAAGACCAGTGAAGATGACCAACTTCACGGAGCCTN 

CCTTATGAAATAAGTCCCCATTGTCTTGAGATTAGAAAGAAGAAACCNGCAAGATCTTAACAGTAAAG 

AAAGGGCCTCGATGCAGGGAACGGGTTTGGAAGTTGGGGGACCTACAGCANTAACAGAAGCTGTANG 

TTCAAGGGTGTGGGGGGTTCGGANGAAAAGGCTNTGGGGCCAGGACCCATGCAGGGCCAACAGGCNG 

GAAGGANCCNNNGGGACCCCGGGNAAGGGACCCGGGNNCCAAANTTATGGNACCCTGGATTGTTGCA 

AACTTANTTTAAAAGNCGGAA 
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NGCNNCGGCGNCGCTGCGNTCNTNN 

CCCTCNNTCCTCCNTCACCCNCCCTNCCCNANGGGNGGNNAGTNNGTNNGGNATC 
CCCCATAGGAGCCGCATNACANGGCCCCCGCTCCNGCATCTAGTTGGNTNCCCCCGNCCTGCCANGCA 
NTCTNCATAANTATGCATTTTTT^^ 
5 NGATNAACCNNNNNTNNNNTNTNCNTNAT^ 
TNACNTNTNCANGANNNCTNGANNOT 
ANGAATTTNAATNNNCNGCCAATCANNTNN^ 
NTCNNNNACTACNTATTC^ 
NNNCCCANATNCNTTATACGNGTO^ 
1 0 TACCTCNGCTNNNANTTN 

NNGNNGGANAGGNGNCNNNATANlSnSfNTNCNTT^ 

ATTCNNCGNNCGTTTANTAGNOT^ 

NGTCANTNNNTATCGTTAT^ 

ACNACANTAAATTTANCNCNACNNTCNGATANNTTTANNTNGNTGN^ 
15 CGTTACTTTACCTCTNCNGTCGGAGCGN^ 
NTGACNCNAACNNCNTGANATNN^ 
NCACGCNGAAANNNCNTNCNCTCTO 
TGTNCATNTTNTCNGTNANNCTNTCNNNTCAAC^ 

NAACAATACGNACNNCCNCNTGGANTCNNCNANTGlSnSFCGNACTNTANACNGCNACNCTAT 
20 GNCGNTNNCTTCATACN^ 

NGTNTNNGATCACACCTGCNNTTNGNCATANCGCATNTACNTGTNCATCC^ 

ATTATTCGCNNTGTGGATNCACACGAANANANCT 

ATCTATNATGNCNGNACANNTACGTCGATAT^ 

NAATGCTAGTGGNCACTNN^ 
25 AGTANTGATATCACTAGNTCCC 



TTTTGAAGGNCCCNTANTNNGTGGANG 
NCNAGCNGNTANNNNTNN^^ 
30 CTCCGAGANCCTGCNANAATCATNAGCMWAC>WTANTNNTANACGGGGCNNTO 
TGNNCANINNCAGNANAGNATNANAGGCGACN^ 

AGAAGCTNCGAATGNGNATCGCAANNGNGGANNNATGACACTCNNANGACGACNATATGAGANNA 

ANTNNNNNNNAGTNCNNGNN 

GAGTNNANNNGNAGNTGNCGTCTTGT^^ 
35 CGGTTTCNNGTGNCTACGAGACNANl^ 

TTNCNTCNNAACGNNTATNTNATNCTCNTAAGACANTACANGA 

ANIWCGCAGCNAGGNGACTCGNGTN^^ 

ANNANNNNNTNCGAGTNNACGACACTAACNNNTTGAATANN 

CNTTTAATNGTCNGCANATNTNTNNTNAGCANNACNGNNAC 
40 NIWTAAGTNNTNNTGTNNGN^ 

NGTOWGTNGGTANNNGNGN^ 

GATNNNTGNGNNTNNAANCGNGANNAT^ 

CGANTT^ANATNNTNCAANNNTACGNANTCNANTIS^ 

NATNANTGANNACGGAANNTCNGTNTATNGGCGNNTGCTNGACTTNAACN 
45 ACTACNNTGGANGAGNTNNGGAAGGNACTAN^ 

TNTNCGTAANTGTATNACGANACCTAAGGGGTCGNTGACGNGTACCNGTGNGTNNNCGACAGNANGT 

GNCNGACGNNNTANGGACGC^TCGANATAGTANNTNTNNATTCCNANNNTA 

TANGNACNGNNGGANNACNGTAN^^ 

GANCGANNAAANNNNGACNCTNNNAACNGAAGCAANATCNAAANTGAGCG 
50 NATGCACNNACGGAATGCNAACGNTCNAACGGAAAGNTTNNNNNGNN 

GGNAGNGAAlSnSTGTANGTAGNGNACGNNNTCGAACGGATGCNAGTAATACGNANNTNTGNGACGTO 
ATTACGCNACGN 



55 GNCCTANTAGTGGAGTNGTATTNCATCGTATTACACTCTANAACTAGTGGATCCCCCGGGCTGCAGGA 
ATTCGGTCACGAGGACCANTGACAAAGATAGGANTACANNGTGTATTAGGNNANCCNTCATTCTTGCA 
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CTAAGCACCAGAAGACTNGANAAATCTAAAAAACAAAAAAAANANCTCATTNAACTAGGA 
AANGGAATATTAAATCGATAAAACCAGGACTCACNTGCC^ 
TNGTTTCCTTCCATATAAAACTTGTNNGCCGCTATATTNAAAGC 
TTCTGCNAGATCTANAGCTCTGCTCAGTGCCTCT^ 
5 AATCCCCCCGGTAANAANCATGTGCANCTNTGCAANANTTTTTGCTCAAAAACATNANTGACCTG 
GC AACT>WCCTTTCTATTCCTAATTGCTACCTACAGGACCAGCAGGGAGAANTNTCC 
CANAGAATACTGTNATGCAATTTACNNNN^ 

TGAAATCNATAAGCCCTCCCCAGGGGAAGNNAATTCTCTNCNGCTTCTGW 
NCCCTAGTNNGTACANTCCACTTTTNCGGGCAATTTTTO 
10 CNTAGAACAANCTATTATATTCATTTTTCCCCNCATTTNCTAN 

NTAACCCTCTAAAAAATCTGNCACTTTTCCNGGGCNAANAAAGG^ 
ATNCAANATTCCNTTTNTCTACTNGTGTGGGNNTTAANCNTCTCT^ 
AAAAACNGNCTNCTCTCCCCAANNGTNNNTTGNCN 
TTTCCCCCCNGACCCCNGCG 

15 

TTGAGNCCTNNTAGTGNNGTNGTATTACANGTGNNGGACNNTNTAGAACTAGTG 

CAGGAAATTNCGGCACGAGGGCNANNTGGGTCACCAGCAGCTCTACTGGANCCNTGCTNTAAAATTC 

GGCCAGGGTTCTTNCTCTTGCCGGNTCTGCTCCAACCGNCACGGTCTGATCCTNAAATACNGNCTCAAT 
20 ATGTGCCNCCAGTGNTTTTCCANCTGCATAAGGACATCGGCTTNNTTAATGCACAGCTGNCGGACNC^ 

ANGGTCTCCTGTTTCAGGGAGGNGCGACAAGCCGGTANGNTNGNCGTCGGCNNTTGATCAm 

GTCTTCTCTNTCCCTAGCAGGGCTNTNCCTTTGTNTCGGGACAACACANTTNANAGGC^ 

NTTTNAANANGANTGAGGAGNGANGNGANNGCCNNNCANCANNTAGTATNW 

CCATTNTNTGCNAGTTTNTAGGTGCTATATNTCTATGNGANNAANAA 
25 CTAATAATGANNCCNTTNANTNCCCTTAANCATTATO 

CTTTGAANCGTTTTTCCCTlSn^TTATTCACCCGANCTANGGA 

NCTQSFTGNANT>WACCCNTTTTTAAGACNTCANAAGGCTTCN 

ACTTTCGGCCCTAAGGTCCNTTAAANGN 

GNNTCNATTGAANANAANNNCCTTTTGTNAAACCNNTO 
30 AAANTTNNANNNGCNNTTNTTTTO 

AAACTAAAAANCCCTGCCCCNCCTCTCTTNTNTTTATTNNCCAA^ 

NAATATTAAAACNCTTGTTNTNTNCG 



35 TTGAGNCCT>WTAGTGNNGTNGTATTACANGTGNNGGACNN 

CAGGAAATTNCGGCACGAGGGCNANNTGGGTCACCAGCAGCTCT 

GGCCAGGGTTCTTNCTCTTGCCGGNTCTGCTCCAACCGNCACGGTCTGATCCTNAAATACNGNCTCAAT 
ATGTGCCNCCAGTGNTTTTCCANCTGCATAAGGACATCGGCTTNNTTAATG 
ANGGTCTCCTGTTTCAGGGAGGNGCGACAAGCCGGTANGNTO 
40 GTCTTCTCTNTCCCTAGCAGGGCTNTNCCTTTGTNTCGGGACAACACANTTNANA 
NTTTNAANANGANTGAGGAGNGANGNGANNGCCNNNC^^ 
CCATTNTNTGCNAGTTTNTAG 

CTAATAATGANNCCNTTNANTNCCCTTAANCATTATNTTGGGATAATT^ 
CTTTGAANCGTTTTTCCCTNNTTATTCACCCGANCTANGGA 
45 NCTCNTGNANTNNACCCNTTTTTAAGACNTCANAAGGCTTCNCNTCA^ 
ACTTTCGGCCCTAAGGTCCNTTAAANGNT^^ 
GNNTCNATTGAANANAANNNCCTTTTGTNAAACCNNTO 
AAANTTNNANNNGCNNTTNTTTTT^ 

AAACTAAAAANCCCTGCCCCNCCTCTCTTNTNTTTATTNNCC^ 
50 NAATATTAAAACNCTTGTTNTNTNCG 



NAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGTTCC 
TGTTAACTCTTAATAAACTTACACATGCAAGCATCTACACCCCAGTGAGAATGCCCTCTAGGTTATTAA 
55 AACTAAGAGGAGCTGGCATCAAGCACACACCCTGTAGCTCACGACGCCTTGCTTAACCACACCCCCAC 
GGGAAACAGCAGTGACAAAAATTAAGCCATAAACGAAGGTTGGACTAAGTTATATTAATTNGGGTGG 
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GTAAATCTTCGTGCCCGNCCCCCGGGGGC^ 

GNGGTAAAGNNCCNTACCNAATANGGGTNAATTCTTACTNANCTGGNAAAAGNCNTGNN 
AAATNAATGNCGAAAGGGNCCCTNCCATNNNCGNCNCNCTNTN^ 
NNCCCCANTTTGNTTANNCCTTAACCCCGNTTATTNCCTTAACCAAATTATTCNGC^ 
5 CCACNGNTTNAAACTNAAAGGACNTGGNGGN 

GATAAANCCCGNTAAACCTTANCCAATTNTTGGTTATACCGTNTATTTACCGGCA 
TTAAAAAAAAAAAAAAAAACTTNGGGGGGGGGCCTO 
TTNANNNNNNNNNT^^ 
NNNNNNNNN^ 
10 NNNNNNNNNNNNNN^ 
NNNNNNNNC 



ANCAAAGCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATT 
15 CGNNANCAAGCTNNNCCCTACCNNCNACCTCGNAGNGGGNCCCGGCCCCCTAGGANTCCCTATGNCG 
AGTGGNTATTACAATCAGGTACAACTGC^^ 
CAAGCAANCTGNNTCTATGATANNGGNTC^ 

TGAAAACATCNCTNCTGTANNGNTCTGGCCCATGATGNTATNTCCTCANTATCNNTCTGACTCCCAGC 
AATNAATATACAGCGTNGCANAAAAAACAAATNCCACTTGTGGGGGGGCCTGGNGACCGAAGTAANC 

20 CTTAGATGNTGTNAAGAAACAGCCTTGCAT 

TGAAAATGNTCAAATNCGACATGCTCGAGNGAACATACNCATTTTACGAACTCNGGGGACCTO 
GNACTGGGAATGGGTGAACTTAACTTCANATAACCATTATTTCTACTTCNGGGGGNNGGGAAT^ 
ATAANAAANGGANTTNCNTTATGGCCACCAAAAAATTTTGAAATGCAN 
AACGGCGGGAAAGATCNCTGGTCATTTCCANGGCCNT^ 

25 TNCCCCCCCCCAANTNTTCTTTC 

TTTTTCCCCAAATTTNAAGGGCGGGGN^ 
GGGGAAAAAAAAAAAAACCCN 

30 

TTTTGAANCACCATTCTGGAAGCTCCACTCGCGAGTGGCGGCTCGNTCTAGCAACTAGNGGANCCACT 

CGGNCTGAANNAAATTCNAANCCCNANGATTTTNTNTCCCNCCCANTTA 

NCAATAGGGGGGANCNTNTTNNNAAACATC 

CTNNTTCCNNNCCTTCCANANNNANNTCCTCNNCA^ACTAAANA 
35 NTNNNNATAATNCCNNNTTTCCNTTTO 
CNNCNACANANCNATNTNNNNCN 

NNNNNNCNCNTNCNANANNTAACNACNNATNCAANTCNCC 
CCCTAAANNTACNATNNATNCN^ 
GNNNNNCGCTNCTANNT>^^ 
40 GNCNTNAATNNTNCATTACNACCAN^ 
CATACANANTCNNCANTGAACCNTT^ 

NNCCNCCTCNCNCTTNACTANACNGCCNNTCAANNCNCATCTNATCNANNANCCC 
TCCNNNTNCANCTCNACCCNAGNACCT 

ATCTACAACATATCAGATCNNCTTTCNNTNACCACCTACCATANCTANTCNATCATCTTCCANA 
45 CTNNCCTCACCTNNNTCC^^ 

ATCTTCACTANNCAANCANNTCAANTTCTCTCTATTAACANCAATCCNNCTNCTT 
CANANNCACACNCANCNCNTT^ 

AACANTNACTCACACATACNCNATACTNAAACNNNTNAGACNCACTTO 
CTACNCNNTNTNATATATCTNTGTNAOSfTANACNCAACNTCTACNANATACANTANA 
50 ACNACNGNNACACNNACACACACTCGTNNTANTACAANCGNCACCTCNTCTNNGNGNN^ 
NCTACANTCGCC 



55 TTNNACAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 
TTCCTGTTAACTCTTAATAAACTTACACATGCAAGCATCTACACCCCAGTGAGAATGCCCTCTAGGTTA 
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TTAAAACTAAGAGGAGCTGGCATCAAGCACACACCCTGTAGCTCACGACGCCTTGCTTAACCACACCC 
CCACGGGAAACAGCAGTGACAAAAATTAAGCCATA^ 

GTTGGTAAATCTCGTGCCAGCCACCGCGGTCATACGATTAACCCAAGCTAACAGGAGTACGGCGTAAA 
ACGTGTTAAAGCACCATACCAAATAGGGTTAAATTCTAACTAAGCTGTAAAAAGCCATGATTAAA 
5 AAAATAAATGACGANAGTGACCCTACAATAGCCGACGCACTATAGCTAAGACCCAAACTGGGATTAG 
ATACCCCACTATGCTTAGCCCTAAACACAGATAATTACATAAACAAAATTATTCGCCAGAGTACTACT 
AGCAACAGCTTAAAACTCAAAGGACTTGGCGGTGCTTTATATCCTTCTAGAGGAGCCTGTTCTATAATC 
GATAAACCCCGATAAACCTCACCAATTCTTGCTAATACAGTCTATATACCGGCATCTTCAGCAAACCCT 
TAAAAAAAAAAAAAAAAAAACTTGGGGGGGGGGCCCGGGANCCCAATTCGCCCTTTAAGGG 
10 NNNTAAAAW^ 
NNNNNNNNNN^H^ 
NNNNNNNNNNNNNNN^ 



15 GCCTATNNGGAGNNGNATNACAAGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAGA 
ACCTGAGCAAAGAGGAGCTGATAGCCGAGCTGCAGGACTGTGAAGGCCTTATTGTCCGCTCGGCCACC 
AAGGTGACCTCTGACATCATCAACGCGGCAGAGAAGCTGCAGGTGGTGGGCAGGGCTGGCACAGGCG 
TGGACAACGTGGATCTGGAGGCCGCAACCAGAAAGGGCATCCTGGTCATGAATACCCCCAATGGGAA 
CAGCCTCAGTGCTGCAGAGCTCACCTGTGGAATGATCATGTGTCTCGCCAGGCAGATTCCTCAGGCGG ' 

20 CGGCATCTATGAAGGATGGCAAGTGGGAGCGGAAGAAGTTCATGGGAACCGAGCTGAATGGAAAGGT 
CCTAGGAATTCTTGGCTTGGGCAGAATCGGGAGAGAAGTGGCCACCCGGATGCAGTCCTTTGGGATGA 
AGACCATAGGCTACGACCCCATCATCTCGCCAGAGGTCTCGGCCTCCTTCGGTGTGCAGCAGCTTGCC 
CCTGGAGCAGATCTGGCCTCTCTGTGACTTTATCACTGGTGCACACACCTTCTCCTGCCCTTCACCACA 
GGCCTGCTGAACGACAGCACCTTTGCCCAGTGCCAAGAAGGGGGTGTGCGTGGTGAACTGTCTCGAGG 

25 AGGGATCGTGGACCGAAAGGTGCCCTGCTCCGGGCCCCTGCANTCCGGGTCAGTGTNCTTGGCGCTGC 
NCTTGGACGTTTTTCACCGGAGGAACCACCCCGGGACCGGGCCITNGTGAACCAT^ 
AACTTGCCCCCACCTGGGCGNCCAGCCACCAAAGGAAGNTTAAAATCCCTTGGGGGGGAAGGAAAAC 
GCCCTTCCATTTTTTGGACATGGGGAAAGGGGAAGGCCCTTGGCCGGGG 
TTNCNGAATTTTTTTTCACANCCCCAACCTTGGGNCAATCTGGGT^ 

30 

GGCCTATAGNGAGTCGNATTACNGGGGCGGCCGCTCTATAACTAGTGGGATCCCCTGGGCTGCAGGAN 

NNAAAGATGCNCATTTACCAGACGGCCCNTGCACTAANAGACCNTGNTGGGNGGNCTTGNTCTCCGCT 

GGGAANCACTNTNTGTAGAAANNCNNGN^ 
35 NGAGGGGATTTCATTNNTGTGGATTACTCTGGTTGTCCTNAAAANCANA 

ANANNAGNGAGANNTNNNGACTNAGNTNTTTNACCCAGANCNACCNCGCTNTNG 

TGNATGCNNGNGCAGCCNTCANTN^ 

ANATNANNGAATTTATCCCNGNTC^ 

TNCTNTONfANN^ 
40 CCTNGGCTNTATAGCGTNTANTNNCNCTNTTNTCTNN^ 

CCGCTCTCANTGCNGGATTOATAAN 

CCTTTTTNNCCNCNTACTNNNCTCTNCCGTO 

NNNTATTTCNNCNANNCNCTCCCCTGGTNGNNNNCNTCANTCTNC^ 
NNNANTAGTTACATNCNNN^ 
45 NTAGCAATCTCTNCAATNNNCAGTC 
TNNCTCGTATAANNCNCGG 

NNNGCTNGAAGGTCNTNGANNAANTNTCCNATNACTAGCNANGTCTCCGATGATGACC^ 
NAGCNCNACTNCCGNGNACCT 

50 

GCCCTATANGGAGNTGNATNACANGGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGG 
CAGGGCTGAGGCAACGGTGCCCACCCTCCGGCTCTCTCTCTGCTTTTCTGCGCCTCCGCTCCGCTCTCC 
GCCCGCCGCCATGACGGAACAGGCCATCTCCTTCGCCAAGGATTTCCTGGCCGGGGGCATCGCCGCCG 
CCATCTCCAAGACTGCCGTTGCCCCGATCGAGCGCGTCAAGCTCCTGCTGCAGGTGCAGCACGCAAGC 
55 AAGCAGATCGCGGCCGACAAGCAGTACAAGGGCATCGTGGACTGCATCGTGCGTATCCCCAAGGAGC 
AGGGCGTGCTGTCCTTCTGGCGGGGCAACCTGGCCAACGTCATCCGCTATTTNCCCACGCAAGCGCTC 
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AACTTCGCTTTCAAAGACAAGTACAAGCAGATCTTCCTGGGGGGCGTGGACAAGCGCACGCAGTTTCT 

GGAGGTACTTTGCGGGCAACCTGGCCTCCGGCGGGGCAGGNCGGGGCCACTTCCCTGTGCTTNGTCTA 

CCCGCCTGGATTTTCGCCCGAACCCGCCTNGCGGCCCGACATTGGGCAATTCGGGGCAGTGAGCGCGA 

GTTNANNGGGC(^GNGAGATTGNCCTGGTGAAGAATCACCCAATTCCNACGGCATTTCNGCNGGCTG 

NACCAAGGGCCTTCAACNGGOTC^GTGNCAGGGCCATCAATCATCTTNCCNKNGCCGGCCTTACTTTC 

NNGNATNTACTAAAACCTCNCAAGGGTATGTCTCNNCCNAANCCCCAANGAACAACGCANNATCNTG 

GGTNGANNCATTNGTATGAATCNCNNCNTANANCCGGTGACNGAGTCN'GANTGNTGGGT<m'GGTN^ 



ANGGGAANCOSrNNANTNTCTTTCTCCNTAGGGNCGCCC 



TTNNAGCCTATANGGAGNNGNATNACAGGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCA 
GGAAATTCGGCACGAGGGCAACATGGGTCACCAGCAGCTCTACTGGAGCCATCCGAAAAAATTCGGC 
CAGGGTTCTCGTTNTTGCCGGGCCTGNTCCANCCGGCNCGGCCNGANCCGNAANNNCGGCCTNANNA 
NG1WCCGCCNGGGTTNCCNCCAGNNNNCAAA 

NNGGNNTChWGTTNAAGGNNGGGCCAACANCCNGNANTTNNGGGGCNGGGNTTGNANAATGGCNGT 
TTTN1 



T(mTACACANATCTTGTGANATTTATAGG(^TATNTNANGTGNGGNNANACANAANNNTTNACAAA 
NNTCTNTAATGAGACANNTTATCACTCT^ 

IWCTGTCCTNNNAAACANAATATGGGCATNTGTAGAGNTCTNGNTGTTTGGNCNCANATACCCTm 
GNAAGAANCAAGACTGTGTTTATAATACTATAACTNTTGTGGACAANCTCANANAAAATAATTTTTCT 
TGCTGAAAAAANAATAATAAGGGTGGTGGAAAAAAOTATTATGTTGACGGGTTNTTGGGTTGCTTNCA 
AAAAACNTNAAAAGGGTGGTGGGTGTTTTTTTTANNAGGAAGAAAAAATTTNT^^ 



AACNATTTTTTTTTNANAN 



jTTTNTTAAA 



TTONAGCCTATANGGAGNNGNATNACAGGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCA 
GGAAATTCGGCACGAGGGCAACATGGGTCACCAGCAGCTCTACTGGAGCCATCCGAAAAAATTCGGC 
CAGGGTTCTCGTTNTTGCCGGGCCTGNTCCANCCGGCNCGGCCNGANCCGNAANNNCGGCCTNANNA 
NGNNCCGCCNGGGTTNC(^CCAGNNNNCAAAGNNNNTNGNT^ 

NNGGNNTC>WGTTNAAGGNNGGGCCAACANCCNGNANTTNNGGGGCNGGGNTTGNANAATGGCNGT 
TTTNTTTTTTAACTATACNAGGNTTTTTCTTTGGTACNGA 

CATATNTATAATAGATATGAGAGGGGGATATGANAAGCGCTGTGAAAAAATATATTTTTTCTATAACC 

TCTTTACACANATCTTGTGANATTTATAGGCNNTATNTNANGTGNGGNNANACANAANNNTTNACAAA 

NNTCTNTAATGAGACANNTTATCACTCTACATATNTCGTGAAANTTCNGNAAAAAAAANNCGNNNNC 

NNCTGTCCTNNNAAACANAATATGGGCATNTGTAGAGNTCTNGNTGTTTGGNCNCANATACC(^^ 

GNAAGAANCAAGACTGTGTTTATAATACTATAACTNTTGTGGACAANCTCANANAAAATAATTTTTCT 

TGCTGAAAAAANAATAATAAGGGTGGTGGAAAAAANTATTATGTTGACGGGTTNTTGGGTTGCrTNCA 



NAAAAAAAAAAAACTGGCNCTACCTTTTTTTTTTNATNAATNAANAAANNCCN 
AACNATTTTTTTTTNANAN 



AAAAAGCTGGAGCTCCACCGCGGNGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGGGA 
GGAGGCGTTGGAGTCACGGGTCAGCGGGAGCCAGCAAGGAGGGGGACAGCCACGGAGAGCTGAGGA 
TGAGGATTCGGCCCCGGGCGCTCAGGCTCTCAGGACGNGCCTGTCCCAGGCCCAGCCTNTGAGCTCCA 
GCAAAGCCCCGACCCGNTGCGGCCNTATTGTCTACTCTGCANACTGTCCGACCCAGGCTNGGNGCTGT 
GCCTGCAGGAGGGCGGCCCCCGGNATCGNTGANCCACCATNTTAGGACTTGAGAGGCCCGCCTGGGG 
ACCACGAGACNAACCCCCCAGGCTCAGCTCTGGATTCACCGAGGCCCACTCTTGGGGTCGTCTGCTGC 
TTGGGTCCTTTTCGGGACCCCAACCCTTCCAGGC^ 

TTCCCCGNANTGCCGTGCCAGGCCTGAAGGTGGTGGGNTGGTTAAAGGCTNANCCATTACCATTTCAC 

ACCTGTCCCAAAATNTGATACCCCTGCAAAGGGAAGGGAC^^ 

CCAAAAAANACCTGGGTTTNGGNAANAATCCTTTTTCTTO 

AATCCTGAAAATNTTTACCCTNGGGGAGGGAAAAAAACCCTTGAATTCCNAAAAAAACAAACCCTTA 
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AAAGGGGTTTGGGAGGANGGGANCCTTGGGGCCCTGGNAAAGGCCCCNTT^ 
TTTCTNGGGAGGGAAACCCGGGNTTTTCCCCAAG 




5 

TTNANCAAANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 

AATTCGGCACGAGGGTCAAGCACACATTTTANGAGAAGCTNCCTGCTCATCTTGTGAAGGTTACTGCT 

GACCACAAGGAGCAGATGGCTCCATTACTGATGTTAGTGCTTTTCCAGATATGAGAAGATGCAAGAAT 

10 TAGGCTCATAAAATCTCCTGAAAATATCCACCTGGTGGCGTGTTCTTCCAGGTTTTCCCAGAGCACAGA 
GTACCTCGTTCTCGATCTCCACCTTGAACTCCTTTCAGGGTGTGTTAAGGTCAGTGCCTGCAGTGGCTA 
GTGACTTAATCCTTGTAGAGGCAGAGGGCGACTGACACTTTTTAGCTGGCAATGGCTGGGATTACAC^ 
GCAGAGTCCAAATTCAGCTGGAGGCCCAGGACCCCCGAGCTTCTCCTCAGAGGACGGTCAGGGCCTCA 
GCTGCCAGTGGGGTGGCGACCCTGCCTGTCAGTGGGAAGGGCTGGGTTCTGGGTTCCCCTCTGAAAAG 

15 TGGGGTTCTAGCCAGGGAGGCACCCCGTTAGCCCCCTTGCACCAAGGGTAGGAAGGANGTCCCTGGG 
ANGGACCCTNTGNCTGCACATCAAGNTTTACCGNGACTTTTACTGGAGTCGGCAACACCGTAAATTAA 
ACACGTGCTTNTTTCTNCAATCCANGGTC 

TTTGNAAGGGACTTTCCCTGGGGGGGCCCAATGGGTTAAGGAACTTTCNCCCTTT 
GGGGGCAAGGTTTTGAATCCCCTTGGNCCAGGGGAACTTAAAAATCCCCCCATGGCCTT^ 
20 AAAAAAGGCCCAAATTCTTTNCTTTCCNNAAAGCCCNCCNTT^ 
AACTTTTTTNAAAGGNAAAAAAAAAAAAT 



TTNNNCACAAGCTGGAGCTCCACCGCGGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCA 
25 GGAATTCGGCACGAGGNTCAATCGCANGTTTTNANAGAANCTGGCTGCNTNTGCAGCN^ 
GNTNGACCCAGGNANCNTNNNTNTNNCTNACTGNTNNNANGNCNAI^ 

GANATTANTAGNANCCTATATAANCCCTTGTACTCCTTTAAGGACCNTNGCNGNAATTGNCTGCNCTO 

ANAAAACACTGNNN>^TNGATNATGATTNN^ 
30 AACACGCTTTATGANCTTATCAGNCCGTNGGCOT 

GTCTTNANTTGCNNATGCTGGGAAANNCATO^ 

TTGANAGATGGGATTGAAGNAAAGAAAAATCNCCTNGT^ 

AAAAACGTGNTNGGCTTCGTATGCCATGCGCACCCNNATTTNCTTTATTNTGNA 

CTGAAAATACCCACAGGACGTGGATAANTTNTTGGCCTTTTACCCNGGGAGGAAAAGGGCCAANA^ 
35 CAATTCAAAACCTTNNCCTTAGGAAGGTCCCTTAANTNGNNGGCTTGC 

NCCTTGGCCNCCNNNGGGGGTTGCCAATTNGGGA^ 

CCCTNTTNNNNNNNN^ 

40 

TTTGAACAACAGCTGGAGCTCCACCGCGGGGGGCGGCCCGCTCTAGAACTAGTGGATCCCCCGGGCTG 
CAGGTTCCTGTTAACAGGNNGNTNNANGAGNCATGCAAAACNTCNACACCCCATAGGGNATGCNNNN 
NAAGNTATNAANACTAAGAGGAGCTGGCATCANGCACACACNCTGTANCTCACGACNCNTTGCTTAA 
CCACACCCNCACGGGAAACANCAGTGACNAAAATTATAGCCATATACGAAAGTTTGACTAAGTTATAT 

45 TANTTAGGGTTAGGTAATATNTNGTGCCAGCCANCTGCGGNCATACGATTAACCCCNGCTAACANGGA 
GTACNGCCGTAAANCNGTGTTNNAGCACCATACCAAATAGGGTTAAATTCTAACTAAGCTGTNANAAG 
CCATGATAACNANATNANTTANTGACNANANGNGACNTTACANTTNCCNGACAGCACTATATNTAAG 
ACCCANAACTGGNGATTAGNTCTCCATTNTGCCTAANCCTAANNACATTTTATTACATANCACAAC^ 
TTTNTTCNTCAGAANTNCTACTATCAACNNNCTTTATAAACOT 

50 TATTNCATTGTTNNAAGGANGCCTGNNTNTATTNATTCNGANTO 
CCAATTCNTTNCCTANTNTCNNC^ 

CAAAAAANNNATAATTNNNNGTGGGNGGGGNCNCNCNN 
NAGTCNATTTTANAANACGTTTCCN^ 
CTNTATNTANANGNTCTTGNTNNTANNTN^^ 
55 CNNCTGAGTNGAGATNCTACNCTGTNCNTAGTATGOT 
TGNTGNTNNNCNNTCANNATNGCNNCNGTTGATNCG 
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CCTATCTGGAGCTNCACCGCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCGTGA 
AGGTTGGAGTCTCTCCAGAGAAGCTCCGCTTCCGACAGCACATGGAGAATGAGATGGCCCATTATGCC 
5 TGTGACTGTTGGGATGCTGAATCCAAAACATCCTATGGCTGGATCGAGATTGTTGGATGTGCTGACCG 
TTCCTGTTATGACCTGTCTTGTCATGCGAGGGCCACCAAAGTCCCACTCGTAGCCGAGAAACCTTTGAA 
AGAGCCCAAAACAGTCAATGTTGTTCAGTTTGAACCCAATAAGGGAGCAATTGGTAAGGCGTACAAG 
AAGGATGCAAAGCTGGTGATGGAGTACCTCGCCATTTGTGATGAGTGTTACATCACAGAAATGGAGAA 
ACTACTGAATGAAAAAGGGGAATTTACTGTTGAAACTGAAGGGAAGACGTTTCAGTTGACAAAAGAT 
10 ATGGTCAATGTGAAGAGATTCCAGAAAACACTACATGTGGAAGAAGTTATTCCAAGTGTAATCGAACC 
CTCTTTTGGCCTGGGCAGGATCATGTATACGGTATTTGAACACACATTCCAAGTTCGTGAGGGAG 
AGCAGAGGACGTTCTTCAGTTTCCCTGCCGTAGTAGCTCCATTCAAATGTTCCGTCCTTCCATTGAGCC 
AGAACCAGGAGTTCATGCCATTCGTCAAGGAATTATC 

AAAGTANACGATTCCTCAGGATCCATTGGAAGACGCTTCGCCCAGGACTGGATGAAAATGGTGTGGCT 
15 TTTCGCATACCCTTGGACTTCGATCNAGNGAACCAANACCCTCACACGGGCCCTTTTGCGGGGACCGA 
GACTTCCTGCCGGAAAATCANAACCANAAGTCTNTTGAACCTGGCCCATGTTNTCCGCGATTTGGNCA 
ATGGCAACNNCNTTTGGGCGGATNTGGAGGCCCAANN 



20 

NCTATCTGGAGCTCCACCNCNGTGGCGGCCCGCTCTAGAACTAGTGGATCCCCCGGCCTGNAGGTTNA 
GAAGNGNCCATCTCCCAGACGGCCCTGCANCANAAGACCCTGAGGGTGGNCCTGTGCTCCGTCGGGA 
ANCACCGCAGGNAGGANTGCCTGGNGGAAACTNAGATCAGCCTGGCGGACCTACCCTTTTCCAGNGG 
GGTTTTCANTCTGGGGTATACNTNGCTTCTTTCAAAGCATTGCCTTTGCNAA 
25 TGGGNANTCGGTTTCAAACCANCCACCCT^ 

AAAAACTTAATGTANTNTTTGGCCGGGAAAANAAATTTCCCCNAA^ 
AANACACANGNCCCAANNGGANTAGTTN^ 

NGGCTCNAAAAAAATTAGTGGNNGGGNGNACTNTTTTGGGNAAAAACACAOT 
AAAANAAGNGGGGCCCCACCAGGAAAAAAAACNGTTO^ 
30 CCAGNAAAAATNCTCTTNTTGGT 

TTGGNNCNTTCCAAAAAAATNT^ 

NTNAAANNGGNNGGGGNNNGGNNNNCCCCNCNNNTT^ 
NNNNNNNCNNNNCNNNAANNNAAAAAAN^ 
35 NNNNNNTNNNNNNNN^ 



GCNCTATCTGGAGCTNCACCGCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGGTC 
GTCTTGGAGGTGACTCGGCGTGATTGAATTTGCGGCATCTTCGCATTCACTCACAGGTCAAAATGCAG 

40 ATCTTCGTGAAAACCCTGACCGGCAAGACCATCACCCTGGAGGTGGAGCCCAGTGACACCATCGAGA 
ACGTGAAGGCCAAGATCCAGGATAAGGAAGGCATTCCCCCTGACCAGCAGAGGCTCATCTTTGCCGGC 
AAGCAGCTGGAAGATGGCCGCACTCTTTCTGATTACAACATCCANAAAGAGTCGACCCTGCACCTGGT 
CCTNCGTCTGAGGGGTGGTATGCANATTTTCGTGAAGACCCTGACCGGCAAGACCATCACCCTGGAAG 
TGGAGCCCAGTGACACCATCGAGAACGTGAAGGCCAAGATCCAGGATAAGGANGGCATTCCCCCCGA 

45 CCAGCANAGGCTCATCTTTGCCGGC^AGCAGCTGGAAGATGGCCGCACTCTTTCTGATTACAACATCC 
AGAAAGAGTCGACCCTGCACCTGGTCCTCCGTCTGAGGGGTGGNATTGCANAATCTTTCGTGAAGACC 
CTGAACCGGGGAAGACCATNACCCTGGTATGTGGAGCCCANNTGACACCATCNAATANCGTGGANGG 
CCAANATCCAGGATAAGGGANGGCATTTCCCCCTGNA 
CAAGCAGCCTNGGAANANNGCCCCGCANCTCTTTTTNTGGTTTN 

50 GACCCCTTNNCNACCCTGNGTCTTNCNTNCTNNAGGGGGGGGNNTN 
CCCTTGNCCGGGGNANAAANCATTCTCCC^ 
AACCTNNNANGGCCCCNTAATCCCCNGNANN 



55 ANCAANNCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAAGTGGATCCCCCGGGCTGCAGGG 
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NNTTTTTCNNGGGGGGCNT^^ 
AANNNCNTANNTTNN 

GGCTTTTTNNGGATAAANAAAACCCCCTNTTNNCG 



5 CNCNNTAAAANCCNNGCACCGATTTTTTNAAGGGGNAAAAGGG 
GGNTTTTNNC 



CCCCCNfCNGGGCNCNTTTTTTTGNNAAACCCCTCCNAAT^ 
NCCNNTAAAANGGGNGGGGGNNAANACNNN^ 
10 NNNGSFCCNTTNCCANNNNANNCCNNANCCNN 
NNNCCNNCCNGCNNGGCC^ 
CCCNCNCNNCNANNANGGGNGCCN 



15 



20 



ANCAANNCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAAGTGGATCCCCCGGGCTGCAGGG 

TTTTTTTTTTTTTTT^ 

NNTTTTTCNN^^ 

AANNNCNTANNTTNNCCCNGG 

GGCTTTTTNNGGATAAANAAAACCCCCTNTTNNCGGG 



CNCNNTAAAANCCNNGCACCGATTTTTTNAAGGGGN 
GGNTTTTNNGGGGGGNNGNGAAAAAACGCCCN^ 



CCCCCNCNGGGCNCNTTTTTTTGNNAAACCCCTCCNAAT^^ 
25 NCCNNTAAAANGGGNGGGGGNNAANACNNNNNNNN^ 
NNNQSFCCNTTNCCANNNNANNCCNNANCCNN^ 
NNNCCNNCCNGCNNGGC^ 
CCCNCtSTCNNCNANNANGGGN^ 



30 

AAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATT 
CGGCACGAGGAACAACGCCNTGNTNN^^ 
NNTNANGCTGANCGGGACCGACTCAC^ 
TNATNNTCTACTGTCNCAATCNAC^ 
35 TTAATGCTATTGANGCTANAGGNTACACNTTNTCANANCCTGANCNAGGGCCTTGGGAAGNANNTG 
GNAANCTNCNAANNGCCATTNNT^ 

GGNNNCCANCCTGCCTTANGTNACCGTGAAACTGGGGGGTAAGGACTACGCGCTGTCCCCANAGGAC 
TACGCGCTCAAGGTGTCGCAAGCCGGCACGACCGTGTGCCTGANCGGCTTCATGGGCATGGACATTCC 
CCCGNCTGGCGGGCCGGTTTGGATNCTGGGCGACGTCTTTATNGGGCGTTACTACACCGTGTTCGAAC 
40 GGGAACANAAACCGGGTGGGCTTTGGNCCAAGGCTGGCCCGGTTTTAACTTGGCCCCCGCTTACCTC 
TTGGANTNCAAAAGAAGAAGGCGGCCCAACAAAAAAAACCAAA 
AAAATTTGACTTTCNAGNTNGCAACC^ 

TTNGGGTTTCCGGGGGTTTCCCCCTTNCCTTGGGGGCNNNA^ 

TGGGCNTGGNCNGGNNNGAAAGGGGGAAGGGNAANCCTTGGAACCCCAAANTTGGGGGGGNAAANT 
45 TTCCGGGGGGCNCAAAAAANCCCNTTTTTTTTTAAAT^ 



TTNAACAAAAGCTGGACTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 
AATTCGGCACGAGGGTGCTCGTCCACTGATATCAGNGNACTCCGAAAAGGGGGAGTCCTCTGGCAAA 

50 AATGTCACTTTGCCTGCTGNGTTCAAGGCTCCCATTCGACCCGATATTGNTAACTTTGTTC 

TTGCGCAAAAACAACANACAGCCCTATGCTGTCAGNGAATTANCAGGTCATNAAACCANTGCTGANTC 
TTGGGGTACCGACAGAGCTGTGGCTCGAATTCCCAGGGTTCGAGGTGGCGGGACTCACCGTTCCGGCC 
AGGGCGCTTTTGGAAACATGTGTCGTGGGGGCCGCATGTTTGCGCCAACTAAGACCTGGCGACNTTGG 
CACCGCAGAGTGAATACGACGCANAAGCGATACGCCATCTGCTCTGCACTGGCTGCCTNAGCCTTACC 

55 AAGCGCTGGTCATGTCTAAANGGTCATCGTATAGAGGAAGTTCCTGAACTTNCTTTGTGGGNGGA 

TAAAGTNGAANGGCTACAAAAANACCAANGAGGCTTGTGTTGCTTCTGAAGAAACTTAAGGNCTGGA 
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ATGATATCNNAAAAGGTCTATGCCTCTCANCGAATGAAANCTGGCAAAGGCAAGAATNAAAAACCCG 
NGGCCGTATCCAGCGCANGGGACCCTTGCNTCNTNTATAATGGNGGACAATGGNTTCATTCANGGCCT 
TCAAAAACATTCCTGGAATACCCTGNTAAAGNAANCAACTTNACANTTTGNAACCTGCTTCCTGGGGG 
CACCNGGGAACTTTmCTmGAATGAAAAGGCCTTTCCGAAAGTNAAAAAAACTATTTGGGCCTTG 
5 GGNGAAAANNNNCCTCCTTTAAAAAAAACNTTNAACCTTNCTTTTNCCNAAAAA 



TNNNNNAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
GCCGCCATGGGCCGCGTGATTCGTGGGCAGAGGAAGGGCGCCGGCTCCGTGTTCCGCGCACATGTGAA 

10 GCACAGAAAAGGCGCCGCGCGCCTACGCGCCGTGGATTTCGCCGAGCGACACGGATATATCAAGGGC 
ATCGTGAAGGACATCATCCACGACCCGGGCCGCGGAGCGCCCCTTGCCAAAGTGGTTTTCCGGGATCC 
GTACCGTTTTAAGAAGCGGACAGAGCTGTTCATCGCTGCTGAGGGCATCCACACCGGCCAGTTTGTGT 
ACTGCGGCAAGAAGGCCCAGCTCAACATCGGCAACGTGCTCCCGGTGGGCACCATGCCTGAGGGCAC 
CATCGTGTGTTGTCTGGAGGAGAAGCCTGGTGACCGAGGCAAGCTGGCAAGAGCCTCTGGAAACTATG 

15 CCACAGTCATCTCCCACAACCCTGAGACAAAGAAGACGCGAGTGAAGCTGCCTTCGGGCTCCAAAAA 
GGTCATCTCCTCTGCCAACAGAGCTGTGGTCGGTGTGGTGGCTTGGAGGTGGCCGCATTGACAAGCCC 
ATTCTGAAGGCCGGCCGTGCCTACCACAAGTATAAGGCAAAGAAGGAACTGGTTGGCCCCGGGTGGC 
CGGGGTGTGGCCATGAACCCTGTCGAGCATTCCTTTTGGANGNGGCAACCACCAACACATTNGGCAAA 
CCCTTTTATTNTTTGCAANAAAACCCCCCTTGCTGGGCCCCGGAAANGGGGTTTTTATTTGTTGNCCCC 

20 CCCGGAAAAGGCCCTTTTTCNGGGGAAACCCAAAAANTGGGCCNGGAAAAAAGGAAAACCTTGGGGT 
TGGGGCTTNAAAAAAAAAGTTTGGTTTTTTTTCCCACCTGGGAAAAAAAAAAAAAAAAAAAAANCTT 
GGGGGGGGGGGGCCCGGNCCCCCCTTTT 



25 TNNNNNAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
GCCGCCATGGGCCGCGTGATTCGTGGGCAGAGGAAGGGCGCCGGCTCCGTGTTCCGCGCACATGTGAA 
GCACAGAAAAGGCGCCGCGCGCCTACGCGCCGTGGATTTCGCCGAGCGACACGGATATATCAAGGGC 
ATCGTGAAGGACATCATCCACGACCCGGGCCGCGGAGCGCCCCTTGCCAAAGTGGTTTTCCGGGATCC 
GTACCGTTTTAAGAAGCGGACAGAGCTGTTCATCGCTGCTGAGGGCATCCACACCGGCCAGTTTGTGT 

30 ACTGCGGCAAGAAGGCCCAGCTCAACATCGGCAACGTGCTCCCGGTGGGCACCATGCCTGAGGGCAC 
CATCGTGTGTTGTCTGGAGGAGAAGCCTGGTGACCGAGGCAAGCTGGCAAGAGCCTCTGGAAACTATG 
CCACAGTCATCTCCCACAACCCTGAGACAAAGAAGACGCGAGTGAAGCTGCCTTCGGGCTCCAAAAA 
GGTCATCTCCTCTGCCAACAGAGCTGTGGTCGGTGTGGTGGCTTGGAGGTGGCCGCATTGACAAGCCC 
ATTCTGAAGGCCGGCCGTGCCTACCACAAGTATAAGGCAAAGAAGGAACTGGTTGGCCCCGGGTGGC 

35 CGGGGTGTGGCCATGAACCCTGTCGAGCATTCCTTTTGGANGNGGCAACCACCAACACATTNGGCAAA 
CCCTTTTATTNTTTGCAANAAAACCCCCCTTGCTGGGCCCCGGAAANGGGGTTTTTATT^ 

TGGGGCTTNAAAAAAAAAGTTTGGTTTTTTTTCCCACCTGGGAAAAAAAAAAAAAAAAAAAAANCTT 
GGGGGGGGGGGGCCCGGNCCCCCCTTTT 

40 

CNNNANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATT 
CGGCACGAGGANGACATNNNACTGC^^NNNTTATGNGTGCNTTCCTGGCTCCTGCCCTNGGGNANGNT 
GCGAATGCCNTGNANCANCTGGANCGNNATGACCGTGANCTTGGGCGTGGAGGACCATATNACACCA 
45 TOSrTANACNTNTATGGNGGAAGGCATGCACAAANNNNNCTGGCCGACNAGGACCAGCAACAGGCTGA 
NCTTTNCCGNCACACAGGGGCGTGATACTNNCTATCTGTNANACTACACCCTACGANATGAGGTGGCT 
CTGATCTTGAATCTGNTGCTGNACATNNGG 
CITSTGAACTITSfCTTTTCACTNCAT^ 
NCCCGTTATNTATNTCCAAAANNCTTC 

CANTGGTGCTATAATAAATAAACTTCANCACTCTTCCAATAACACT 
CCCATTTTCAGAGCAATTGACGGTGCTTACCATT^ 

AGAAATTAGAAAAGAACTTCTGTTTCAACTACCTTAACCTGGGCAGAAACATAANGAATTCTATGAGN 
CCAAAAAAAGAAAAATTTGNCCNAAANGCCCAAAACTTACGNTCCTTAAATATGGGTTTAAAAAAAA 
55 NTNGAACGGNGGGCAAGAAATTAAAANAAATANTTTTOGANNNNCCCNTTATATCTTGAAANTCAAC 
TGGTTTTAAAGGGGCITITNTTTTTTNNGGNCAT^ 
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GCCCTATAGTGAGTCGTATTACAGTGGCGGCCGCTCTAGAACTAGTGGGATCCCCCGGGCTTGCAGGN 
NTNAGAACTCAGNCCCCACANTGNNCC^^ 
5 NTGGATGCTNTCNNAGCANACTGGGGATTTCTNTACTGNCNAANACCTTGCAT^ 

TNAAAAACCTCCGATNCCAAAGACCTGGTNCCANAATGTCCANGGCCAAAGAACCAATGTNTGGN^ 

NGAGAANCTNTCANCNGTGGNACCCAGTTNNAATTTAATGTTNANGG 

NTACCCAACTTGCCTTCATGCGNNNGTTC 

GAACACNATTGCTTACNTGGATGAGGAAACTGGCAACCTGAAAAAGGCTGTGATTCTGCAAGGATCC 
10 AATGATGTCNAACTTGTTGTGCGAGGNGCAACAANCAAGATTCACTTACACTGTTCTTGTAATANGGC 
TGCTCTAAAAAGACTACTGAATGGCN^ 

TNNCTATCCTTGAAATTTGCACCTTTNGGACCCTCGGGTGGGCGCTTGACCAAG 
CCTTTTGGCCCCGGTNTGTTTTCCAATAAAACTAAACCTTNTGNCC 



15 




NAAANAAGNGGGAAANGGCTTTGNTTCNAAAANCTTTTGTGGCCNTTAANCAATTTTAATTTCNCCTC 

CCNCCCTCCTTTTNANCCNCNTTACAAAAAAAATTTGGGANTTTTTTTTTTTTTTO 

TNTTTNGGGNAAAAAGGTCNCNNTTTTNGNAAAANATC 

CNNCT 



20 

AAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCGCA 

GGATCAAGGTGAGAAGGAGAACCCCATGCGGGAACTTCGCATCCGCAAGCTCTGCCTCAACATCTGCG 

TTGGGGAGAGCGGAGACAGGCTGACCCGGGCAGCCAAGGTGCTGGAGCAGCTCACGGGCCAGACCCC 

25 AGTGTTCTCCAAAGCTAGATACACTGTCAGGTCCTTCGGCATCAGGAGAAACGAAAAGATCGCCGTCC 
ACTGCACCGTCCGTGGGGCCAAGGCGGAAGAAATCCTGGAGAAAGGNCTAAAGGNGCGAGAGTACG 
AGTTAAGAAAAAATAACTTCTCAGATACTGGAAACTTTGGCTTTGGGATCCAAGAACACATCGACCTG 
GGGATCAAGTATGACCCGAGCATCGGTATCTACGGCCTGGACTTCTACGTGGTGCTGGGTAGGCCAGG 
TTTCAGCATCGCAGACAAGAAGCGCAGGACAGGCTGCATTGGGGCCAAACACAGAATCAGCAAAGAG 

30 GAGGCCATGCGCTGGTTCCAGCAGAAGTATGATGGGATCATCCTTCCTGGCAAATAAATTCCCGTTTCT 
ATCCAAAAGGTCAATAAAACATTTTCAATGAAATGTAAAAAAAAAAAAAAAAAAAAAAACTCGGGGG 
GGGGGCCCGGGGNNCCCCAATTTNCNCCCTTTTTNNGGGGNG 
NNNNNNNNNNNNNN^ 
NNNNNNNNNNNNNNNN^ 

35 NNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNN^ 



AANACTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAAAAT 
40 CTCACATTTGATGAAATGTATTAAGCATAAAGTACTAGTCTGTGTCTATGCATATGGGAAACAGTNCT 

AACCAGGAAAATNNCNCTGCNNGNCNGNC^ 

ANNCCNTNAGGGNNTTTTANCCNNGTAAANNNGNNTTN 

GCNNNAAANTTNTNNCNANCTNNTANNTNANGGCCCAGGG 

AGAACCGCGNTCCTNTGTACCANGGGGTGGCACAN^ 
45 ATAAGGGAGAGAGAAAAAANATGCGCCCACACANNACAGATATNCCTTCCACGCGCGCAGTTNTTGA 

TACNCCACNCNNTGTNTGNGGCNNNNACNCNNNNACNTGCCCCCTNGGGTO^ 

CGCATCTNTATTTTCTGANACTCT^ 

ATNGGTAAANCCNCTGATGAGTGTATANACCCCTCCNTGGGGGTCTCNTGNGCGCTTCAAGCGCCCCC 
TTTCCCCACCNCCCCATGNACCANTGNGGGNGGNNTCTGTNAAAAAAAATCCTTNTCTCT^ 
50 CCCATTTTNTNTTTTO 

GGTGGNTTTTTCCCCGGGGGGGGGGCNACAACC^ 
AGGGTGCTTTTTTNAAAAACCCCCNTNTTTGCCCCCNCNNC 



55 AANACTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAAAAT 
CTCACATTTGATGAAATGTATTAAGCATAAAGTACTAGTCTGTGTCTATGCATATGGGAAACAGTNCT 
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AACCAGGAAAATNNCNCTGCNNGNCN^ 
AlSnNFCCNTNAGGGNNTTTT^^ 

GCNNNAAANTTNTNNCNANCTNNTANNTNANGGCCCAGGGCCNGANC 

AGAACCGCGNTCCTNTGTACCANGGGGTGGCACANGTGTTGTNACACCCTGGGGTTTCCTTCTNT^ 
5 ATAAGGGAGAGAGAAAAAANATGCGCCCACACANNACAGATATNCCTTCCACGCGCGCAGTTNTTGA 
TACNCCACNCNNTGTNTGNGGCNNNNACNCNNNNACNTGCCCCCTNGGGTO 
CGCATCTNTATTTTCTGANACTCTC^ 

ATNGGTAAANCCNCTGATGAGTGTATANACCCCTCCNTGGGGGTCTCNTGNGCGCTTCAAGCGCCCCC 
TTTCCCCACCNCCCCATGNACCANTC 
10 CCCATTTTNTNTTTTNNANAACNCCTTGGGGGCCCC 

GGTGGNTTTTTCCCCGGGGGGGGGGCNACAACCAGCCCNNGAAANAACCCCCCNCCTT 
AGGGTGCTTTTTTNAAAAACCCCCNTNTTTGCCCCCNCNNC 



15 TNNNNNAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCA 
GGAATTCGGCACGAGGAAGACAAACCCACACGTCCCGGTGGTGGAAACACCCCATGAGGGCGCATCC 
TCTTCTCCTGGTTAGTATTTATTTCAGCACCTGGTTAATGCGGTTTTTTAT^ 
GTGACTTGTTGGCCATTATTTGATTTTTGTACGAAAAAAAAGCT^ 

TTTTTAAACCTGGAGAGAAGATATTATGGTGACTGAAAATATGGTCAGGTGTCAAATATAAATGTATA 
20 AAAGCCTTCTTACTGGNCCTGGCTGGTCATGGTACAATTAATTTATATTGGCTGGCCAATACTGAAGGT 

TCTTTTTCGGTTGGGGAAACTCTAATTTCTATCACNGNGGCATGAAATm 

CAGGTGGNCTCAACANTGGGAAACTTAATTTTGGCNGGANCATTATTGATCAAGCCA^ 

ACAGNCCTTTGGAGGGANAAAAAAAAAAAAAAAAACTGGG 

TAAAGGGNGNGGGNNNANANNNNN 
25 NNNNNNNNNNNNNN^^ 

NNNNNNNNIWNN^ 

NNNNNNCNNNN^ 

NNNNNNNNNNNN^^ 

NNNNNKNONnSFNNNNNC 

30 

TTNAANAAANCTGGACTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAA 
TTCGGCACGAGGCNCCACCCCAGGCTTGGACAATGGGNGGGGACATGNTCAACGCCAGGTTCATTCG 
AAACTTGCATGAACGTNGCAGCACCAGGCCTTGGTGACCGCAGCCCCCTCTCACACCTTCAAAATCAT 
35 TATTATTTCTATCTCACACANGACTTAGTCAAAGCTTGCCCTCGCCGTGTATGTATTCATTCAT^ 

ATAAAGATTTTTTNACCACGAGAAAAA^ 

CCNNTNNNANNGATCAGAANNAAANGNGAGNGGNTNCCCNTTNCCN 

CTTTGTAANNTNGCNCCATNNANCNTTTACANNGGTCNCTTO 
40 NTTNCNCCCNNAATANAANGAATATNCCAGTCCNAAGNNANAANCTTTAAAANN 

GGGCCCAGGNATANTANNGNGACNNTTTO 

NNAACNTTNCNGNANGNTTTNNNATNGGNAANNCAN^ 

NGGNNNNNNANAACANNNN^ 

TTTNACCCCTNNNNTTAAANNNNNNTT^ 
45 NNNNANGNGNNNANNNTNANNCNTNTN^^ 

NNNNNNANNNNNN^ 



TNNANAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
50 GAATNCNNCNCNAGGGNTNNCNGTTNNNNGCNNNT 

GGGGGTNNANGCNNTNNCNNTNCTGNATTGCATGAATGCTTGNCATTGG 

AANNACTGAACCNNTGNAGGAGAAAGTNNAANNNNTNGTCA 

GATANCATGGGCTGNAACCTGCCAGGCTGATAANGT^ 

GCTTTCCCTATTCCTTTGCNGANGGGACTTTANTNANCCAANGATCNAACNCNACTCNN^ 
55 GAGGGCAATNTTTTNTGNCTGACTCANNAC^ 

ACATCTACCACTTTATGGCCGNAGAGAAATGAGCNAACNCGTCNCTGGGNAANNCAAGACTAGGGAA 
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CTGGATGCTACCANGAANANGGANGATCTNTACCCATTTTCCTAGTTCGANTGCAATNATATNNCATT 
CCACTTAGCCGGAAGACGACATANGAAGNGCTTGCGCNCNCNCCTTTTGGACCCNCGGAAACCTGNCT 
TANCAGGACCTTTCCGTTGTAAACACNCCCGGNCCCGGAAACCTTTGGTTNCGTTTGACATATAGCCTT 
TGGAAAAATGAAGGACTNGNTAGNANCCTGGGCNGTNAAAAANATTGAACAAGTTTNCCAANNGGGG 

TTCAAGGGGGCAAACCCGTTTNTAANAGTTGGGTCAANCATTTTGGAANCCAAAATTTTGANTAGGGG 
GANAAAANCCTCGNAAAAACGGGGGGNGNCCTTTATTGAACCCCNCCCGGNNAAAAAAAAANTNNTN 
TTTTTTNAAAGGNTANTTTTNTTTTNT 

10 

TNNNNCAAANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
GTCAAAAGACCCCTTTCATCACCAACCCTGGGTATGACACTGGAAACGGTATTCAGCTTCCCGGCACT 
TCTGGTCAGCAGCCCAGTCTTGGGCAACAAATGATCTTTGAGGAGCATGGTTTTAGGCGAACCACACC 
GCCACCACGGCCACCCCCGTAAGGCATAGGCCAAGACCGTATCCGCCGAATGTAAATGAGGAGATCC 

15 AAATTGGTCATGTCCCCAGGGGAGACGTAGACCATCATCTCTACCCTCACGTTGTGGGACTCAATCCA 
AATGCTTCTACAGGCCAAGAAGCTCTCTCTCAGACAACCATCTCATGGACCCCATTCCAGGAAAGCTC 
TGAGTATATCATTTCATGTCATCCAGTTGGCATTGATGAAGAACCCTTACAGTTCCGAGTTCCTGGAAC 
CTCTGCTAGTGCCACCTTGACGGGCCTCACCAGAGGGGCCACCTACAACATCATAGTGGAGGCAGTAA 
AAGACCAGCAGAGGCAGAAGGTTCGCGAGGAGGTGGNTACCGTGGGCAATTCTTGTTGACCAGGGCC 

20 TGAGTCAGCCCACAGATGACTCCTGCTTCGANCCCTACACGGGCTTCCATTATGCCATTGGGAAAAGA 
NTGGGAACCNATTGTCTGATTCTGGCTTTTAAACTCTCGGGCCCATGGCTTAAGGCTTTGGCAGGGGTC 
ANTTTCAAAATGCCAATTCAATTTAAATGGGGGCCNTTGACAATGGGAGTGGAACTACCAAGAATTGG 
AANAAAAAAGNGGGNATCCGTCANGGGAAAAAAAATGGGCCAAAAANAATNAANCTTGNCCCTTTTT 
TTTGGGAAAANGGGAAAANGGGAAAAATTCAAGNGNGGAATCCTTTTTGGAAGGN 

25 

AAANCTGGACTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGG 
CACGAGGAAGCCATGTTAATGTACTATGTATTTACCCAAGACTCTCTCTTCAGGTCGGTTCCCCCTAAA 
GGCTCAGAACCGACTCGACAAACCAGTATGTCTTACTCACACCTGGTTCTCCTAATCTATGTTAATGAA 

30 ACTATATTTGCnTGGAAATCCACCTTTCTrCAAGATTCATGTCAATCATTTTATGGCCCGGATGACTCA 
CCTGCTGCCAATGTTATCTCAATGCATGTTGCCGGTGAGGGGCCTGGTGCCATTCTCTGAGACGTTGTC 
TTTCTTTAATTAGCAGACTGCTAGTGGCTGTAAGTGAAAGTGAAAAGTGAAAGTGAAGTCGCTCAGTC 
ATGTCTGACTCTAGCGACCCCATGGACTGCAGCCCACCAAAGCTCCTCCATCCACGGGATTTTCCAGG 
CAAAAGTACTGGAGTAGGGTGCCATTGCCGCAACATGCTATGGCTCTTCAGAGGAGAGACTGACTATT 

35 TAAGGAAATCGCATGTTTAAAAGTAGTTTTCAAAAAAAAAAAAAAAAACCTCGGGGGGGGCCCGGGN 
CCCATTNCINCCCTATNGGGGANGNNNNANAANNNN^ 

N^^N^^^mN^^s^^^s^NNNNls^^^ 
NNN^^N^s^sINNNNN^^sIN>^^^ 

40 NNNNNNNNNNNNNW 

NNNNNNNNNNNNNNNNNISH^ 



AGCCCTATAGNGAGTCGTATTACAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCCTGCAGGA 
45 ANTTCGGCANCGAGGCTCGCTTGCAGTTTAACCTGTCCCTGTACTGGAGTCACGAGGCGCTCTTCCAG 
AAAGAAAGATCCTTGCAGGGCCCTGGGAGTTCCACACCGTGCCNTTTCGAAGCTGGNTGGGNTTCAAT 
ACTGGGGCCTGAACCTTCACTGAGGGCACNTACCAGCCCCGGNTTTACACCTCGCCCACCTGGAGCCA 
ATCCGGGATGAAGCTCCAGTTACAACCCCTCCCGGTCCTTCCAAACCCCCCAGCACCCCAGCTTCCTTT 
TCCATGACAGCTCTGTCTCCTGGNCTTTCGTCTACCTCCCTACCCTNCANAGCTGGTGGAACTACGGGT 
50 TCTCGNGCTCCTCTGATGACCCCCCACTCCTGGCTNTTTCCAAGTNCAGCTNCTCCAAGTCCAATCCCA 
CCATTGGNTATNAAAACCGGGCCCTGCTGCACTGNNAGGGGAGCTTTGGGGTAAAACGTTATCGACTT 
NAAGGGGCTGGAAGGCCCTTGGTCCCCAAGTGCCCCTGGCTACCAACAGCTTCANGGAGCACTTTCNT 
TTTTCCCTGCCCGGNAAGGGGGTTCTTTTNAGGAGGGT^ 

ACCCAACTTCNACGGAACATGGGACTAANAACTrCGGAGGGGTGGAATTTNAAGGGNNGGGGCAAGG 
55 AANNTTNATNGGAGGGNTGGGGNACCCTNCCCnTTCTTTAACCTTTTTT^ 

TNACCGGGCCAACANGGGGGCCCCCCTTTGGTTTNNGNTGATTTTTNTNGAGCTAN^ 
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GGGAAAAAATTNCNNTNCNTNGNAANCTTTCCTNGGGGGGNTTAGGGGGNAAAAAAAANTTTTCNTN 
TANAGNAAAAAAAAOWGNTTTNACCCCTGNGNNGNTNAGGGANCCCCNGGGAANAANGNAAAACC 

CCCCCNTCCNCNNTTTNGGCTAGAAAAACT 



NAAANNCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCGG 

CGGCGAGATGTCCGGAGGATCAGCTAGGAGCCTGGGCAAGGGAAGCGCCCCCCCGGGGCCCGTCCCC 

GAGGGCCTGATCCGTGTCTACAGCATGAGGTTCTGCCCGTATGCCCAGAGGACTCGCCTGGTCCTGAC 

GGCCAAGGGTATCCGGCATGAAGTCATCAACATCAACCTGAAAAATAAGCCTGAGTGGTTCTTCAAGA 

AGAATCCCTCAGGCCTGGTGCCGGTTCTGGAAACCAGTCAGGGTCAATTGATCTGTGAATCTGCCATC 

ACTTGTGAGTACCTGGATGAAGCATATCCAGGGAAGAAGCTGTTGCCAGGCGACCCCTATGAGAAAG 

CrTGCCAAAAGATGGTCTTGGAGTCCTTrTCTAAGGTACCACCTTTGATATTGAAGATTCTTAGAACAC 

AAAATAAGGAAGACTGCTCTGGCCTAAAAGAAGAATTGCATAAAGAAATCACCAAGCTAGAGGAGGT 

TCTGACTGATAAGAAGACAACCTTCTTTGGTGGCAATTCTCTTTCTATGATTGATTACCTCATCTGGCC 

CTGGTTTGAACGTCTGGAAGCTCTGGAGTTGAATGAGTGTGTAGACCACGCTCCAACTCTTAAAGCTG 

TGGATGGCAGCCCATGAAAAANGATCCCACAGTATCATCTCTTCCTCACTGACGTGGAAGAACCCTTT 

CAAGGGTTNTTTCAACCCTCTACTTGCAGAACAGCCCCTTGAGGGCTTATGACTATGGACTCTGATGGG 

GGACGAGTTCANCCAATGAAAAACATAACTGGANACTTTTCCTTTCCCTTAATAATGAAATAAATACC 

(^TGGGGTTTTATTTTTTACCasrAAAAAAAAAAAAAAAAAAANCCTCNGGGG 



AANACTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGCCTGCAGGNAGNGG 
NTGTGTGATTGCGTCCCGNAANACCGGNAGCGCTTGCNCATNGNTGACCAACTGNCTGAANAACANA 

TTGGGAACNGNNATNNAANNTCTTGGGCNNAATCCCACNNAANCNNANNTACCGGACNTNANTAATG 

AAGNGGATGCNNATGGTAATGGCACNATTGACTTCCCGGAATTTCTGACCNTGATGGCAAGAAAAAT 

GAAAGATACCGACACGTGAAGAAGAAATTATGAGANGCATTCCGTGTGTTTGATAAANATGGTNATG 

NGCTATATTAGTGCAGCACANCTTTNCCATGTGATGACAAACCTTGTNGANATGTTANCNNATGACCA 

GGNTOATGANNTGATCNGGGGACCAGANATKNNNGGTGANGGGNACNTCTACTATGGATACNTGCCA 

CATGATGACANCWAATGAAAACANTOTACACAATGTGGTAAATNTCTTGTANCAC^ATTGNACNTTT 

GCCTTTTCTTTTGTTGNGTAACTCATCTTGTAANAANGTGTNCCCCTTACTGCCAAAAAAAAAAATATC 

CCTGTWTAGTANATTAAGGACTTCCTTTCCTTCCATGGTGTCTTNCCC^TATTNTTACTGGCCNTTTGT 

CCTGGAAACCnTTNTTTTTAAAAAAATTGGNTCCANGTAACATGGTTGCATTGGGGGCTTAACTC^ 

ANAATATTNTAAANCCCCTTCTTGCCCCTCTTAAACTTTAAAANGGAGGGNGGNTCAAANNGAAGGGA 

ACCAACNGGGGGGNANTCCCNTNTTTTTTTTTTTTTTTGAAN^ 



AANACTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGCCTGCAGGNAGNGG 

NTGTGTGATTGCGTCCCGNAANACCGGNAGCGCTTGCNCATNGNTGACCAACTGNCTGAANAACANA 

TTGCAGAATTCNAANAANCirTTTCACTNTTTGNCCAGGNTGGGGANGGAAC'mTTACNACNAAGGNA 

TTGGGAACNGNNATNNAANNTCTTGGGCNNAATCCCACNNAANC^ANT^TACCGGACNTNANTAATG 

AAGNGGATGCNNATGGTAATGGCACNATTGACTTCCCGGAATTTCTGACCNTGATGGCAAGAAAAAT 

GAAAGATACCGACACGTGAAGAAGAAATTATGAGANGCATTCCGTGTGTTTGATAAANATGGTNATG 

NGCTATATTAGTGCAGCACANCTTTNCCATGTGATGACAAACCTTGTNGANATGTTANCNNATGACCA 

GGNTNATGANNTGATCNGGGGACCAGANATNNNNGGTGANGGGNACNTCTACTATGGATACNTGCCA 

CATGATGACANCHNAATGAAAACANTNTACACAATGTGGTAAATNTCTTGTANCACMATTGNACNT^ 

GCCTTTTCnTITGTTGNGTAACTCATCTTG 

CCTGTNTTAGTANATTAAGGACTTCCTTTCCTTCCATGGTGTCTTNCCCNTATTNTTACTGGC 
CCTGGAAACCTTTNTTTTTAAAAAAATTGGNTCCANGTAACATGGTTGCATTGGGGGCTTAACT 
ANAATATTNTAAANCCCCTTCTTGCCCCTCTTAAACTTTAAAANGGAGGGNGGNTCAAANNGAAGGGA 
ACCAACNGGGGGGNANTCCCNTNTTTTTTTTTTTTTTTGAANNNNTO 
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CAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATT 

CGGCACGAGGAAGACAAACCCACACGTCCCGGTGGTGGAAACACCCCATGAGGGCGCATCCTCTTCTC 

CTGGTTAGTATITAriTCAGCACCTGGTTAATGCGGTTTTTTATTCTCTACCTATTGCACTGTTGTGACT 

TGTTGGCCATTATTTGATTTTTGTACGAAAAAAAAGCTTTGTTATAGAAATCAGCATACTATT^ 

AACCTGGAGAGAAGATATTATGGTGACTGAAAATATGGTCAGGTGTCAAATATAAATGTATAAAAGC 

CTTCTTACTGGCCTGNCTGNCATGGTACATTTATTTTATATTTGCTGGCAATACTGAAGGGTTCTm 

GTTTGGGNAAACTCTAATTTCTATCACGGNGNCATGAATTTTTAAAATCAGTATTTCATTACAGGTGNC 

TCAACATTGGGNAACTAANTTTTGCCAGGACCATTATTGATCAAGCAAATAAATTCAACAGCCATTTT 

GANGGAAGAAAAAAAAAAAAAAAAACTNGNGGGGGGGCCCGGACCCCAATTNCCCCTATAGGGNGG 

GGGNATNAANNNNNNNNNN^^ 
NNNNNNNNNNN^^ 

NNNNNNNNNNNNNNNNNl^^ 
NNNNC 



TTNAAAAAACTGGACTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAAT 

TCGGCACGAGGACGATTCNCTNTTTCGGNNNGTGGNTGNNGNCANGNTTNTGGANCAGGCCTTCTCCG 

NCNTGGACGAGACACGGACCGCCTACATNCTCCAGGCGGTGGAGAGTGCCTGGGAAGGGGTGGACCG 

GAAGAAAGCCACGCGTGCCAGAGACTCAGCCACGGCCGAGAACCCTAACGGGGTTGGGGCGGAGGCA 

GAGGTGCTCANNCGGCCGTCCTCACTCCCCCAAGGAGGAAGGAGTGCCTGGGGCAGCCGCAGCCCCG 

GNCCCAATTGTGTTCTGTGTGNAGCTGAANTCACTCATNTCCCANGTGANGGACCTGCTGCCGACCTN 

GGCGAGGGCTTNATCCTGGCTTGCCTGGAGCACTACAGCTACAANCCCGAGCAGGTGATCAACAACTT 

CCTGGAAGGCGGNTTGGCCCCCACCCTNANCCAACTGGACCGNGGCTTGGACAGACAGGTGAAGCCG 

GACCCGACKCCCTTGNTGACGTTTNGTCACAACGTTTTCAAAAATGACAAGTTTGATGTNTTCAACAN 

GGACTTGGTGGAACCTGACCCGGGTTGCCCCAAGGGCAGGAAGGAAGGAAAAAAAACCCCCCGGAAC 

CT1TGTTNAACNAAAAAGCCGGGAAGGGGCCAGGCCCCACNGGCAANNCTTTTTAACCANTACAANC 

NNTGGTGGGTNGGAAGGAAGGTNCCCCTTTCAACCCCGGGGGAAGGGCTTTNCCCNTACCCGGGGGG 

GGACCAANTTTO^GGGTTTAGNTNCCNACNNCCCCCTTTCCCATTGGGGNACCCCGGGGGGGGCC^ 

CCCAACCAATTCCCGGAACTTTGNANTTAAAAAANANTTTNTTTANNNCNGGNNGGGCCNTTTTNCCA 

TTTTCCTTTAAGGGGGCCCNAAAAAACCCAAAAATTNCCCCGNGGNAAANGGCT 



TTNAAAAAACTGGACTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAAT 

TCGGCACGAGGACGATTCNCTNTTTCGGNNNGTGGNTGNNGNCANGNTTNTGGANCAGGCCTTCTCCG 

NCNTGGACGAGACACGGACCGCCTACATNCTCCAGGCGGTGGAGAGTGCCTGGGAAGGGGTGGACCG 

GAAGAAAGCCACGCGTGCCAGAGACTCAGCCACGGCCGAGAACCCTAACGGGGTTGGGGCGGAGGCA 

GAGGTGCTCANNCGGCCGTCCTCACTCCCCCAAGGAGGAAGGAGTGCCTGGGGCAGCCGCAGCCCCG 

GNCCCAATTGTGTTCTGTGTGNAGCTGAANTCACTCATNTCCCANGTGANGGACCTGCTGCCGACCTN 

GGCGAGGGCTTNATCCTGGCTTGCCTGGAGCACTACAGCTACAANCCCGAGCAGGTGATCAACAACTT 

CCTGGAAGGCGGNTTGGCCCCCACCCTNANCCAACTGGACCGNGGCTTGGACAGACAGGTGAAGCCG 

GACCCGAC^CCCTTGNTGACGTTTNGTCACAACGTTTrCAAAAATGACAAGTTTGATGTOTTCAACAN 

GGACTTGGTGGAACCTGACCCGGGTTGCCCCAAGGGCAGGAAGGAAGGAAAAAAAACCCCCCGGAAC 

CTTTGTTNAACNAAAAAGCCGGGAAGGGGCCAGGCCCCACNGGCAANNCTTTTTAACCANTACAANC 

NNTGGTGGGTNGGAAGGAAGGTNCCCCTTTCAACCCCGGGGGAAGGGCTTTNCCCNTACCCGGGGGG 

GGACCAANTTTQ^GGGTTTAGNTOCCNACNNCCCCCTTTCCCATTGGGGNACCCCGGGGGGGGCCN 

CCCAACCAATTCCCGGAACTTTGNANTTAAAAAANANTTTNm 

TTTTCCITTAAGGGGGCCCNAAAAAACCCAAAAATTNCCCCGNGGNAAANGGCT 



TNNNNCAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 

GTTCAGGGAGCTGTTTCCCGTATGTATCCTTCAGGGACCTGTGCATATATTCAAAGGGGAACTGTTTTT 

GCTGAAAACTGCATTTTAACTGCATTCAGTATATGTCAAAAGAAGGCGAATCTATTGAGAGCACAGTG 

AATTTGAAGGATCTGGAGGAAAAGAAGGAAACCTTTGAATTCTCTTCTGGAATTTAAGCTATACTTCA 

TCACTTAGATGTAAACCATTAGAGCCCAGGGAAATGCCTGCTACTGGTTGAGTGCAGAACTCCTTAGC 
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AGAGACTGGCCCAGCTGCCTGGCACCTTGATAGCAAAAGTTGCAATTCCCTCTGTATATTTTTCCCTAA 
CTTGTTCCAAGTCCTCCCCTGCAGGACTTCAGAGAAGTCAATTTTCCTGTTTCCATTGTTTCTAAGAACT 
TGTTGCCTAACTCAAGGTCACAGCATTTTTCTCACT^ 

TTTAGATTTTACATGGAAATCTAGAACTTATTTTAGATTAATTTCTAAGTGATATATGGATGTA^ 
5 AGTTTTCTGGTTTGNTTTTTGCTTGNGAAGTATTCAATTGGTTTTGCAACATTTGCTGAAAA 
CTTCCTTTCCTACANTGGNCTTTGC^ 

CGGGGATTTTCCNATTTCCTTTCCCTTTNAATTTAATTNAATAAATNCTTGGGGCTTACCAACATTC^ 

CATGGAAAANTTTTNGNAAATCCTAANGGGGNCCTTTTAAAAAAAAACNTTNGGGAAAT^ 

GGAAAAAAN]WAAATTCCATTGGGGGGGGGCCNTTTTTTTAAAAAAGGNGGTTTN 

10 

AANNNCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGTGACC 
GGCAAGACCTCACCCTGGAGGTGGAGCCCAGTGACACCATCGAGAACGTCAAGGCCAAGATCCAAGA 
CAAAGAGGGCATCCCCCCAGACCAGCAGAGGCTGATCTTTGCCGGGAAACAGCTGGAAGATGGCCGC 

15 ACCCTGTCTGACTACAACATCCAGAAGGAGTCCACTCTGCACCTGGTCCTNCGCCTNAGNGGNGGGAT 
GCAAATCTTNGNGANGACCTTGACCGGCAAGACCATCACCCTGGAGGTGGAGCCCAGTGACACCATC 
GAGAACGTCAAGGCCAAGATCCAAGACNNNGAGGGCATCCCCCCAGACCAGCAGAGGCTGATCTTTG 
CCGGGAAACAGCTGGAAGATGGGCGCACCCTGTCTGACTACAACATCCAAGAAAGAGTCCACTCTGC 
ACNTGGTCCTNCGCCTAAGAGGNGGGATGCAAATCTTNGNGAANACCTTGACCGGCAAGACCATACC 

20 CTGNANGTGGAGCCCAGTGACACCATCGAGAACGTCAAGGCCAAANATCCAAGACNNGAGAGGGCAT 
CCCCCCAGACCAGCAAGAGGCTGATCTTTGCCGGGGAAACAGCTTGGAAAGATGGGCCGCACCCCTGT 
TTTGACTACAACNTCCAGAAAGAGTTCNACTCTGCACCTTGGTCCTTCCGGCCTTAANNGGNGGANTG 
CAAATTTTNCNGGAAAANCTTGGACCGGGNAANAACCATTACCCTNGATGTTNGANCCCANTGGCAN 
CCTTTNNGAAACGTTAGGGCCAAGAATCCCAGNAGNNNGGAGGGNNTCCCCCCAAACCCNNCAAAAN 

CCCCTNTTNNCTTTGGTCCTTGGCNTTAANGGGAGGGGGTTNAANTTCTCCCTTT 



GGCCGNTGTNNNNNTCNTTTNTTO 
30 GNNTGCCCNNNMnTNCCCCCTNGGGGN^ 

CCTATTACCAANGGATTACANTNTCNACNCGCNG^ 

NTNC^TNCN>nS[TTCNNNACCC^CMCCCCNNAGTNCCCMNAACGCG 

CNNTTNNCTGCCNCNCCACNNGNCCAC^ 

GNGCCCCCCNNNCNCCCCOWCNCN^^ 
35 GCNNNCNCCGGGGA(^CTNNNGCNGNCNCCNNCCCC^ 

CTACCCCTNGNGCGCGNNCGNCNNNCNNCACTCNCTTNATCNTGNCNCNTCGNCTCANCNCNTTCTCC 

NCNTTGCCNCCCCCGTCCGNC^TCNNGCCNN^^ 

TNNNCCCNCTNTCNCNNNGTCCCNTNGNCNCCNCGCCNNNTCCNCCGGANCCCCNANNCCCNCNGNG 

CTNCCNTCANTTCNNTCNNNCCNN^ 
40 CCACTCTCCCTCGTCNTNCCCTNCCCCNTCNTNACCNCM^CCGCCC^CGTNTCACCCTTGCNNCCNCGT 

TGTCCCGCCGCAOSrCCCCCG^ACGNCTNGNNCNCNNTNTCTTNCGCCGTCCCGCNCAGNCAGNTGCC 

CT>WCNCCNCGAGCGGANCNNNNANCCTCCTNGNNTCNNCCGCCTGTCTCNTGTCCNNCNCCCNCGNN 

CCNCNGGCNNCCCCTCNTCCNC^ 

NT^CNTCCNGCCCTCNTTNnNTCCN^ 
45 CNCNNGNGANCGCNCTCNNTNACTGATCCNN^ 

TNCCCGCNTCAGTNGCCNTCNTNCCTCCCCCNATCNCKCCTCTCKGCTCCCTCTCTCNCCTCCCTNCGA 

CCNCOTCTIWCNTACACmJCGGCTTNCN^^ 

NCNNCTCNNANCTCGCNACNNTNACTCCNCNCGC^TACCCTCGTCCNNCACCTNNCCNGCTGCNTCG 
TCCNCCTCCNTGGCTCNTCGNCTNNACCTCCNGCACGTCCGCNCCNCCCGTGGNCTCTTCNCGANCCNC 
50 GCNCNNCNCNCGAATNCGGCNCNCACGCNNCNGACGCGATGNCAGGTANGTNGCNCCNTCCGCNCGN 
ANNTCCCNCNCGATCGNCNCCNCGNNCNNNNATGCGACGNCCCCTCCCCGANGTCNCGNNCGCTNCN 
GACGTGNCNCNCCCCTGNACGTAGCGNCCTNACCCTNTCTTTCTCCCCCNCNAGGGTCCCGCCNCTCCC 
GCCCCCGCTNCNNCATCGGTGCTCCNTCCG 

55 
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CTCGACAAGNGGGNGGGAAGNGNCTGCNGTGCTCTCTTTNANCAANATCTGGAGCTCCACCGCGGTG 
GCGGCCGCTCTAGCAACTAGTGNGATGCCCCCGNGACTGCAGGNNTCCGGCAATANGNTCNTTTTNGA 
TTNNTNTAGGANTACATNNGCATATNCTTNGGGGGTCAm 
AGNNANTNNTANNTTNNGN^ 
5 NTNTTTAATGGTNCANANGNGCTNTGNT^ 
NANNNTANNNNNNCNGGTNNCAGNNNG 
TTCNAGATTTGNGGNNNNANGCNTGGN^ 
CTGNCTCTNTNGNCNNTTNGNGTANNANNNCTTNAGNGTK^ 
NGNNCAG1WTNNTNCNTNANTGANTNTNGNNCAGNAGGTCGGTTA 
10 TNTCCNGCNTCNACNNTA 

NTGNCCNNGCANANAAGCGTCCCNTTTNNTTATNNNAC 
jSnSfTACTNTTNGNT^ 

GCCCCCATANCACANTAGNCTCNCNNATTCCN^ 
TNCGCTTNCCGTTTTGCTANCNNTTNATCTAATNAm 
15 NCNNCTTTTNANNGNACTCGCCG 

NCTNATGTANANCATTCNNGNNTNCAGCNGTATNTNCTCTTNTACCAGCN^ 

NNTATNNNNNCNTGCCTGNTNCCATTCNAGGGTGCTTTNTC 

NTTTTGAACTNGTGANANGTTGN^ 

TNCNNATANTACNCTNCTNCNNN1WACTTNTCTCTCNTNATNG 

20 

NAAAACTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGCTTGNAGGCCGAC 
GCGCTTCGGTATCTGCGGGCCCCGGTGCAGACATGGCCAAGTCCAAGAANNACCCNAGCCCCANCCA 

25 GNNAANCCCNANTTNCTNNAGAACNTO 

NNCNNGCCNACNATNCCNAGGNCNTNAATGCACNTGCTNANGCTNGCAAGGGCCTTGTGA 
GGAGANNAAGCCCAAGATNCCACAGGTGGCAGCCGCAAGCTTAANCGACTTGGCTANATTCTCACAC 
CANACTGNGGAAANGCGCTCTTGCTCTCATTCCAAAGGGCTCNANGCTCTGTCCGGCANAANCCAGGG 
CAAAGGTTTNCNCCAAGNNAAACCNCNTGTC 

30 AAANATCTNGAGTANAAAACCTNTTTTC 

TCTTGTCTTCCGNGGGGCTTGTGTCCTNCTTGTGTTNTTTTACCACATA^ 

AAAAAAAAAAAAAAAAAAAATTTNGGGGGGGGGNCGGGGNCCCAAATT^ 

GGNNTTTTAANNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNN^ 

35 NNNNNNNNNNN^ 
NNNNNNNNNN^ 



NAAAACTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGCTTGNAGGCCGAC 
40 GCGCTTCGGTATCTGCGGGCCCCGGTGCAGACATGGCCAAGTCCAAGAANNACCCNAGCCCCANCCA 
NTCCGAAAATNGNATNAGAAACCGGATTAANAAACC^^ 
GNNAANCCCNANTTNCTTSnNTAGAA 
NNCNNGCCNACNATNCCNA 

GGAGA>WAAGCCCAAGATNCCACAGGTGGCAGCCGCAAGCTTAANCGACTTGGCTANATTCTCACAC 
45 CANACTGNGGAAANGCGCTCTTGCTCTCATTCCAAAGGGCTCNANGCTCTGTCCGGCANAANCCAGGG 

CAAAGGTTTNCNCCAAGNNAAACCNCNTGTGGNTGTGGNTCNACTGTCAAAGGTGCCAAGG 

AAANATCTNGAGTANAAAACCTNTTTTGTCACTGTGAAGACAACAAAGACT^ 

TCTTGTCTTCCGNGGGGCTTGTGTCCTNCTTGTGTTNTTTTACCAC^ 

AAAAAAAAAAAAAAAAAAAATTTNGGGGGGGGGNCGGGGNCCCAAATTNNNNTTT^ 
50 GGNNTTTTAANNNNNNNNNN^ 

NNNNNNNNNNN^ 

NNNNNNNNNNNNW^ 

NNNNNNNNNNNNNNN^ 

55 
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AAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATT 

CGGCACGAGGGCGGTGACGGCCGAGGCGACAGAACCGAGGGGCTGTCGTTGGTGGGCGCTCCAGGGC 

TCTGAACGAGAGAAGCGTGACCCGGAAACGGAAGCGAGTCCCCATCCCAACTCCGCCAGGTTTCACG 

CTAGCCCCAGGCTTACTGGTAGGCTCCTGCTGCCATGGACCTGTTGTTTGGGCGGCGCAAGACGCCAG 

AGGAGCTGCTGCGGCAGAACCAGCGCGCCCTGAACCGGGCCATGCGAGAGCTGGACCGTGAGCGACA 

GAAGCTCGAGACCCAGGAGAAGAAAATCATCGCGGACATCAAGAAAATGGCCAAGCAGGGCCAGAT 

GGACGCGGTCCGGATCATGGCGAAAGACCTGGTGCGCACCAAGCGGTACGTNCGAAAGTTTGTGTTG 

ATGCCGGCCAACATNCANGCTGNGTCCCTTCAAGATCCANACACTCAAGTCTAAACAACTCAATGGCN 

CAAGCCATGAAGGGCGTCACCAAAGCCATGGGCACCATGAACAGACAGNTGAAGTTGCCCCANATCC 

ANAAGATCATGATGGAATTTTGAGCGGCAGGCAAAAATCATGGGNNTTGAAGGAGGAAATGATGAAC 



CCCAGGTNCTTGGACNAACTTGGGGGTTC 

GGANGGTTTCCTTTAACGNNGGNTNGCCCGNGGNAAAAAAAACCAAAGGGTTTCACCCTTTTGNCCTT 
GNGGGANCCCNAANCCCNAACCTTGGGNGGGNAAGGTTTANNAAACNNTTTNAANGGGAATTAATTT 

GCCCNTTTTTTCCCCAAGG 

TTNANAAANCTGGACTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCA 

TCAGCAGCTCAGGCCCTGCTGNGACCTACCGACCCTACGACGAGGGTCTGAGGCGGNGGGTCTTCATC 

ACCAATGAGACTGGGCAGCCACTGATTGGGCAGGTGTGGCCCGGACTCACCGCCTTCCCCGACTTCAC 

CAACCCCGAAACTCTTGACTGGTGGCAGGACATGGTGACCGAGTTCCACGCCCAAGTGCCCTTCGATG 

GCATGTGGATCGATATGAACGAGCCATCCAATTTCGTGAGAGGCTCAGTGGATGGCTGCCCGGACAAC 

AGCCTGGAGAACCCGCCCTACCTGCCAGGGGTGGTTGGCGGGGACCCTCCGGCAGCCACCATCTGTGC 

CTCCAGCCACCAGTTCCTGTCCACGCATTATGACCTGCACAACCTGTATGGCCTGACTGAANCCTTACC 

CTCCACAGGGCCTTGGTGAAGGTTCGAGGGATGCGTCCNTTCGTGATCTNTCGCTNAACCTTTGNTGGC 

CACGGCCGATACTCCGGCCANTGAACAGGGGATGTGTGGACAACTGGAACANNTTTCTTACTCCGNGC 

CAAAAATCCTGNTTTTAATTTGTTGGGGGTGCCCCTGGGAAGGGGCrGACATTTGGGGNTTCT^ 

ACACTTNAAAAGAACCTGNGTTGCTTTGAACCAANTTGGGGGG 

CCAAATTGCCCNTGAAAAAGCCANCCCGAAGGNAACCCGTANAAGGTTTAANNGAANACGGGNNCAA 
CNAAGCCTTGAAGGAAAGGGCNTTTAACCCTTGGGGTTN^ 

NT 

TTGANAAAANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 

CATCAGCAGCTCAGGCNCTGCTGGGACCTACCGACCCTACGACGAGGGTNTGAGGCGGGGGGTCTTCA 

TCACCAATGAGACTGGGCAGCCACTGATTGGGCAGGTGTGGCCCGGACTCACCGCCTTCCCCGACTTC 

ACCAACCCCGAAACTCTTGACTGGTGGCAGGACATGGTGACCGAGTTCCACGCCCAAGTGCCCTTCGA. 

TGGCATGTGGATCGATATGAACGAGCCATCCAATTTCGTGAGAGGCTCAGTGGATGGCTGCCCGGACA 

ACAGCCTGGAGAACCCGCCCTACCTGCCAGGGGTGGTTGGCGGGACCCTCCGGGCAGCCACCATCTGT 

GCCTCCAGCCACCAGTTCCTGTCCACGCATTATGACCTGCACAACCTGTATGGCCTGACTGAAGCCTTA 

GCCTCCCACAGGGCCCTGGTGAAAGCTCNAGGGATGCGTCCCTTCGTGATCTCTNGCTCAACCTTTTGC 

TTGGNCACGGGCGATACTTCCGGCCACTTGGACAAGGGGAATGTGTGGAGCAACTGGGGANCCAGCT 

TTTCCTACTCCCGTGCCANAAAATCCTGCTITTTAAATCTTGCTGGGGGTGCCCCNTTGGTAAGGGGGC 

TGACATNNTGGGGCTTNCTGGGCAACACCCTNAAAGAACCTGTGTGTTCNTTTGGACCCCANCTNGGG 

GGCCCTTCTACCCCCTTCATTGCCGGAACCCCAAATGCCCTTNAAANAGCCCAGCCGGAAGGAAACCG 

TACAAGGTTTNAAANGNAAAANGGGNCCANAAANGCCATTTNNG^ 

AAGGGGCCCNCCCCCCNNriTTTTGTGGGTACCCCCCT 

TNNNACAAAACTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGC 

CGAACTGACCCAGAGAAGGGCAGTGTCGTCTCGGCGGCGCTGCAGAAACCCCCACCCAAGACGGCTC 

CCCCTCCCCGGGCCTGTCCCCTCTTGCCCGCGAGTCCTCTCGCCTCGTAGGCCTCTCGGATCGTATATC 

GTGGGGTGAGGTGAGAGCAGGCCCGGGGAGGGTGGTTACCGCTGAGGAGCTGCAGTCGCAATCAAGA 

TGATAGAGGTACTGACAACAACTGACTCTCAGAAACTGCTACACCAGCTGAATGCCCTGTTGGAACAG 
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GAGTTGAGATGTCAGCCAAAGGTCTGCGGCTTGAGACTAATTGAATCTGCACATGATAATGGCCTTAG 
AATGACTGCAAGACTGAGGGACTTTGAAGTACAAAGATCTTCTTACTCTAACTCAGTTCTTTGG^ 
ACACGGAGACATTTTCTCTAGCTGTGAATTTACTGGACAGATTCCTGTCTAAAATGAAGGTACAGCC^ 
AAGCACCTTTGGGTGTGTTGGACTAAGCTGCTTCTATCTGGCTGTAAAATCAACAGAAGAGGAA^ 
5 ATGTCCCATTGGCAACTGACTTGATCCGAATAAGCCAGTACAAGGTTCACGGTTTCAANACTTGATGA 
ANAATGGAAAAANATTGTATTTGGAAAAAGGTGTGTTGGAAAAGTCAAAAGCTTACTACTGGC 
AGTTTTTTACAGGCTNTTATTACTCACTTCCCTTTNAA 

AAATAATNNTTTTTTTTNAAAACN 

10 

GAGCCTATANNGAGNCGNATTACAGGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGT 

CCGGCAGCTCCGGAGGCTTTTTGCCCAGCTGGCTGGAGATGACATGGAGGNCANCGCCACAGAACTCA 

TGAACATTCTCAACAAAGTGGTGACCCGACATCCTGATCTGAANACTGATGGCTTTGGCATTGACACA 

15 TGTCNCAGCATGGTGGCTGNAATGGATAGGGACACGACTGGCAAACTGGGCTTCGAAGAATTCAAGT 
ACTTGTAGGAACAACATCAAANAGTGGCAGGCCGTATACAAACAGTTTGATGTTGACCGNTNAGGGA 
CCATNGGNATGCATGTGAACTCCCCAANGGNGCCTTTTGAGGCAGCAGGATTCCCGCCTGAATGAACA 
TCTCTACAACATGATCATCNCGACGCTACTCANATGANGGGAGGGAACATGGATTTTGACAAATATCA 
TCNAGCTGCCTNGGTCANACTGGNATGCCATGNCCCCNTNCCTTCNANTCTCTCGACAAAAGANTGGC 

20 ACCTGGACAAATCCAGGTGANCTCCNTNGAGTGGCTNNAANCTNGNCATGNTACTCCNTGAAACNNG 
GAGCCCCAANGNCCTGCCCCNCTCATTNCCTTTGCTGGNNGGAGTCCNCCCTTNGACTTCTT 
CCCCCANGGCNTNATTTCTTGNNTGCAAGTNACAATCTCTCNNAGGGGTCNCTGCCNNAC^ 
NGNCTNTTTAANCCCNTTNGCCACCTO 
TNNCACTGCCNTGNCCCCTNNAANTNC^ 

25 NAACCCTTATATTTGCACCCNGTTGNCANNCCTCCACAANCTCGNNGTGGTTTTCTO 
GCCNCTNNTNCNTAACTTCTNTG^ 

TNTCTTTCCACTCTCCNNTCTCNNTNCATCTNTGCCCANATATNTTGTGCCCTTN 



30 

CCCCCCNNTTCNNNNGNAGANGTNT^^ 
NCCTNGNGGGAGGNNNCNNNNCTNNNNNN^ 

GGNCTTATATGAGTCGTATTACAAANGNATNACACTCCCNCCCNNGNGGCTCTNCNNANACACGGCCG 
NNANTC^CNTCNCNNNATTTTATTTTNNCN^ 
35 CCNTCGCNNTNGTCNCTATNNTTO 

CNAGGNGNCTANNCNCNCNTGNTNNNACANTCACCCTNGCTNCCCCGNCTNACGANTNGAGAGNT^^ 

ACCNNNCNNGNNANNCNTCNNA^ 

CCGGCNTCCCNTTTNCTCTCmiNN^ 

TGANANCCCNTNNTNANNNTCNCTGNGNNCNACNNGNCNNCATGNNG 
40 AGNCGACTCCCANNClSnSfNGNCNTTTGNANNTCNCNNCCCCNNGNTGATO 

NCCGNCCCCTANNTACNCNNTACGANTCGNNNANNAANNCTCNNACTCGNCGANNCGTCNGTO 
NNNCNGNCNCCNCNANNTTNNGN^ 

CANGTCNCCNNNCCNNNCTAGGTTNNTCTNNGACCGCNGCTNANCC 
NTGNCTNCGTNTCGCNCTTCCNTNN^ 
45 COTANTATGANNNCTNCNTTC 

TTCNNCTNTTNCCNTCGANTCCACTNNNIS^ 

CTATNTGTCCTTCNNCTACTNNCAGCNCTGCTNNTCCNCNNTCATGCTCCACCACGNNCN^ 

GTGTGNCTNCNCCNCCATCNCCNTNNACNNTTCCNNACCCTNW 

CGGTNACGNCNNCGNNNCAGCTCNTNTCN^ 
50 ACTCCTCTGTCCCTATTGCCCTNNATATNCNCCACGGNNGGANNNTO 

ATTNCCTCTGTCNCNTCGGCACNNGANNNTACGCATCCNGCNACCTCCNATGATCACTNNGNTCTGTC 

GNNCCCCCGCANGCGTNTCGCNACGTNTCGNT^ 

ACTCTGTAAAGNCACGCTCNCNGTTNNNGTGCTCC^ 

CNNANGCCANGCGNCGATTGNGTGTTGNGC^ 
55 NNNNCNCCCNCCCCCCCNCACG 
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GCCCTATANNGAGNNGTATNACAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAA 
TTCGGCACGAGGCCGCTCCCGAGCGCGGCGGCCTCGTCTCTAGGCCGTGCAGCTGCTGCCACCGCCGT 
CTGTCTGCCTGCCCTCCCGTCGGTCCACCCGCAGCATGAGCGGCCTGCGCGTCTACAGCACGTCGGTCA 
5 CCGGCTCCCGCGAAATCAAGTCCCANCAGANTGAGGNGACCCGNATNCTGGATGGGAAGCGCATTCA 
NTACCANCTAGTGGACATTTNCC^ 

CCCAAGGNCNCCCCACCCCAAANTGNCAACGGGGACCANNATTGGGGGGACTATNAACTNTTCGTGG 
AGGNTGNGGAACAAAACACACTGGAGGANTTCCTGAAACTGGNCTGAACCAANTCANCCCCCTGGAC 
TTTGTCATTACATTTCCCTTCCCAGGCATTACCCCGGGCATNAAGGACCTTGTGACCAAC 
10 TATTCCTAACCTGAACGGGGGGNGCTCT 

GCCCCCTTCTTTTTTATTTAGAAAGNAANATTTO 

AAACANACCNAAATGGCTGGNNTGTTNCTCANANTCGGGNCCCTGNGGGTTGTCACCCTTGNCTGGGN 
CTTGTGTGATGGGGCACCTTTTNTTC 

CCCTTNCGGGGNGCACCCCCAGAAAAAAATNAAANGGTTGCCNTTTNCATTG 
15 AAAAAAACTNNGGGGGGGGGGGGGGGCCCAAACTTNNNNT^ 
NNCN 



GGNGGGNGGGGNGCGNAAGGAAATNTTTTATTTNNNNTTO 
20 AGNGNNGNCANNTTNTNTTTTCNTCNGGGANNCCTANTAGGAACTC 

GNNGCATTACAGGGGNGGACGCTCTNCAANTAGTGGCTCCCCTCCGTTCTTGNTACGACTNNNCCCCN 

(^AANNGTTGTTTTTNTNCT^ 

CTCANTNTTATCNTTTTNCNNNGTTTNTCG 

CNANACGGACCTNNTGTTTTNTNTTNTCNACNTCNTATTC^ 
25 TTCATATATTCCTNCTAATNNNCNNANATTNNNTCTCGTTGNTG 

NQNTTNTANCNNN^ 

TGNCTNTTACTNNACGANOT 

NNTNTTSflSfNTNOT 

TGTCCGATGNGNNTNTATNCGTOT 
30 NGTNATGNNCNNNTNCGNNAGNNNTNGGNNCTTOT 

CGTGTTCNATCCTNGTACNCTNATCTTTTGATANNNTCNNNGTTO 

TNCCCATNANGCAGCNTCNTGTCATNTNC^ 

NTANTTCCTCCTACTCGCTCCC^ 

NTCNNTNTATNTNATTANGNTN^ 
35 NTGTAATNCTCCCNTTNATATANTATNTNNTANGACACTNTCTCTNCTC 

TCGNTCGTCGTTNNNTCNTGANNNCCTANGTANANNCNCGTTGTO 

TTCTAGNNCGGCTNNCTCTCTNACGTACNTTTGTAANANTANTNANTN^ 

AGATCGATCCNCCGTACGTNNNTAGCTATNTTCTGTANCACNTAANGATGTCTTN^ 

NNNTTNGTNTNTNANGTGTGTNTNTNGCNTNTGAGTGTACATANGTATGTT 
40 GTATGNNACTTNCGTGAANNNCTC^ 

TACTTACTNTTCGNANTGNTACGG 

TCGNNTNGGTAGNGGCCG 



45 GGNGGGNGGGGNGCGNAAGGAAATNTTTTATTTNN^ 

AGNGNNGNCANNTTNTNT^ 

GNNGCATTACAGGGGNGGACGCTCTNCAANTA 

CNAANNGTTGTTTTTNTNCTC 

CTCANTNTTATCNTT^^ 
50 CNANACGGACCTNNTGTTTTNTNTTNTCNACNTCNTATTCNTNT^ 

TTCATATATTCCTNCTAATNNNCNNANATTNNNTCTCGT^ 

NCNTNTANCNNNTNTCNTNTCCNCGTGCCTGTGAGTTANCNCNNCNAN 

TGNCTNTTACTNNACGANNTC 

NNTNTNNNTNNTCTCTNTO 
55 TGTCCGATGNGNNTNTATNCGTNTATC 

NGTNATGNNCNl^™ 
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CGTGTTCNATCCTNGTACNCTNATCTTTTC 

TNCCCATNANGCAGCNTCNTGTCATNTNCNCTNGTCNCNTNTTNGNTCTACNGCACNGNTTA 
NTANTTCCTCCTACTCGCTCCCNTNTNTOT 

NTCNNTNTATNTNATTANGNTNNTNGTNTTANTNNCTCTCNCNTNNNGAGACNCTCT^ 

5 NTGTAATNCTCCCNTTNATATANTATNTNOT 

TCGNTCGTCGTTNNNTCNTGANNNCCTANGTANANNCNCGTTGTNCGNGNCGCTNTAANGNTO 
TTCTAGNNCGGCTbWCTCTCTNACGTACNTTTGTAANANTANTNANTNNATGGAGTATTCTCCTT^ 
AGATCGATCCNCCGTACGT^^TAGCTATOTTCTGTANCACNTAANGATGTCTTNNCGCTNGTGTNNG 
NNNTTNGTNTNTNANGTGTGTNTNTNGCNTNTGAGTGTACATANGTATGTTCAATCTNTNm 

10 GTATGNNACTTNCGTGAANNNCTCNACGANAC^TANNTACGGACAANGTNNCNNANGTANCTO 

TACTTACTNTTCGNANTGNTACGGTCCCTATCTATGNATGTNTNTTGCGTCGTGTNTNGTTNCTATATN 

TCGNNTNGGTAGNGGCCG 



15 CANAANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATT 
CGGCACGAGGAGCGCTCGGAGTTTGCCACTTATCGGTCATCCTTGGTGTCCGCAGCACTCTCTCCCTCT 
CTCTAGGGCGGCGACCTCCGGCGGCCGGAAAGTCACCATGTCCATCCTGAAGGTCCACGCCAGAGAG 
ATCTTTGACTCTCGTGGGAATCCCACCGTTGAGGTTGATCTCTTCACCGCGAAAGGTCTCTTCAGAGCT 
GCTGTGCCCAGTGGCGCTTCAACTGGAATCTATGAGGCCCTGGAGCTTCCGGGACAATGATAAGACGC 

20 GCTACATGGGGAAAGGTGTCTCAAAGGCTGTTGAGCACATCAATAAAACTATTGCGCCTGNCCTGGNT 
AGCAAGAAGCTGAACGTCGTGGAGCAAGANAAGATCGACAAGCTGATGATAGAGATGGATGGCACA 
NAAAATAAGTNCAAGTTTGGTGCGAACGCCATNCTGGGCGTGTCCCTGGCTGTCTGCAAGGCTGGTGC 
TTGTGGANAAAGGGGTGNCCCTNTANCGGCACATNGNCGACTTGGCTGGCAATGCTGAAGTCATNCTG 
CCAGGTNCGGCTTTTAATGGCATCAACGGNGGCTTTNATGCTGGCNACCAAGCTGGGCCTTGCCGGAN 

25 NTTATTAATCCTTTCTGGTGGGGGCCCAAAACNTTCCGGGAGGGCCATTCCCCATTGGAACCAAAAGG 
TTTANCCCCAANCTTGAAAAAAGNTCTTCAANGGANAAATTTTGGGAAAGGATGNCCCCCCACCCTNG 
GAAAAAAAAGGGCNGGTTTTTNCCCCCAACATTCCTGGGNAAAAAAAAAAAAANCCCTTGGAACTTT 
NTTNAAAAAAGGCCCTTTGGCAAAGGGTTGGGTTTCAAAGGNAAAANGGGCTTNATTNGGGAATGGG 
CCNNAAACTTGCCCTTTAA 

30 

TTNANCACNATCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
GNCACGCANGCCCTCANCATGGAGGGAGCNCGNCCGCTGNCGGCGGCTCGCGGCAGCNTCTGAAGAG 
GCCAAGGCGGACGCCCCCTCTGCGCACAGTGGCTGGGGGTGCGCACCGNCTCANGGGCTGGCCCACA 

35 CCTTTCTCTGTGAGGGCGAGGGCTAAATATAACCCGGAGAGTGAAGCCAGTGATAAGCTGGGGCCTGT 
CTGGNCCTGANTTCTGTTGAGACCTGGCGGNTAGCAGGGCCCAAGCTAGGNCCGGCTGGGAGACGTTA 
GTGTCTCCTTGTGCTAAAGGCCTGGCTGACCTCACCCACAAGATCCCAGCCTCCCCACTATTTATAGCC 
CCAGAGGCCCTGGGAGGGTAATGTGGGGGCAAGAGGAAAAAGTGGAANGAACGTGTGCATTTGAACC 
TTTTGAGTCTTGGTTATGCTGCTAAAAAACCACATGACCATGGCAAGTTGCCTTAGGCACTTCACCTTA 

40 ACCTTCCTTACTTGGGCAAGTGGGGGGNGATGGNCCACATATAAATGCTTGGGGAGGNCCATTTGGAN 
AATCACACAAGAATGCAAAGTANCAGGTGCCCGNTTTTGTTTGATTGAACCACAGGCTTTCCAAATCC 
AAGCCACTTGTNAGGCCTTTGGGCCCTGAAAATTTCTTGAAACNAACAACITAGGTTTTTCAAG 
GGCTTGGNCCTGGGCCTNAAAAAmTTTTGNTTTGCATTTTTTTT^ 

NTAAAGGGCCTNCCGTTTTNAAAGGWAAAAANAATTCTTNGGGNCCCAAATTTTTTAAAAAAAAAG 
45 GGGTTTGNCCCCCCCCNAAAATGNATTANGGGGCCTGGGGGGGGGGTTTTTAAAATNCAAANGGGGG 
GGNCNCAGNTTTTTTTTTTTTTTN 



TNNANAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
50 GCTCGAGTTTTTTTTTTTTTTTTTTT^ 

NNAAAAAAAAAAAAAAAAAAANTTTTTTTNlSn^ 
TTTTTNNGGGGGGCCCCCCCCCCNNTTTSTITT^ 

AAAAAANGGGGGGGNAAANNGGTTTTTTNAAAAAAAANTTTTTTANNCCC 
55 AAAAAGNGGGNTNNAAAAAANGNGGGGGGGGGGGNCCCCCCCCCCCCNCNNNTTNTGGGGGGGGGG 
GANNNNNNANNNNNNNNl^^ 
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NNNNNNNNNNNNNN^^ 

NNNNNNNNNNNNN^^ 

NNNOsINNNNNNNNNNNNNN^^ 

NNNNNNNNNNNNl^^ 



TTNNNNAAANCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGT 

TCCTGTTAACTCTTAATAAACTTACACATGCAAGCATCTACACCCCAGTGAGAATGCCCTCTAGGTTAT 

TAAAACTAAGAGGAGCTGGCATCAAGCACACACCCTGTAGCTCACGACGCCTTGCTTAACCACACCCC 

CACGGGAAACAGCAGTGACAAAAATTAAGCCATAAACGAAAGTTTGACTAAGTTATATTAATTAGGG 

TTGGTAAATCTCGTGCCAGCCACCGCGGTCATACGATTAACCCAAGCTAACAGGAGTACGGCGTAAAA 

CGTGTTAAAGCACCATACCAAATAGGGTTAAATTCTAACTAAGCTGTAAAAAGCCATGATTAAAATAA 

AAATAAATGACGAAAGTGACCCTACAATAGCCGACGCACTATAGCTAAGACCCAAACTGGGATTAGA 

TACCCCACTATGCTTAGCCCTAAACACAGATAATTACATAAACAAAATTATTCGCCAGAGTACTACTA 

GCAACAGCTTAAAACTCAAAGGACTTGGCGGTGCTTTATATCCTTCTAGAGGAGCCTGTTCTATAATCG 

ATAAACCCCGATAAACCTCACCAATTCTTGCTAATACAGTCTATATACCGGCATCTTCAGCAAACCCTA 

AAAAAAAAAAAAAAAAAATTNGGGGGGGGGCCCGGNNCCCAATTTGNCCNTATAGGGGGGGNNNNT 

NAANNNNNNNNNNNNNNNNN^ 
NNNNNNNNNNNNNNNNN^^ 



GCNTATNTGGAGCTNCACCNCNNGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGNCN 

NCGNCCCGNCNGGGGNTGCCGGCATNGCAAGAAC^ANCCGNACNCAGNGNGNNNCTTCNGTCNATGT 

GNACNTGATGCTANAATTNATATNNTNGNCTNNGNGCGNANNAAGNCNAAANCGGNTGAANCCCNAC 

TNTOTNGNNNNNNNNCNGNNAANNANNNTOANCAGNTTTGATCTNAAACCTTG1NG 

TTGTACCNCCNANTANNTGNTGANGANCTGAGACNGAAAGGGNTNNCNCATACTNNTGNNGCTNCAN 

CCGTTANATGNNATGCGNANGANCNNGATGTNGTGTTGTGCTGNATNTNATACACTNCNCACNGGTAN 

ncgcnntgnnnttngaangncnnnngnnnnanggncnnggnn^ 

cotcngaaccaaalsnstngagnncnnngnac^tgnnantgaatgcctncgacggnccn 

ncnnngccgacaaaaaatcntstnntgnatcaaaanngnngntttancaannto 

t(^twcatgncggnataaangnganntataccanantgangcngggnctaatoaattcctaannat 

ggaancgtgtaccaatggcngcccttcctaattagcctcaatnctttccctacttntganannctcc 

taaaatgctaggntnttgtaaaaaaaaaaaanaaaaanaaattgggnggggggggnanattnccaa 

aaanaaccittaaaaanggnnnnc>wtnaaa 

gaaanntntggaaaaaannaaaaaggcccnnatttonncnnaaaaaggnnnt™ 

AAAAAAATTCNGGGNANCCCAAAACCNGNIWCT^ 



NCNACTGGAGCTCCACCGCGGGGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAAAT 

TCGGCACGAGGGCTGGATGCAGAATAGGATAATCTGGAGAATGGAGGAAGAATGCAAAACGATATAG 

TATCCCTTATGGATGGTACATGTGCAACAGGGAACTATTTCATATACCCTTGGCAGTCTCTGATAATCA 

GGGAGGAAGAAAAACCTGGAATTTGGATTAAGGCTGATCTTTCTGGTTTTTGCGCACTGTGGCTCTCCC 

AGGCATATATAGTGAAGGTGAATGTCTTCTCCCTCAGAAAAACTCAGGTTCCTTGCTGTCCTGATAAG 

GCATAGCTTCCCTGCCGTAACTTAAAACTCAGTGAGGACTTAAGAGGGAAAGAATGAGGCAAATATAT 

AGGACTGCAGGATAACAACTGCATTGTTGTGTACTGTGGAATGGGGAGGGCACTCTTGGAGGAGGACT 

GCTGAAGGTGGTCAGTCTACCTGAGAATGGAAGACATACTTGGTGGGGAGCANGGTATGTGCTTTTAT 

ATGAAAAGAGCCGATGTTAAAACTCATTTGGTTAGGTAAACGTTGCACATACCTTCACATAANGGATA 

GTATATTTTGGGTTGCAGTCAAACTTCATTGTGCTCAAACTGGTGAAAATGCAGTTAGGCTTTTTGTAA 

ATACCAAAAAAAATCCGGTCTCACTCTTAATTCANGNGGCTACTGCTACTTCANAATGATTTTAAAAG 

TCCNCCCCCCCTCCCCCATGAANNTTCTTCCTATTTTTTATGCCTGGAACCTTGCCCCCAANNTTT^ 

TNNGGAATTTTACTTNTTTAAATTTTGAAAATNANCNTTTNTAA^ 
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NTNANNNTTTTTNTTNTNTNCNTTANNNAAAAAAAAAANNN^ 
TNNTTTCCTTN]WANGGGNNTTTNNNNNCCANCT 



TTT^ATAGNGAATNGNTANGANNCNACCWCTNNNCCTTTGAGCCCNATAGTGAGTCGTATTACAG 

GGGCGGCCGCTCTANAACTAGTGNATACCCCCGGGCTGCATGCTCCCCNCNCGTTGCNCTCTTTNCNG 

CTCGCCCCCTGTCCCNGCNCCCCCCGGGNTNTTCCNCANCNCATCCCGTNTCTATCCCCNNANTCCANA 

GANANANTGANNTTCNCTTGNATNAACGAGGAANCATNTNGTCCTAAAAATCTTTCCNTTNTNNTNGN 

CCWANNNGAATNCTNANTOAANTANNNTAGNACTCGGGCTNCCCGGCTTATOTATONTAAANANG 

CNCCTNNCCGCTNCNNCATATGTTTNNTCCTTCACCACNNNNANTOTCTCCTTGNTO 

CGCCCCANNTCNGCNCTNCNNACTAANCNCCCm^ 
CTANGAACTNTTSfTNNTTNCTTTCTATCCNNCACACCACCCNTTNA 

TNTTCNAGNTTCATAATTNTTCCTNNTGTANNCTCCCTGCNAANCCAAAAANTOTTWTTNTTCTTTCN 
CCNTCCNNANANCTONTNNATANCATCTGCCANNGNCNCCTNCGCNAANTCTG(^CTCTCTNNTNTNA 
TNTATGCCNGNATACCTTGTNCTGCTCATAATNATNATANNTTOANAIT^CCCTNTNATTTTCTCNAA 

TCCNGTCTCCTANGCGNNNCTTAANACANCACNATTO 
CCTITCTNCNNNC^CCCCNCCCCAC^ 

c™gcn<^ctnnttnanctccnnccccncctc^ 

ATAANCGACNNCATAANTCrTACAGNTCCCTNAAGANTNTCACCNTCATATCTCTOTCNCNNTCCTCN 

NCNANTCCNTATCANNCGCGCTNCTTTATTTGAGTTAATTTGTNTTGTTNTCNTA^ 

TNCTTTCCNGACNCGNT^nSTNNCClNINCTC^ 

CTNANNNTCNNACCNCACTCCTTCAGNTCNACCGTNNCGANNNNTCGCNCTCATTCANAGAGNGCNCC 
G 



TNAGNCCTATAGTGNNGTCGTANTTANAGGGGCGGCCCGCTCTAGAACTAGTGGATCCCCCGGGCTGC 

AGGAAATTCGGCACGAGGGCGTGACGTGCNNTNGCCGCCACCTGGTNNNCATGGGNCANCACTTCCT 

GTTAAGANAANCCACNANGTGGAACGGNGACGANNTANACTONNTNATCNGCTNTWTGNCAGGCTGT 

CANGAANTCANATAGGAGTNCCGTNCCCAGNACATCNNCNTTCNNNNNNTGCTGNTGNTNAACNANG 

ATNNGTTOAANAGNGNO^AACNTNTAGCTGGGGGCACAGATTANNATCTANTNTGNNTTTOANCN 

GCTCNCGGACNCITATWGNAAGGNCGNGNNCAN^^ 

NTTTANACAGAGGGTCANNAACNNATANNTTTNTGTTGTGTTGANACNNGAACACCNACCTCTTTNN^ 
CNGNNGCCGCAGANCCNCAANACTNTTGTTCGTNTGNNCNNGTANCNCCCCCCTCCTTTNCANNNAGG 

GCATNNNAGCANAANACTANmTTGTGNNNN^ 

gtgntnacaactgncttcnnttctaaaantoniwcntaancgacnaagan™gtt^tcnata^ 

nttgttctcnnttnctctctk^canannngatnttnctttcntcnngtctntnctc^ 

taaaatttnctcntgntttatacnaattttncttnntnm^tgg 

NTTNANTCNTlTNTNNTmCNTC^^ 

NTTTNANCTTGTNNCTAGAGTTTTCCCTCTATTCTTITITTATNTAN^ 

GGNGTCTAGNNNNTN^ATmTCTGTOCTCCANTANACTNANANGACTNTTNCTGTTTCTNANCTATTTT 
TCTTNTNCNATCNTCATCCCCG 



TNAGNCCTATAGTGNNGTCGTANTTANAGGGGCGGCCCGCTCTAGAACTAGTGGATCCCCCGGGCTGC 
AGGAAATTCGGCACGAGGGCGTGACGTGCNNTNGCCGCCACCTGGTNNNCATGGGNCANCACTTCCT 
GTTAAGANAANCCACNANGTGGAACGGNGACGANNTANACTNNNTNATCNGCTNTNTGNCAGGCTGT 
CANGAANTCANATAGGAGTNCCGTNCCCAGNACATCN^ 

ATNNGTTOAANAGNGNCNNNAACNTNTAGCTGGGGGCACAGATTANNATCTANTNTGNNTTTNANCN 
GCTCNCGGACNCTTANNGNAAGGNCGNGNNCANGACNCTTNTNCTCCNGANNNAGCAGACCCGCACC 

NTTTANACAGAGGGTCANNAACNNATANNTTC 

CNGNNGCCGCAGANCCNCAANACTNTTGTTCGTNTGNNCNNGTANC^CCCCCCTCCTTTNCANNNAGG 
GCATNNNAGCANAANACTANTNTTGTGNN^ 

GTGNTNACAACTGNCTTCNNTTCTAAAANTNNNNCNTAANCGACNAAGANTNNGTO 

NTTGTTCTCNNTTNCTCTCTNNCANANNNGATO 

TAAAATTTNCTC^TGNTTTATACNAATTTTNCITN^ 

mTNANTOmTNTN^^ 
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NTTTNANCTTGTNNCTAGAGTTTC^ 
GGNGTCTAGNNNNTNNATTNTCTC 
TCTTNTNCNATCNTCATCCCCG 

5 

TNNNNNAAANGCTGGAGCTCCACCGCGGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGC 
AGGAATTCGGCACGAGGGTGATCTTACGTCCTTTTTAAAAGCCCTGCTGCTGCTGCTGCTGCTAGTCGT 
GTCTGACTCTGTGCGACCCCATAGATGGCAGCCCACCAGGCTCCCCCATCCCTGGGATTCTCCAGGCA 
AGAACACTGGAGTGGGTTGCCATTTCCTTCTCCAATGCGTGAAAAGTGAAATTGCTCAGTCGTGTCCG 

10 ACTCTTCACGACCCTATGGACTGCAGCCCACCAGGCTCCTCTGTCCATGGGATTTTCCAGGCAAGAGTA 
CTGGAGTGGGTTTAAAAGCCCTAGGACTCTAGGAAAACCTCTCTCTTCATCTAGTGTGGAAAGCTTATT 
AAGAAAGGAGTGGAATGAGCCTTACCAGATGGTTCCCAGGTGGTGCTAATGGTAAAGAGCCCACCTA 
CCAATGCAGGAGACATGAGAGACATGGATTCGATCTCTGGGTTGGGAAGATCCCCTGGAGAANGAAA 
TGGCAGTCTACACCGGTATTCTTGCCTGGAGAATCCCATGGACAGAGGAGCCTGGNGGCTGTANTCCA 

1 5 TANGGNCACAAAAAAGTNTGAAGTGACCTAACATACATC 
GGAAAAGCTTAACCNAAGGCNGGCTGTNCAAATCGTGAG^ 
ATAAATGCCTGAAAANCNTCNCCAACCCOT 

CTTTGAGCAACTTGAAAATTTTTTTTTTTNAAACCAAGCCNCTTAAAA 
20 TGGGCCNAAAAACCTGGGGGGTTGA 



TNNAACAAANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
GTTTCAGTCCTTTGGATCTACGTTTCCAATTAAGTATTAGTCAAGTATT 
25 AACTTTAGACTAGGAATTGGTGTTGGGGTGGGGGGTGCAAG 
TAAAAGTTTTATCTATTAT^^ 

GCTTTTGAGGGCCGAATTATTCTCCAAGTTGAGAGATGTCCTCGGGTTGAATTGAAAGC 

AACTGCAGTGGGAAGGGGGAGAGCCTTTGCCTCCACTGCCCCACCCTCACCCTCCTCGTAGACCCTCT 

GCCTTTTGAAAGCAGATCATTTTCACTGAGATGTTGGACATTGCAGATGTCTGT^ 

GGATTTTGGAAATCGAAAANTTTTCGAAGCTNTATTTCTNAAATTTO 
AATTGGAAGGGCTTGTTTGNAAACCTTNACCCCCCTTGAAANCCCCCCCTTAATGAAAA 
GGGTGGCNTNAAAAAAAAGGANGGTGGGNATTN^ 
AAATTNCCCCTTGGGGAATTAAANNATTTCCNGGGTTTTCC 
35 TGGGGAAGGGAATTGGGGGNAAAAAAAAATGGTTGGTTTTTTN^ 

TGGAATTAAAAAATGAAATTTNAAAGNTTTTNNTTTTTGGCAAAAAAAAGGG 



TTGANACAANCTGGAGCTCCACCGCGGGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
40 GCTCNNGNNACNANGTTTTTTTNNTTNCNGCTGG 

CCTGGNCCCTAACCTGCTCCTCCTTGGCTATGANCCCACCAGGGACATCCCTGGCTCCTGNTGGCCGTA 
GNGNGCTGGCATGGCCCACCTNGGGGCTNACCTGCTGCNNGCNGACTTGCTTCCCGGCCTGANCCTGT 
NACCTTGNTCNCTACTGGTAACCIWTC 

GATTCTTCTGCNCTGNTCCTACCTTOGCTTATTTCTTGGNCGCTTO 
45 CTGGTNTTCTGNTGGNNTNANGAATGCTCNC 

TGANNANTCTNTTTNNANGGGGTNNNTNGAANNCCN 

NTGGATNTCTNGNCNCGCNTGNNCTTTGGGNTCANAATNCCATGCNNTNGGGN^ 

TAGNGTTTTWGNANCCCClNnNrCNNGGGGG 

NCGGGCTCTNAAGGGNTTANNNN^ 
50 AANAAAANCNNCCT^TTCTTTNCCC 

NGGNGCTTCNNTNTCTNCCTANANTNNNNNNNNNTCI^ 

NNTNATTTTNTNGNGCANCTCCGTNTNCCGTGTGNNNCATCTCNTCTN^ 

NTNCTTNCCNACNTNNACT™ 

TCCAACTNTNCATTCTCGNCNCNGCNNT^ 
55 ANATGCTNTGTNNTNCTCTGCTTNNCNCNTTTCNCTCNNTNCCA 
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TTNANAAAACTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAA 

TTCGGCACGAGGGTCCGAGTCCTCTGATGTCCTGTCCAAGTGAAAGGCTCCTGCGGTCCCTCCCAGCCT 

CTCCGGCTCATTGGCTCCTGCAGATGGAGCTGTGCAGGGGAGCATCTGCACAGGAGACCTGAGGTTTC 

GCCCCTGTCCTCCGCCCACACCTGGGGGGAGTCGACTGCCTGGGGTTGCCCCTTTCGCCCATGACCCCA 

CCTAAAAGCCAATGTAAGCGTCTTTTTCAGAATAAATCCAATTCGAGTAAAAAAAAAAAAAAAAANN 

TGGGGGGGGGNCCNGGNCCCNATTNCCCCTTNTO 

NCCCCCCNNNNNNNNNNNNlSnSINNNM^ 

NNNNNNNNNWJN^ 
NNNNNNNNNNNNNWT^^ 



ANNACTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCG 

GCACGAGGTCCTTTATTCCTACTCAGACTGTTGCACATACTAGCCTTGGGAGTTCCTAGAATAGAAATC 

CTTAGGTTTTAATTCCAGTCCTGTTTCCACCTACAGAGTCCCAACGTGGTTATTGCAGGCAACGTTCCC 

TCTCTCCGTGGTCTAGAAGCCCCTCCCCCAAGGTAGAAAGAAGGGAAGAAGCTAACTCCAGTGTTTCC 

GTTGCACTGATCCCCAATTCAGTCCAGGAGGGGGCTTGGTAACCCCTCTCCCTCAATATCCTGGCACCT 

TGGGCTTGTGAACGCCTCCTAGCCAAATCACTAGAGTACAGTGACCCCAGCCTCCTGCCTGTCCCGAG 

TGAGCCCTCCCCACCCTGACCGTGCTAACTGTGTGTACATATATATTCTACATATATGTATATTAAACC 

CGCACTGNCATGTGTACCCTTTTTCTGTGGNGTCTAGCATTAACTTATTGTCAAGGCCCGGGCGGGGGT 

GGAAGGAGAATGCCACAGTGAAGGGAGTGGCANAGTCAAATTGCTATATAGTCGAAAAAGAAAACTT 

TTTTAAACTTrAATTTCACATGCAATCTCAAGAGACTATTTAGAGAGTTTAAGTGAGGNGGGGGAGCT 

TTTGGGATGTTGGGGAACAAAACTTCANTGGGAAGGAAAGGGCTGGTTGTTGGAGAAGGGAACAANC 

CCACTGGNTGGAGAAGCACCCnTTTACAANCCAAGCCCANACCCANACCGGTNCCCTTTNGCCACTTG 

TGGGGGAC^CCTNCCnTTAAAACANACACCTTCNGNGGTNCTNCCACAAGTTTTNCCT^ 

TTCCC^AGATrTCCCCNACCCNTNTCTNGGGTTTCTCCCNCNAGNANGAGAANANAANCNTTTGANAA 

NTTGNGGANGTGGAAAANNAACNTGAATTTNTCCNTTCCAACNAGGCT 



GNCCNATNNGGGANGNNGCATNACAGGNGGCNGGCCGCTCTAGTAACTAGTGGATCCCCCGGGCTGC 
AGGNAATCNCGGCCACGAGGGCTGNTATGCANCAATANGCATTAATCATGTTAATAANNGGNGGGGG 

AGGAACTACTTTCATGATAGNGNNANNNNNNNNCT 

NNANTTGCNNTNTACNAGQSICNGGNCTGTNACTCNCNTATAANCACAWrNNTGN 

NAANCTCGNTNATCNGAANNNTNTGKNAACNTGCANTGTNCAAGAGACCNNATNCTATC 

TGGGTKGACCTTNCANTCACGCGTNNNATNNANTNCGANTGNNNGTCGATC1NCTCNNNNCATGGNNT 

CTNATATNTCATGNGNNNGANAGTCGN^^ 

TCTTNCCNCNGNTCNTNGACANGACGCACACGNACNNCACACGCAGTNNGT^GNANGNAAGATO^ 
TNNTATNGCCACNANAGN>WGNAAGANTANACGAGTTNTNNACATCNTNAGNGNGCGATACNCNAGT 

TOsINNACGNNTTANANNNA^ 
CANNl>mNNTCATNATTT>OTC^^ 

GANNCCCANATGNTN(^TNCATGATCTCANTTANANNCK}AGTWTGACAANANTNTNTTGANANTON 
GTTNACAGTCNAGNAGANNCCATCAGNNNGl^ 

AGTANTNTANGTTNNTNTNNC^ATAGAGNNNAGTAGTCTGNTNNCAGANACTCT^ 

GNNCCTTNNTAGTTNATANTNNATNN'^^ 

TGCOTTSTTGTCNCAAGANACCGATTGTGATO 

NCNACTNTNCNNCCANGGTCTNCCTNGTNGCCTCNGACNAACNNTATNCNCTCCTGTTAGTAGCATNN 
ACGCNGAGNNGNTANTTNNATNTTGNAGCTTCATGTTNATGGTAGTNTGATGTANGTAGTAGGAATGA 
AGAANNTGGAANTAGNGANAAATAAANAGNANAAGTCGNAAGCANAAANTAAAGGANGNNNGACG 
NACGCNATCANTAACCTCNNTNNNNATNTCGTTCCTCCGTCT 
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TACTAANGGGAGGGACNCANNNAACNCNNNANNTTGGNGCTNGAGGCCCTCATAGTGAGTCCGCATT 
ACAGTGGTNNCCGCCCCTACTNTNNAGNGTGATCNAACCANANTACCATTACNCATTATTTCCCNNNT 
AATNTTTATTTATCTNCACNANNACAANCTCTGATANCNTOTTCGNTCNNNGGGNTTATCNTOTGCNN 
CTOGGTTTWAANNCATWACCCTANATCTGNCNCNANCCCTTATTCTTCAANNTANGANTNCGNNCNC 

ATCNTNATTAT^ATAGANNNNTOTANTC^ 

NTTATNTCNCTCTTGNNGA^CCCCAGGANNCGNTNCANTTNTAATTATATGTCNCTNTNCTNCNTTNN 
NTTTNNTANTmTNTTTTNTTCTTACGCGTNAACNANTGTNCNATATANNNm 
NNNNNNATTAANTTTNGTGTCTATACTNTNNNCCGNNACNNCGNAANN 
ANNCAACNTCHNCAATNTNNTNNNTTNNNNANNT^ 

TTNGNCC^CTNNCCCAGACNNACNNGGCTNNTCCTCNNNNTAATANNTNANCTNCATGGN>mCTAT^ 
TNGANTATNCNAAATANTNTTNNTATATO^ 

AAGNGGANNNANTAANACGCTCCANGCTANGTTOTCTCNNGANNCTNTGAGATATAAAA1WNN 
NAGNNCMWGATANNGCAATNTTNATNGTTTGNCCTTNTATCCTATNGNNTATNNTNTANM^ 
CTNGNNTNNNTNCGTCNTCAATNTTNANTN 

NATNNNNCNNNNATOAANCCCNCNCGTTCTCCTCTCTCACCTNTCNCCTCATCACTTTACTAATNTNT^ 
ATNATCNACGCGNTNCGCTOWANANGTCMWANNCNNTGTNTCNGTCCTCNNNCGA'mTACTCAGCC 
NANNATNNTCCTTAATTACNTGTGCTCTGCNNATGTTATCATTTACANGANNNGANTCCTATNTTCTNN 
ATTNNNTCTNGNANTNNNTCANNNGATANNTATACCTATATTACTCNCT 

ATANNNGCNNGACANTNTATGATGNANCGNTATATGTANANTACTCATATCNNCGTGNGCGTTACNA 
NNTNCNATATCTCCTCANAANGTONCTNCC^^ 

NNGNNTGGTNANNNNGNATOTNAGTATCATTATNTATTANTNGTOCGCTCACATANACGNNGNNCNG 
NCGNCTNNNCTNTATTNNCATATATNAACGNNTCNCTAAACANNTAATNNNTAGAGTCC 



TNAGCCTATNNGGAGNTNNATNNCAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGNAGG 
ANTTCGGCACGAGGCCCTGACGTGCACATGCGGGACCTGGTGGGCATGGAACACNATTTCTTGCCANG 

TCAAC<XANCNANmGAACGGG(^ 

ATNGCAAANGAATTNCCHNCCCANGAAAANGACNGGCNAN^ 

TGANGAATGNCATNAACNTTAANCTGGGGCCANCCCTTAAGAANTACNCACGTATNAGCATGCNNAA 

NGACNTTAAGGCmGNCGGCGCCGGGCTTCTCCTCCCGAACGAGCANAAACCGGTNGACACTCTTGNG 

GGGCCCAAAGNACAGGGCGGTCAAGGGAAGGGCCCCCGCTGCCGGGGCGTACCTGTGGGAGGAGGTC 

TCNNGACCTCCTTGTGGGGCTCTCAANNGGCCTTTCTTTNTGTGGGAGNGGCACAAAGGTANGTGGCA 

CACAANATGGGGCTNTATGCTTNTANAATATTGGTGACACTGTNTTTTTCCANANTOCCACGACTCTAG 

GNGGTGGGGNNATTTTTCCCAGGNGNANCCNNCCGGGQSfCTTCAAGAAAAAGGNCTTCNTAAANCCC 
TCCNNCTGGCNTTTCTTTCCTTTTTTTTTTTTTGGGGGGC 

TTTTTTCCACTTTAAAAACTTNTTTACTTNAANNCCGCCCANAAAGGNGNGNTTCCCNTCNTA 

TCCAAGGNGGGANGGAAAAAAAAAAATTTGNTNCCGGNTTTGTTTCANCCCCCTCCTTTGGTTNNAAA 

CCCCNTTAAATCNCTTTGNNGGGNGAAANNGNNTTGC 



TNAGCCTATNNGGAGNTNNATNNCAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGNAGG 

ANTTCGGCACGAGGCCCTGACGTGCACATGCGGGACCTGGTGGGCATGGAACACNATTTCTTGCCANG 

TGAACCCANCNANTNGAACGGGGNCCANNNOTANCA 

ATNGCAAANGAATTNCCTNCCCANGAAAANGACNGGCNANCNCTNNTNNTGNTNAAGGNNGANCACC 

TGANGAATGNCATNAACNTTAANCTGGGGCCANCCCTTAAGAANTACNCACGTATNAGCATGCNNAA 

NGACNTTAAGGCTNGNCGGCGCCGGGCTTCTCCTCCCGAACGAGCANAAACCGGTNGACACTCTTGNG 

GGGCCCAAAGNACAGGGCGGTCAAGGGAAGGGCCCCCGCTGCCGGGGCGTACCTGTGGGAGGAGGTC 

TCNNGACCTCCTTGTGGGGCTCTCAANNGGCCTTTCTTTNTGTGGGAGNGGCACAAAGGTANGTGGCA 

CACAANATGGGGCTNTATGCTTNTANAATATTGGTGACACTGTNTTTTTCCANANTNCCACGACTCTAG 

CCCCGCTTCTTTTTCNCTNTTTTTTGTGCCCCATTNTTCAAGGG 

GNGGTGGGKiNNATITTTCCCAGGNGNANCCNNCCGGGC^CTTCAAGAAAAAGGNCTTCNTAAANCCC 
TCCNNCTGGCNTTTCTTTCCTTTTTTTTTTTTTGGGGGGCCCAACCATTO 

TTTTTTCCACTTTAAAAACTTNTTTACTTNAANNCCGCCCANAAAGGNGNGNTTCCCNTCNTACCCCCN 
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TCCAAGGNGGGANGGAAAAAAAAAAATTTGNTNCCGGNTTTGTTTCANCCCCCTCCTTTGGTTONAAA 
CCCCNTTAAATCNCTTTGNNGGGNGAAANNGNNTTGC 



TNNANAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 

GAANCCGNTGNCNANNCTCAACCANCCATAAAGATATTGGNACCCTTTATCTACTATTGGGNGCTTGG 

GCCGGNNTAGTAGGAACAGCTCTAAGCCTTCTAATTCGCGCTGAATNAGGCCAACCCGGAACTCTGCT 

CGGAGACGACCAAATCTACAACGTAGTTGTANCCGCACACGCATTTGNAATAATCTTCTTCATAGTAA 

TACCAATCATAATTGGNGGATTCGGTANCTGACTTGTNCCCCTAATAATGGGTGCTCCCGATATAGCAT 

TTCCCCGAATAAATAATATAAGCTTCTGACTCCTCCCTTCCTTATTCCTACTACTCCTCGCATCCTNTAT 

AGTTGAAGCTGGGGCANGAACAGGCTGAACCGNGTNCCCTCCCTTACAGGCAACCTANCCCATGGCA 

GGACCTTAAGTANATCTAACCATTTTNTNTTTACACTTAGCAGGAGTTTCCTCAATTTTAGGAGCCATC 

AACTTCATTACAACAATTATCAACATAAAGCCCCCCGCAANGTCACAATACCAAACCCCTNTGTTGGA 

ATGANCCGNAATAATNACCGGCCGNACTACTACTAACTTTTNGTTCCCTGGATTANCAGCCGGCATCA 

CAATGCTNTTAACAGAACCGGAACCTAAATACAACCTTTTTTCGACCCGGNNGGAGGAGGAAACCCTA 

TTOTATTTCAACCCTTTATTCTGATraTTTGGGACCCCCCGAAGGCTATATTTTAAANCTTANCNGGGG 

TTGGGAAAAAATCCNTTCATATTNGGGACCCTACTTCCTTCNGGGAAAAAAAANAAACCNNTTCNGGA 

AATTTTGGGGAANAGGNTTGGGGCCTTTAAANGGCAAANNGGAATTTNTAGGGGTTCAATCGGAANG 

AAC 

TTGAAACCACTGGACTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCNCCCGGGCTGCAGGNTT 

NAGTCCTTNGGATNTANNNTaSrAANNAAGTATTAGTCAAGTATTNGGNNGCACAAGTAATGGGNTAA 

CTlTACACTANGAATTGGCGNTNGGGTGGAGGGTGCATGAATCNTTATrCTATTTNATTTTTTO 

NAAGNTNTATCTATTATANATTAANCGCNCTTGCTGACWNNNTGCANAACCATANATAAATTNNANGN 

TAACTITNAGGGCTGGANTGCTTCrCNNNNTNCNGNANATGNCCNNAAGNATTCGAATNGAN^ 

NAANCAGAAAANNTTGNANNGGNCAGGNNGAAATGNTTNTACCTTCGTTGGGNNGANCCTCACCGAA 

ATNTTTNACCCTGCAGANNNTTGGGCNA™ 

TGCNNTATCTCATCTCTNTNNGTTTCCNNNTTNTNCCTNNNNNTGNCCNTTGC^ 
TTCNNNTNGTNGCNTTTTTNACTNTNTCATTCTANNTTTATNG 
ANNNCTCNTT>WACNTCTATTAANTAC^ 
CNGNCNNCTCTTCTTTCNCNCCNTNT^ 

NCANNNNANTOCNATTCNTGNATACATTTNTGANNANCTTTATNTTNNGNATACTCTO^ 

NNANCAGANISTTCCCNTAACTATAANTACACTTTTTTTATATTNTTNACCC 

ANACNCTNGACATNCTNCTTGACGTNANGACCGTNNNNACTTNTTCNAC^AGANCCNT^ 

NACNNNTTTNCATAATNTNAANCCCCNTCATGNNTCTCACGANTGCTCTATTATTNNTNANA 

CNTACNCTAGCNATANCAGCTGANGTTANTCCCTNCCG 

AAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCCGCC 

ATGGGCCGCGTGATTCGTGGGCAGAGGAAGGGCGCCGGCTCCGTGTTCCGCGCACATGTGAAGCACA 

GAAAAGGCGCCGCGCGCCTACGCGCCGTGGATTTCGCCGAGCGACACGGATATATCAAGGGCATCGT 

GAAGGACATCATCCACGACCCGGGCCGCGGAGCGCCCCTTGCCAAAGTGGTTTTCCGGGATCCGTACC 

GTTTTAAGAAGCGGACAGAGCTGTTCATCGCTGCTGAGGGCATCCACACCGGCCAGTTTGTGTACTGC 

GGCAAGAAGGCCCAGCTCAACATCGGCAACGTGCTCCCGGTGGGCACCATGCCTGAGGGCACCATCG 

TGTGTTGTCTGGANGAGAAGCCTGGTGACCGAGGCAAGCTGGCAAGAGCCTCTGGAAACTATGCCAC 

AGTCATCTNCCACAACCCTGAGACAAAANAAGACGCGAGTGAAGCTTGCCTTCGGCTTCCAAAAAGGT 

CATNTTCTTCTGCCAACAGANCTGTGGTCGGTGTGGTGGCTTGGAGGTGGNCCGCATTTGACAAGCCC 

ATTCTGAAGGCCGGCCGTGCCTTACCACAAGTATTAAGGCAAAAGAGGAACTGGTTGGCCACGGGTG 

GCGGGGTGTGGGCATGAAACCCTTGTCGAGCATTCCNTTTGGANGGNGGCAACCANCCAACACATTGG 

GCAAANCCTTrTATTOTTTGCAAAAAACCCCCCCTTGTTGGGCCCGGAAAGNGGGTTTTNANTTGGTTG 

NCCCGCCGGAAAAGGNCCGTTTTCNGGGGAAACCAAAAAATGGGCCGGGGAAAANGGANAAACTTA 



AAAACTTGGGGGGGGGGGGCCCGGGGCCCCCATWTTTTNT 
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TTGANAACGCTGGACTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAAT 

TCGGCACGAGGGGACTNGTTCTCTNANGCTGTCAAAGTGGCAGAACTCGAGAAGCGCCTGACAGAGC 

TGGAAGCCACTGTACGCTGTGATCANGATGCTCAGAATCCCCTTTCANNAGNTCTNCANGGAGCCTGN 

CTCATGTGTACTGCNTNNANACNTNGGGGNGANTCNCACTNGCCNTC^ 

TACCCACNATKNTTNCNNNTGGATNNGCNNGTNTTTTCAAGANTNNATC 

NNNNGTANAATTTONNNGGGGGGGCCCCNGAA^ 

CCATTTNGNCCTTNTITTNTCTTTG^ 

GATCAAAGTNATNCNTTTTTTGNTTCANNTTTTNGACTCCTNTTGGTATTANCANCGTCAAC™ 
TTNNTTTTGTTNCCTCNTTTNCTATTN^ 

NNTNAACANCNTGCTTATCTTCTTNAAGG1NGACTTTTNNCCANCATTTGOT 
ACTCNTTTITGNACNTNWCTCTCTT^^ 

TCTNANANTCCNNNGCTNGTATNTTTNCTTITNNTCACTANTTGTNTO 

NCTTCNCTANTTTTANTTNTACAATTTTGNAGNNTATGTNCTTNTTTATO 

ATTTTATGCNNTTTCnTNTANTNNTTNA 

CGNTCNCCGTANATTTCTCTTNCTTGNTNTAGCGGTNGAGNACTCCNTTANTGGTCTNCGTACGTCTCT 
CTCTANCTNCTCNTTTCNNCTCG 



AAANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCG 

GCACGAGGGGGGCGGTGGCGGCGGTGGCTGGCGGTTCGGCAGTGAGTGCAAGGATCACCATGATTCT 

TCAGAGACTCTTCAGGTTGTCCTCTGCTGTTCAGTCTGCAATCTCAGTCTCTTGGAGGAGGAACATTGG 

TATTACAGCAGTGGCATTTAATAAGGAGCTTGATCCTGTGCAGAAACTCTTCGTGGACAAGATTAGAG 

AATATAGAACTAAGCGACAGACATCTGGAGGACCTGTTGATGCTGGCCCAGAATATCAGCAAGACCT 

AGACCGGGAGCTITITAAACTTAAGCAAATGTATGGTAAAGCAGACATGAATACGTTCCCTAACTTCA 

CGTTTGAAGACCCCAAGTTCGAAGTTGTCGAGAAACCACAATCCTGAAGAAGTAATGTAAAATTGATC 

TGGTAATTTGTCCTAGATTAGTTGTACAGCTGGCCACAAGTAACAGAATAAACATTTCATAGCTGTCA 

AATGTTCTTTTAATTCTGATTTCAAATAAATTATTTGGTGATGTTAGGTAAAAAAAAAAAAAAAAACN 

TCGGGGGGGGCCCCGGTNCCCAATTNCCCCTTINGGGGGGNNGNNNNNGANNNNCNNTNNANGNNNT 

CNNC^WANNCCCNANCCCTNGNNCCNNTTNNCNGGCNTTNNTN 

NTNGNNNCTNTNNCCNTCTWCATNNTGAANNC^ 

NNANN>^C^CNNNNNOSINTWCCC^ 

TNNNNNTNNNCCNlNM<nslNN 

NTTNCTNNNNGNNNNNN^^ 



GCCTATNNNGAGNNGNATNACAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAAT 

TCGGCACGAGGCTTGTAGTTGTCATCCTTGACCTGGCTAAGCCCTGGGAGTGTTAGTGTAGATCCCATG 

GGATCTATGTrGTCTCTTTTATGCCACCGTGGGGCATTTTGTTAATTTGCTACTCTACCTTGAATGGAAA 

ACAGGGCCTTGGTCAGAAAAAGAATGCTCTGGACACTGCTAAGGACTTAGAGTCAGCCCATGGTGATT 

GTTTGGCTTCTTGNTGTCTGCCTCTTCTTTCCTAGTGTCTGCCTGGCTCTTTANCACAACCTCCCAAGGG 

TGGACAGGGGGAAAGTTGGTGGTGTCAAAGGTCAAAACTATGGTGTAGAACAGTGCTCGAGACCCTC 

TGTGATCTITCTAAATGAACAGAAATTGATCCATACCAACGAGGGGGCAACTTGTCAATTTCTTTAATG 

TCTCAATATTAACTGGAATGCTGCCTTGNGGGTTCTCACCTGCNTGAATGTTTTGAATTGGATGTNATA 

CTGGCTATAAGTCTCCAAAGGAATAACTGACTCAACTATTTACCCTGTTTACTCCAGTAAACAAGTTTT 

CCTCATCCCCTCAGNGTAAAAATCCTTCAAAAGGTAGGCGAATTTGCTTCTGGGGTGTTAAAAGCGTA 

NGTGGGGATATTTTGAAGGGAGGAAAAGTCNNGTTCNGGCANAAAGGNGTTTTCCCCCNNTAAAANC 

TTAAGGTATTT^CTTGNNTNNGGGTTTTAAACCCCNCTAAAACTTTTGNANGGAAAAGGNTTCCNCC 

CCCTTACNAANGAAAAAACNTGCTTNNAAAAANCCAAAANNGGNNTTNGNAANGAAAAAAAAANGG 

GG>mAAAANGAAACNTTTNCCCTGGAANNTTNTTCTTTNGGGNCNNGGGNAAAANACANCA 

TGAAAAATATTTTTCTITNTTTANAAA^ 

TATCT 



GCCCTATAGNGAGTCGTATTNCAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAAT 
TCGGCACGAGGAAGGTGCCCATNANGCGCTCNGAAATGCTAAGGGATATCATCCGTGAATACACTGA 
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TGTGTATCCAGAAATCATTGAACGTGCATGCTTTGTCCTGGAGAANAAATTTGGAATTCAACTGAAAG 

AAATTGACAAGGAAGAACACCTGTATATTCTCATCAGCACCCCTGAGTCCCTGGCTGGCATACTGGGA 

ACGACCAAAGACACACCAAAACTGGGTCTCCTTTTANTGATTCTGGGNGNCATCTTCATGAATGGCAA 

CCGTGCCANNGAAGCTGTCCTCTGGGAGGCACTACGCAAGATGGGACTGCGTCCTGGGGNAAGACAT 

CCCCTNCTTGGAGANCTGAGGAAGCTTCTNACTTACNAATTTGTAAAACAAAAGTACCTAGACTACAG 

ACGAGTACCCAACAGCAACCCTCCTGAGTATGAGTTTCCTCTGGGGCCTCCGATCCTACCATGAGACT 

ATCAAGANTGAANAGTGCTACGATTCATTGCTGAGGTTCAGANGAGAGACCCCCTGTNACTTGGACTG 

CACAGATTCATGGAGGCCCCCANAANNAAGCCCTNGGATGCTTTNGTATGCTNCTNTCCCCCCATNGC 

TTGANAGCACGGGCTGTAGGCGANNAACCCCCCCNTGGGGGAATTOGGNGAATGAANGNNCGTANTC 

TTNNNGCCCTTGTGNAGCCTTGGAATGANCAATTNTATTTTTTAACCTGCTGANN^ 

GGAANTGGNGAATTTNTGNTOGAANCCCNTGGTOCCAGAATTNCCCACTTTAACCTTNTTGGGGCCCN 

CNATACTNCCCNAANAATAGNCTTTCTCNCCA 

ATTNGTCCCCTTGNGNGCTNACNAAAACCAANTTCCCNNNCNTC 



NCCC^CAGNCAANNNTTTTANTNTONNNNTTTNNTTNNIW 

TTmACCTANTCTNTTGGNNNNGN>nWCGNTNTNACCTTTGANNNCACTGGNCTCCCCGCGGTGGCG 
GCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGGCACGAGGTTGTNANTTACCAATTAC 
CTGNGGTATTGGAGAAGACTCTTGAGAGCCCCTTGGACTGCAAGGAGATCCATCCAGTCCATCCTAAA 
GGAGATCAGTCCTGGGTGTTCATTGGAAGGACTGATGTTGAAGCTGAAACTCCAATACTTTGGCCACC 
TGATGCAAAGAGCTGANTCATGTGAAAAGACCCTGATGCTGGCAAAGATTGAGGGCAGGAGGATCAA 
GGGGACGACNTNANGATGGCNTCACCGACACAATGGACATGGGTTTGGGTGGACTCCCACAGTTGGT 
GATGGACATGGGAGGCCTGGCGTGCTGTGGTTCATGGGGTCACNAAGAGTCGGACAAGACTNGAGCG 
ACTTGAANTTTAACTGAACTGNT^TACCTCTCCTNCNNTCTTGGANNATANCCNCCTTACNCTCTNCT 

TTCCTNAAACTGGANTNTTTGAACCTTTTNCTN^^ 
TCTTNANNTGCCCATTATTAGNAAGNGTTTAAAAA 

AAAANNAATTTGGGACCATCTTNNCCCNTTTTCNTNCNNTNNNCNTTCTTT^ 

ncncntttnactccnctatnttcc 
cgtgtnccntcgcnnttgtatttcntccggggntcn^ 

antnttnt^tnagatntcctatctctnnctatncctcgtangtctccttcgatttcaaca 
cccnctngnatgtnttctnacct^ 

GTTNGGCACTCGCAC>mANTTNCTACNCACTCTTGNAGGGTTNTNC^TANTNAGCACGCCTT^TATA 

CNNNTCACCTACNANNlSrrCC^^ 

CTCTGTCGCCNNGGAGTGTNTTAACGACTOTCT 

CCNACNCNCCG 



NCCCNCAGNCAANNNTTTTANTNTO 
TTTTTACCTANTCTNTTGGNNNNGN^ 

GCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGGCACGAGGTTGTNANTTACCAATTAC 

CTGNGGTATTGGAGAAGACTCTTGAGAGCCCCTTGGACTGCAAGGAGATCCATCCAGTCCATCCTAAA 

GGAGATCAGTCCTGGGTGTTCATTGGAAGGACTGATGTTGAAGCTGAAACTCCAATACTTTGGCCACC 

TGATGCAAAGAGCTGANTCATGTGAAAAGACCCTGATGCTGGCAAAGATTGAGGGCAGGAGGATCAA 

GGGGACGACNTNANGATGGCNTCACCGACACAATGGACATGGGTTTGGGTGGACTCCCACAGTTGGT 

GATGGACATGGGAGGCCTGGCGTGCTGTGGTTCATGGGGTCACNAAGAGTCGGACAAGACTNGAGCG 

ACrrGAANTTTAACTGAACTGNNNNTACCTCTCCTOCNNTCTTGGANNATANCCNCCTTACNCTCTNCT 

TTCCTNAAACTGGANTNTTTGAACCTTTTNCTNGCCCCNGGGCCATTGNCTTTTAAATANTGGGTC^ 

TCTTNANNTGCCCATTATTAGNAAGNGTTTAAAAAGCANCTTTTTCTTNATTW 

AAAANNAATTTGGGACCATCTTNNCCCNTTTTC^ 

NCNCNTTTNACTCCNCTATNTTCCTCCNCN 

CGTGTNCC^TCGCNNTTGTATTTCOT 

ANTNTTNTNNTNAGATlNrrCCTATCTCTNNCTATNCCTCGTANGTCTCOT 

CCCNCTNGNATGTOTTCTNACCTNTCGANGTCCTGCTCGGl^GCTCTNCNCNCGTATTCTCTCANNNT 

GTTNGGCACTCGCACNNANTTNCTACNCACT 

CNNNTCACCTACMANNNTCCTIWC^ 
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CTCTGTCGC(^GGAGTGTOTTAACGACTNTCTCTTGTNCTNCGTTTGNACGCACNCTCCGNNANGNTG 
CCNACNCNCCG 



TNNNNAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 

GANTTCGGCACGAGGCTGNAGCCCTCCGNGATGTNTCTGAGGAGTTGANCCGNCANCTGGATGACATC 

CTCANNACATACTGCGTGGACAACAGNNANNGGGGCCCAGGTNAGGATGTGGCANAGGGNGAGCCTG 

CTGAACCCGAAGATGCANAGAAGNCCNGGACCTATNCCTCANGGANTGGGNAGCCTGAGCCAGATAC 

TCCAGTAGTCNNTGNNGAGAAGGAANNCTCCAAGGGGGAGCCGGGCCCGGTCTAGATCCTGTACCAG 

NGATGAAGTTTGAGACCGANACCACCCAAAGCCNCNGGATANTAAGAAANNCTANGGTGTGGGAANG 

GAAATTACCTTGCCCACTTTANNTNCCNCTTAAAGCCTANAGNGGTGGCAGGGAAGGNACTGNCNCN 

NCCCNNTGTGGTGTGGCCAGGTTGCAGTNN-mAAAAACCCAAGCTTACTTGGTTGGTGGGCAANGNGG 

GCCCCACTTGGCCGGGNNGGGGCTTTTGTTCTCAANTTCACCCTTNCGTGTGTAGCCTTCCANGNCAGG 

CTTGANGGNGGGGTCCCANTTGTTTCCGTTGANCCAAATTTTTTTAAATACTTAAAGNTGNTNTTGGTT 

TGNTTTTGGTTTCCNAAAGCAANCCCAGGTTTCTTGGGNGCrTGCCCCCNCCCACCCAGGGTCCTTGGG 

NCCAAAATNAAAAAGGGGGNCTTTTCCTTGAAATGAAAGGCCCNTTTCCTTTCTTCCCTTGGGGGCNG 

GTTTTATTGNCCCATGAACCTT>TONTTTTTTGG^ 

NNNCN1T1TCCCTTTAAGGGGGACCCCCCCGGGGGGGGAGGG 

TCAAGGGNNTTTGGCCCCNNTTNAAAAACTTT 



TTGAACACAGCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGC 

TTTGTTCTGGAGTATGAGGCCTCAGCCCCGGAGGCCCAGTGATGCCAGGGGCTCAGGTGTTCCAGGGA 

CTGAGCCGCAGTGGTCCCCAAACCCTGCGTGTGCTTGTGACAAACAAAACCTGTCGGCTTCCTAGCAT 

TTACTTTCTGCTTCAGAGGAAGGAAATGGGAATGCTAATTTTTAAAAGACAACTGGATTTTGAGACTTT 

ATCTTAAAATGGAAGCTGTTTCTGATTTTCACGAGATCCCACATATTTCAGTGGGGTCATGATTGACAA 

TTCTGTATGGGCACCATCCAGCTCAGGACATTTCTTCCCGTAGGCCAACTGAATTCTTTCCCCTGCACA 

AAAAGGTTTTACGCTGAGCAGATGCTGTGTCACAGTTGCGGTTATACATTTCTGATAGCCTCTGAATTC 

ATCAGGTCCATGAAACAGGAAAAAGTAGACTATCAGTCAGAAAGCCTGGCCTGTTCCCCTACCTTTTG 

CATTAATGGGTGGATGTAATTTGAAACAGTATGCCCTTGTGTCACTCAAGTCCAGCTAGTCCAATATCC 

CANGTTCAATATTTGAACATCAGCTGATGGAAAAAAATGGGCTTTGGAAATGCTTTATGAATCTNTTA 

AATACCCTTNCATTTCATCACTCAAATTTCTGAACAGGAGTTGGNAAAAANGCTAANNNCCCCNTCCT 

AAACCCCrrTTTTTTrCCTAACNGGGAAAAANAATAGCAANCCCCAAGTCNTTCCCTGGGACCTTGTN 

NCCTGGTTGGGAAAGGGCNTTNGGTTTNCCCGGGCCCATTTGGGGTNGGGCCCAAAGGCCGGGGNAA 

ACCTTGTTTTNAAAATAAACCCGGTGGGNTTGGGGGGGNAAAAAAAAAAT 



TNNNNNAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCA 

GGCTTTGTTCTGGAGNATGAGGACCTCANCCCCGGAGGCCCAGTGATGCCAGGGGCTCANGTGTTCCA 

GGGACTGAGCCGCAGTGGTCCCCAAACCCTGCGTGNGCTTGTGACAAACAAAACCTGTCGGCTTCCTA 

GCATTTACTTTCTGCITCAGAGGAAGGAAATGGGAATGCTAATTTTTAAAAGACAACTGGATTTTG 

ACTTTATCTTAAAATGGAAGCTGTTTCTGATTTTCACGAGATCCCACATATTTCAGTGGGGTCATGATT 

GACAATTCTGTATGGGCACCATCCAGCTCAGGACATTTCTTCCCGTAGGCCAACTGAATTCTTTCCCCT 

GCACAAAAAGGTTTTACGCTGANCAGATGCTGTGTCACAGTTGCGGTTATACATTTCTGATAGCCTCTG 

AATTCATCAGGTCCATGAAACAGGAAAAAGTAGACTATCAGTCAGAAAGCCTGGCCTGTTCCCCTACC 

TTTTGCATTAATGGGTGGATGTAATTTGAAACAGTATGCCCTTGTGTCACTCAAGTCCAGCTAGTCCAA 

TATCCCAGGTTCAATATTTGAACATCAGCTGATGGAAAAAATGGGCTTTGGAAATGCTTTATGAATCTC 

TrAAATACCCTTCCATTTCATCACTTCAAATTTCTGAAACAGGAGTTGGGAAATAATGCTAAATTCCCN 

CTTTCTTAATCCCCTTTTTTTTTTTCCTACTNGGGAAAAAA^ 

GGGACCTTGTANCCTGGTTNGGGAAAANGGGCTTTTGGGTTTTCCCGGGGCCCCAAATTTGGGTNGGG 
CCCCAAANGGCNGGGGNAAACCTTNTTTNAAAAATAAAAACCCNGGGGGGTTNGGGGGGAAAAAAA 

AAAAAAAAAAAAN 



AAAAGCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCG 
GCACGAGGGGACAAGTTCTCTCAAGCTGCCAAAGTGGCAGAACTCGAGAAGCGCCTGACAGAGCTGG 
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AAGCCACTGTACGCTGTGATCAGGATGCTCAGAATCCCCTTTCAGCAGGTCTGCAGGGAGCCTGCCTC 

ATGGATACTGTAGAGCTGTTGCAGGCGAAGGTGGGCGCCCTGGACCTTGCAGTTTTGGACCAAGTGGA 

GGCTCGGTTACAGAGTGTGCTGGGAAAAGTGAATGAGATTGCCAAGCATAAAGCTTCTGTAGAGGAT 

GCAGATACACAGAGCAAGGTGCACCAGCTGTATGAAACCATACAGCGCTGGAGCCCCATCGCCGCCT 

CCCTTCCTGAGCTGGTACAGAGACTTGTCACCATCAAGCAGCTGCATGAACAAGCCATGCAGTTTGGT 

CAGCTTCTGACACACTTGGATACCACGCAGCAAATGATTGCTTGTTCCCTCAAGGACAATGCCACCCTC 

TTGACTCANGTGCAGACGACGATGTGTGAAAACCTGTCCACAATTGAGGGGAACTTTGCCAACATTGA 

TGAAAGGATGAAGAAACTGGGAAAGTGAGCACCTTTGGGTGATGGANGACAGGGGTAATTCCTTACC 

CCTTTGACTNCATTAATACCTTACACAGAGNTTNCCCNTTAATTGNAACTTOTTGCATTCCANTTTGAC 

CTTGGGGGCAAGGGCTTTNTTGCATTGGGGGGCTTAC^CCC^ 

TGGGGAAANTTAAAANGAAGGGNCTNCCCCTTTAGGCCCNCANGGATTTAAGGACCTGGGCCCAAAC 
CCAATGGCCCAGNTTTCTTGGCCCAATAANTGGT 



AAANCTGGACTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCCGCGCC 

GCCGTCGTCTCCAACGCCAGCGCCGCCTCTAGCTCGCCGAGCTCCAGCCGAAGGAGAAGGGGGGTAA 

GTAAGGAGGTCTCTATACCATGGCTCGTACAAAGCAGACTGCCCGCAAATCGACCGGTGGTAAAGCAC 

CGAGGAAGCAACTCGCTACAAAAGCCGCTCGCAAGAGTGCGCCCTCTACTGGAGGGGTGAAGAAACC 

TCATCGTTACAGGCCTGGTACTGTGGCACTCCGTGAAATTAGACGTTATCAGAAGTCCACTGAACTTCT 

GATTCGCAAACTTCCCTTCCAGCGTCTGGTGCGGGAAATTGCTCAGGACTTCAAAACAGATCTGCGCTT 

CCAGAGTGCAGCTATTGGTGCTTTGCAGGAGGCAAGTGAGGCCTATCTGGTTGGCCTTTTTGAAGACA 

CCAACCTGTGTGCTATCCATGCCAAACGTGTAACAATTATGCCAAAAGACATCCAGCTAGCACGCCGC 

ATACGTGGAGAACGTGCHTAAGAATCCACTATGATGGGAAACATTTCATTCTTTAAAAAAAAAAAAAA 

AAAACTCGNGGGGGGGCCCGGTNCCCAATTCGCCCTATAGGGAGNNNNN>^ 

NisjNNNNNNNN^^ 

>^JNNNNNNNNNNN^^ 

NNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNWJNN^ 

>nsTNNNNNISrNNN^ 



GCCCTACTGGAGCTNCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAAAT 

TCGGCACGAGGAGGANNTTGNCNTCCTATNCNTATANNCNNNCTCANTAACCnNTGNNCNATTTAAN 

GAAAGTNTTTGTGGTNTCTTCCCCATAAAGGAATTTACACAACCNCCCNGGCCTGTGCCNGTGGATCA 

TAAAAAAAGTGCCCNTTNNCC>WTNGAANGTANTTAAAAAAACCAAAGGGGGGGAAAAAAC>rNNCN 

AAGGCCNAAAGCCTTNNATTGGGGGCCACCCGCCNGGGTGGCNAAAATCCCCTNTGGCCGGGGCNTT 

TOTGGGCC^CTTACGGNGCNTAAAAAAGNCCCGAATNTGGNNCCCTGGTNAAGGTTTGNATTANGNT 

NTTGGAACCCTTNCCCTGNAANANACNCGGTTATCCNGGCCCCCGCNTGNNATTGGANTCNGTGCCTC 

CCATCCTGGGAAGGGGGGTGTTTCATTTACCATTC<^TCCNGGCCTTATTTGAGGGAAANGCCCCNNG 

GNAAAATGNTTTNCNATNTTAAACACATTTTTTTATAAGGGCCCCCGCATTChW 

GGGGAOTANCTTGNTITTGCCCTGNGNTGGGNNTTGGNCNTTACTAAAAAGCTTCCAAGGGCCCCCCT 
TTTTTGACCCCCCCTTTTTTCTTTTGG^ 

AGGGGGGGAACCCNTNGNNTTTTGGGGGGGTNTTAAATTGNCCCCNCCCCCNCCCAAGGNGGTGGTN 

GGGGGNTTTGCCNNNNACCGGNCCCCCC^ 

CCNAAAANTNNNNANCNTTTTTTTTTNCCCCCTT^ 

CCGGGGGGGGGNCNNNAAAANNNNNNNNNNNNNNAAAAAANNGN^ 

NNNNNNNNNNNCT 



GCCCTATANNGAGNNGTATTACAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAAT 

TCGGCACGAGGATTGCAGCAAATCATGAAAGGTAACTTCAGTGCATTNATGCAAAAGGAGATATTTGA 

ACAGCCAGAATCCGTTTTCAATACCATGAGAGGTCGAGTGAATTTTGAGACCAACACAGTGCTCCTGG 

GTGGCTTGAAAGACCACTTGAAGGAGATCAGACGATGCCGACGGCTCATTGTGATTGGCTGTGGGACC 

AGCTACCACGCCGCTGNGGCCACGCGGCAAGTTTTGGANGAACTGACCGAGCTCCCCGTGATGGTTGA 

ACTTGCTAGTGATTTTCTGGACAGGAACACACCTGTGTTCAGGGATGACGTTTGCTTTTTCATAAGCCA 

GTCAGGGGAGACTGCAGACACCCTCCTGGCACTGCGCTACTGCAAGGACCGCCNAGCTCTGACCGTGG 
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GCGTCACCAACACCGTGGGCAGCTCCATCTCCCGCGAGACGGACTGCGGCGTCCACATCAACGCAGGG 
CCGGAGATCGGTGTGGCCAGCACCAANGCTTACACCAGTGCAGTTCATCTCCTTGGNGATGTTTGGTTT 
GATGATGTCTTGAAGACCGCATTTCACTGCCNAACAGAAANGGCGAGAAGATCAATNCATTGGCCCTG 
GAATTCTTCTACCCCNAGTCTTATTC^ 
5 NAANCNTGGNCCCTTGGTNN^ 

AGGCTNACAANNTATNCCCACATCGGCCTGGNAAAAGGAAGCCCCCTTGAAAAATTTAATNG 

NNNCCCTATTTGCCCTTTAAAAANGGCATTCCTNGGNTTO 

TGNNCCTTNNTTTNNATNAAGCCCANAGCCT^ 

10 

AAAACTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGANTTCGG 
CACGAGGTTGGCAATTACCAATTACCTGTGGTATTGGGAGAAAGACTCTTTGAAGAAGCCC^ 
GGAAGGGAAATCCTTCNATCCNTTCTAAANGNAANNAANCCNNGGTGGTCNTTGGAANGNCNGNNGN 
TNAANCTNAAACNNCNATACTTTGGCCNCCTNNNGCNAAAANCNNACTNATGNGA^ 

15 GCNNGCNAANANTGAGGGCCGGANGANAANGGGACCACCGAAGATGGCNTNCCNACACCATGGNCC 
TNGGTTTGGGTGGACNTCCCAAATTGGTGAATGACACAGGAGAGCCTGGCGTGCTCTGGNGCATGTGG 
GTCACACAAGAGACCACACAACATGAGCGANTGAGCTGNGCTNNGCTGNGATTACCTCTCTTTCACTG 
TGANATACCCCTTACNTCTCTTTCTCNACTGANATTGAACTNTTTTGNN^^ 
GNCATCTTANNGCCNTATATAGGGNNNAGACTTTNTTATTTTATAAT^ 

20 AAAAAAAAAAAAAAAAAACNTCCGGGGGGGGGGCC^^ 
TTATNNNNNNNNNNN^ 
NNCNNNNN^ 
CNNNNNNNNNNN^^ 
l^TTNNNNNNNNNNN^ 

25 NNNNNNNNNNNNNNNNNNm 



AAAACTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGANTTCGG 
CACGAGGTTGGCAATTACCAATTACCTGTGGTATTGGGAGAAAGACTCTTTGAAGAAGCCC^ 
30 GGAAGGGAAATCCTTCNATCCNTTCTAAANGN^ 

TNAANCTNAAACNNCNATACTTTGGCCNCCTNNNGCNAAA^ 

GCNNGCNAANANTGAGGGCCGGANGANAANGGGACCACCGAAGATGGCNTNCCNACACCATGGNCC 

TNGGTTTGGGTGGACNTCCCAAATTGGTGAATGACACAGGAGAGCCTGGCGTGCTCTGGNGCATGTGG 

GTCACACAAGAGACCACACAACATGAGCGANTGAGCTGNGCTKNGCTGNGATTACCTCTCTTTCACTG 
35 TGANATACCCCTTACNTCTCTTTCTCNACTGANATTGAACTNTTTTGNNCACGTO 

GNCATCTTANNGCCNTATATAGGGNNNAGACTTTNTTATTTTATAATA 

AAAAAAAAAAAAAAAAAACNTCCGGGGGGGGGGCCGCCCCCCAATO 

TTATNNNNNN^ 

NNCNNNNNNN^ 
40 C^fNNNNNNNNNNNNN^ 

NNTTNNNNNNNNNK^ 

NNNNNNNNNNNNN^ 



45 NAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATT 
CGGCACGAGGCTGGAGCCCTCCGTGATGTCTCTGAGGAGTTGAGCCGCCAGCTGGAAGACATCCTCAG 
TACATACTGCGTGGACAACAGTCAAGGGGGCCCAGGTGAGGATGTGGCACAGGGTGAGCCTGCTGAA 
CCCGAAGATGCAGAGAAGTCCCGGACCTATGCCTCAAGGAATGGGGAGCCTGAGCCAGAGACTCCAG 
TAGTCAATGGTGAGAAGGAAATCTCCAAGGGGGAGCCGGGCCCGGACGAGATCCGGACCAGTGATGA 

50 AGTCGTAGACCGAGACCACCGAAGGCCACAGGANAAGAAAAAAGCCAAGGGTCTGGGAAAGGANAT 
CACCTGCCCCACTTTAACTACCTNTTAAAGCCTATAGTGGTTGGCANGGAAGGGGACTTGCCAAANC 
CAGTTTGGNGGGGCAGGTTACAGTCTTCAAAAN^ 
CTTGGCCAGGGTAGAACTTTTGTTTTAANTTAACCGTCCGTT^ 
GGGTCCCATTGCTTCCTTGACCAAATNTTTTAAATACTTACAGTGGNT^ 

55 GCAANCCCAGGTTCTNGGTGCTGNCCCCNCCANCCAGGGNCCTGGNCCAAAAAAAAAGGGGNCCTTT 
CCTGAATGAAGGCCANTTCNTTTCCT^ 
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CCAAAAACTNGGGTGGGGTTTTTTAAAAAGGTAACNTTTT^ 
GCTTTNTTTGAAAANAAAC 



5 TTNAACAAAACTGGACTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGG 
TCCCCTCCCCCCTTGCCCCTCCAGAGACTGATGCTGGAGCGTGAGTTGATTTTCTTGGCTCGATCTGTC 
CTTTCTGAGCTCTAGTCATAGCACTTTGCAGAGCATCCTGGGCACCCTGGTGGTGCAGCTGCAGCCTGC 
GGCGGTCCTTAGCCCCAGGGTCTTTGTTC 

GTGTTCTCTCTCTCTGTCTCTCCTAACTATTCAAAAGTATCTTTGCTCTTTTGCCCm 
10 TGTTCTAATCCTGCTTTGGAATTAGCCGGTGTGGGGAGAGGTACACCATGTCGGANAGAANAAAGAGT 
GCCTGTTACTGGAAGTGTTTCCTATTCAC^ 

CAGGTACTTGGGCAGCCAGCTAACCTCCTGGCTAGNGAAGGAGACCAGGCNCAAAGTGAACACCAAG 
GAAAGGTCGNGTGTTTNTANAACTCCAGCAGANACCAAGCCCTGCTGCAAATTTGCAAG 
AAAGGGCCACACAGTTGCTCATAAGNGTAAATAT^ 
1 5 AAAAAAAAAAAAAAAAAA AACCTNNGGGGGGGGCCCGGGNNCCAAATTCNCCCTTA AANGGGGNNN 
NNNAAAANNNNNNNI^^ 
NNNNNNNNNNNNNNNNN^ 

20 

TTGAAAACAATCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
GNNTNAACCTCNAGNANTTN^^ 

CTGNNGNTCTCTGCCCTCCACATCCTCATTTCTTATCCTGCTTTNCGGGGCCACTT^ 
GTGGACTCTCCCCGGNAAGGANNCCCTGAATCTCTGGTACGACTGCACANGGAATAGTGACAACAAA 
25 NCGTGGGCCTGNANAAACGTCAGANAAAACGGCTTGGNTGAAGGNAGTNCAAGATCCTCATGGNGCT 
TTCCCTCATNCTNTGNTGCNTGTCCTTCATCCTGTTNATGTTCCCANCTCTACACCATGCTGGCGAGGA 
GGGCCTATTNTATNCCACTGGCTTN 

CTNNTNTACCCCATTTCATGCCCGAAANAAAATTNCTGGCNNNN 
NTGGGTAANTGGCTTCCCNCCNTGGCCCTTGGGGNGGNCCCTTNNNCCCNTTO 
30 GGNAATTAATCTAANNNTCCCCAC^ 

GGNTTTNCCCAANACNNAATTTCNNCGCCCCCTATNCNTCNTO 
TTTNTTCCTTTTTTTO 

NAAAAAAAAANNTTTNNGGGGGGGC^CCCCNCCNCCCTTTO 
ANAACNTTNCCNCNGNNNTG^ 
35 CTCTNCCTATCATCCCNCTGTCAT^ 

CATTACTTNNTGTTATTTCISfNTTTANTC 



TNNNACAAAAGCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
40 GAATTCGGCACGAGGCTTCGGTAGCGACCGCCTCTCTACGCGGGTGTGAGCTTCGCCAGCCCCTCCCC 
CAGGAGACCGTTGCAGTCGGCCAGCCCCTGCTCCTTGGTAACCATGTGTGACCGAAAGGCCGTAATCA 
AGAATGCCGATATGTCGGAGGAGATGCAACAGGACTCGGTGGAGTGTGCTACTCAGGCATTGGAAAA 
GTATAATATAGAGAAGGACATTGCGGCCCATATCAAGAAGGAGTTTGACAAGAAGTACAACCCCACC 
TGGCACTGCATCGTGGGGAGGAACTTCGGTAGTTATGTGACACATGAAACCAAACACTTCATCTACTT 
45 CTACCTGGGCCAAGTGGCCATTCTCCTGTTCAAATCTGGTTAAAAGCATGGACTGTGCCACACACCCA 
GTGATCCATCCAAAAACAAGGACTGCAGCCTAAATTCCAAATACCAGAGACTGAAGTCTTCAGCCTTG 
CCTAAGGGAACATCTNCATCTTTGAACCTTTGNTGNGTTTTGTACAGGGCATT 
GGGTATAAAGCAATTAGTAAAACAGCTTACATTTGGATTTATTTT 

50 AAAAAAAAAAAAAATTTGGGGGGGGGGNCCCGGGNCCCCAATTNNCCCT™ 
AAANNNNNNNNN^^ 
NNNNNNNNNNNNNN^ 



55 AAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTC 
GGCACGAGGCTAGATTGGCCTTTNGACGATGGAGCGCCACCCCCTAANCNNATTGNATATGATNGGCT 
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ANNCCTACTAAAANCCANNTTNCGTGAANAACCNGGTTGCTGTGNTGNAGTGCNTTGNGTNG 

TTGGNAAGGGCNCCTGTGCTACTTGCNCTTGCTTTGATTGAATGTGGAATGAAGTACGAGGATGCAGT 

TNAGTTTATAAGACNNAAGANAANGGGAGCNTTCNNTTNCANAC 

CGACCTATGATGCNATTNCTCTTCANAGATACCANCGGGCATTGCTGNGTNCAGGTAAAATGAAGTG^ 
5 ATACGAAGGCTGACTTGATTGTAGCATTTACAGGGAACTCTTGGTACCTGGAAATGNGAATCTGG 
CTTANCTGTNTCATNAAAGTANTGATGGATTCNGTACTCCTCANCCACTCTNCTAATGATTGTAAA^ 
GCAAACACNANTCCCTNTATAAC^ 
GATTAATTNACTGANAGATGATTNTTGCTTCT^ 
TTTCAAAANCTGCTGTCTTTTTTAACTTTCTCAAAA 
10 CTTTCAAAAGCCTCTGTTTGGGGAGCACACTTTCCTTNTGCTN^ 
GAATTTTTTTNTTTTTNN^ 

TTNTNAACCTTGGNACCNTTTGGNAAANAATNAAGGTTTTTO 
NNNNNNNNNNNGGGGGGGGGNCNNNCCCCCN 

15 

GCCTATNTGGAGCTNCATCNCNGTGGCGGCCGCTCTAGAACTAAGTGGATCCCCCGGGCTGCAGGAAA 
TTCGGCACGAGGTTTCTTGGTCCATCAACCTAGCCTCTAAGTGGTGTGAGCGGCCTGAGTGGGTGCACT 
TGGACAGCCGGCCTTTTGCCTCCCTGAGCCGTGACTCAGGGGCCGCCTGGGTCTGGGCATCGCTCTGC 
ACTCTCCCTGCTATGCCCAGGTACGGCGGGCACACCTGGGATATGGCCAGAAACTAGTCTGTCTTGTG 

20 CTGGCCATGGGGCTGCTGGGCCCCCTGAACTGGCTGGGCTACCCCCCTCAGATCAGCCTTTTCTACATC 
TTCAATTTCCTCAAGTACACCCTCTGGCCATGCCTGGTCCTGGCCCTCGTACCCTGGCTGGTGCACATG 
TTCAGTGCCCAGGAAGCACCACCCATCCGCTCTTCTGACTCTGGTGCCTNCTGCACCCACCTNCCCTNA 
CAAAGCCCATGCTCTGTGACCTCCACCCTTGGGAGGCAAGNTCCGTCCACTTCCAGCCCCCAACAACC 
CTGCTCATGTTGAATTTTCTA 

25 CCAGGAAGGNCCTTCTGGCTTTCCTTCCAAATCCCCAAAGAACCAACGCACNCTNCAGAACAACGGAT 
TTCTGTAACACTGGGAANGGGCTCGGAACAAACCCCAATAAAGCCCTTTCACACCCNCCCNNAAAAA 
AAAAAAAAAAAACAAAANNNCCCCCGGGGGGGGGGNGGNANANAAATTNNCCCCTAA 

NTNNNNNNNNNNNNTTTCCTT^ 
30 ANNNNNNNNNN^ 



NCNNNATCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAAT 
TCGGCACGAGGNCCCACCTGNACNTGNAGGCCANNCACTCNAANATCCTCANGNACNTNNAGNCNGG 
35 CNCATACNNCCGGTGNNTNNTNGTNAAAATNNTCCTCATNCTGAT^ 
ACTNCCTTGCCTGAACCCTNNNNACT 

NGGNNNCCATANCTGCNNC^GANCCTGANCNGGGGGNTCCGNGAGAANGGCCCCNTTTCCTTGTNAC 
TGCTAATACATGACCNCTGNCCTCTGTCCNCCACTCCTTGCCTCTGGCCACCCATCCCTCACCTGACCA 
CCCTACNGCCCATGAAACNCACNCGGANNNNGATTNNGACNCTGNTNTNAAG 
40 ANAAGCCAACTGATGNNCTNNNNGGNNANANTGTCTNTACCTO 
CTGTCNCAGACGGGAACTTTGGCTACANAGNGGA 

ATANGANGGGAAACNGCCCACATGNACCAAATNTTCCCATCNNGGTTAGAATNNGANACTATTA^^ 
TCTCTTTACCCACATGAGGCACCGGANCCCCTGAGCCCCTNNGGAGGGACTGCACAANCCCCANAATT 
NGGGCTGGCAAAATGAACTTTTAATTCN^ 
45 ACGGGCCTTGACTGGNCAGGCCTTCNATTTO 

GGGNCCCNGAANCCCCAANAAACGCCCNTATAAAAACNNNNNNNNNN^ 
CCCTGGGTTTGNTNTTNCCC 



50 GCCNATANGGAGNCGNATNACAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGNAN 
AAATTGNNAANGCTGNTGAGCTCTAACAGCACAGACCTNCCACTGANCATCGNGTGCTTCATGAATGA 
CAAAGAACGTTCTTGGAAAGANNANCAGGGCCCANTTGGAAAANCTTNGGNCTGNCTANN^ 
AATAAAANTNCCCNTTNNTTTGT 

AAAANACTNGANGNCCNNNCCNAANTCCCACCCGNAAAGAAAAAAANCNCCAATTCT 
55 ANNCCNNNCCACCCNNNANN^ 

TCCCCACATTTAAAGGTATAGANAATTT^^ 
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GGANCCCGATTTCAACAAATNCNCTANANGGGTTCCATGAGAATGTGNNTATATANAANCCCACCTGT 
GCCTTTTTTCCACAAAATTTTCTCGCTTCT 

ATTNCTTGTCCNTCAAGGAGGTTNCNCNATTNTNCGANTCNCNAAATAATGNNCCCCT 

NAAAANATGTTTCCACCCCCAAGGNNGGNGGGAACNANNTCTNCCTCGGNGNAGANCTCTAAAGNAG 

CTGACGGNGGATTCCCCCCNGGNGTTNTNTTTC^ 

AATACCCCCCCNGCCCGANNAACAAACGTGGGTTTTCTTTNTTTTNCCCTCCNTTG 
AATNATTCNGGCCGCCCNTCAANAAATNTCCCTGCGGGGTCATAAAATTTTCATCNCKNTANNNNCAC 
AANGAATNCATGTTTCCOWCCCCNCCCGTTCGNAAACCCAGATTGGTNOTTATAANCCNTCCG 
CGTGCCCCCG 



GCCNATANGGAGNCGNATNACAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGNAN 
AAATTGNNAANGCTGNTGAGCTCTAACAGCACAGACCTNCCACTGANCATCGNGTGCTTCATGAATGA 
CAAAGAACGTTCTTGGAAAGANNANCAGGGCCCANTTGGAAAANCTTNGGNCTGNCTANNTGAANAN 
AATAAAANTNCCCNTTNNTTTGTGGANGGACCAA 

AAAANACTNGANGNCCNNNCCNAANTCCCACCCGNAAAGAAAAAAANCNCCAATTCTTTGGAAAAGA 

ANNCCNNNCCACCCN1WANNCCAAANAAGCCNTGGCCCAAGGGTGNGCCCCTNCNTTGCNATCCNTT 

TCCCCACATTTAAAGGTATAGANAATTTTGTCACT 

GGANCCCGATTTCAACAAATNCNCTANANGGGTTCCATGAGAATGTGNNTATATANAANCCCACCTGT 

GCCTTTTTTCCACAAAATTTTCTCGCTC^ 

ATTNCTTGTCCNTCAAGGAGGTTNCNCNATTO 

NAAAANATGTTTCCACCCCCAAGGNNGGNGGGAACNANNTCTNCCTCGGNGNAGANCTCTAAAGNAG 

CTGACGGNGGATTCCCCCCNGGNGTTNTNTTTCCNTCTTTTNNTTACNNGTNTATCGGI^ 

AATACCCCCCCMGCCCGANNAACAAACGTGGGTTTTCTTTNTTTTO 

AATNATTCNGGCCGCCC^TCAANAAATlSrrCCCTGCGGGGTCATAAAATTTTCATC^C^ 
AANGAATNCATGTTTCCCNNCCCC^CCCGTTCGNAAACCCAGATTGGTNNTTATAANCCNTCCGNGNN 

CGTGCCCCCG 



AAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATT 

CGGCACGAGGCCCGTCCCAGCTCCAGCTGGTGACCAGAAGGATGTGGATGCTTCAGAAAAGAAGGTC 

CCAGAACAGACCCCTGAGCCTCCCCAGCTGGATTCACAGCACCTGTGATCATTCCAGGACCCCAACAC 

TCAGGGTTCCTCCCAAGGCTGATGGGAGGGGGGTGGAGTGTCACAATCAACCTCCTCTGGGGACCCGG 

CCACACITGTGGCCTCCTGTGGGAGGGGGAACAGGCTGGCTGTTTCCTTCTCATACTGCTGCCCAGGCC 

CTGTATCTGCCACCTCAGTCTCCACAGCCTTCCAGTCTGNGGTCCCCTCTTTCTGGTCCCCTCCAAGGG 

ACTTGCCTTOTCGTATCCAGTTGAATGCTCACTGGCCTTAACTTTCATTGANGGAAGCCCCCTTNTT^ 

AAGGAAGGGTCTGCTCACACCTGCCTTTNTAAGTTGGTTTGGCCTTGACNCCAAGGTGGGGGCCATTC 

AAGATTCCGGATTCCCACAAGTTGGTGAAATCCTGCCTGGTGGTTTTGGGCCCAACTTTCCGTTGGTCT 

GGNGGGGCTITAANGGGCCCCTrAAACACCTTTTT^ 

AANAAAGNGGCTTNCCCCCCAAGNTGGGGTGGNAAGGGCCAAAAAAAAANCCTTTGGATTNGTTNAA 

ANAANTTTTGAlSnSJCCCAGGAANCCCTTGACTTTTCCTGGACCCCTNGGNTTTCAAACCAT^ 

CCCTTTCCTTGAAGGGAAGGGGTTCCTAAACCCCTTTTNTTTCCAAATTCCCAAA^ 

AAATTGGNCCCCCCCCGGANGGAATAAGGGTTNCCCACCCCCTTAAACCNTTTTNGGGGTTTTO 

NNNAAANGGNTTCCCTTTTTTTTNT 



TTNAACACAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 

AATTCGGCACGAGGAGTANCAGGAGTGAAATCAAAGGATTTTATGATCCACCAAGAAGATTGCTGGG 

CCAGCGACCAGGACCATATGATAGACCAATAGGAGGAAGAGGGGGTTATTATGGAGCTGGGCGTGGA 

AGTATGTATGACAGAATGCGACGAGGAGGTGATGGATATGATGGTGGTATGTGTATCTAATGAACAA 

AGGTTCTGTTGTCATTTTCTTAATGTTCCTGACACTTTGTCAAGAAATACAGAAATGGCAGTAATT^ 

GTACCTACTAGGTTTAATAAATCTGTTCATACAAATGTGGATTCCCATGGGCAGCTATGGGACTTGATT 

GATGCATGTATTGGCACCTAGTTTACCTACACAAAAATTTTTAAGAGATTGCCATGTTTTGACCT^ 

TGTTTGGCATCAGGATAAAAATTTTTATGTCTAAATGTGTGCTTTTCATACAAGTGTTAACTG 

AATATACACTAAAATGGGGTGTTGGAAAACTTGGTTGGAGGGGTTGCAAACTTGTAACAATATAAGTT 

AACCATAGTGCTTGNCANAAGATACATTTTTATAAACTAGATAATAAAAGTTATCTCTTGAAAGCTTAT 
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TCATGNATTTCTCCTTAAATTA 

GGCTTTTGGAAAANGATGGCTTTTGGATGACCCAAATGGAAAAATGGGAAA^ 
TTGGTTTTTGGGGGGAACTTGGGGGAATCCAAAGTTTCNGGGTm 
CCATAAGAAAAAGGACTGGNCNTTTTTCNGGCCACTGGNAAAAGGAAATTGGGNAA^ 
5 NCC 



NACAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTC 
GGCACGAGGAGTAGCAGGAGTGAAATCAAAGGATTTTATGATCCACCAAGAAGATTGCTGGGCCAGC 
10 GACCAGGACCATATGATAGACCAATAGGAGGAAGAGGGGGTTATTATGGAGCTGGGCGTGGAAGTAT 
GTATGACAGAATGCGACGAGGAGGTGATGGATATGATGGTGGTATGTGTATCTAATGAACAAAGGTTC 
TGTTGTCATTTTCTTAATGTTCCTGACAC 

ACTAGGTTTAATAAATCTGTTCATACAAATGTGGATTCCCATGGGCAGCTATGGGACTTGATTGATGCA 
TGTATTGGCACCTAGTTTACCTACACAAAAATTTTTAAGAGATTG 

ACTAAAATGGGTGGTTGAAAACTTGGTTGGAGGGGTTGCAAACTTGTAACAATATAAGTTAA^ 
TGCTTGTCAAAAGATCCATTTTTATAAACTAGATAATAAAAGTTT 

GANTTTCTCCCTTAAAATAACNCAGGTTTATGNGGGNTTTGAAGACCTATGGGGGGCTATA 
ATGGGTNTGGGAAANGAAGGGNTTTGATGAC^^ 
20 ACCATGGGTTTTTGGGGGAACCTGGGGNAATCAAANTTCNGGTTTTTO 
CATAAAGAAAAGGGACTGGCCOTTTTNGGGCCCCCT^ 
CNCCCCTTAAA 



25 TTNNNAAAACTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAA 
TTCGGCACGAGGCCCCATTCCTGTGGCCCAGGGGCCCAGCTTCCAGTTCGGCAGTGTCAGAAGTGACT 
TGTGGCTCTGCCTTGGTTGTGAGATGAGTACATTCCAAAGGAGCAGCCACGGGGAGGGGGCAGGCTCA 
GCGATCCCTTGGAGGCTCAGAGCAGCTGGCCTGAGCTCCAGCTCGCGTCCAACGGAAGCTCGCGCCCC 
TCAGAAACGACCCTGGCCAATGTCACCGCAGAGCCGAGGCGGTGTTGTCAGGGCTAATGTGAAATCTC 

30 TTCCCGTGGCGCCGATCCTCCGGCTCTGCAGCGCCAGCTCGGACAGATTGAGGTCTCTGTGGCTTTGGT 
GACCCTGCTTAAGCATTCCCACCGTGTCCCAGCTCTGCTCTCTGCCTGCCTCCCACTGCAGCCCCCCCC 
TCACCTGGCTTGGGGAGGGGGGCAGTGCCCCAAGGCTAGGGGCTTTTGCTCAAGAAAAGATGTCAGG 
CTTTCTGGGGTCGTCAGGCTTTGAGCTCTACCGGGGTCCAACTGACCTGGGATACCAGGTGTGCCCAG 
AANATGCACCTCATNCCGTGCCTTNAGGAANGGCTAAGGAACAATTTTGGTAATTGGATT^ 

35 CTCAGTTAACTCCCNTTGGGAAAACCTAACCCANTTTTTAACTTTCTGGCCTA 
NTANGGAAAANTGAANCTTTTAA 

GGNCCCAAAAAGGNNCCCCANGGGGCCCCCAAAAAGNGTTTTTTO^ 

40 

NNCGGNCGNCGATTNAGCGTGNNNTGNNNTNTNNNN^ 

CACATGCAC^TCCCCCCCCANGGGGNGNNAAGAGAATATGGNCCNNTNTNTTGGAGNNCAACT^ 

CTNCACGCNNGAGGCAGGCCGCTNTAAAACTAGTNTATNCCANNN^ 

NTTGAATTTTTNTNCNNCTT^ 
45 TTNTTNANTTCTCNNTTTGNNNTGNCTNGTNN^ 

ACAATT^TCNTCTTNGGGGTNATATCTTNNAGCAGATCGTT^ 

TNTCTATCNCNANANTNGNNTNNANThWCTAGCCGGNCGANATNTNATCA 

TGNNNNANTNNTNNTNCNNNNNGTNTN 

ANAACTNNNlSnSnmNOSfNNTCTN^ 
50 ANNCNCNNTCTAANNTNNN^ 

NGTNANGTCTNGCNNNANT^^ 

NNTTANCTCTTNTANNACNNTCTNNTANNCGNNGATTT 
NANNNTNNGTNANTNNNTACTGTNTNNTATCATNCC 
GTAANTNGCGGGNTTTATCNTCGNNNTNNANNTNGT^ 
55 TGTNNNNNCNGNNANNC^ 
ATAGNTAATTTTANNTNN^ 
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ANCNGNCNANCGGNATGAAGTNNATCAN 

CNNAGNTNTATNCTCNAGNNNANNGNANCANCNCNTCAGTNTAANNAGATGNANCA 
AGGCNGNGCGNTGNGTACAGAGNTNTNTGTATAGAANCNCANCNTGTATGNAGTCTGAGANNATCNN 
ANATGNNGNNCNTGTNTCTC^ 
5 NNNANANANANAC^CGANANANATNCGAGATNNGATATGACGNTTNTO 

ATNCNGNNTCTCANANGAGATGACNCACNACNCTNNCTCATACTTNTCTNTO 

NTATGTGAAGTATACACTAACGTCN^^ 

TGTGACNAGACNACNCNTNACTAG 

AGCGCG 

10 

ccgccnccncctcntngannt 

catcnnctntggnngncggnngct^ 

ttnnnnnnn1wttnnagccc 
15 ggatcccccggactgnctngantntncc^ 

tnctnnntggngcnnc^ 

ccnnncatnccccgcncnn^^ 

ncntngtngcnctngtgntcaga^ 

tcncccgntctcntwttcnagtccnctngacnnttgtnna 
20 cnccngcnccctntcgctccncncngnntnttccnnntactttcccnctcc 

ccntctnnccccctccntctanagncncncctgntcctnnatncnnt^ 

nnntotcccncaggnnc^tgtncccgtgncgccnctnccncctcan^ 
f \ ncntcccnacnngagccctcctngttntgnnccncnagnncggnttcccn^ 

ttttncnaccngt^cct^ 
~-25 nctatncctnncgactccacngcttnctgtcgnnttgacccccctncnacgn 
ll ttgknttncngatccncnnnnngtccngatgncttccngt^ 
; 1: antntttgtgncctacnnttcccttgatcncccgctnnngccncnggngtccctc 
y; gangnncngcnntntgncggcnnccgnctcagaccgtnnctgaanntnto 
^ atcacgaccaccngnncnntc 

4-30 agctccncntacctntgttnatnnaccacanacgntgctncgcagtatcncccc^cgtag™ 
yj cnnntntcccagctctgtnagggtctctgcgtatcagctcccgctggtcggnactccccnatntctctc 
g tctncttntnnccgccacttaaangagntacnaatngattacnnnato 
o acgngcngccctatgctcngnnannc^^ 

ff) TGGANCNACCGNACCNTNNGTACCGCGCCTTAGGNTGGCGCTCACNCTTGNTANNTNCGNNT 
rj35 TCTT>H^CN>MNTCNTCGCN[CNNCNCC 



GCCCTATANNGAGNNGTATTACAGNGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCGT 
TCGACAGATAGCCGTAACTTCTGTGCTGTGCCAGCCGCATCCCTGAGACAAGATGGTGAAGGTCGGAG 
40 TGAACGGATTCGGCCGCATCGGGCGCCTGGTCACCAGGGCTGCTTTTAATTCTGGCAAAGTGGACATC 
GTCGCCATCAATGACCCCTTNATTGACCTTCACTACATGGTCTACATGTTCCAGTATGAATCCACCCAC 
GGNAAGTTNAACGGCACAGTCAAGGCATANAACGGNAAGCTCGTNATNAATGGAAAGGCCANCANC 
ATNTTCCAGGAGCGANANCCTGTCAACAT^^ 

ATNTTACTNGGGANTTAAACTACACATGTGANAANGNGTTNGGACTACTTNGAAAA 
45 ANAANGGTGNATNAATCTCAGCNN^ 

AANTCACTNANAAAGTTTATACAN^ 

CTNAAACTGTNTTNTCCCCCC^ 

NGGGACATNATNNACACATTNGGGCATANC^ 

NNCCTCNTCNNGNGTAANNTCTNNACNTCTTTTNNTI^ 
50 CCNCTCTNNTTCTTANTTATTG 

TNNANNCCNCM^ATNNTNATCNTNNNC 

TATGNNGGTTGNNATNNTCTTNACCNTCANAANACTGNATNNAA^ 
TAATACTNNCACTCNATTO 

55 
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AGCNCTATATGGAGNTGNATNNCAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCC 
CCGNTGGACCCAAGGCCCCCGTGGTGACAAGGGTGAGACAGGCGAACAGGGCGACAGAGGCATTAAG 
GGTCACCGTGGCTTTTTTTGGTTTC 
TTCCGAANCNTTTGNNCTTGTTGNN^ 
5 NNTAATNGNNTTCCAAGGCCCATTNGNNCCCCTNGGCCT^ 
GTNGNNCTTCCNGGCCTTCTNGAA 
NAGANTTTTCTGTGCCCAAACACACTTN^^ 

TTTANATNANGCCATNTGTGGNCCGANACCGANCATCTAANGTGNNAACACCACTCTAAANANCTTGN 
CNCNACATATAGAAAANTTCGNGACCNTTAAGGGCANCCAAAAAAACCGCGCCCNCATGTGGTGAAA 
1 0 TCTAAAATATGCCNCTCTTTTTTGTGANAAGAGCNGAAAAATTGTGTTT^ 

GNACNTGGNATGACAATTAANAGNGGTTTTTGGNACAATNGTGNAAAACCCGGAAG 
NTAANNCCNNCTNTTCACCCACC^ 

CCCCCGAAANAAAAAGGACNCTNNTTTTNGCTNCCGAAA 
TTTAATAATTTTTGGNCCANAAGNTCCAANCCTTTCNNGANNG 
1 5 TTTTCTTGCCGCANGGNAC AACCAAGGNNNTCTCCAA AAAA AATTTNTTCTACTTNT 



AGCNCTATATGGAGNTGNATNNCAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCC 

CCGNTGGACCCAAGGCCCCCGTGGTGACAAGGGTGAGACAGGCGAACAGGGCGACAGAGGCATTAAG 
20 GGTCACCGTGGCTTTTTTTGGTT^ 

TTCCGAANCNTTTGNNCTTGTTGNNCCCNGGGNNCCCCTTG^ 

NNTAATNGNNTTCCAAGGCCCATTNGNNCCCCTNGGCCTTO 
Fi GTNGNNCTTCCNGGCCTTCTO 

NAGANTTTTCTGTGCCCAAACAC^ 
S--25 TTTANATNANGCCATNTGTGGNCCGANACCGANCATCTAANGTGNNAACACCACTCTAAANANCTTGN 
J CNC^ACATATAGAAAANTTCGNGACC^TTAAGGGCANCCAAAAAAACCGCGCCCNCATGTG 

y* GNACNTGGNATGACAATTAANAGNGGTTTTTGGNACAATNGTGNAAAACCCGGAAGAAACNNT 

^ NTAANNCCNNCTNTTCACCCACC 

4-30 CCCCCGAAANAAAAAGGACNCTNNTTTTNGCTNCCGAAAAAAAATTAATCANCCGGAATTTT^ 

Lg TTTAATAATTTTTGGNCCANAAGNTCCAANCCTTTCNNGA 

« TTTTCTTGCCGCANGGNACAACCAAGGNNNTCTCCAAAAAAAATTTO 



?*35 TTTANAAAANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 
2 AATTCGGCACGAGGCNNTNCCCATCN^ 

Z: CTCACTACATNCTNCCCNTANACCNGCCNAGGTGGNNCANGTGACGATGTGATCANAGGGTGGANCC 
u TGNNAATCACGAANANTNCCANAACT^M^^GGACCTATGCCTTAAGGAANGGGTAGNCTT 
h TANTCCAGGTANTNAATTGTNNC^ 

40 GNTCCATGGNATTTAANC^TTTAAACNCGANAACNNCNCNCTTO 

TCCTTTNTTNATAGNNNNCAATNNT^ 

NTTNGNTTTTNCANATCCC^ 

TTATTCTTTNCTTTNTNTGTTGTAATNNCCCNNK^ 

NTCNNNTNCGTTTANN^ 
45 NTTTTCTTTCCTTATGTACCTO^ 

TNANTATAAATCNANNCTNNNNTTNCCAC 

GTCGTTTNNCNATNNTAANNNNTTTN 

CNTTNNNTATCAAANTTTNANTATANNCNTNTCN^ 

AATATTNCTACCANTNATTTNATANTTTTO 
50 TTCNNTGCTNNNTNNTCNNGTTCN^ 



TTNNACAAANCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGG 
CTTGGGCTGCGTGGGGATTTTGTAATGCCGACCGGAGACTTTGATTCGAAGCCCAGTTGGGCGGACCA 
55 GGTGGAAGAGGAAGGAGAGGACGACAAATGTGTCACCAGCGAGCTCCTCAAGGGGATCCCCCTGGCC 
ACTGGGGATACCAGTCCAGAGCCTGAGCTACTGCCGGGAGCTCCACTACCGCCTCCCAAGGAGGTCAT 



190 



CAATGGAAACATCAAGACAGTGACGGAGTATAAGATAGATGAGGATGGCAAGAAGTTCAAGATTGTC 
CGCACCTTCAGAATTGAGACCCGGAAGGCCTCAAAGGCTGTGGCAAGGAGGAAGAACTGGAAGAAGT 
TTGGGAACTCAGAATTTGACCCACCGGGGCCCAACGTAGCTACCACCACAGTCAGCGATGATGTATCC 
ATGACATTCATCACCAGCAAAGAGGATCTGAACTGCCAGGAAGAGGAGGATCCAATGAACAAGCTCA 
5 AGGGCCAGAAGATAGTGTCCTTGCCGAATCTTGCAAGGGCGACCACTGGACCACCCGCTTGCCCCTAC 
AAGGACACGCTGGGGCCCATGCANAAGGAGCTGGGCCGAACAGCTTGGGCCTGTCCCTGGCGAAAAA 
GGAAAANCTCCCCGGANAGCTGGAACCTGGGCNNGNCCCTTAAAACAAGAATTGGGAAGTACGTTGC 
CTTCGANCCTTGGCCAAAGGGGCCAGCCCCCGNGGGGGAGTCCNTGCACCCAANCCGANAACTGATG 
ACAATGCCCCCTTTCCNGTTAN^ 
1 0 TTCCGGNCCTTTNGGTTCCNTTTTCCCGATTTTANCCTGGGA 



TNNNNNAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCA 
GGGCCTAAGTTCGACCCCAACGAGATAAAAGTCGTGTACCTGAGGTGCACCGGTGGGGAAGTCGGTG 
15 CCACGTCTGCCCTGGCCCCCAAGATCGGCCCTCTGGGTCTGTCTCCAAAAAAGGTCGGTGATGACATC 
GCCAAGGCAACTGGTGATTGGAAGGGTCTGAGGATTACAGTGAAACTGACCATTCAGAACAGACAAG 
CCCAGATTGAGGTGGTACCTTCTGCTTCTGCCCTGATCATCAAAGCCCTCAAGGAACCACCAAGGGAC 
AGAAAGAAGCAGAAAAACATTAAGCACAGTGGAAACATTAC 

GGCAGATGCGGCATCGGTCTCTAGCTAGAGAACTTTCTGGAACCATTAAAGAGATCCTGGGGACCGCC 
20 CAGTCTGTGGGCTGCAATGTTGATGGCCGCCACCCTCATGACATCATTGATGATATCAACAGTGGCGC 
AGTGGAGTGCCCCGCTAGTTAAGAACTGCAAAGGAAAATAAAGGACCATTTGACAACCAAAAAAA^ 
AAAAAAAAAAAACTTGGGGGGGGGCCCGGGNCCCAATTTNCCCTTATGGGGGGGGGN^ 

H: AANNNNNNNNNNNNNNN^ 

% NNNTST^NNNNNN^ 

?:'25 NNNNNNNNNNN^ 

fi NNNNNNNNNNNNNN^ 

'!f NNNNNNNNNNNNN^ 



4-30 TNNNACAAAGCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 
bi AAAAATTGTAAACAATGCATTCATCGACCTTCCAGCCCCATCAAACATTTCAT^ 
s TTCCCTCCTGGGAATCTGCCTAATCCTACAAATCCTCACAGGCCTATTCCTAGCAATACACTACACATC 
fi CGACACAACAACAGCATTCTCCTCTGTTACCCATATCTGCCGAGACGTGAACTACGGCTGAATCATCC 
i GATACATACACGCAAACGGAGCTTCAATGTTTTTTATCTGCTTATATATGCACGTAGG^ 
-35 ATTACGGGTCTTACACTTTTCTAGAAACATGAAATATTGGAGTAATCCTTCTGCTCACAGT^ 
^ CAGCATTTATAGGATACGTCCTACCATGAGGACAAATATCATTCTGAGGAGCAACAGTCATCACCAAC 
CTCTTATCAGCAATCCCATACATCGGCACAAATTTAGTCGAATGAATCTGAGGCGGATTCTCAGTAGA 
H CAAAGCAACCCTTACCCGATTCTTCGCTTTCCATTTTATCCTTCCAT^ 

^ AGTCCACCTACTATTCCTNCACGAAACAGGCTTCAACAACCCAACAGGAATTTCCTCAGACGTAGACA 
40 AAATCCCATTCCACCCCTACTATACCATTAAGGGACATCTTANGGGNCCCTCTTACTAATTCTAGCTCT 
AATACTACTAATACTATTCGGACCCGGACTTCTTNGGAGAACCCANATAACTTCCNCCCCAGCCNAT^ 
CAANTTAAAACACCCCCTTAAAATTAAAACCCGGGGGGAACCTTNT^ 
CGAAACAATNCCCCAAAAAA 

45 

NNNACTGGAGCTCCACCGCGGGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTC 
GGCACGAGGAAAAGATCCAAATAAAGAAAAACAAGCATT^^ 

GAAATTCAGGTGACAATGATGCTCACCGAAAGTTGTAAGCTCCGAGGTCTTCATCACAGAAATCTTCT 
TCCTATTACCAATGTGTGTATAGAAGAAGGAGAAAAGCCCATGGTGATATTGCCTTACATGAATTGGG 

50 GGAATCTTAAATTGTTTTTACGGCAGTGCAAATTAGTAGAGGCCAATAATCCGCAGGC 

CAAGACCTGGTCCACATGGCTATTCAGATTGCCTGTGGAATGAGCTATCTGGCCAGAAGGGAAGTCAT 
CCACAAAGACCTGGCTGCTAGGAACTGTGTCATTGATGACACACTTCAAGTTAAGATCACAGACAATG 
CCCTCTCTAGAGACTTGTTCCCCATGGACTATCATTGTTTGGGAGACAATGAAAACAGGCCGGTTAGG 
TGGATGGCTCTTGAAAGTCTGGTTAATAATGAGTTCTCCAGCGCTAGTGATGTGTGGGCCTTTGGAGTG 

55 ACGCTGTGGGAACTCATGACTCTGGGCCAGACACCCTACGTGGACATCGACCCGTTTGAGATGGCCGC 
ATACTTGAAAAGATGGTTACCGGATAGCCCAACCAATCAACTGTCCTGATGAACTATTTGCCCGTGAT 
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GGCTTGTTGCTGGGCCTTAAAATCCCGGAGGAGAAGGCCCAAGTTTCAGCAGCTTGGGTCCCAGTGGC 
TNACANNAATTCCCTGGCAGCCCCT^ 

GCGTNCAGGAAGGAAAGGTGCCCTGCCCGGCCCTNCTTGGGANCCCAATTTTNGGATGCCCCAATACC 
TCACNGCAANGNCCCCAGAANNNATTTTC^ 

5 

NAAAACTGGAGCTCCACCGCGGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCTGC 
ACGTCTAGGCTCGCCCGCGCCGGCTCCGACCAAATCCGATGGGACTCCGTGATGCTTCTGTCCTTGGCC 
TTTAACGAAAACTGTCCAAAAAAGGGAAGAAGTGTTGGTGGGTGGGGGGAGGAGGGGGGNCCCCCTT 
10 TTCCGTGGGCACGGGGAGGAAGGCCGGCCCGTTATGGNCCNNCCAACCCCGGGTCTGTCCCANCCCTT 
AACTTGAGCNTGGCCCNCGTCCCTTCTAAAGGCNCCNGGGCCAAACNCNTNTTGGGACTGAGGGCTTN 
CTTTAAGGAAAACCCTTGCTGGTTTANGC^^ 

TCTCCTATTTATTGACTTTTGNCAATTACTNANGNTTGNGAAAAAAAAAAAAAAAAAAAA 

GGGGGGGGCCCNGNNCCNATTTNNCCTTANNNGNNN^ 
15 NNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNN^ 

NNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNN^ 
20 NNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNN^ 



,n NCTCACTNAGCNCTNANGTCTAGTACNCNANCNGCCCANCATTANTTTNAAGCCCNATANTGNAGTTC 
f S 25 GNCATTACNNGGNCATNCTCCGCCTCCTATNACATAGNNTCTNANNACCCANTACCTNT^ 
r\ NTT A CCNTACATCCNAANTTTATTTN^ 

TTCATATNATAAAACNNATNTTCCNCNTNNNTTNACTCTACN^ 

NTCTGNCCNTTCNNNCT 

CCANATAANNNTTNCATTTTTNNTTTO 
+ 30 NNCANTTOWCNNCCCCNNNAOT 
W TTATNNTAAANNCTCCCTANCAN^ 

s CAATNCTCNNANTNTCATCNACCNCCCNTTAACNTATNCTCNCANNTNTNTCNNTO 

0 CNfACATTTTATNTATATCNNNTTO 

01 TTNNANGTTTACCTTAANTT^ 

fi 3 5 TAAACAATANNCTGCCTTTTCCTO 
S CTAANCCCNNNCTGANTCAACCTA^^ 

ATAANCTTCANACTTCNCT^ 

NTTNATATAANAAATNNCAATTANN^ 
^ TTACCCNCCACNATCCCTCACCCNTCGTNNCACCTCTNATNANTATATNANTTNTTC 

40 NGCGNCTCANCTTCTNTNCANTATNATTATCTCATCTNTTCTNCTCCTCCNCTCNTCNATCA 

CNTANNNTAANCAAANCTAT^ 

NATATANCACCACTNTGCTCAACNANTCNTC 

CNCTTCCNNNTAANNNNCGCATNTATATACATCTNCNCTCNNA 

NNATACNTCTNTACTCTATATNNTCCACNCNNTGTNNTCACCTACACANACANAN 
45 ATCNCGNTACACTTATANATNANTNCNNGCG 



TTNAGCCCTTATANTGAGTNGNANTTACAAGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGC 
AGGCTGCACGTCTAGGCTCGCCCGCGCCGGCTCCGACCAAATCCGATGGGACTCCGTGATGCTTCTGT 
50 CCTTGGCCTTTAACGNAAAACNGTCCAAAAANGGNAAAAGNGTTGNNGGNGGGGAAGNAGGGGGNC 
CCCCTTTTCNGTGGNCNCGGGNNGNAGGCCCGTTCTTTATTNTCCTO 
CCNNTAATTTNTCTNGTCNGTC^ 
TGCTTTCTCTTTNNGGANNAA 

TCCNTTANNCTCCTNTNCTATTNTTNTCANATTNNT^ 
55 AANANTNNTTCTTTC^^ 

NAATCCCTTNTNTNCTATNTCTCTNCCCNTNNCTNTCCCTT^ 
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CNTTCNNTC^TIWCNTANNNCTTTO 

TONCTTTTTCTTNNNTT^ 

NTTCTITNTTAGTNlSrNTCNNlsn^TCT 

NTTNTTC>WNCTNNNNCTTNNmmNN 

NANTTTNANTTNNTTAN^^ 

TCNNCNNNNAATNTNCNNTTO 



TTNAGCCCTTATANTGAGTNGNANTTACAAGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGC 

AGGCTGCACGTCTAGGCTCGCCCGCGCCGGCTCCGACCAAATCCGATGGGACTCCGTGATGCTTCTGT 

CCTTGGCCTTTAACGNAAAACNGTCCAAAAANGGNAAAAGNGTTGNNGGNGGGGAAGNAGGGGGNC 

CCCCTTTT^GTGGNCNCGGGhnSTGNAGGCCCGTTCTTTATTNTCCTTSfCCNATO 

CCNNTAATTTNTCTNGTCNGTCGTCNAT^ 

TGCTTTCTCTTTNNGGANNAANCTTCTTTTTTTTACCNCTTGN^ 

TCCNTTA1WCTCCTNTNCTATTNTTNTCANATTNNTACAGTTCNC 

AANANTNNTTCTTTC™WW^^ 

NAATCCCTTNTNTNCTATNTCTCTNCCCNTNNCTNTCCCTTTNTNNATTNCNNNNTC^ 

CNTTC^TCNTNNCNTANNNCTTTNC^ATCrCTTNTO 

TNNCTTTTTCTTNNNTTTTANNNANTNANTATN^ 

NTTCTTTNTTAGTNNNTCNNNNTCTCTNCTTANNTTTO 

NTINTTCNNNCTNNNN^ 

NANTTTNANTT>WTTANN>n s JNNNAAATTATCNTTTA 
TCHNCNNNNAATNTNCNNTTNTNCCNCANTNTCNNOT 



NNAAAAGCTGGAGCTCCACCGCGGGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAA 
TTCGGCACGAGGGTTGGTTAGAGATGCTCTTGAAAGACAAGAGAGATAAGAGGTGTAGAGCCAAGTC 
TTCTAGGTGGCTTGCCCAGGTCACTCTACCTCTGGCCTCTGATTCTCAACATACATACCTACATGGCTG 
CTCTTGTTAGTACAGNGTTGATTCTCTGGAAATTANCCGCATGCCTGCAGCTTGCTTCGTCTGAGGATA 

GCTGGGCANCCTAAAAATANTTCCACCNTTAC^GCATNGGTTATGCCTTGGNGGGAAGGGGCCTGGNA 

TACTTTTCACNTTACAATTCTTAAGAGAAAGANTAGGGCCTTACCTAATCCAAGNCATTAAAATTAAA 

AAATGGNCTTNAGNNCNTGGANGTTTGGACCAAAATTTNTTTTGAATTTAACC 

TGGTTGGACNCCTNAGCCAGTTNTTAATNCNGGNCCAAAAACCTGAANGGANCGAATNATTANCTGC 

NWGGTACCCATTGACNTTCTAACTTCCTNTTGGCCCCTTATNGCAAATNCCNTTAGGAATGAAAAACCT 

TTTGGGATTGGNGAACCCAACCTGAAANGGGANTTCCAAGNCCTTTGGTTGAAACCAAANACAANTTC 

CTNTTGGCCCCANGGGAAACCTTAAAATTAAAATNTNNCCTGGAAACCCGGCCTNGGGGCCATNCCCA 

AAAAAACTGGGCCCTTTAGGCCATTTNTTTTAATTCCCATAAAATCNGGNCCTTTGGGGNGGAAACCT 

GGACCCAAATGGGTTGGGGTNGGGTTTTTTTITSrCCTTGGNNTTNGGGAANGGGGTT^ 

TTTTNCCCCCCTTTCNTTTTTGGGAANGGGGAAATTGT 



TTNAACACAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 

AATTCGGCACGAGGATATCNCACTGGTAAAAGAGATGCAGTTGAAGAAACCTGCTGAGTTGAAGATTT 

CCTAAATTTACTTTAAAGGGAATAATCTGGGTTTCTTAACTGCAGGGGTTTTGAAGATATGACATCCTA 

GAGTAATATCAGAGGATACTTGGAATTACCAGGGGCTAATTTAGAAAAGAAATTGTTCTTTTAAAAGG 

AAAGAAATTTCAGTAAGAATAATCAGATTGGCCCAAGGAGCAGGTGTTCAGAGTGTTACTGAGTAATA 

TTTACTACTAAAATACTTAAAGTAAAATAAGTAATTTTAGGAAATGTCTTGATTGAACAAAGTTATTTC 

TTAGAACAGTTTATGTTCTATCAACGATGTTTAAGTATTTCTATCAATTATGGAAATCTCTAGTTGAAA 

GAATTCTGGAATTCATGATAAGGAATCAAGATTTGAAACTTTGAAAATTATACTGAATAGTTGCTAAT 

CTATAAAGATGCTTTTTAACATTGTACATTTAGGAAACATGGGATTGGCCTTATTTTATACATACTCT^ 

TAAAATATTGNCATTGCTTAAGACTTTTCTTGAGAGTGAATTACCTGGGAATAACATAAATTCCATGCA 

ATTTTAAGTATTTGCTATTNAAAACCAGGTACCTTTAATTGNGGGATATGAATCTGACTAAATGNGCTN 

TTACCAGGNAATACTATGNCATTCTACCTTATCNTTTTGGAAAGGTATTGCTTGAATGTCCTTAAAGGT 

TTCTACCNCATAGNGATTCTGGAAGTTTTTCCAGTTTGNNTTTCCCNCTGGAAAAATTGGGAGTGGAAA 

TTTTTCCCAAAACTTTTACNTTTCAATTAACTTTAGGAAGA 
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TTGAANACAAGCTGGAGCTCCACCGCGGGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCA 

5 TNNTGNGTCGNANNANATA>nWGNTTTNTNTMSINAN 
NAAAAACGNNCCCNTTNNNCTTC^W 
NGGNNCNCCNNTTNACCCCCCNNl^ 

CNTNCCmTAAAAANCCNNTNCCTTTNNNAAAATTCCNNTTTA^ 
NANNTTAAAANNAGNTTTTNNCNNCCGNTTTNNTANCCNNNAANAAAACCCNTTA 
1 0 GGGGGGAA ATTTTTNNNTTTTTTTTGGGA^ 

AAAANANTTTTCCCCCTNAAATNTTTTAAATTCCAAA 
AATTTTTCCNNACCGTTTTNGGGGGGGNNAATTTTTNCCA 

CCNCAGAAACNTTTTNNNNCCCTTTTTNCCGNNGGGGGG 

GGGGGGAANTTNTNTTTTNAAAAAAGGGTISr^^ 
GGNTTTTTTTTTTTTNACCAAAAGGGGGGN 



20 TNNNNAAAACTGGACTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGA 
GCTGGANGGNTGCATGCATTGCCGCGTGTGCGCCAAGCAGCTGAGCGAGTTGTGTACCGAGCGCGACC 
CCTGCGATCCGCACAAGGGCCTCTTCTGCGACTTCTGGCTCCCCGGNTCAACCGCAAGATNGGTAGTG 
TGCACCAGCTAAAGATGGTGCCCCCTGCGTTTTCGGAGGAACTGTGTACCAGAGCGGAGAGTCTTTCC 
AGAGCAGCTGCAAATACCAGTGCACGTGTCTGGACGGGTCGGTGGGCTGCGTGCCCCTATGCAGCGTG 

25 GACGTCCGCCTGCCCAGCCCCGACTGCCCCTTCCCTCGGAGGGTCAAACTGCCCGGGAAATGCTGCGA 
GGAATGGGTGTGTGATGAGCCCAAGGANCACACCGTGGTCGGCCCTGCGCTCGCAGCTTACCGGCCGG 
AAGACACGTTTGNCCCAGACCCAACCATGATCCGAGCCAACTGCCTGGTCCANACCACAGAGTGGAGT 
GCCTGTTCCAAGACCTGNNGAATGGGCATTTCCACCCGGGTTACCAATGACAACGCATTCTGCAGGCT 
GGAGAAACAANAGCCGCCTCTGCATGGTCAGGCCTTGCGAACTGACCTGGAGGAGAACATTAAGAAA 

30 GGCAAAAAGTGCATTCCGGACCCCCAAAATCTNCAAGCCTATCAAGTTTGAGCTTTTNTGGTTGCNCC 
AACCNTGAAAAACNTACCGGGCTTAAATTTTGGGGAATGNGCCCAANACGGGCCGGNGGTTGCACCC 
CCCCAAANAACCCCCACCCITrCCCGNNGGAGNTTAAAGGGNNCCCGGANGGGGGAANGGNTNTTNA 
ATNAAAAACCTGNAATTTTTAATNAAAAAAACTTGNGCCCCTNNN 

35 

GCCTATNTGGAGCTNCATCNCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCTTG 
CTACCTTCTGCCACCGTTCCATGGTCTCTGGAAATCCTTCCCACCAATGAAAGCCTTCGGTCCTGGCAT 
TGGCCTTCCACCTAGACCGGCTTTGCCCTCTCTCTGCCATCCTCGGTCCTCCAGAGACCACACTGCCTG 
TCACAAAGAAAACCACCACCTCGGGCCTGCCAGCCATCAACTTGGAAAATCGGGCCAGCTGTCTGCTG 

40 CTCACGTCTCCCAGGTCCAGACCAAACGGGATCAACAACCCACAGTGGTGACTCAGTCTCTTACCCCA 
GGAGCCAAAGCAACACAAAACAATTGGTCAAACATCGTTGGGTCCGATTCTGAGAGTAGGTGATTTCT 
AGACATGTCTTTCAGGTGACCCTCAACTACCTCAGGTTTGAAGGCCCTAAATTAAGCTGATACTACTCA 
TGGGGACAGACCGAGGAGGGTTCGGAGAAATCTTGGTGATAACGCACTTGTCTCAAACTTACAACAA 
ACTCACGTTTCGGTTTGCAGGGGGTGGGGTTGGGGTTTC^ 

45 AATTTTCCATTAAGAATAGTTCCTACAAATGAAATTTCATTTCTCACTGAGTGCCTACCTTCCCAGGGG 
CAGGTANNCCCTGGGNTTTGTTTCCTTCCAAGCAGTACTTTTATTATTNGGNTATTAANAA 
GTATAATACCATTGGNATCTGTGCTTTTCA^ 

AAAAANAAAAATNCNGGNGGGGGGGCCCCGGTACCCANNANGNGNCT^ 
NNGO^GTGTTTTATANANNTNTTNAG 
50 NITOTONNTNGCNNTTANTCTCN^^ 



ACKClSn<riNTCANNNTANTAATTTTCTNTTTNNT^ 
TTNCANTCCANGATNTCGTNTNNNT^^ 
55 ANAACTGGAGCTCCANCGCGGNGGGCGGCCGCTCTAGAAACTAGTGGATCCCCCGGNCTGCAGGCTG 
CNNTGTTTTAT^^SrTNT^mTNNACCGTATANCATCN^W 
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TCTTCTCNNTTNAATTAGACNNTTTTTTTNAANTT^ 
TTTNGTATANNTGNTNCNAGTNTTTNTTTTNATNANATTNTCTCT^ 
TTTATACNTTTNTNTTGATTNCTANNTTANAAANTvITTCGTTTTTGGATO 
NTTANTN^CTTCNNTTCNTTTACTTCANNTKTTTATNGTNTAANAT^ 
5 NTTNANTNGTATTTCGTNNCTTNNTCNTCT 
CNNTTT>WATNTTATNTTTTNNN 

TTNAT^MNTTNTTNCNTCNTANTNTATNNAGANNTTCCATANTTNTO 
TTCTAATTCTOTCNNNNAGANTCAANCNATNTTNTTTNTCTTNTNTTT^ 
NGAAAAATCCATNATCGTTNNAANTGAAAAANTATOTNTCGTTTNTTCATTNCNCTATO 
10 ACANNNATCTCATTGTTCATTANTTTCCATTN^ 
CmCTNTNTNGCTAATOTCNANN^ 

GGGCTTCCCCGTTTTAACNCCCCCCCOSICCCACANAATNTNNGAAAAANCTCTCCCTTCCTCCCC 
TCTCTTCCCNTTTCCNNAANNCNATTANATAAANGNTTTTTCCTTTTTAA 
1SQWGCGCGNTWNCCCCCCTTCCCAA 
1 5 GTTTTGGGTTTNCTNTTCTTTCNTAGNTNCNTNTTANAAATTTTTNGNGANGCCCCCCCCCCCCCC 




GGGGGCCTTTTNAAAAAAAATATNGNGNGNGGGGGGCG 



20 

TNCTTNTNGNNGGACNCGANCNANCNIWCN^ 

GGGGAGGNCGCTCTAGAACTAGCGGACCCCCCGGGCTGCCANGNTTGCNNGCCCNAGGCCTGGCNNT 
r .i CNTGGCNCCTGGTGTGATACGAACGCCNNNNNNNCCCCCTCGGNGANNCTGNCTCCCNTGCNCN 
'% CACCTGANTNTCCCT>WCNACCKGCCACNCNGNGNTNTTTT^ 
!" 25 GAGAAATAANCNNTNTNTTTTGNTCGACNGNGANGNCC 

y ; CCCCCTNCCCNCNTATTTNGTTTTCCNCNCNCCCNNTNNCNTCGNANTTTNNTACTG^ 

2 NGCCNCAANNCTCCChW(^TTNNCCGNGNNCNCGNCAlSnsnSINNTC 

3 : CCTCCCMjNCCTGNTTNTTCGAANATNCTCGTN^ 

H- CCCCTQWGCNNNGACGANCGNIWCC^ 

.jr 30 GTNGCNGNTNGNNCTCCNTNTCNNNNATNCGGNNTC 

UJ NNCCTTTNTTNCGNGTGNGTCOSTS1NTNCCNTCTNTNTO 

„ CCGNCNTCTNTTNTCCNN1WCCCGNNNGGCCNNGTCNNGTTNTNG 

H NNTTTNNNTNACNNTTANNNANNNN^ 

gl NCNGCCCNCCCGCNCCGNCTGCTNCCNCNTCTTT^ 

it: 35 T^CWTCNANCATNTTNGCTTNNCTGTCNGTCCGNCCTNTCGANCTGTNNT^^ 

NTACTATCC^CTNGTCNGGTCCTTTTTNTITC^ 
;1; NATNNTGCGCGCNI^TGTTN^CNTCCTTNN 
w NNCTTCACNCTCTTATANANNTTCN1TO 
N= GTCTCCGTATAGNCGCGCNTNANNTNTCNCATCGNTCG 
40 

tnnancnanatctggagctccaccgcggtggcggccgctctagaactagtggatcccccgggctgcag 
gcccgcggatctgtctcttgcttcaacagtgcttggacggaacagacccagggacgccccttgttcaa 
gctcnancnaccttcaanctttttttcnanccnaancnttgganncnancn^tnnactngncgngaac 
45 anccgggancnaccnnc!nttttttaacttcota^ 

anaattantctaccnanggggangncngcngcnaccggctgggtaacatgnnactgggggccttcta 
cacctanctttctctgggcttctatttcgaccgcgacgangtgggcctgngagggtgtggggcactttt 
tttcgcgaattggccanggagaaacgccgaggggcgk:cggagcgtntctttgaaactgcgaaancan 

CGTGGGGGGCCGCGCCCTCTTTCTGNGCGTGCNCAAACCNTNTCNAAAANAGAGGGGNGAAACCACG 
50 ACGCTOTGGAGGGCGCNCTTNTCGTAANAGAANAAAACTNNATAAACCCTGTTGGATNTGCATGGGCT 
GGNTTOTGCCCCGGAGAACCCCACATATGTGACTTTCTNGAGNAACACCTTCTATATGANGGAGGGGA 
NACTCTTCATNAAAAANGGGNGGACATCTTGNNCAACCCTCNGCANGGTTGGGTGGTGCCCCAAGNT 
GGGGGTGGGGGGAAGAATTTTTTTNNNAAANGGGTCNCCC 

GGGAACCACTWGGGCCNTTTTAGNAAACCCCCCTTAAAAATAAGGGGGGNGGCTTGGAAAACCCCCT 
55 CTTTTGTAGGNTACTTAAGGGAGGNTTTTTTTTT^ 
GGGGCCATTNTGGGGAAAAAANTAANAAGNTT 
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TNNANCNANATCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
GCCCGCGGATCTGTCTCTTGCTTCAACAGTGCTTGGACGGAACAGACCCAGGGACGCCCCTTGTTCAA 
GCTCNANCNACCTTCAANCTTTTTT^ 
5 ANCCGGGANCNACC^CNTTTTTTAACTTCNTANTANTANCNKNCAATO 

ANAATTANTCTACCNANGGGGANGNCNGCNGCNACCGGCTGGGTAACATGNNACTGGGGGCCTTCTA 
CACCTANCTTTCTCTGGGCTTCTATTTCGACCGCGACGANGTGGGCCTGNGAGGGTGTGGGGCACTTTT 
TTTCGCGAATTGGCCANGGAGAAACGCCGAGGGGCGCCGGAGCGTNTCTTTGAAACTGCGAAANCAN 
CGTGGGGGGCCGCGCCCTCTTTCTGNGCGTGCNCAAACCNTNTCNAAAANAGAGGGGNGAAACCACG 

1 0 ACGCITSTTGGAGGGCGCNCTTNTCGTAANAGAANAAAACTNNATAAACCCTGTTGGATNTGCATGGGCT 
GGNTTNTGCCCCGGAGAACCCCACATATGTGACTTTCTNGAGNAACACCTTCTATATGANGGAGGGGA 
NACTCTTCATNAAAAANGGGNGGACATCITGNNCAACCCTCNGCANGGTTGGGTGGTGCCCCAAGNT 
GGGGGTGGGGGGAAGAATTTTTTTNNNAAANGGGTQ^CCCCTCANCCCCAACTAA 
GGGAACCACNNGGGCCNTTTTAGNAAACCCCCCTTAAAAATAAGGGGGGNGGCTTGGAAAACCCCCT 

15 CTTTTGTAGGNTACTTAAGGGAGGNTTTTTTTTTAAAAAACCTNGGGGGCCCNCT^ 
GGGGCCATTNTGGGGAAAAAANTAANAAGNTT 



TNNNNAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
20 GAATTCGGCACGAGGCACTAATAAAAATTGTAAACAATGCATTCATCGACCTTCCAGCCCCATCAAAC 

ATTTCATCATGATGAAATTTCGGTTCCCTCCTGGGAATCTGCCTAATCCTACAAATCCTCACAGGCCTA 

TTCNTAGCAATACACTACACATCCGACACAACAACAGCNTTCTCCTCTGTTACCCATATCTGCCGAGAC 
n GTGACCTACGGCTGAAATATTCCGATACATACACGCCAACNGAGCTTNNATGGTTTTTATCTGGNTAT 
"re ATATGCCCGGAGGAACAAGNTTATATTACCGGGTCI^^ 
Zl 25 NATTCNTTTGNTTACAN>WATAAGCCCM^^ 
:Z NTNTONNGNACCACAGNCOTTAACC^^ 
^ . AAGGAATTNGNGGNGGATTTTAANAAAACAAAGCACCCC 

CTT(^TTAATNATCATACCAATGGCCTTAGNCCACTTATTTTTCTTCNCGNAAA^ 

•-P 30 TTTTAGGGGNCCCTTTTACNAATTTAAGCCTTAAAACCCCCNAGGCCCTTTTCCNCCCCC^^ 

y TGGGGAACCCCANAAACnTACCCCCCAAGCCAATTCCATTTAAAAAACCCCCCNTTTAAATTAAAACC 

a CGGNGGGGAACCTTTTTTTTTTGGGAAACCCAA 

^35 

% TTGANANNGCTGGACTCCNCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCNCCCGGGCTGCAGGA 
NTTNGGCTCNAGGATTTTNNNCTGNTN^ 

H CCACTATGGAAANGGAAAGNGNNGNCANCTGGTGTNTCTTACATGGANGGNGCTCTAGNANATTCCC 
f~ ACCTGCCTACTGNAGAATNCCNATGNTACAACNTAGATCATACATGNCGNTANCTANNANANCANCT 
40 NGCNAGTTGANNATGAATNNANTCN^^ 
AAT^TAAGATTNNACTTANNCTN^ 

NT^OTraANTACCNANNTTNTTNGNGTNACTCNAANTNNTGNTNCANTT^^ 

CTCATCCANCTNTNTGATANNNCNTTTGCCCCNATACCNTNTTNTCTTTCGN^^ 

TNAACNCTTTGATCCNAATNNANNTAACNNANTNCTATNNCNNCN 
45 ACTGTTTNNTTWTNAATTNATNTNNCNNGNCCNCNCANCCTTT^ 

TACNCTTNGCTNNCTTTNCCn>fCTGTCTCCNANTTTCCCTNCTCC^ 

CCCC^ANNTTCNNTCAGNAACNTTCCTTNNNAANTTTNTT^ 

NTCNCTTTCTANTTTNTNAGNC^^ 

CNTNTTGTANTNTNCCCACCNCNTC 
50 TOTNNTNNNCTTNCTCGACNTTCCTACAGTCCTCNCTN^ 

ANNTCNCTGNNN(^CTNTGT^TN^ 

CTNCTTTCCCTCACCT 



55 NAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGTAG 
CTCCTCTTCATCTCCCCAGACCGGCCAGCAGGAACCCCCAAAGCCTNCCTGAGTCTGACAGCCAGGAC 
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GTGGGGCTGAGGGCCGGGAACAGCTTCCCCCAGGCAGCTCCTGCCAGGCTGTCCCGTGGATGCTTCAC 

TTGCCTTTITCCTCCTCTCCCAGAACAGTATTTGGGAGATTTTACTACTTATTCAGACTCCTGGTTAT^ 

ATTGCAGATTGGCAAGTGCTTGTTTGGGGGATGAAGGGTAGGGCTCAGAAAGTGGAAATATGGTCTTC 

CTGACCTTTCAGGTCCTTCAGCATCCTCTTCTCCCTGCCTCTGGGACCTTCCTGGTTTTCCAGGAGATCC 

TGGCTGGAAGGGCTCTGAGCTCTGTAATAGAGCTGGGTCTAAGGGGAACTGGTGTGTAAAGACCCTGG 

CATGGGGCAGAAACACACTGCTTGCCAGCAGCCTGGTCATCCTCTTCCCAGAACTTGTTGGCTGGTAG 

TTCACTCCCAGCTGGATCCCTTCAGAGCCTGAGTCTTGGGCCACAGTCTGGGACCCAGCAGACACTGC 

CCAGGACCCTGATGCATTCTKTTOTCGCCTGTCCCTOTGCCCTTCCTTCCTGGACCATACTACTTGGAAT 

CACTGNAATCTGAATTCGCCTTAATTGGCANGGCCTGGGTCCAGTGCCCCTNTCCTTGGNCCTTGNAAG 

AAAGGGCAAAAANAGCNCANGGGACCCCTTNCCCAGGNTAANAACCGAGCTTCCCCCAATNGGGAAG 

GAACCTGCCGGTOGGCAAATTTCCCCCCTTGNCCCAACCCCAAAAATTTTTAANGGGANGGNCCCCAA 

NAAACCCNNAAAACTNCCCANGGNTTTCTTAANTTGGGAACCTNCCCCCCCNGACNTTTTGGACCTTG 
TCCNANAAAGGACN 



TNNNACAAAGCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 
AANTNGNCNCGAGGCATGGCTGCAGTCACCATCTACAGTGATTTTGGAGCCCCCAAAAATAAAGNCA 
GCCACAATTCCCATTTATTNGCGATCAAGTGATGGGACCAGATGCCATGATCTTAGTTTTCTGAATGTT 
GAGCTTTAAGCCAACTTTTTCACTCTCCACTTTCACTTTCATCAAGAGGCTCTTTAGTTCTTCTTCAOT 

tctck:cataagggtagtgtcatctgcatatctgaggttattgatatttctctcggcaatctcgatacca 

GCTTGTGCTTTCTCCAGCCCAGCATITCTCATGATGTACTCTGCATATAAGTTAAATAAACAGGGTGAC 

AATAGACAGCCTTGATGTACTCCTTTTCCAATTTGGACCCAGTCTGTTGTTCCATGTCCAGTTCTAACTG 

TTGCTTCCTGACCTGCATATAGGTTTCTCAAGAGGCACATCAGGTGGTCTGGTATCCCATCTCTTTCAG 

AATTTTCCATAAGTTTATTGTGATCCACACAAGTCAAAAGCCTTTGGCATAATCAATAAAGCAAAAAT 

AGATGTTITTCTGGAACTCTCTTGCTTTTCCAATGGATCCAACGGATGTAATGGTTGAANAAACTGAAC 

GGNTCTATGANGACCTAAAAAGACCTTOTAAAACTAACACCCAAAAAAGAAGGCCCTTTTCGTTATAN 

GGGACTGGAATGCCAAAAGTAGGAAAGCAAGAAACCCCTGGAGTAACANGCAAANTTNGGCCTTGGA 

GTNCCNAAAGGAAGCNGGGCCAAAGGCTTACCAAAANTTTGCCAANAAAAACNCCCTGGGNCATAAA 
CAAACACCCTTTTTCCAAN 



GCCTATANNGAGNNGNATNACAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGNAC 

CATCTANCNNGANTGNNGNTGANCGGNQWGTNNTGAGNAAANTNANNNCNGAGAAGACCNTGGTN 

GTNGNNTTGCTGCTCATTGACGTTGNAGNNCTTGAACGAAGCTNCNTGGCTTGTTGCCCTNACATTAAT 

NNAANGNGNAAAGNNNTATNANCACNCACTGCNGTO 

CANCAAGNWWTNNNGGATNTGCAGAANNNTCTNTCNAAN^ 

NGNACTTAGANNNAANTGCNGCATNCANTGNAACNA^ 

ACCNNACAM^CGATGGAAlWGANNTNCNTAGANNCGANAGCCCmrTTGACTANTTGAATAAGGCNN 

NTGNACCTTTCATAAAGANNGTNGAAAAGCNGATNTACNAGGCCATATCGTGNTGGCTNGAATNGTA 

CANNCTGCTCNTGTTATGATAAACCTAT1NCAATACTAAATAACCTAATTCNTGCTGCTCATACATOTA 

ANATGCTGCTTTATACTTTGNNCCANGCTGACCCNTTCNTGAATATCCATNCANNNTTAGGGNCATGC 

CNTNNAAATCTTNTTNTCCTTGNCCAGAAGGCGNTACCANATNTNNCAATANAATTTAGCATGGACTA 

GGAGGCCCTGAATNACCCANGGACATTACGNNGGANNTTGTTAATNCCATAATNGAANCNACTNCCN 

NGTGNAACNATGANCKCTTWCGANCCNTANGNTGGTTWTOGCCNTAGC^AATTTCNCNATOCNAA 

ATTTGGNCCNNTTNAAGGNCTTTTTGCTCCTAATCTNNINAACANTTCCCNCTT^ 

NTNATANTTTCNTNGCCNTTTAANTCNNCC^ 

GNCCCTTTTTNTTTNGGGCCC 



GCCTACNGGAGCTNCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGGCAGGGTTT 
TTTTTTTTTTTTTTTTTTAAGTTTTTAA^ 

CCAAANCCCCCCANGNANCNTAANNNTrCC^TTTTTNCCCCCCNAANGAAGGGCANAANNCNTrNNA 
AAANTTGGGNGNAANCCCAAAAANTTTTTNAAAGGGCCNANANTTTTTTTT^ 
NCCCCCNNAAAGGGNCNTTTTTTCCCCCCCCCCCNNCNNC^INGIWAAANTTTTTNG 
TTTTAACCAAANCAAACNAAAOT^CNNGANNGGGNCNGNAANNCC^ANNGGGGGGGTAACCCNNG 
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gttccnc^tcnggccct™cccnnttaaaaantoccaaaanaaaaaaggcggnnnantnggg 

TNNACCCAAAAANCTNNTTTGGAAAAAAAAGGCNTNNCCAAAATTTTTTNCCAAACNTTGNAAAAAT 
NTGGNAAGGGGNTNTTTTTTTTTNAAAAAAAAAACTTTTNTTTGGGGGG 

NGGGGGTGNGTTTTTCNGCCCCNAlWAANAAAACCCCCCCCNGGNGKjAATTTCNCCGGAGNAAACAN 

AAAAAAGGGGGNNTTTTTTTNAAAACCNGGGGGGGGGGCNCCCCTCCAAAAAAAAAANGGGGGGGG 

GGNGGGGGGNGAAANNTTGGGNCCCTTTTNCCGNGGCNNNAANTTTTTN^ 

CNCCCCNGGNNGGNTTTNNGGAATTTTTTTCCCTTAAAAAAAN^ 

ACNNNNCCCNGGGNTTTTCCCCCGCCCCCCNAAANNACGGGGNGGGC 

NGTWCNTAGGGNNANGNNTNCCT(^TCCNCTCCCNNNTCTINAGNCCCTATAGTGGAGTGCGTATTA 

CAANGGNGGACGCTCTAGCNNCTAGNGGCATCCCCCCGGGCCNGCAGGCNATCCTNCTCTAGGTNNC 
NNTTlsn v JNNTNGACTCGGGT>WTNC 

CCCATCTGNNTANTACCNCANGNNNTN^ 

NACAAGTGNGCTCTWTGGTTGCNGGACNANCACACTGCNTNNNANTNTCNCNTGNCACNCGCTNAN 

ACNNTNANANNGANTTTGCTGGNACANGCANTGNCCGTCATNNCNTOTNTGCNNGGGCCAGTANNAG 

NANTGGANACWJNNTTNCNCCGNAGCTTGTOTANGCCCAANTTCTTNNTOCTACCAGGGAGCNNANA 

ANGNGGCCTCTTNTGNTANNCAAGGNGNNTGNNATKNTGGGNCNCCGNCNNCCNNGTCCCGATGNGG 
CACCTNCTNThWTATTANGGTCATNTGACNCN^ 

tcctngggacgccntaanantntannccccccnntonctagnagaggnngntnccnannaccngcct 
nangggcnganc^cgnnngnannnnancncgtnnnccatntcnccgccatto 

actcnncannnnacctcgnctgtcttonctnccntgngccnnggngnngatcgctnacnngnncncc 
ggcaagcccngcngnnnnngnnn^ 

nacnnccattnnntnttccnn^ 

gccccccnccntcgcaatnggancnnttggcawntgnntatcanntnctcantnnggnanccatacc 
cacngancac^tagaanngtatatctcan^cngngcattanttnnnttanctwctcntnngan™ 
tctactncgctctcatonntgccn™cntattntcattagnncanaancacnntgntganto 
nnntnnccnctcatannnnnncancnto^ 

gnawca>wtototntcgtancantganangangnttatonactgtttgtgttctatctnagngcgnn 

ncgcncacangnggctgnnacnnacatanananntcngctcatncgatggngnngccctancgantg 
nnnangcncgcg 

aacaaaactggagctccaccgcggtggcggccgctctagaactagtggatcccccgggctgcagggtt 

nagngtcctcttcagcgactcagtacggggctcatgagcagacacatgcgatgtatgtttcnactggt 
tccttngttaanaannannc>n™cctnanggc^ 

ant^ccccancggannnnaannaanncnm^atggggggaaccattctnggcccaannctngto 

CANCATTAACANCANGGCGGTTAAGNTTTTCATTTGGGCANNCCACANNANCANNCTGGCATTTAACA 

TG>WGGGGTTGGCCAANCCCACCTTTATNAACCTGGCTTAATANACACAGTCTACAGAAATATTTTTC 

CCAACAGNACANNCAGACACGTGTTTTACAATATCATACTNTTCATGTGTAAGANCGGGGNTOCACNN 

AATNTACACCACATNGGGCATGTGCNTCNGAACAANCCCACCCCCAACAANNNNNTGTGAAGGGNGT 

CTGGGGGAAACCNAAAGGGGAAAATCCTCTTCCTTTTATGGGTNTACAACTGGGAGCACANAAAACT 
AGAAATTCTTOTTTTTGTTTGNAAAAANATATO^^ 

CTGACTTGTCGGNGGAAGAAAATTTGGACCNCCGTAGAAGGCCTTTTTTGAAAATTGTGGGNNGNTGC 

ATAATAACAAAATGATGGTTGTCCAAAAACCCCCAAGGAACCCCAACNTTTGTTGGTGGNAAANTGG 

GAGATTTTTTTTTTTTTAITGACCCCTTGAAAGGGNTTGANAAAACAAAATCAT^^ 

AGTANCCANNAGGGGGTTTTTGGTTGGTTTTTACCGCCTrNNAAAAAAAAAAAAAAAA^ 
GGGGGGGNN 

AACAAAACTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGGTT 

NAGNGTCCTCTTCAGCGACTCAGTACGGGGCTCATGAGCAGACACATGCGATGTATGTTTCNACTGGT 

TCCTTNGTTAANAANNANNCNWCCTNANGGCNACCTTGANCCNNNNNNTTCANANT 

ANTONCCCCANCGGANNNNAANNAANNCNNNATGGGGGGAACCATTCTNGGCCCAANNCTOGTNAA 

CANCATTAACANCANGGCGGTTAAGNTTTTCATTTGGGCANNCCACANNANCANNCTGGCATTTAACA 

TGNNGGGGTTGGCCAANCCCACCTTTATNAACCTGGCTTAATANACACAGTCTACAGAAATATTTTTC 
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CCAACAGNACANNCAGACACGTGTTTTACAATATCATACTNTTCATGTGTAAGANCGGGGNTNCACNN 
AATNTACACCACATNGGGCATGTGC^^ 
CTGGGGGAAACCNAAAGGGGAAAATCCTCTTC^ 
AGAAATTCTTNTTTTTGTTTGNAAAAANATATNTGG 
5 CTGACTTGTCGGNGGAAGAAAATTTGGACCN 

ATAATAACAAAATGATGGTTGTCCAAAAACCCCCAAGGAACCCCAACNTTTGTTGGTGGNAAANT 

AGTANCCANNAGGGGGTTTTTGGTTGGTTTTTACCG 
GGGGGGGNN 

10 

TTNAAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGT 
TACACCCCACCCCCCAACATAAGGACAAGTCAGTTTGTCAGTAGCTTCCTCTGGCTTGAACCCCCTCGA 

15 TNCCCCCCNNGGNTTAANCOT 

NACTTAGGGCCTTGGAATNNAACTTTGGCNTTGGNAANANATTACC 

GGGNNCCNCCCNAAAACCTTTGCCCCGGGGNGGGGGNGGGGGGGGGGGCATTTAAAAANANNANNT 
CCNTCCATNGGAAAAAAAATNGCNCTTTTCNTTAATTTAAATTTCCAAAAANTTTNCT 
CGGGGGAGCCCCCACCCCCCCTTTGGGAANGTTNTTNCCAAATTTGGTT^ 
20 GAAATTNAAAAACNTTTTTTTT^ 
NANGGNCNNNNAAAAAGGAAA 

AAAAAAATTTTGTTTTTGGGGGGNNAAAANN^ 
NCCCCCCCCAA>mGGGGGGGAAAAGGTTTTNAAAAAAAAAAAA^ 
25 NAAAAAGGGGGTTTTTTTTNCCCAAAAAAA 

AANNTTTTAANGGGGGTTTTOGCCNNAAAAAAAACCGGGGGGNT 



TTGANACAGCTGGACTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGGCA 
30 CCCCGTGCTGCTGACGGAGGCCCCTCTGAACCCCAAGGCCAACCGTGAGAAGATGACCCAGATCATGT 
TCGAGACGTTCAACACTCCTGCCATGTATGTGGCCATCCAGGCTGTGCTGTCTCTGTACGCCTCTGGCC 
GCACCACTGGCATTGTCATGGACTCTGGGGACGGGGTCACCCACACGGTGCCCATCTACGAGGGGTAC 
GCCCTCCCCCACGCCATCCTGCGTCTGGACCTGGCTGGCCGGGACCTGACAGACTACCTCATGAAGAT 
CCTCACGGAACGTGGTTACAGCTTTACCACCACAGCCGAGCGGGAAATTGTGCGTGACATCAAGGAGA 
35 AGCTCTGCTACGTCGCCCTGGACTTCGAGCAGGAGATGGCTACCGCTGCATCCTCCTCCTCCTTGGAGA 
ANACTATGAGCTGCCCGATGGTCANGTGATCACCATTGGCAATGAGCGGTTCCGGTGTCCCGANGCAC 
TCTTTCAGCCGTCCTTCTTGGGTATGGAGTCCTGGNGCATNCATGAAANCACCTTCAACTTCATCATGA 
AGTGNGACGTGGACATCCGAAAGGACCTGTATGCCACACGGNGCTTGTTNGNGGGAACACCATTGTA 
CCCTGGCTTCNTTGACAGGATCAAAAGGAAATACCGGGGCTGGGTTCCAAGCCCGATGAAANATCAA 
40 GAATCTTTGGTTCTTCCCGAACGCCAAGTACCTCGGGGGGGGATCGGGANGGTTCCATTCTTGGCCTTC 
CCTGGNCCNCCTTTCAAAAANAAGGNGGGTTCAACCCANCCCGGAANTTTGACCAAGTO 
CTCCNTTTGGCCCCCCCGAAAANGCCTTTTTAAAAGGGACTNGGGAACCCAANAGCCTTTANANm 



45 AAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATT 
CGGCACGAGGCAGCCTTGTACCTTCATCACAACGAGATCCAGGAAGTGGGCAGTTCTATGAAAGGCCT 
CCGATCATTGATCTTGCTGGACCTGAGCTACAACCACCTTAGGAAGGTACCTGATGGACTGCCCTCAG 
CCCTTGAGCAGCTGTACCTGGAGCACAACAACGTCTTCTCAGTCCCCGACAGCTACTTCCGGGGGTCA 
CCCAAGCTGCTGTATGTGCGGCTATCCCACAACAGCCTCACCAACAATGGCCTGGCCTCAAATACCTT 

50 CAATTCCAGCAGCCTCCTTGAGCTGACCTCTCCTACAACCAGCTGCAGAAGATCCCCCCAGTCAGCAC 
CAACCTGGAGAACCTCTACCTCCAAGGCAATAGGATCAATGAGTTCTCCATCAGCAGCTTCTGCACCG 
GGGTGGATGTCATGAACTTCTCCAAGCTGCAGGTGCTGCGCCTGGATGGCAACGAGATCAAGCGCAGC 
GCCATGCCCGNTGACGCGCCCCTNTGCCTGCGCCTGGCTAGCCTCATCGAGATCTGAGCGCCACTGGG 
CGCANGGCCATGCCCCCACGCCTNTTTGCAT^ 

55 TCTGGGAACAANACCGTGTGACAAAAGGTCCATNGGGCT 

AGTTTTAGGGGGGGNCANGGGGAAAGGCCCCTTTTTTTGTTGGGGGGGAAAA 
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TCCAAAAAAAAAAAAANGGTTTGGGAAAAAAGGGGTNAAAACCCCTGGAAAGTCCCCAGTCCCCCCG 

AAAANTTTNNTTTACCCCTTAAN 

CTNGGAANNAANAAAAAAAAAACTGN 



5 

AAAGCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGGTAAACC 
CAAGCCCTTGACCTCTTACAGGAGCTTTC^ 

ACTTTAACTCAATGACCCTGCTAATAATTGGCCTAACAACAAATATACTAACAATATACCAATGATGA 
CGAGATGTTATCCGAGAAAGCACCTTCCAAGGGCACCATACCCCAGCTGTCCAAAAAGGCCTCCGTTA 

10 TGGAATAATTCTTTTTATTATCTCCGAAGTACTATTCTTTACCGGATT^ 

AGCCTCGCCCCCACCCCTGAACTAGGCGGCTGCTGACCCCCAACAGGCATTCACCCACTAAACCCCCT 
AGAAGTCCCACTGCTCAACACCTCTGTCCTATTGGCTTCCGGAGTTTCTATTACCTGAGCCCATCATAG 
TTTAATAGAAGGGGACCGAAAGCATATATTACAAGCCCTATTTATCACCATCACATTAGGAGTCTACT 
TCACACTACTACAAGCCTCAGAATACTATGAAGCACCTTTTACTATCTCCGACGGAGTTTACGGCTCAA 

15 CTTTTTTTGTAGCCACAGGCTTNCACGGNCTTCCA 

GCTTCTTTCCGCCAATTAAAANTTCANTTTACTTCTAACCACCACTTTNGG 

GGAACTGGAANTTTCGGAAAACGTANNCCGGACTTTTCCCTCTATGGTNCTATCCAATGGGGGAAGGC 

TCCTNAAAANNNANNNNN^ 

NNNNNNNAAAAAANGNGGGGGGGGG 

20 

AAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCCCGA 

GCGCCGCTCTGGCCGCACTGCGCTCGCCCTGAGCTCCGGGCTCCTGCTAAGCCAGCGCCGCTGTCGCCT 

CCCTCCAGTCGCCATCATGATCATCTACCGGGACCTCATTAGCCATGACGAGATGTTCTCCGACATCTA 

25 CAAGATCCGGGAGGTCGCGGACGGGCTGTGTCTGGAGGTGGAGGGGAAGATGGTCAGTAGGACAGAG 
GGTAACATCGATGACTCGCTCATTGGTGGAAATGCCTCCGCTGAAGGCCCCGAGGGCGAAGGTACCGA 
AAGCACAGTAATCACTGGTGTCGATATTGTCATGAACCATCACTTGCAGGAAACCAGCTTCACAAAAG 
AAGCCTACAAGAAGTACATCAAAGATTACATGAAGTCAATCAAAGGGAAACTTGAAGAACAGAGACC 
AGAAAGAGTAAAACCTTTTATGACAGGGGCTGCAGAACAAATCAAGCACATCCTTGCTAAm 

30 ACTATCAGTTCTTTATTGGTGAAAACATGAATCCAGATGGCATGGTTGCTCTGCTGGACTACCGTGAGG 
ATGGTGTAACCCCATATATGATTTTCTTTAA^^ 
CAGTTACTTTGGATCAATCACCTGTCGTCATAACT 

GACTTANACAGATGGGACTGATGTCATCTCGAGCTCTTTCATTTTGTTTTT 
GGAAGCGGANGCATTTGGTTTTTGAAAAAAACGTC 
35 NTTTAACTCAAAAAAAAAAAAAAAAAAAANTTCGNGGGGGGGGCCGGNTCCCC 
NNGGNGGNNNNNTNTTTTATNN^ 



NCCTATNNGGAGNNNCATNNCAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAAT 
40 TCNGNCCCGAGGCTTAATCAGTGGTGGGAAGAACGGTCTCAGAACTGTTTGTCTCAATTGGCCATTTA 
AGTTTAATAGTAAAANACTGGTTAATGATAACAATGCNTCGTAAAACCTTCANAAGGAAAG 
GTTTTTGTGGACCATATGTTTTGNGNGTC^ 

GAAANCAACTTGACCAAAAATCTGTCACANAATTTGAAACCCATTAAAAAAAAAAAAAAAAAACNNG 

GGGGGGGGCCCNGGCCCCNATTNCCCCNTATNGGGN 
45 NNNNNCNTNTNNNNN^ 

NNNNNNNNNNNNNNTNCNN^ 

NNNTNCCNNNTOACCTNOT 

NNNGNCNNANNNNNTTN^ 

NNCCNNTNTTNTNTNNTNCNNNNC^ 
50 NNTNTCNNTCTCCNNN^ 

NNNNNTCNTTNNCT^ 

NNNCTCNNNNNTNTTNN 

NTNNTCCTCN 

55 
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TCGNGNTAGGGGNGGATNGCNCNNATNGC 

CCNCAGTGGCAGGCACGCTGCTNGNANCNAGTGNGTNCTCAAANCGGTCATGCNCTAAATGNCCGCT 
CGAGGCCATTTTTTNTCTNTNTNACNTNGGCGNTATNCTGNTCCG 
AGAAGCANCNGTNNTTGNTCTNATCAGAACTTTNANTANNCCGGCTC 
5 CNGTGNTACTGCNANTNTNNGGCATTTNTNGANTCGTCNCANNCTAAGGTAT^ 
ATTANTGTCNTTGTTAATGGACNAA 
NCTNAANCCTTNGNTNNAOT 

GNTTTCTTGNNAANTGNGNCNATCTACTNAGTNCGGCCNGGGNGGATANCTNTNTO 

TCTNNGACNCCGNNNNNTGTCA^ 
10 CNCCCAANTNTNNNGTAGGNACCCANCCNN 

NNCAGGGTNTTNNNNANANGNTGGGNNNCCNNACNTNAC 

TTGANNNTGNNCNTTTGTNCCGGGNAGNTTNACNCNTGNGGGG 

TGNNTNTCTGGANTGGCGCNC^TTACA^ 

TTNNNNNNGNTT 
1 5 TTCNTTTTACTTATAANTTTNTACTNCTATGANNTTCA 

NTNTCAGGNGCNACCNGCCNNTGGGTCGANTCTNTCANNATATCGCTANNANTATATNTCNGCANAN 

NCTTCTOGCGGAAACNTATCGGCGCGN^ 

GTGCNGNGTNNTGTTAl^^ 

TNGAGTACAACTANTGCNNC^ 
20 TANTNNTTNANACNNGTATAGANAATTACTCNCATTATCGNNTNAN^ 

TNNNTANATTCGANGANTNTTGCANGNTTNTNTNATANATAGACGATAGNGTNANGAGT 



NCAAAANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAA 
25 NTTCGGCACGAGGCCTGGAGCATGAAGCCCGGAACTGCATGAACCGCTCAAAACAGGTCTTCACGTGC 
TCTGTGTGCCAGGAAACGTTCCGCCGNAGGATGGANNTGCGGNNGCNCNTGGNGTCCNANNCGGGGN 
AAANNCCTTACAAGNNNTCNTCNTGTTCCNANNANTTANTNCAAAAAANGGACN^ 
NATNAACTTGNNCGNACCCCCNAN^ 

NCGNACTTGNACTNGCCAAGGGTTNAANCACCNTGNGGGAGAAATGTTTGTGTGCCAAGAGATGCGC 
30 GGCACACNGCATCTAGCCCCGNATGTGGNTTGNNATATGCATCTCAGGGCCAGCACACAGAGACGAG 
AGNGGCATANACTGTGTGAGANTTTTNGAN^ 

TGCACACGCACANGGGAGAAAANCTTTNACNGGNCCNNTTNTGGGAAAAGATTTTGCAC 
AGTTGTGGAAAAACACACGCGCCCNCACNGGCGAGAAGACCTTTTTCATGTGAGATTTG 
TTTTCANAAAAAGNGGGCCTTCTC^ 
35 NCTTNTTTTAGNANAATGTTGGGAAGAA 

NGAAANAAAACAACGGGGGGGGANGNAAGGAACCNNCNGGCCCCNCAATTGATGGGTTACNAANN^ 
ANNCCCCCGCCNGGGGCCCCCCCTTCCTGGGGGGGGGGCNNGGANGANACATTCCCCCGGGCNGGGG 
GGNAAAAAAAAACCNCCCNNNNGGGNNAANNNTTNTT^ 

40 

NCAAAANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAA 
NTTCGGCACGAGGCCTGGAGCATGAAGCCCGGAACTGCATGAACCGCTCAAAACAGGTCTTCACGTGC 
TCTGTGTGCCAGGAAACGTTCCGCCGNAGGATGGANNTGCGGNNGCNCNTGGNGTCCNANNCGGGGN 
AAANNCCTTACAAGNNNTCNTCNTGTTCCNANNANTTANTNCAAA^ 

45 NATNAACTTGNNCGNACCCCCNANCC 

NCGNACTTGNACTNGCCAAGGGTTNAANCACCNTGNGGGAGAAATGTTTGTGTGCCAAGAGATGCGC 
GGCACACNGCATCTAGCCCCGNATGTGGNTTGNNATATGCATCTCAGGGCCAGCACACAGAGACGAG 
AGNGGCATANACTGTGTGAGANTTTTNGANACNCNCTTTCACANAAAGGGCNTAT^ 
TGCACACGCACANGGGAGAAAANCTTTNACNGGNCCNNTTNTGGGAAAAGAT^ 

50 AGTTGTGGAAAAACACACGCGCCCNCACNGGCGAGAAGACCTTTTTCATGTGAGATTT 
TTTTCANAAAAAGNGGGCCTTOT^ 

NCTTNTTTTAGNANAATGTTGGGAAGAAACTTTTTANATTGGTG 

NGAAANAAAACAACGGGGGGGGANGNAAGGAACCNNCNGGCCCCNCAATTGATGGGTTACNAAN^ 
ANNCCCCCGCCNGGGGCCCCCCCTTCCTGGGGGGGGGGCNNGGANGANACATTCCCCCGGGCNGGGG 
55 GGNAAAAAAAAACCNCCCNNNNGGGNNAANNNTTNTTTO 
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TTNANAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 

TTACACCCCACCCCCCAACATAAGGACAAGTCAGTTTGTCAGTAGCTTCCTCTGGCTTGAACCCCCTCG 
ATTTTTATAGCCCACTTAACCATGCATAACAGACAAGTCCC^^^ 

TTNCCCCCCCNGGNTTAANCCTTAAGGGNCNAANCNNAAAAAAAAAAGNCGNANCCGNTTANNAAAC 

™acttagggccttggaattnaactttggcnctgggantaacttaccttttnagnnccaaanggcccc 

CGGGAGCCTCCCCAAANCCTTTGNCCCGGGGAGGGGGNGGGGGGGGGGGCATNTAAAAANAAGANN 

TCCCTTCATTGGGAAAAAAATNGGCCCTTTTNTTAATTTAAATTTNCCAAANATT^ 

CGNGGGNGCCCCCAACCCCCCTTTGGGAAAATTGTTGCCAAAATTGCJGTTTTTGGGGAAACCTGNTTr 



GGGNNCCAAGAAAGGAAAACTGCCAAAACCGGGNANAAAAATTGGGAAANAAAGGGGGACCTTTGG 
GAANAAAAATTTTTTTTTTTTTTAAAGGGGGGGGGAANGGGGAAAOT 



AAANGGGNAGNAAAAGGNTTTAAAAAAAAAAAAACTTNTNGGGGGGGGGGAACNNNAAAAGGGGGT 

TTTTTTTTCCCCCANAAAAANATTTTTGGGGNAAAAAAAAATTTT^ 

NGGGGGTTTGGGNNNNAAAAAAAACCCGGGGGGT 

TTGGANACCACTGGACTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCNCCCGGGCTGCAGGT 

TAAGGAAGTCAGCACCTACATTAAGAAAATTGGCTACAACCCCGACACGGTAGCATTTGTGCCAATTT 

CTGGCTGGAATGGTGACAACATGCTANAACCAAGTGCTAATATGCCATGGTTCAAGGGATGGAAAGTC 
ACACGCNATGNCTGGCNTTNCNANNNGAANC^(^TC^ 

CTGGCCCNAT^ACAAACCNTIOTGTTTGCNTCTCCAGGATTOCTATAAATTTGGTTGGNA'mGGNACT 

GNNCTTGTGGTTCTGNGTNTAGANATGGTGTTTTNAAANCTGGCATGGTNGGNCACCTTmGCTCCAA 

NAACTGTANCANCTGNAGCTGAAAGNTTTTANGAANTGCNCCATGAAAACANTGAGTGANCCCCTTG 

GNTGTGGACTATGTNTNTCTTATANTGNGNAAAAAACGNGNNNTTTCAACANATGGNCCGAANTONN 

NANNNTTTGimTSTNTNATCNGAAAAAANTTATNCANCCCNNTNGNAACCTO 

TNAGCGGNTTATTTNTGAAACCATTNNrTGGGCNATTTTANNTGGNTGGTTT^ 

TGGGANTOGNCACTACNNGCITNNCATTCNCNTTWAATGTIOTGNNTTGAGNTTNAAGNATAAANA^ 
TTGANTCCNTTTTTNCTNNGNAAAAACAGANTT^ 

NGNTNGACACCOSTCCCTITNTCTC^ 

NNTTTCNTTINTCTTOTCNC™ 

CWCTCTTACNNTCTTNTTATTAGCNCTATTATNAGTOTTGTGTCTANTNTCTANCGCGTrm 
CTNGNAATTTCNTTNCNNACTNNTTGTCCT 

CAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAAA 

AAAGTCAGAAGTAGCAGTGCCACCATGGGTTGATAGTAATGATGAAGAAACAATTCAACAACAAATC 

TTGGCCCTGTCAGCTGACAAGAGGAACTTCCTTCGTGACCCTCCAGCCGGGGTGCAGTTTAACTTTGAC 

TTTGATCAGATGTATCCCGTCGCACTGGTCATGCTCCAAGAGGATGAGCTCCTGAGCAGGATGAGATT 

TGACCTTGTTCCTAAACTTGTGAAGGAAGACGTGTTTTGGAGGAACTACTTCTACCGTGTCTCCCTAAT 

TAAGCAGTCGGCCCAGCTCACAGCCCTGGCAGCCCAGCAGCAGGCTGCTGGGAAGGAGGAGAAGAAC 

CACGGCAGACAGAATGAGTTGCCGCTGACAGAGGCAGTACGGCCCAAAACACCACCTGTCGTAATCA 

AATCTCAGCTTAAAACTCAAGAGGACGAAGAGGAGATTTCTACCAGCCCATGTGTTTCTGAGTTTGTC 

AGTGATGCCTTCGATTCCTGTAACTTAGATCAGGAGGATCTGAGGAAGGAAATGGAGCAGCTGGTGCT 

GGACAAAAAAGAGGAGGGGACAGTCGCACTGGAAGAGGATTCTGTAGATTGGGAGAAAGAACTACA 

ACAGGAACTTCAGGAATATGAAGTGGTGGCAGAATCAGAANAAACGAGATGAAAACTTGGGATAAGG 

AAATAGAGGAAATGCTTGAAGGAGGAAAAATAAACTGTTTGTTTCCTGAAANAAAANAAANAACTGN 

AACCTTGCCTNTAACTGGCATTTAAATTTNTANAGTTGANAACTCNCTGAAATCAAAAGGGGCCAANG 

GAATTTACNTTTNTAAAATTCAAAATTTTTTTGTTTTTO 

TTWJNNAAAGCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGA 
ATTCGGCACGAGGCCGAGCGCCGCTCTGGCCGCACTGCGCTCGCCCTGAGCTCCGGGCTCCTGCTAAG 
CCAGCGCCGCTGTCGCCTCCCTCCAGTCGCCATCATGATCATCTACCGGGACCTCATTAGCCATGACGA 
GATGTTCTCCCGACATCTACAAGATCCGGGAGGTCGCGGACGGGCTGTGTCTGGAGGTGGAGGGGAA 
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GATGGTCAGTAGGACAGAGGGTAACATCGATGACTCGCTCATTGGTGGAAATGCCTCCGCTGAAGGCC 

CCGAGGGCGAAGGTACCGAAAGCACAGTAATCACTGGTGTCGATATTGTCATGAACCATCACTTGCAG 

GAAACCAGCTTCACAAAAGAANCCTACAAGAAGTACATCAAAGATTACNTGAAGTCAATCAAAGGGA 

AACTTGAAGAACAGAGACCAGAAAGAGTAAAACCTTTTATGACAGGGGCTGCAGAACAAATCAAGCA 

CATCCTTGCTAATTTCAAAAACTATCAGTTCTTTATTGGTGAAAACATGAATCCANATGGCATGGNTGC 

TCTTGCTTGGACTACCGNGAGGATGGGGTAACCCCATATATGAATTTTNTTTAAGGATGGTTAAAAAA 

TGGGAAAAATGTTAACCAAAGTTGGCAGTTACTTTTGGATCAATCACCTGTCGGCATAACTGGGCTGG 

GTTACTGGTTTTNATTCCCCCCAACACCCNGGACITAAAACAGAANGGGAACTGGATGNCANTNTNCA 
AGCCTNTTTANTTTGNTTTTGAAACGTTC 

AAAAACGGGGTCATNGGANGGTTGGGCTTAAAAAAAAAAAACCCCTT 



CCTATCTGGAGCTNCANCNCAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTC 

NGCACNAGGTGTANNCNGGCCNCCNTTCAGCNCATGTGCCNNCCGNNANTGGNCATCTCCTGACTCCA 

TGATTGCATGCTGGCTATTACATGNNCCCTGTGAGGNAGTCACNACCTCINACACNGCTAACAGACTN 

GANGATGAGGCCNTNNGCCCACTTTACCTGANNTTGTGNTCNGNCNTNANGTAGNAACCACATGCCCA 

ATGNNTCATAGCCCTGGCTANNAGAACANGNACGACCTGNGCCAANANAGGACCTITNCTNACGTGA 

TNTNAGGAGGGCAGGGNTTCGANACTTTCTATATmTATAGCACTTGTT^GTTGCCTCTGCTCACCTN 

A<^GAATATNAAAAOTWATCNGTGNGAGNGAAAGTCNGCTCGNATNGNATTCNTTGATTGATCANG 

TNATTTGGGCTNCATCCCTTGNAANTAANGAGCTGTGCTATCNTTGTNCNACTGTNTTTACANACNNA 

ATANCNATCTGTTN>WCCGGNATGCCNGCATTATTTTTGAATOAAANCTNTNNTT^ 

ATCCNGACTNCNNGCGNNCGAACC^mTTGNANTNGCTNTAATGCGGGANTGTNNTAGCCAAAAANT 

NCGGGNT1NANTCNTCTTTATTTCTTNNACCGCTTNGGANCCTNGTTGCCTCTATGGCTNTTTGNNTGN 
CAACNNCAACNACATNACCTNTTTTNT^ 

CNGNNAANNNTAATTTCATOCNAATTTOTTCCCTTTGAAGCCNTTOTTTTGCNACCCCC 

CNNTmGNTTNCNCCNNGAAAATGGNANGTCNNTCNGGACCCCCAAAATACTAAAAAAANTGGTGTG 

NACTGTTTCTATCTAACTNNTACAGNATCCCTTTTTGAGANGCGNNNACCGGCAANNNNGNTCNCCNC 
TTTTATGAACNNTGGATTNTTTTGGCNNTTANTGGCT 



NCCTATNNGGAGNNNNATNNCAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTTGCAGGAA 

TTTCGGNNCGAGGGCCGGGCCTCTCAGAAACATCACATATCACTNGCAAGAATAGCATTGCATACATG 

GATCATGCCAGNGGNANTGTAAANAANGCCTTGAANCTGANGGGGTCAAANGAAGGTGAATTCAAGG 

NTGANGGAANTANCAAATTCCCNTNCCCAGTTNTGGAGGATGGTNGCCCAAAACACACTGGGGAANG 

GGGCAAAACAGNNTTCCAGTATCAAACNCCCAAGGCCGTCAAACTACCTATTGNAAATATTGCNCCCT 

ATGATATCGGGGGCCTGANCAAAAATTNGGGGNGNACNTTGCCCTNTTTGNTTTTTATAANCCAAACT 

NTATCCAAAGTCCCANAAAAAGCTTCACACNCCATATGNCCCTTNTGCTCNAATCNTGGCCCCAGNAC 

AAGTGACCAAGTNCCAGTTNTTTTTTCCCTGANATCGAGGGTCTCAAAGGCCAAGAGGGCTTCCCTGG 

NGGCTGNCATCTGNTGACTCTGAACAGNGTGGAGAGATGGCTGTTAAAGATCTCACGCCANNCTGGCC 

CCNTCTGGACGCCTNTCTGAAGAACCCCCACANGACATGGCGCGGTTCTGCGCGAANACCANGNCTTA 

TGAATGTCCCGCNCCCCNGGNCGTGAANGANCCCCCCCACAAGAAANCTGTTGGANNGCGAAAAAAN 

CCCTGNTGTKTTTTNNNATCCCCAAAATTNNTTTTTCCCCCCANAACC^ 

NGGATTTNCTTCTTCCTAAANNNNCCCCTTGNTTTAAANACNANNCCNNGGCCCCGG 

GANCNAANNNCCANGGGTTTGGGGTONNAAAAAAAAAACCCCNNCCCNNNANGGGGNNGCTNGGGG 
NCCCATTCTTTTTNNNCCCNNNNAAAAAGAAAAGGNTCCNCCT 



GCCCTANCTGGAGCTNCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGGTC 

AACATGACTGACAATGATCTTATCAATATTCTTGACCCTTTTTATCATCTTTCAACTAAAAGTTTCAAA 

ACACAACTTTTATCACAATCCAGAACTGACACCAACAAAAATATTAAAACNAAACNCCCCTTGGGAAA 

CAAAATGAACGAAAATTTATTTACCTCTTTTATTACCCCTGNAATTTTAGGNCTCCCTNTCGTAACCCT 

TATCGNACTATTCCCAAGCCTACTATTCCCAACATCAAACCGACTAGTAAGCAATCGCTTTGNAACCCT 

CCAACAATGAATACTTCAACTTGGATCAAAACAAATAATGAGTATCCACAATTCTAAAGGACAAACAT 

GAACATTAATATTAATATCTCTGATCCTATTTATTGGATCAACAAACCTACTAGGCCTATTACCCCATT 

CATTCACACCAACAACACAACTATCAATAAACCTAGGCATAGCCATCCCCCTGTGAGCAGGAGCCGTA 
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ATTACAGGATTCCGCAATAAAACTAAAGCATCACTTGCCCATTTCTTACCACAAGGAACACCCACTCC 

ACTAATCCCAATACTAGTAATTATTGAAACTATCAGCCTTTTTATTCAACCTATAGCCCTCGCCGTGCG 

GNGGAACAGCTANCATCACTGCAGGACACCTATTAATTCACCTAATCGGGAGGAGCTACACTTGCACT 

AATAAGCCATTAGCACTACAACCAGCTCTTAATTACATTCACCATTCTAATCCTACTAACCAATTCTAG 

AGGTTGCAGTAGCTTATAATTCCAAGGCCTATGGATTCACCTCTTCTAAGTCAGGNCCTATTNTCTTGC 
TTGGACAACCCCCTTTNNNNNAAANW 

NNNTATNTGGAGCTNCACCNCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGNNC 
NNATGACNATCNTGNTGTTNTNATNGTCTGAN 

NGTANC(^GNCCCCCCNTCCNGTGNNGGGTGGCCT^CCCANAAATNGCCNATTTTTNTTNGGGNCCN 

NAAAGGGNCANNNGGNATAAANGCCANNTNNNTGNCANCTTGGNAAAAAACAAGGT^ACCITIW 

NCCTTGAANGCCTGGAANCCNG^CCTTTTCCNNCCNCNNGGACNTTGNCAAAANNTGGNGAANACN 

NGGNTNTTAAAATNGNAATGNACTGCNCCCCNTTNANNGTTAAAGGGNNGACNTAATTNTNNGTTGT 

GTCTCNACTTTATACACNCCNCATTTATAGGCCGGGGCNCNTOCACAAAACCCCGGGNACAGGGNGN 

GAGGGCCNCANATNNCCCGNGCNANANTCACACACTCCCCCCTTTGNATNNATGGGCANATGNTGTGT 

TTCCTNTCCNNGTGCGCNAGTGCATGTGCNCNCNTCTOTATATACCNTGGCTCNANNAGGTGGCNNTA 

TNANAATTTATNACCGTTTTTGNATNNGACAATGTNGCAGNAANNTACTGCTGNTTATCAGACTGCTT 

GTGGGGGCNNCAANAATCATNTTACTCTNGNGACCCCCCGANGAACAGGGGGGGGCCCCCTTCTCTTT 

NATTNNTCTTNGGGAGGGCNCCCTTNTTNNTTTAANCCNCCCCCCTTCATT^ 



CNANTTTOTTTAATAGNTGGGNNNANAAGA^ 



NNNTATNTGGAGCTNCACCNCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGNNC 
NNATGACNATCNTGNTGTTNTNATTSTGTCTG^ 

NGTANCCNGNCCCCCCNTCCNGTGNNGGGTGGCCT^CCCANAAATNGCCNATTTTTNTTNGGGNCCN 
NAAAGGGNCANNNGGNATAAANGCCANNTNlSn^TGN^ 

NCCTTGAANGCCTGGAANCCNGNNCCTTTTCCNNCCNCNNGGACNTTGNCAAAANNTGGNGAANACN 

NGGNTOTTAAAATNGNAATGNACTGCNCCCCNTTNANNGTTAAAGGGNNGACNTAATTTvmWGTTGT 

GTCTCNACTTTATACACNCCNCATTTATAGGCCGGGGCNCNTNCACAAAACCCCGGGNACAGGGNGN 

GAGGGCCNCANATNNCCCGNGCNANANTCACACACTCCCCCCTTTGNATNNATGGGCANATGNTGTGT 

TTCCTOTCCNNGTGCGCNAGTGCATGTGCNCNCNTCTNTATATACCNTGGCTCNANNAGGTGGCNNTA 

TNANAATTTATNACCGTTTTTGNATNNGACAATGTNGCAGNAANNTACTGCTGNTTATCAGACTGCTT 

GTGGGGGCNNCAANAATCATOTTACTCTNGNGACCCCCCGANGAACAGGGGGGGGCCCCCTTCTCnT 
NATTNNTCTmGGGAGGGCNCCCTnnTNN^ 



CNANTTTOTTTAATAGNTGGGNNNANAAGAANNTTTCNTNNGAANAAAAANACCCCNNAN^ 
ANANACNNTTTTNTTTTTTC 



TTGAANAACNNTCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCA 

GGAATTCGNCACGAGGCNTTANTACAGGNTCGGTCTNCTTGCCATNNTCTTGGGTCTGCNTNANACCC 

ATTAGGTTNANATAGANCACTTACACGNGNNTAACCTATGCCNCCNNNATOTTTNACANCNNNNCNTA 

CTTCTNTNGNCCCCGCTNCCGNATAANCTTTTCGGCCTTTTCCCGAGTGGNCAGCACCTTGNANCTTTC 

NNGNCGGCCTGNGCNCCGGCNTNANCNTGGATGGAAACNACGGTGGGGGCCCCCTGTTTGGGGGGCA 

TTACAACTGTTTCCGTTAACCCAAAGCCTGGTTGACCCCCNTTAAGCTGGANGGGGAATNCCNANATC 

CANGGCCGNCCGNCCCCANGNNAAGGGANCCNATTAATGACCCCTTNnSTANAANAAAATTTNNCCTTC 

TTTATTGGANAAAAGGGGCCGGGTNCCTNGGNNCNNNCANAAACCAGGNTTTTGGGANACC^ 

GAANCCTTTCTTNCANN^CNANGAAAAACTNGGCCCGGAANNAANATTAN 

NWAANNTNNCATTAAACAACCTTTCC^TTGGGNGNTGGAAAACTTTTGGCCCNCGNAGAAAACNTTA 
AAATTNGNAANTNNNAAACTTrGTGAAAAANTWTNNGGGNClTGNGGGGGGGACCTTCTANNNANC 

caanttttnggggt™aaatccccaaanncccnccnanaccnttggnaaaaaggnntiot™ 
™aaaaaaangnnnnnhwa^ 

NTAAAGGCCTCNCCCNNNNNNNNTONNNNNTTTTAAAAAANGNT^^ 
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CNNNNNATCNCNNNTTTNN 

CACCCNTCCNNNGGNCTTNNGANGGNGNCNTTTTCT 



5 TTNAACAANAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
GTTAAGGAAGTCAGCACCTATTTAAGAAAATTGGCTACAACCCCGACACAGTAGCATTTGTGCCAA 
TCTGGCTGGAATGGTGACAACATGCTAGAACCAAGTGCTAATATGCCATGGTTCAAGGGATGGAAAGT 
CACCCGTAAGGACGGCAATGCCAGTGGAACCACCCTGCTTGAAGCTCTGGATTGCATTCTGCCACCAA 
CTCGCCCAACTGACAAACCCTTGCGTTTGCCTCTCCAGGATGTCTATAAAATTGGTGGTATTGGTACT 

10 TCCCTGTGGGTCGTGTGGAGACTGGTGTTCTCAAACCTGGCATGGGTGGTCACCTTTGCTCCAGTCAAT 
GTAACAACTGAAGTGAAGTCTGTAGAAATGCACCATGAAGCATTGAGTGAAGCCCTTCCTGGGGACA 
ATGTGGCTTTAATGTCAAAAACGTGTCTGTCAAAGATGTCCGTCGTGGCAATGTGGCTGGTGACAGCA 
AAAATGATCCACCCATGGAAGCTGCTGCTTCACAGCTCAAGTGATTATTTTGA 
TCAAGTGCTGGATATGCACCTGGGCTGGATTGTCACACAGCTTACATTTGCTTGCAAGTTTGCTT^ 

1 5 TGAANGAAAAAAATTGGATCGTCGNTCTGGGGAAAAAACTGGNAANAAGGNCCCTAAAATTNTTGAA 
ATCTGGNGACNCTTGCCATCGNTGGAAATGGGTNCCTGGCNAANCCCCTTGGNGGGCNAANAACTTTT 
TTTTAANTATNCCTCCCCTTGGGNCCGGTTTTTGCTTG 
TGGGGGGGNGGNAATNNAAANNO^^ 
CCCCAAANTTTTGCCCA 

20 

AAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGTTAAG 

GAAGTCAGCACCTATATTAAGAAAATTGGCTACAACCCCGACACAGTAGCATTTGTGCCAATTTCTGG 

CTGGAATGGTGACAACATGCTAGAACCAAGTGCTAATATGCCATGGTTCAAGGGATGGAAAGTCACCC 

25 GTAAGGACGGCAATGCCAGTGGAACCACCCTGCTTGAAGCTCTGGATTGCATTCTGCCACCAACTCGC 
CCAACTGACAAACCCTTGCGTTTGCCTCTCCAGGATGTCTATAAAATTGGTGGTATTGGTACTGTCCCT 
GTGGGTCGTGTGGAGACTGGTGTTCTCAAACCTGGCATGGTGGTCACCTTTGCTCCAGTCAATGTAACA 
ACTGAAGTGAAGTCTGTAGAAATGCACCATGAAGCATTGAGTGAAGCCCTTCCTGGGGACAATGTGGG 
CTTTAATGTCAAAAACGTGTCTGTCAAAGATGTCCGTCGTGGCAATGTGGCTGGTGACAGCAAAAATG 

30 ATCCACCCATGGAAGCTGCTGGCTTTCACAGCTCANGTGATTATTTTGAACCATCCAGGCCA^ 

NGCTGGATATGCACCTGTGCTGGATTGTCACACAGCTCACATTGCTTGCAAGTTTGCTGAACTGAAGG 

ANAAAAATTGATCGTCGTTCTGGGAAAAAGCCTC 

ACCCCTGCCATCGTTGGATATGGGTCCT^ 

TTATNCCCCCCCCTNGGGCCCGTTTTC^ 

35 GGGTGTCTTTAAAAACCGGGGGGAAAAAAAAAGGCANCTTTGGGACCTTGGNAAAGG1W 
TTTTGNCCCAAAAAAAN 



TTNANCAAAACTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGA 
40 ATTCGGCACGAGGCCGANGTCNNACGCGCGAGGCTGCTCTGCCGCCGCTGANATGCGTNACGTTGCCT 

CCTACTTGTNGGCCGCCCTCNGGGGCNACTCCTCCCNCANNGCCAAGGACATNAAAAAGATCCTGGAC 

AGTGTGGGCATCTAGGCAGACGACGATCGGCTCAACANGGNCATCANNGAGCTCCACGGAAAGAACA 

TCNAGGGACGTCATTGCTCANGGTATCGGCAAGCTGGCCAGTGTGCCGGCTGGTGGGGCTGTGGCCGT 

CTNCGNTGCCCCAGGATCGGCAGCACCCGCTGNGGGTNCTGNTCCAGCCGCAGCAGANGANAAGANN 
45 GANGAGAANAAGGAANANCCGGAGGAGTGAGATGATNACANGGNCTTCGGCTNGTTTGACTANAGTC 

CCGCTCCTCTGCACANAAAACCNTTTTTATGTAGGANACTTATTACAKN 

CAACCCNNCCATTACNNTATTGG 

TNCCAANTCANNNCCNAANGGGGATGNN^ 

NNNNNNNGNNNNNNNGN^^ 
50 NNNNNNNTNNNNNN^ 

NNNNNNNNNNNNNN^ 

NNNNNNNNNN^ 



55 
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NCAANANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAA 
TTCGGCACGAGGGTCATGCAGGCCCTGCTGGGCCCGCAGTCCCTGCCTCGGACCAAGGAGGAGAAGC 
ACAAGCCAGCCCCCCAGGAGGACTCGGTAGCTGCCAGCAAGCAAGCTTCCCCAGCCCCCAACATCAG 
CAGCGGCTCCCAGACCCCCCGGCGGAAAAAGTCGCCGTGATCTGTCAGCCACATGTCCTTAGAGGGTC 
5 AGGGTCGCGCTTGCCTCTGGCTCTCTGCCACAGGAGGGCCCAGCCGCCGTGCCTTAGCCAGCTGCCAT 
GCAGACGCAGGTCAGGGTGCTGGCCTGTGGGGGGCGCCAGCCCTTCTGCTTCAAGGGCATCCCCCCAC 
CCCCACCACGTCCGGTCCCAGGACACCCTCTGACCTGCTCGACGGCCCAGGAGGCCCATGTGTGACCT 
GGCAATCGGGGACCCTTGCTCTCTGCCCCCACGGCAGGGGTCCGAGTCTGAGCCCCAACCCCGGCTCC 
TGCACACGGGGTGGAGGTAGGGTGGGATGAGGCTGACCTGCTGGGGAAAAGGAGGGAAGACGCCCC 

10 AAGGTCTCCTCTACAGCAGCCTGTCTGCGGTCCGGATCCGTGAACCAATAAAGGCAATTGTGTCTGAC 
CAAAAAAAAAAAAAAAAAAAAAAAANTTGGGGGGGGGGGCCGGG 
GNGNNNNNNNN^ 
NNNNNNNNNNNNNN^ 
NNNNNNNNNN^ 

15 NNNNNNNNNNNW 
C 



NNNANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGGCAGGGAA 
20 AAGGTNGAAGATCTCCAGCCCGAATTCATAGAGATTGGTAATCAACCANAGGTTCACGAGCAGACATT 
TGACTGCTTACCTATCCAGACATTCTCTGGTCTCCCTAAATCTGAACCCACACCATGGATGATTTTGAA 
CGTCGCANAGAACTCAGAAGGCAAAAGCGAGAAGAGATGCGTCTGGAAGCAGAAAGAATCGCCTACC 
ANCGGAATGACGATGACGAGGAAGAGGCCGCCCGGGAACGGCGCCGCCGCGCCCGACAGGAAAGGC 
TGCGGCAGAAGCAANAGGAAGAAGCCTTGGGGCAGGTGACCGACCAGGTGGAGGTCAACACCCANA 
25 ACAGTGTGCCTGACGAGGAGGTCAAGACAACCACGACCAACACTCAGGCGGAGGGCGATGATGAAGC 
TTGCTCTNCTGGANCNACTGGCTCGGCGGGAGGAAAGACGCCAAAAGCGCCTCCAGGAACCCTGGAC 
GACAGAAGGAGTTTGACCCACAATAACAGATGCCAGTTTGTCNCTCTNCACANAAGAATGCCAA^ 
ACNCCACAGACAATGAAACNGCGGAAAAGGAAGGAANAANTGAAAGTCCCNGGAAAAGGCAGGACC 
TGGAAGNAAACCGANATACTCCCCCNGTCNCCCCACAAAAATGGATTGGGATGGAACCCGGNANAAA 

CCCNNNTTCNTTTTTTT^^ 
NNNNNNNNNNNNNNN^ 
NNNNNNNNNNN^ 
NNNNNNC 

35 

NNCCCCCGGCNCNTAGTCNTTOT 

TTNCNTGGGCAGGNCGCTCTAGAACTAGTGGNTCCCCCGGGCTGCAGGCNTTTCTCNNCCCANGNTTT 

TTTNTTTTTTTCCTNCTNTGCTCTCCNNGNCNN 
40 TCCACACTTTNTNGCTACGCOT 

TTNTNATACTNNTTNTANTTGTTCNCCNCNCGCCGNCTT^ 

NCCCTCCNGNTCTNANTCGTO 

TNCCCNATCCNTCCTGGGCTC^^ 

CGGGCCCNCCCNNCNGTCTCTCTC^ 
45 NTCTNCGNTGTCNGCTCTCNNCGTTNTGNGNCCTNCCNTNNGCCGCCCNTGCNNC 

CNQSFTNGAC>MNCC^ 

TNNATTNT>WCTNGCNCT^ 

GNCNGNNTNTNCCCCNCTOT 

CNTNTCCCCCCCTACNNC^ 
50 NCCTCTCTTNCCTCCTTCCNN^ 

TGCTCNNNNNCTTGNNCATO 

NTATNATTCNNCTCGTGNNNTCANCCGNCCTNTCTCATCTGCTNNTNCGCCTANCTCGTC 
CCCACTCNANCCCCTACTCTTCCNCTNCGTTATCCCCGNCNTAGTCCCGNACTTATTGNCTTCNTTTC 
NTCNCCT^TTCANCGTTNCNNATCNCTTNCTTCTNTNTO 
55 CAGNTCCTNTNCATTCNTCGNNGTlSrrCCTCTTCNCCTTT^ 

TNGCCTCNTTCTNTANTNNTCCTGCTGACTATANCCCNCCCCG 
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GCCTATANNGAGNNGNATTACAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGNAGGAAN 
TTCGGCACGAGGGTCAGAGCCAGGTCCATTTTTO 
5 TTNANGGAAANGGNACCTAAAANTIWCTTNNNCCT^ 

NAAGGGGNAANNNANGGlSnSfNNANAANGGGNCNTTNNCNGTTG 

CCCTNGNGCNCNNGANCCAATGNAACNGGGNGCCANCCNCCTNANGACACCGGAAGAAGCNTNAACT 

NGAGACACCCGGAGAGAACCCTTACCTGCGCAGGGACNTATAGATNTGTNTGCACAGANATTTATAN 

AAGAGANCTNAGAGGGGGANATAANTAAAANGCGTGGCTCNCATGCNGNGCTNTAAGATNGGGACTC 

10 NCNATCTGATNCCNCAGGGAGCTCTATATNGCNNCCACTNTNCACGTGTGNTNNNCA^ 
GTNCCCNTANCCNCGCGCCTCNTNATCAATNCACACAATGGCATTTTTGTGGGGGCA 
NAAATAANNTCTCCACACCCCACCCCCATATATTAGGTGGAATAATAATCTCNAGGTGGTGCCCCTTTT 
TCCCCTNGTNGCCCCCCANANAAGGAGGAAGATANNATAATTGGGNCTNGGAATNANCCATCCCCCT 
GAACNTCCTGGTTTTTCCNCNAAANAACTACCCACTTGGNGGAANGTTGGCAAGCC^^ 

15 TNCTTGCTGGT^AACCCTGGCCGTTGCCCNNCCAACCTTATTCTTCCTCCCCCC 
TTGANCCTTTGTTTGNGNGGGCCNGGGGGNC^ 
CCNNCCCCCTTNAANGGGAAAAAGGNGCNTCCNTCC 



20 GCCTATANNGAGNNGNATTACAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGNAGGAAN 

TTNANGGAAANGGNACCTAAAANTNNCTTNNNCCTTG 
NAAGGGGNAANNNANGGNNlSOSfANAANGGGNCNTTN^ 

CCCTNGNGCNCNNGANCCAATGNAACNGGGNGCCANCCNCCTNANGACACCGGAAGAAGCNTNAACT 
25 NGAGACACCCGGAGAGAACCCTTACCTGCGCAGGGACNTATAGATNTGTNTGCACAGANATTTATAN 
AAGAGANCTNAGAGGGGGANATAANTAAAANGCGTGGCTCNCATGCNGNGCTNTAAGATNGGGACTC 
NCNATCTGATNCCNCAGGGAGCTCT^^ 

GTNCCCNTANCCNCGCGCCTCNTNATCAATNCACACAATGGCATTTTTGTGG 

NAAATAANNTCTCCACACCCCACCCCCATATATTAGGTGGAATAATAATCTCNAGGTGGTGCCCCTT^ 
30 TCCCCTNGTNGCCCCCCANANAAGGAGGAAGATANNATAATTGGGNCTNGGAATNANCCATCCCCCT 
GAACNTCCTGGTTTTTCCNCNAAANAACTACCCACTTGGNGGAANGTTGGCA^ 
TNCTTGCTGGTNNAACCCTGGCCGTTGCCCNNCCAACCTTATTCTTCCTCCCC 
TTGANCCTTTGTTTGNGNGGGCC^ 
CCNNCCCCCTTNAANGGGAAAAAGGNGCNTCCNTCC 

35 

TTNANAACAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 
AAT>MNNCACNANGANNTC 

NGGNGTGNCAANATTTTCTTAATCTGANCTTCAAANNCCTACTGGGTGGAAGCCCTAANGCCGA^^ 

40 ACAAGGTGCCTTCCCCTATCTGGAACT 

TGNTGGNNGACANCTCNACTGACACGNTGGGACNCTGATGGTGATNGCCTGACTCCCAAATCNCCTNC 
CCTTCNCTTATGNAAAGTGGTGGNAACAAAAAANCAANTTGCCNGGNNGGGGNGAGGAAACCACAAN 
GNCCTGAACNAAGGAANGGTTCCTTGNCAAGGGNTGGCNNAAGGCCGNTTTTGNACNTTCTANTAG 
NNTNACTTTNNTTANTTCACCNGGTCACTTANTGGATTAAT^ 

45 NCGGANTTCATTCATTTCANGNACKGTTTAATTTGGNTAANCNTATANGCATGGGGAG^ 

NAAATTNTTCAAGGGGGAATGGNGGGNGAAAAAACNTTTTANTNGNGCCC^ 

NNAAANGGGGGGAACCTTTAANACCCCCCCGGCCCCTGGGGGAAANCCCCTTTTAAATCTTTTCCCCN 
GTTGGGGATNCCANAGGCITITITGGGGCTNTTTGGGGGGGGAAAAAGAA^ 
50 CCCTTNCCNNTTCCNTTTGCCCGTTTTTAAAAAANGGGGCCN 

CCATTNCNTTTTTNCCCCCTAAANCCCATTTGNGNCCCACCCCCTTGNGN 



TTNANCACAACTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 
55 NTCTNAACCAACCATAAAGGATTGGAACCCTTNATCTACTATTNGGNGCTTGGGCC 

ACAGNTCTNNGCCTTCTAANTCGCGCTGAANNAGGCCAACCCGGAACTGGTGCTCGNAGACGACCAA 
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ATCTACAACGTAGATGTGAACCGCACACGCATTTGCAATAATCNTCTTCATAGTAATACCAATCATAA 

TTGGAGGATTCGGGTAACTGACTTGTTCCCCTAATAATTGGNGCTCCCGATNTAGCATTTCCNCGAATA 

AATAATATAAGCTTCTGACTCCTCCCTNCNTCATTCCTACTACTCNTCNCATCCTCTATAGNNGAAGCT 

GGGGCAGGAACAGGCTGAACCGTGTACCCTCCCTTAGCAGGCAACCTANCCCATGCAGGAGCTTANA 

GTAGANNTAACCATTITCT(mTACACTTAGCAGGAGTTTCCTCAATTNTANGAGCCATCAACTTCATN 

ACAACAATTATNAACATAAAGCCCCCCGNAATGTCACAATACCATACCCCTCTGGTCGTATGATCCGA 

ATAATACCGGNGGGCTACTACTACTCTCGCTNCCTGNATTAAGAAGCCGGGATCACAATGCTATTAAC 

AGACCGGAACCTAAATACAACCTTTTTTGAACCCCGGGNGGAGGGNGGANANCCTTTTTNTATATCAA 

CCCTTTATTCTGGATTNTTTGGGACNCCCCCCGAAAGNCTAAAATTTAAANCCTTACCOSfGGGGTTNG 

AAAAAATCIWTCAAAATCGGGGANCCTACTTCCTTCGGGNAAAAAAAANAANCCCTTTC^G 

TTNGGGNAANAGGGTNGGGG(^TrAAAGGGCCAAACNGGAANTTNTAAGGGTTTCAATCGGGANGA 

ANCCCCCCCCATTN 
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TNNKNNANAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCA 

NNCNNATGCCCTGACNNANAAG 
5 TNTCCAANATGTTNGAGNGNGGANGGCANAAACCNTGATTTTTACTTGNCTC 
NTTTNNGNNCGGNNNAANTNCCNAGNmTI^ 

NGCAANAGGGGANCCCTTTNNTTTC 

NNNNTTTTGGAAAATAAAGGGNTTNCCCCCAAAACCTTTAAAG^ 
1 0 AAAAAAAAAACCCCCCNCCTNCNNNGGAAAANAAATTAAAAGTTNGGGACCAAANAAGTNTTAAAA 

GGGAAAAANAATTCCNTNNGGGCCAAAAAANTTTTm 
CNAAAAAAGTTTTTCCCCNCCCNCCCCCCGGGACCCNGTTTTT^^ 
TTTAAATTTTCTTTGGGAAAAAGNC^ 
1 5 GGGGGAAAAAAAATGNGGNTTTTTAACCCNTTTNAAAAAANGGGG 
ANGGGGGNGGGGAAACCNTTTCCCGGGGNCCCCTTGGGNG 



TNNNNACANCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGN 
20 NGGAGCANAGGGNCCCACCGGCGACTTCAGAGGGAACTCATTTACTGTTACCGTGCTCATCTCAGGAA 
CAAAACCATTTCTTAGTGAGATAATATAGT^^ 
GGGCTAGTTGGTACTTTCCAGTAGACATGTTTGGTC^ 

CAAGTTAGTGGAATGCTTGCTTTTATTAAAATGACTGTAATCTTCCTTGTTAC 
GAAACCTCCTTTTACAGTACAGGGTGCTCAGAAACGTTTTGAGTACTTTGAAAGCA 
25 GCTCCAAGGAGTTGATTTTTCTCCAGGTTTAAAGAG 

GAGACAGAAGCCACAGGGAAAATAAAGCAAATAGGATTTTCAAT^^ 

ATCCCAGTCTGTTGGAGTTAGTGTTCACGCAGTCAAGAACGTCGNTTNCATTTGCTCANAAAATCCT^ 
CATGGGAAGTTTGGAGAACCATGAATGTCGCAGACTTGGTCTGGTGGGGTTGCACTTTATTATGGGGG 
GGGGGGGGGGNGGTTGGGGGGNTTAAAATAAAACCAAGTCATGNGCTTTTATTTCTACCT^ 



30 




GCNTTTTTTTNGGAAANAAACCNG^ 



35 AGCCCNCATAGGNGGAGNCGCATNACAGGGGGGGCGGCCCGTTNTAGTAACTAGGTTGGATCCCCCG 
GGCTGCCAGGNANATNTNCNCGCANN^ 
TGAATNATGGTGCTCNTCNGCCAGGTC 

CCNATNANGGTTCACTGTNTAATNGCATGCATGAGCCACTNCGNANATATTGANTGTAGCCTNCGNNC 
TGNCTTGGGACCCGGGAGTANTATTTCNGT>mCCTAGNGCGCANGNACNCCTNTTNCNT^^ 
40 CNCCTTGTNACANGTCACGNCTATCANNAG^ 
GTTTCACTCNCTANCNCTNTGANNTGN^ 

TCNTNTAGNGGGCAACNNCCNTANTGANCANGGTCTCNCAATGGATGCGNACGNNCCCTNCNTCCNN 
TTAACTNTTTNCATNTAAACCN 

GNTGNTNACNTTNGGTNGTCACATTNNGACNNNAANNGTTCN 
45 ANNTGTAAANNATCMsINNrAGATCTCGG 

AlWACGACATCCATTAATNTNCNTNGAANN^ 

NACTCAANNNCCNANNGTGAATTNTNTNTATCCCCCNTNNGNCG 

NNTNTGTCTNATGCCNCAAANTNGNNNTTAAANCNNTO 

TCGAACGCANNACAATANTCTACTTANANTO 
50 NGNTTNNNGTGNNTNNAACTNGAGNNCAAGACATCCTCTTCTN 

NCANGCACTNNCNGTGNNNCTNCNNGTTCTNTANCATNNTCCTTCN^ 

AAATNTANCGCTTCTCANTNTTNNATCCTGTACNNTNGANNCCNCGNNTO 

TACGNTNTGTTNTGTTGGCGCANCNCTNCGAGTCNTATNATANGNTANNNNANAGANA 

TTACNANAGTNTGNGNCGNCNGNNGCCTAACTTCTTCNCACNCACGTNCANNATTTO 
55 TNGTGANGACATGNNATGAGGNNTATTNANNCNCNTNAGACNNCNAGNTTATCTACNNT^ 

TACTNTNTNTCTCTNTCNTATNCCCC 
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NCAAANCTGGACTCCCCGCGGGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTTGCAGGAATTT 
CGGCNCGAGGCGGAGGCCGNACGATGCCTGGNGTTACTGNAAAAGATGTCAACCANCAGGANTTCNT 
5 CNNAGCTCTGGCAGCCTTCCTCAAAAAGTCCGGNAAGCTNANAGTCCCTGAATGGNTGGACACCGTCA 
NGCTGGCCAAGCATAAAGAACTTGCTCCCTACGATGAGAACTGGTTNTACACACGAGCTGTTTCCANG 
GTCGGCACCTGTACCTCCGGGGTGGCGCTGGGGTTGGCTCCATGACCAAGATCTATGGGGGGCGCCAA 
AGGAACGGTGTCATGCCCAGCCACTTCAGACAGAGGCTCCAAGAGCCGTGGCCCGGCGGGTCCTCCA 
AGCCCTGGAGGGGCTGAAAATGGTGGAAAAGGACCAAGATGGGGGCCGCANACTGACGCCTGAGGG 
10 ACAGANANATCTGGACAGAATTTGTGGACANGTGGCAGCTGCCAACAATGAAGCNTTAGACAAAATG 
ATGCTGGGTTAATAAATTGCCTCGTTCGTAAAAAAAAAAAAAAAAAAAAT^ 
CCCAATTCCCCCTATNGGGAGNNNNNNT^^ 
NNWMNNNNNNNNN^ 

15 NMWNNN^ 

NNNNNNWJNNN^ 
NNNNNNNNNNNNNISHS^ 



20 GCCCTATAGNGAGTCGTATTACAGGGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCT 
GGTTACANCAT^AGTACNANAAGCCTGGGTCCCCTNCTAAAGANGTGGGNCCTNGGCCNCNNCCTG 
GTGTCACATAAGCTACTATNACTGGGCCGGAACCNNGANCANATTACNCANTCCAAGACATTGNCCTT 
GANANCANTNAGANAAATGNGNCTTTGATNGGGANGAANANGACNGATGAACNNCNNNAGGTGGTA 
ACCCTTGCACACCCCAATCTTCATGGACCAGCAGATCTTGGATGTNNCCTCCNCAGGACNAANGACCC 

25 NTTTCATCANCNACCCTGNNNNTG^ 

NCCNNNCTTGGTCNANAAATGATCTTTGNNGANCATGGATTTAGNCCANCCACNNC 

CCNCCCCAGTNAGGNNTAGGCGAAAACCGTNTCCGCCGAANGNAANNGATGANATCCAAATTGNCCA 

TNTCCCCAGNGGAGACNTAGNCCNTCTTCm 

ACAGGGACAAGNAGNATTTCTCTCACACAACCNNTCTNATGNACCCCCATTCCACGAANAGCCTCTGA 
30 GCNTATCATTGTCATGTTCATCCCNANT^ 
TCCCTTGGAACNCCNCNNGCTATGTGGCT^ 

CCCTNCCTANNTTTNNTTANGANGGANGGCNATGTATTANTNACCCAC 

NNCCGAAGNAAGTTGGGTTTTNCCCGCCNGGNCNANNTCTTGNTAGACCCNGNGGGNCTAN 

NTCCCNCACTGANAGAACATNCNNGTNTTTGACCCCCCTACCCCCNNTC 

35 

GCCTATANNGAGNNGNATTACAGGNGGCGGCCCGCTCTAGAACTAGGTGGATCCCCCGGGCTGCAGG 
AANTTCGGCACGAGGCTGACACTTTGTATTTCCTCTGGCGAAGAGAACTNGGCATCTTCCTO 
CTGCCCNNTCGGAAANTNNAAAACAAANCAA1W 
40 NTNAAANNNAANCCCCNAACCTTANT^ 
CTTTTTTTNGGNCCTNNNCNN 

ANNTCTGGNGTCATTANTTGCCCTGCCAGTGGTCTTATAAAATTAGCAGGCNCACAATCTGGGAGGAN 
ATATATTTAAGNGCANGGGGANANGCTCAATCATTGCGTGCGCm 

ATCACCTNTAGGGANNAGAAAAGAGATGAGNGCGNTAATTTCANAAAACCTGAGTANGGAGGANATG 
45 CGCCAGACAACANCNTCGCTGNATTTCNCTCCCTNGTGGGNAGAGGNGNTACCCCTCTCNNCCAGAAC 

CCCAGAAGAACCTCCACTTTTGNAGAAGCTCTTTTNTNCCNNAAGANCCTGGCTGAA 

AAAACCATACTTCNAGAATGAGGANTCTCAGTGGGGGGGCNAAGNACTGNTGGGGGGCNCCATCCTC 

ACAAGGNGGGTCNGGGAAGNTAATGGGGGNCCCTCCNT 

TTTGGNAGGNANTTGGGAGGGGAACCCCNNCCCCAGCGGGGGGG 
50 TTGGAANGNCTNNGANNNAAAAACANTTGNCCCCNCGGGAAAGGANTNGAANGGGT^ 

TGGCCTTTCCNTTTCCCC 



GCCTATANNGAGNNGNATTACAGGNGGCGGCCCGCTCTAGAACTAGGTGGATCCCCCGGGCTGCAGG 
55 AANTTCGGCACGAGGCTGACACTTTGTATTTCCTCTGGCGAAGAGAACTNGGCATCTTCCTNAA 
CTGCCCNNTCGGAAANTNNAAAACAAANCAANN 
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NTNAAANNNAANCCCCNAA 
CTTTTTTTNGGNCCTNNNCNNAAC^ 

ANNTCTGGNGTCATTANTTGCCCTGCCAGTGGTCTTATAAAATTAGCAGGCNCACAATCTGGGAGGAN 
ATATATTTAAGNGCANGGGGANANGCTC 
5 ATCACCTNTAGGGA1WAGAAAAGAGATGAGNGCGNTAATTTCANAAAACCTGAGTANGGAGGANATG 
CGCCAGACAACANCNTCGCTGNATTTCNCTCCCTNGTGGGNAGAGGNGNTACCCCTCTCNNCCAGAAC 
CCCAGAAGAACCTCCACTTTTGNAGAAGCTCTTTTNTNCCN^ 

AAAACCATACTTCNAGAATGAGGANTCTCAGTGGGGGGGCNAAGNACTGNTGGGGGGCNCCATCCTC 
ACAAGGNGGGTCNGGGAAGNTAATGGGGGNCCCTCCNTTTTTTNATTGGATGAC 
10 TTTGGNAGGNANTTGGGAGGGGAACCCCNNCCC^ 

TTGGAANGNCTNNGANNNAAAAACANTTGNCCCCNCGGGAAAGGANTNGAANGG 
TGGCCTTTCCNTTTCCCC 



15 TTGAANACANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 
CTANGTTGCNTNANCATGGCTA^ 

ATGGTGCCTCNCTCATGAANATGGTNAAGANNATNGAAATCATCCAGCACGCCAAGTATACCTGCTCC 
TTCTGTGGCNAAACCAAGATGAAAAGAATAGCTGTGGNCATTTGGCNCTGNGNTTCCTGCATGAAAAC 
AGTANCTGNTGGTGCCTGGACCTACANCACCACCTCTGCCGTCACAGNCAAGNCCNNCATCANANGAC 

20 TGAAGGAACTGAAGGACCAGNAGAGGCNCCACCATTCGATACCCTTGCTAGCCTATNAAATGGGTTA 
ATTTATCTANCNGAANATCCTTTTTTCCACCTCGGGATGCCCGCNTNNTGTO 
GNACCCTTTTCTTTAAANNTTAAAACCGCNNCGACCANCCTTNGGGTAAAA 
NTNCAAACCGGNNTOTTGGACCNTAGACNANAT^ 
GCCATTTTGACATTCAAATNTNGGTTTTT^ 

25 GGGGNAAAANGGCCCCCCCNTTTGGCNAAAAANTTTCCTTGGCTTAACCTT^ 
TTTANCTNCAACCAAAAGNCCCCCTTGTTTTTAANNCCCCCTCNAAN^ 
GNGTTTCCNANTNCNGNNNGAAAAAAACNCNNTTT 

NAATNAATATTAANGGGTNT 

30 

NAAAAGCTGGAGCTCCACCGCGGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGGTT 
TTGTTCCTTATTTTACTAATGATAATTAACATCCAACATGGCTTCTCATGCTAm 
TTTTGGGGTGTTCCTAATAATTGTGC^ 
35 TTTTCCTCCATTTTCTTTTTCCTTTATAATTT 

TTNlSr^AAAAAAANTTNA^ 

NNTTTTTGGGTNAANTTAANNTTTAAAANNNTW 
40 NCGGNANGCTTTNTNGNCNNNTTTNANNCNNN^ 

AGGNNNAAANGGGAAGCNNNAAGGGANCNNGAAN^^ 

TTAAGGGGNCNGGGNTTTTAAATGGGGAACC^ 

CCCNTCCCCCAAANNTTTTTTTTAAAAANNTNNN^ 

TCCCCAAAAAAANNNCCCCCCNAAOT 
45 AANNCCCCCCCCTTTTTNTTO 

CCCCTTNN 



TTNNANCNCNATCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCA 
50 GGAATTCGGCACGAGGACGGNTTGCANCCAACATTTACAACAAACAGAGTTTCACCCAGAGTTTGAA 
GAGGAGAATATCACTGAAGAATATATTTTATTCCTGTGGTGTAACCTATGAAATAGTATCCAACATAC 
CAAAGGCAACAGAGGAGATTGAGGACCGGGAGACGCTGGCTCTCATGGCTGCAAGGAGTTGAGAATG 
AAGGCACATCGGATGGGGAGACGTACATCGAGAAGTACACGCGGGGCGTGCTGCAGGTGGAGAACAT 
TCTGAGCCTGGAACGACTCCGGCAGGCGCTGACGGCNAAAGNAGCACTTTCCACCAAAGCTCGGCAC 
55 CTACCGCGAAGCCTCAGCACGCCCAACGTTCACAATGTCTNTTCCAGTCGACCAGACCTTTCTGGNTTT 
GACGATGATGATAAGGGTTGGCCAGAGAACCAGTTAGACATGTNTGATTACAGCCCGAGTTACCAGG 
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ATGTATCGNGTTATGGAACTTTGCCTAGGGATTCACCTCGAAGGAGTAAAGAAGGTATGGTTGTACAT 
TANAAAATNCTCNTGCCTTAANAGTCAGCCCTTTTAAAAGCATTTTTTTCTTAAGCCACCAAAG 
TTCAAGNCCNTTATTGCNTrGTAAAAAGAGGGGNCCTTTAAAAAAAGGGNNTAGNGGCTTGGAAACC 
ANNGGCCCTTTTTTTAANCCCNGGNNGGGNCTNTTGGGGGGNGGGGGGGAAAATTGTTTTTNAAAGG 

GTCTTAAACCGGGAAAGCTTNTATANTTTTNCCC^ 

TGACTITNAAANNGNTTTNCCAAATGGCCCGGTTTC 

TTTAAAANGGNN 



NCGNGCNCCNCNTGNCTCNTTNNNC^TTOWNNN^^ 

CTCTANCCCTACNCCACNNNCNANCNCNCAAGGGGNNGTN^ATATTNNATTTGCNTATNTTTAAGCC 
NANCNGGAGTTCGCATNACAGNGGCGNNCCGCTCTAAAACTNGTGNTATCCCCCGGGCTCGNAGGAA 
TTGGGCCCCAGGCNATNNTNTTATTTCTGCNTTTTGTTTNANCTGTNCCGGGNCNTO^ 
NNCTT^CATAACTNA^TTNTNCAGNACCACTCCTNGNNNGTNNNNNATAANNNNNGTTCTAA 

TNTCTCCCGGNCTNTTTTCTGNNCTCACTTCA 

CATTNTTNGCTATCANNNNAGCANNNTTNTMSINCNNACCTO 

CNCTTNNTTCTTAAGCAGNNNGTNNTANTNNTNTNCT^ 

ttgnaactacctccctctnanaanttnncna™ 

NNGNTNTCCCCNCNCTTCCTCTTNATTNANNTTTTNCNCCCCCNNTO^ 

GNNGGTCCCbMNCANTGTNTTTTNCTAAC^ 

ACTNNNCNNTWGNATNNNGGCNGCTATNNN1W 

NANlTANCCGCrrCTNANTCNTCNATOTCTATNATTNTCTONTNACTGNTAAGNCNGCCGGTNTCANN 
GNTNGANTCATTANNTNTTANCANNATC 

TNNCNNTmrrCNCATGCGCTTCNTNCTNTTGCNCTATCTNTTNCNNNNGATC^CNACNNTCCATCTCN 

TTTANTNGCTNATTNNCACTTANlSrrGTGANCATATCNTANTGACACNGTNGCGGTCTATO 

TNNNANCNCNNNNGTNNANNNCNCCTGNNNCNTOCGTAIWCNTATTOTNTCTT^ 

NCCNCCTTCGTTCNCNNGNAGNGTGNTTWCN^ 

NTCTTTTACTCNCmiNCNNAN^ 

NANACGANAATNCNCTGACCNNNCANAGANATGCCTNNACACCGANCCAGACANCGACTGTCNCACG 

TNTTGCNCNANNTTNTTGNNTACNAGTO 

ANANATCTANTGACAGNNATCGCTCGNATNNTTWAT^^ 

NGCTCNATNATCATNTGATNTTACGCC 

NNNNACTGGAGCTCCACCGCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCCGG 

CCTTCAAGTGGTGGCTGACAGGCCTGGTAGTGGGGAAGGGTGTCCTGGGTTGTTAGAGGGTCTCCAGG 

CTCTTCTGGTTGTCCTTCCCTCCCTTTTCCACCATGAGATCTATGCCACACAGGCCAGTGTCTGCAGAA 

CCTrGCTTrCTAGGTTTGGTTTCTGANCTCCTGTCTGTACTTTTGCCTCCTCCAAGGTTTTTTCCCCT 

AATCCCCATTCTCATGCCTCCCCACTGTGGGTCTCCTTGCCTTTCTCTTGCAAGTTGGACAGTCCTCTGC 

CTNTTGGCCAGACCCCATCCATTTGGACTGCCTAAGTCACTCGAGATCGACCCCCACCCACACGTACA 

ACCCCAGTGGCCAGAGTAGGCAGGGAGAAAGTGAAGAGAATCCAGCTGCCTCTCGAGGGAAGTGAGA 

TGTGTGAGAGCACTGTANCTCCCCACCTGTGGACTCTGGGCCAAGAAAGGCGTGTGANTATCTGGCGC 

ANGGTGCCAACATTCTTGCAAGCAGCTGCTGAAATCTGCATCTTCCCAGTTGGCTGGTACTCCATANCC 

CTTGGACTTCTGCCCCCCTTCTTCTNCCTGTTGGTCTGCCCTTCTCANAACAGANCCTTTCCCTTCACTC 

CNTGGCCCCCNTGGGCTGACCAAAATGGTGNTTTTTTATGGGANCCCCTTGGCCCAANAACCCTGGGG 

GGCAAGAAAANACTGGCATGAATGNAAAAACCGCCNTCTOGCTTTCTTGGGAGGCAGGCTTTTGNGG 

GCAAAAGGAAAAAGGGTCCCGGCCTNGCCCTTTGGGNAANGCAATTNTTNTTGTTGNGGAAGGGGGG 

CCCTTCGACCCCCCCCTTGNGTTGTNGGGNCACCCCCCCCCCNNGGTTTTmTTTTTAAAAAGAAACCC 

AGGGNTTNCCNCCCCCCCTTCCCNGGGNANAAGGGGAANCTCG 

GCCCTATNNGGAGCNGCATNNCAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAA 
TNCGNCACGAGGNNTGTCTTTANCGTNCNCNTNGAGGGGGNNNCCNGGTTCTCNGNACCCCCNANAN 
NNACACCTNNTOGNAATCGGNNNTNTCCNACAAANCCTGNCTGNCNNATNGNNANATOTNGNCNNAA 
NATCCNACNANACNANAGTTTCCCATTOSriTCCTTNNNGGANNNA 

GGGNGGGNANNAGGGNNACNGNCCCNAACCCTNGAAAANNGCCTTNNAACCGNGGAGNGAAATCCC 
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NTACCNTATTNAACNGCCNGCCmCTCTTGNCAAAAACCNAANNATATTNCCCTNGTTGGTCNGTNAA 
CCCNCAATNAAANACNGNATANANCCGGATACANATNTACCCATNTNGNNCCACCAANGCCAATGGG 
TGGCTNCCTTTNTTACCAAANC^GNTTTCM^TGGCTCTNAANGGCAGTCCGGCTNACNTTTAA^ 
AANGGAANGTGGATNNGNTNCNATOAACTNANANGANNTTCGNAANGNNACCTATGNANAANAAGA 

NCCCCCANNTTTGNTCCIWCCACCTNT^^ 

CCCTCCGGNGANTAANTCNCTTACAAAAAANGCNANCAANNTATTTGNGCTACTTTTTAAAANACCAG 
ATNNNTCAATTArmAGCCCNTTCTTATNCCCTCTTNANTCCATANNNCNTTGGGGGCNCNGGNCTGAT 
TTTTAAGGTCTTNTNNTAANNNAATTAANTNTNNNACCNCTAAG 
NGGGNAANTTCNNNTNTTTNNTCCGCNGNGCGNNGNNCCT^ 

NCCNNTNNGNGNCTNCTNTNNNTTATCNGTANGAGGTCNNNGGAGNTANNNGNAC 
TNNCNGANGNNTNNNCGNC 



GCCTATANNGAGNNGNATTACAGGNGGCGGCCCGCTCTAGAACTAGGTGGATCCCCCGGGCTGCAGG 
AANTTCGGCACGAGGCTGACACTTTGTATTTCCTCTGGCGAAGAGAACTNGGCATCTTCCTNAAAACC 
CTGCCCNNTCGGAAANTNNAAAACAAANCAANNC^CCNNTTTTTNACCCTTNANTTOCNANTTTTAAA 

NTNAAANNNAANCCCCNAACCTTANTTT^GG^^ 
CTTTTTTmGGNCCTNNNCNNAACNTANCN^ 

ANNTCTGGNGTCATTANTTGCCCTGCCAGTGGTCTTATAAAATTAGCAGGCNCACAATCTGGGAGGAN 

ATATATTTAAGNGCANGGGGANANGCTCAATCATTGCGTGCGCTTTANNNGTATGANANANNNATCTT 

ATCACCIOTAGGGANNAGAAAAGAGATGAGNGCGNTAATTTCANAAAACCTGAGTANGGAGGANATG 

CGCCAGACAACANCNTCGCTGNATTTCNCTCCCTNGTGGGNAGAGGNGNTACCCCTCTCNNCCAGAAC 

CCCAGAAGAACCTCCACTTTTGNAGAAGCTCTTTTNTNCCNNAAGANCCTGGCTGAANAANACTGCCC 

AAAACCATACTTCNAGAATGAGGANTCTCAGTGGGGGGGCNAAGNACTGNTGGGGGGCNCCATCCTC 

ACAAGGNGGGTCNGGGAAGNTAATGGGGGNCCCTCCNTTTTTTNATTGGATGACCNCCTTAAACCNCN 

TTTGGNAGGNANTTGGGAGGGGAACCCCNNCCCCAGCGGGGGGGAAANAAANACNCCGNTTNGTTCC 

TTGGAANGNCTNNGANNNAAAAACANTTGNCCCC^CGGGAAAGGANTNGAANGGGTTGGGAAAACC 

TGGCCTTTCCNTTTCCCC 



TNANCAANANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
GCCCGCGGATCTGTCTCTTGCTTCAACAGTGCTTGGACGGAACAGACCCAGGGACGCCCNTTGCTCCA 

NCCTCCGACCACCNTCNANCNTTTTTTCN^ 
N^CNGGANCNANCCNCNNTTTTTAA]^ 

NAAAANTANTNTNNCNNNGGGGNNGGCNGCNGCNACCNGCNGNGGTAACANNGNANTGGGGGGCCN 

TCTAACCTATACTTTTNTTTGGGTTNTATTTTCACACGCGNAACNATGGCCCTGTGAGAGGGTGNGGNA 

CANTTTTTTCGANAATNGNCCAAGAGAAAAGCGAGAGGGCGCNGAGCGTCTTNNNANNGTGNAANAN 

NAGNGGGGGGGGCGCNCTCTTTNTGN>WNNGCNCAANCCNTATCAAAAAGAGAGGGGNGAAAANCA 

CGAGA(^TT^GGCGCCCTTTTCNAGAAAAAAAACCNAGNANCACCCNGTGGANATNTGGGNGCTG 

NGTCTTGNCCCGAGACACCCCACNTGTGACNTCTTTGGTGGAAAACCTCCTTCTATGANGAAGGGGAG 

NTCCTCATCAAGAAGGGGGGCNATCTTANNAACCTCCTCCGGATGGTTGGTGCCCNCCATGGTGNGGN 

NGAGGAANTTTTTNTTAANNGNNGCTCCCCNTCNANNACTAATAAGGTTCTrGNGAACAACCGGNCG 

TCANTTGAAAAACCCCAACTAAANGGGNGGCTGGAAAGACCCCCCTTTTNNGGAAATAAGGAAGGTT 

TTTTTTAAAAAACCCGGGGGGGCNCCNTTTNOT 



TTGANAANNNCTGGAGCTCCACCGCGGGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 

GAANNNNCCANGAGGCTNNACNCTOANANGAGCTTT>WGTGTNCTCNANGTNNAACNCCGCWTANCT 

NTGTGATTNGCCTNNACNTCNNTGNNCCTGGTTNTGCTNNNCOSfACCN 

CNNATNATGNNATANATGANAACCCGGACAAAGCNCAATTCGTGGGCCCCCTTACCCTAGCATGTCCA 

GAACGGNTTTANGGANTGGANTACGNTTTTTTNNTTATAAACNGAANCCNATTCTTTACCGNT^ 

TGAGCTTAGTACCNNTAANNCCTTGCCCCGGCCCATNAATTAGGGGANTNCTGNCNGGGGNGNGGCN 

1TANCCCATTAANCCTTTTNGANGTNNAANNGNNAATCACNTCTGTCNNATGGGTTTCCGAAGTTTCT 

ATTACTTGAGCCAATNTTANNACAANIWAGGGGAC^CGAAGG>mNATGNTTACATGGCCTTATTNA 

TGGCCATCNCCTTTGGTNATTGTTNTTAGGGCCAATAANAGGCN^ 

T>nSINNATANCTCNCCCGGGTTTTTCCGGATOT 
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TCTAAAGGAAAANAANTGGGGGNCACCCCTTTT^ 
TTTTTGGAAAANGGGGNNTCACACTTTTCCCNTTTAGAANAATATTT 
5 ACTGGGGGGGGGGGGGGGNTTNCCCCNTNATTTNNGNAAANNAAATATGGGGCCT 



TTGANCACAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 
AATTCGGCACGAGGCTTTANATAGTATTTTAAAAGGTAACTAATGCTTTTGACAGTATAAACAAAAAG 
1 0 CAAGAATATAAGGCCTAGAAAAATTGTCCTTCGAAAATATCAATGATGTACCCTGGAATGTGAAGATG 
TCCCCTTATAGTTTAAATTGATTTATTTGAATATTGTAATCACTCTTCAGACTTTGAATGAGTCATTACA 
GTGTGTATCTGTATATCTGTAGAGAAAAATGACAACCGAAATGTAACTTTAAAATCAATAAATTTGGC 
ACTGTCTGTTGCACCACTACTGTATCTTTTTGAAAGAATTAACAGTATTTTCTTATTGTAAAAGGTAAT^ 

1 5 ACAAGTAGGTTTTGCACGGCTTGANCNTTCAGAGATTA ACAGAATGACANCTCANTTTTAATTCTAAA 
GCCATGAAATGTTGCTTTGANACTGAACAATCTGAATCTTATTTATAATGACNCCCAATATCCATGTTT 
CCCTACTGGAAAANACCTGACAGTTCTTGCCTACACAGCAAGAACTTATTAAATCTTGGAAATNCCGG 
GCCTNTTTTAAATTCTGGGGANGCCGGGAAACAAAATATTTTGAGGGGAAATTGGTNTAANACAAAG 
GCNTTTGAAAAGGNTTTGCTGGCTTNAAACCTCCAACAGGTACATTNTTCGGAAAGGCAACGATTCCC 

20 TGCGAAATAAATTTAATAAAGGTAAAAGCCCAACCCTTAAAAAAAAAAAAAAAAAAACCTTGGGGGG 
GGGGGCCCCGGNNCCCCAATTTCCCCCTTTAANGGGGGNNNC 



AGNNNWnWT^GGNNNNNTTNANAAAGCTGGAGCTCCACCGCGGTGGCGGCCGC 
25 GATCCCCCGGGCTGCAGGAATTNGNTNCTNN1NNTTO 
GNNCATTNTCANGNNNAGNNTGTAANNCG^ 

NGCCTNNCTNCGTGAANGCTTNCCATANCTATTNTNCATTACATTCCACATCANGATATCGAAACNAT 
TCTACANNNTATNNACACTAGCATNACATTATNTNTATTNGCTTTACTTNCTTATA 
GGTTTACTCTNTNAAATATTTATTGTANGTCACTO 
30 TTNACCAGAACTACCTATTGGGTAANGATNACATTACTGANCCCACTTANAACTTNAACCTGNAATGN 
TNTCTTGCNCTAAAAGTGAACTGNCTAANTrANTGAAAANTACTWGTGNCCCCTACGCANTTGCACNA 
ATAAAAACCNTNNTTNTCTTNTNCCCAAAAANATGNNTTGNCTTAATTTCCCACATAAANGTTO 
CACCTCAAATANACTTNAAAATTTOTTTCTATANGTNNGGGNCNCCCCAATTO 

CCNTTAAANAAATTCTTNTTCNAGTTTTTTTANCCTTTTTNCCCNAANAATCATTGGNGGGGGGCNCCC 
35 TGGNAACNCACTGGCGNTCTINTTCCNAGC^ 

CCCTNGGGANNCTTCTGNGTNAAAANCCCCC^ 

AACCCCNTCCTTNCCNANA^GGGTTTGGGGCGTGGACCAAGGAAATTTTNCCCCATTANCC 
AAGGGTTTTNTGGGGGGAAGGTTCCCAAAAGCCAAANNNACNCNCGGGGGTGNGTGCCCCNNGAAAC 
CCCCCCCCTN GGGTTTTNGGGGGNNNNNTTTTTCCNAAN 

40 

ANCAANACTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATT 
CGGCACGAGGCCTTGACGGGCCTCACCAGAGGGGCCACCTACAACATCATAGTGGAGGCAGTAAAAG 
ACCAGCAGAGGCANAAGGTTCGCGAGGAGGTGGTTACCGNGGGCAATTCTGTTGACCAGGGCCTGAG 

45 TCAGCCCACANATGACTCCTGCTTCNACCCCTACACGGTCTNCCATTATGCCATTGGAGAGGAGNGGN 
ANCGATTGTCTGANTCTGGCTTTAAACTCTCGNGCCAGNGCTTATGCTTTGGCAGAAGGTCATTTNACA 
TGCAATTCATCTANATGGTGCCNTGANAATGGAATGAACTNCCANATTGGATAGNAGNNNNATGGTA 
AGGNATAGAATGGCCAAATGATGAGCTGNCTTNTCTTGGAANTGGACTTTGAGAGTTNAAGTGTGATC 
CTCATGNGGCCGCNTGCTATCCGATGGGATGACTTACCACNNTGGNAGAACAGNGGNGGANGCGACT 

50 GTCTTGGGGCCNTTTGCTrACTGCACATGCTTTGGAGGCCAACGAAGNTTGGCGCTTTGACAACTGAC 
NNANACCTGGNGCTTGAACCCGGTACCTAANGCTTCCANTGGCCACTCCTACAACCAGTTTTTCCAGA 
NNTTCCATCCGAGAACAAAACCTTAATGTCAACTGGGCCAATTGAGTGCTTCATTGCCTTTTGGATGTN 
CAGGCTTGACClSrrANAAAAATTCCCGAAAAGTAANTTTTTTCCAACCCCANAAAAAACAAGCGGTGG 
GATTTTCTTGNCCAAGlSrrCCCTTNCCAAACTG 

55 GGGNGTTCCTTTT^TTAAAACCCCTTTITTNTTTTGGGAAANAAACTT 
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GCCTATNNGGAGCTNCANC^CAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATT 
CGGCACGAGGAGAGATGGGAGGGTGATCACACTGTCTCATGAGGGCCAGGAGCTTCAGGACTTCCTTC 
TGTCTCAGATGTCACAGCATCAGGTGCACGCAGTTCAGCAGCTAGCCAAGGTTATGGGCTGGCAGGTC 
5 CTGAGCTTCAGTAATCACGTGGGACTGGGGCCTGTAGAGAGCATTGGCAATGCCTCTGCCATAACTGT 
GGCCTCCCCGAACGGTGACTATGCTATCTCAGTTCGTAATGGCCCTGAAAGTGGCAGCAAGATTATGG 
TTCAGTTTCCCCGTAACCAGTGTAAAGACCTTC 

CATCTTCGTGGGCCATTCAAAGAAGTTCAGTGGAATAAAATGGAAGGCCGAAACTTTGT^ 
GGAGCTGCTTATGTCTGCACTTAGTCCTTGTCTACTC^ 
10 TTTTCCCCAGAGAAGTTTCCAGAAACT 

GAATCTTCTAAAGGAATATTGTTTTTAAAAA 

TTTCACTTTTATAAGTGACAAAGTGCTTTAAAATGCAAAAAAG^ 
ANCATGGAAGAGATGGTNCTTTTTTTATGCAGTTGGACTTGAAACATTACT^ 
TTTTTAAAAATATCCCNTTGATGTTGA 
1 5 ACCCTTAAACCTAAATNNATTATNGCNTAACCATTCCCNTTGTTGGTNATGGC 
AACCCCNTAAAAACCCAGCTTTTNACAAAAAATCT 



NCCNATCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGTTTTT 
20 NANGAATGGCAGCTTTAATCATCCTGGCCAAGGCCCCTCAGGCTCCCTCCACTGCAGGCCTCCTTGGTC 
ATAAACCCACCATCAACCATGCCTGAACACTTTTCCCAGGTGGCCCCTGCTCTTGGCCACTGACGTGGG 
AACCTGAGGTCATGTCAGTCTGTGGATCTCTCCTGGGTGTGGATCCAGCAGCCCTGAGCCTGCTCTTGC 
CATCTCCAGCAGCTCCTGGGGGACATGGCCAGCATCAGCGGGAGGCTGGTTGGGGAAGACAAGTGTT 
CCCGCCACTGGAGCAGGCATTCCTCCTGGGCCGAGCTTCTTTGTGCTTTGAGACTGATGGAAGAGCGG 
25 AGGTGCTGGGGCAGAGGCCCAGCCCAGCCCCTTGAGGCAGGAGAATCACCGAGAAGGCGGTTTCCTC 
ACAGCACAGACAGGAGAACAGACACACGTGGGCACACACAGGCTCCACATCCTCTGCTGCTGCAGGG 
GGCATGGCACAGCCCAGTGACCCTTCAAAGCTTCCAGGTAAGGATGCAAAGGAAGGCCTCAGGGAGT 
GGACCANGCCCTGGCCCTGGGCCCCAAACTTTCCCAAAAAGAAGAACCCCAAGCCTGCAGGGGCATN 
TTGAGAAGCTAGAAGGGGAGCCCCCTNCAANANAAGGCCATGGCTTGACAAAGGGACCGGAACCCAA 
30 CCAAGGAGCCTNTGNGACTTAACCGCCC^ 

CCTNCCNCAAC^AAGGGNNCANNNTGGGANAAAAACGGGTTTT^ 

GGGANGGNTTTTGGGCNCGGNTTGCCCN 

GGNAANCNAAAAT>MOTANT^ 

35 

GCCCTATCNGGAGCTNCACCNCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGNAN 
AAATTGNNANCAATGCATTCATNGNCCTTCCAGCCCCATCAAACATTGNCATACATGATGAANTTGCG 
GTTCCCTCCTGGGAATCTGCCTAGTCCTACAAATCCTCACAGGCCTATTCCTAGCAATACACTACACAT 
CCNACACAACAACAGCATTCTCCTCTGTTACCCATATCTGCCGAGACGTGAACTACGGGGTGAATCAT 

40 CCGATACATACACGCAAACGGAGCTTCAATGTTGTTTATCTGCTTATATNTGCACGTNN 

ATATTACGGGTCTTACACTTTTCTAGAAACNTGANATANTGGAGTNATCCTTNTGCTCACAGTAATAGC 
CACAGCATTNATAGGATACGTCCTACCATGAGGACAAATATCATTCTGAGGAGCAACAGTNATCACCA 
ACCTCTTATCAGCAATCCCATACATCGGCACAAATTTAGTCGAATGAATCTGANGCGGATTCTCAGTA 
GACAAAGCAACCCTTACCCGAGTCTTCGCTTTCCATTTTATNCTTTO 

45 CATAGTCCACCTACTATTCCTCCACGANACANGCTCCAACAACCCNACANGGAATTTCCTCAGACGTA 
GACAAAAATCCCNTTCCACCCCCTACTATACCTTTAANGACATCTTAGGGGGCCCCTCTTACTAATTCT 
AGCTCTAATACTACCTAGNTNCTATTTCGCACCCCGACCCTCCTNGGGANAACCCCATATAACTTO 
CCCCAAGCCCNNTCCGNNTTNCAACC^ 

TTTTTGNCNTTACCGCNATTCCTTACGNATCCAATTCCCCCAACCAAACTTO 

50 

GAGCCCATNNGGAGNNGCATNNCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGA 
TTTCGGNNCGANGGNNNTNCANGGGGTNTACCTCTGCCCCCAGGTNCTGNANCATCNGCTC 
AGTGGGCCCGGNTCCCGCATCAGCTCCTNGNCCNTTTCCCGAGTGGGCAGCAGNNGCNNCTNTCGGAN 
55 GCGGNCTGGNCACCGGCATGAGCATGGCTGGAANCTACNGTGGGGCCCCAGGNTTGGGGGGCATCAC 
AGCTGTCACCGTGAACCANANCCTGCTGAGCCCCCTCAAGCTGGAGGTGGATCCCAACATCCAGGCCG 
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TCCGCTCCCAGGAGAAGGAGCNNATCAAGACCCTCAACAACAAATTTGCCTCCTTCATCGACAAGGTG 
CGGCACCTGGAGCAACAGAACAAGGTTCTGGAGACC 

NTGNCNCGNNGCNACNTAANACNCCATGTTTNATAGCTACATTNACAACCTCCGTCGGCAGCTGNA^ 
ACTTTTGGCCCCACGATAANCCTGAAGCTGGAAGTGGAGCTTGGCAACATGCAGGGGCTTGGTGGGAN 
5 TGACTTNCNAGACCANTGTTTCGNCGGNTGAAAAANTNANANGCCGCACANACNATGNAGGANTGAC 
ATTTCCNATCANTCAAGAANGANTGTGGGNCGAAAGNNTTACNTTGAAACNNGGNNA 
TTNCCCNCCCTGGGAAAGGGNTTGGACTTGGATNGAANANCNAANTTTCTTANNAGGC^ 
TGNAATAAGGNTCNTTCNNTNGTNNNAGNNAGCTCNTCANTAAT^ 
TCTTGNCTCNTNGGNCAAANNANNT^ 
1 0 TGGGCATNNGGNCCCCNNTTTTGTN^ 
NTGGGCNNNTC 



GAGCCCATNNGGAGNNGCATNNCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGA 
15 TTTCGGNNCGANGGNNNTNCANGGGGTNTACCTCTGCCCCCAGGTNCTGNANCATCNGCT^ 

AGTGGGCCCGGNTCCCGCATCAGCTCCTNGNCCNTTTCCCGAGTGGGCAGCAGNNGCNNCTNTCGGAN 
GCGGNCTGGNCACCGGCATGAGCATGGCTGGAANCTACNGTGGGGCCCCAGGNTTGGGGGGCATCAC 
AGCTGTCACCGTGAACCANANCCTGCTGAGCCCCCTCAAGCTGGAGGTGGATCCCAACATCCAGGCCG 
TCCGCTCCCAGGAGAAGGAGCNNATCAAGACCCTCAACAACAAATTTGCCTCCTTCATCGACAAGGTG 
20 CGGCACCTGGAGCAACAGAACAAGGTTCTGGAGACCAAAT^^ 
NTGNCNCGNNGCNACNTAANACNCCATGTTTN^ 

ACTTTTGGCCCCACGATAANCCTGAAGCTGGAAGTGGAGCTTGGCAACATGCAGGGGCTTGGTGGGAN 
TGACTTNCNAGACCANTGTTTCGNCGGNTGAAAAANTNANANGCCGCACANACNATGNAGGANTGAC 
ATTTCCNATCANTCAAGAANGANTGTGGGNCGAAAGN^ 
25 TTNCCCNCCCTGGGAAAGGGNTTGGACTTGGATNGA^ 
TGNAATAAGGNTCNTTCNNTOGTONN^ 
TCTTGNCTCNTNGGNCAAANNANNTC^ 

TGGGCATNNGGNCCCCNNTTTTGTNANGGNGNATNGNNNAATC 
NTGGGCNNNTC 

30 

TTGGAAACNGCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATACCCGGGCTGCAGGA 
ATNANNAACCANGNTNTGCCCAAGAANCAAAAGCGGA^ 

AAACTCGGCAATGAANTCANGTACAACTCCAAGAGAAGACACTTGGAGAAGAACCAAGCTGGGTNTA 

CAATGAAAACATCACTACTGTAATGCTTGGCCCATGATGTTATTTCCTCACTATCAGTCTGAGACCCAG 
CAATAAATATAANACGTTGCACAAAAAAAAAAAAANTNCTGNGGGGGGGNNGGGGCCCCNNCTGT^ 
CNNTTTGGGNTTTTGANAAAAACATTNTTTCANrTO 
TTOOTCNCCTCAATTGTANGGTANCNCCT 
40 ANTCNNCTCNNCGANTTNCNTTTTNCTTTTCAGANT^ 
NTTTTCTNNNTTTCNTTTATTNTN^ 
GTTACAC^NNNTTTTTNTNGCNTNAANCT^ 
NNTTNNGCGNTNTATTCNNTATTTGNATTTK 
TTTTTACCNTANANNGTCCTNTNC^^ 

NNTATACTNTTATTCTNGTAGTNNTTATCTATTCNNAATA^ 
NTANCTANNATGTGTTTTNTNTTNACNTCTNCT 



50 AAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGGAGA 
GGCTCCGCCTGTCCCCTAGTCCCACCTCGCAGCGCAGCCGAGGCCGGGCCTCCTCCCACTCGTCCCAG 
ACACAGAGTGGGAGCAGCGTCACCAAAAAGCGCAAGCTGGAGTCCACCGAGAGCCGGAGCAGCTTCT 
CCCAGCATGCTCGCACCAGCGGGCGCGTGGCCGTGGAGGAGGTGGACGAGGAAGGCAAGTTCGTGCG 
CCTGCGCAACAAGTCCAACGAGGACCAGTCCATGGGCAACTGGCAGATCAAGCGCCAGAATGGAGAT 

55 GACCCCCTGCTGACCTACCGCTTCCCACCAAAGTTCACTCTGAAGGCCGGGCAGGTGGTGACGATCTG 
GGCTGCAGGAGCTGGGGCCACCCACAGCCCCCCTACTGACTTGGTGTGGAAGGCTCANAACACCTGGG 
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GCTGCGGAAACAGCCTGCGTACAGCTCTCATCAACTCCACTGGGGAAGAGGTGGCCATGCGCAAGCTG 
GTGCGCTCAATGATCGTGGTCGAGGACGACAACGATGAGGATGGAGACGATCTGCTCCATCACCACCA 
CGGNTCCCACGCAGGCAGCAGCTTGGGGGACCCCGNCGAGTACAACCTTGCGCTTCGCGCACCGTGCT 
GTGCGGGAATTTGCGGGCAAGCCCGCAAAACAAGGCGTNTGGCCAACTTCGGGANNCCCAGNGGGCG 
5 GATCCCNTCTCNTTTGGCTTC 

GGGGGCAAANGGGGGGGGGGAAATTTTNGGGGNANAAGCTTGGTAAACCCGNTTTO 

GGNAAATTCCNAAANCCCCNAAACCCAAAAACCCCCCCAANNTNGGGTNGGGGTTNN 

GGNNTNAAAACAAANAAAAN 

10 

TNNNNCAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCA 
GGAATTCGGCACGAGGCCTTGACGGGCCTCACCAGAGGGGCCACCTACAACATCATAGTGGAGGCAG 
TAAAAGACCAGCAGAGGCAGAAGGTTCGCGAGGAGGTGGTTACCGTGGGCAATTCTGTTGACCAGGG 
CCTGAGTCAGCCCACAGATGACTCCTGCTTCGACCCCTACACGGTCTCCCATTATGCCATTGGAGAGG 

15 AGTGGGAGCGATTGTCTGATTCTGGCTTTAAA 

TCAGATGCGATTCATCTAAATGGTGCCATGACAATGGAGTGAACTACAAGATTGGAGAGAAGTGGGA 
TCGTCAGGGAGAGAATGGCCAGATGATGAGCTGCACGTGTCTTGGAAATGGAAAANGAGAATTCAAG 
TGTGATCCTCATGANGCCACATGCTATGACGATGGGAAGACTTACCACGTTGGGAAAACAGTGGCAGA 
AGGAATATCTTGGTGCCATTTGCTCCTGCACATGCTTTGGANGCCAGCGGGGCTGGCGCTTGTGACACT 

20 GNCGCAAACCTTGGGGCTGAACCCCGGTACCGAAGGCTTCACTTGNCCACTCNTACAACCAGTNTTTC 
CCAGAGATNCCNTCAGAAAACCAACNCTTATGGTCACTGGCCCAATTGAGNGCTTCATTGCCTTTGGA 
TGTNCAGGCTGACCNAAAAAAATTTCCCGANAGTATTTTTT^ 




25 

NNTATCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGNNN^ 
NGCNCNNNGGTCCTGGNNTWATGTGAGAANNNNGNCAANCNCTGNCNGGCTG^ 
ACNTCNNNACNNNTNAGGNGC^ 
30 GACC^AAATGNNNGNCANGACCCGNNACTNNAACNGNNTACANGNTGNCAT 
CCTGNCGGNTTACNNGNTGGCTNNN^ 

NCNANGNC^AANCNGACCNNGNTNCTGGCCAGGATTNAC^AACGCCCTCTGCTACATGGTO 
GTGNGAGAGNNCNATGAACTNANNTTTGTATTNNTGGCCCTNN^ 
AGNTNATGAT>nSfGNTATGAGAGCNNNCNNGNGTCTNACCTGCGCNTACTN^ 
35 CNCNCACGNNTACTTNCNTO 

TTGTTNACTGAATCNACCNAGATTGCGANCCTGNCNTNNTANNNAN^ 
GANANCGTNCTTATNACTNGCTO^ 

AAGAATGNTTTGGNTTACNAGNAAAAQSFNACCTCCGCCCCNNNTAAA 
CANATTNGTNTTTGCNCCTGTTNNTAAGC 
40 NCTTTTNGGCCCTTTTCOT 

NGCTTGNNTCCCCCCNCCNTGGANTO 



CCCCCCNCTCTCTNTNCCGCTOT 
45 TTTCNCTNGCCCNGCGGCGCCCTC^ 

TTNAGCCCTTTCAGTGGAGTCGTATTNCNAGNGGAGNCCGCTCTAANAACTAGTGGATCCCCNCGGGN 

NCCCTNCCTCCTTGNNCTTTC^ 

GNCCNTACTCCTGGTTTGNCNTTNTTCCCTGTNCNNTCTTCTNCTC 
50 CTACCTCCGCCCNTNNNNCNCNNTTNTTO 

TCCTCCNTTNCCCTNGTNCNNACNNCTNCCTNCNNCTTANNCTO 

NNCCTCCTCGNTCCCCNCNCCN^ 

CCCTTCCCCNCNTGNCNNCTN^ 

CCCNCCKNTTANNTNTCCCCCTCCGTCCACGCGCCTCCTCTCNCGTCGNNCCNNTA^^ 
55 NGGCCGCCNCCNGTTNCTNCTC 
NNNTCNCCTCGNGTCCNCCTN^ 
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CGNNTTCNATNTTNCGTCTNCGNNGNNNCNCNATGTNCTCTNCGCCGNNTTGTCNAATCNTNCNCl^ 
TCTISrr<^CCGTCGTGGCNCNTG<^ 
CNTNNTNTTTCTCCGNNNTTNCCCGT^^ 
CCCNCGGNCCTCMNCGACTNCCTCCTGNCGCCNCTC 
5 CTNNCCCNCCTCNNNNTACTTCGT^ 

NTCTNN>WGCTNTNTTCCGCCGTNTNTTNCATTGTANGNGGNCTCTCTCCGNCNTCN^ 
CTCNNCTCTCTCTCTNCNCNNTTNTNNNNCCTCCCCGCNCGTCGGTTCTCCNTNTNT^ 
CGTCTGNTCGCCTCGCTNCNTNGNNTOCNCTCGTO^ 

NNCTCCCCACNNACCNNTGCNTNCTNCNTNCCCTCCNTNTCCCCCCNGCGTGNNCCTCCCNNCGNGTC 
1 0 TNTCNCTCATCTCNNCTTGGGTCTGACGCNTNCGCTAAGGNNNCNCNCCN 
CMCTCTTCCNTCCTTNCNGTNNCGTANNGCACC^ 

CNCCGCTTNGTGCTCTACTCGNTCCGCCNCNCTNTNCTCCGTCTCTCCCNCGCGC 



15 GCCCTATAGGGAGNCGNATTACAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAAT 
TTCGGTACGAGGATTNTTGTCANCCTGNCGACCNGGANGGGGGGTC1WGGGGANGCAATTTNGCCCA 
TATNNTGATCTACNTCTTAC1WCGTTTTTTAAATC 

TNCACAGNGISTTCNTNGNNNGCTNCGAATGACCNCTTGNNNGNNATCATGACCAGNCCGANGGNTGAT 
TNTAGAATTGCCTGTGGGACCAGCTAACNNTCNNGCTG^ 
20 GNCCCNAATCTANCTGNNGANGGACTNAACTTTGNNTA 
CAGAGANGCNTCTGNGNNTNGAACGACmfNCTCTC^ 

CANANCACCTNNNTTGNNTANTTGNGCATANCTGNAAAGGNANTNNNTTCNNCTCTNACCGTN^ 

NTTNAAGNAACNCNTTGNTNCAGGNGTGCOT 

CGNANCNNATNNNCANGNANGANANGNANGNGGCCAGTO 
25 TGCACTACTTCTTAGCNNAACCTNCTGGNCTTNAANNNNTNCNNTTAAGAANTNTNATNTTTCTACT 

CAGNNAANTTAATCGTCNNNNNGAATNANTTNTCCNNGGGGCNNGAAANAATTANCTAANTCCNTTA 

NTGKTCCACNTNNAAGGTGCCTGNTCCCCTNGNANCGAAAANGANCTTCNTNCACTTGGGNNNCGNN 

CNNTNAATTNNCAAAATNANNTNCNNNNTNNTTT^ 

NNTCNTNNNCAGNGGNNAGGATNTCTC 
30 TTCNTC^AANAGGNCTATTANCNGTCCTNCGNTANANTNGNNAANNAGNCCAGNACCCCACTGTNNT 

GTCTGNGNTTNNNNNTATNNNTNG>nWNNCCG 



NCNNNATCTGGAGCTCCANCNCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGANT 
35 TCGGCACGAGGGTCCTACAAGGTGTCTACCTCTGCCCCCAGGTCCTTNANCANCNGTTCCTACACNATT 
GGCCCCGGTTCCGNATTAANTTCTTGGNCNTTTNCC^ 

CNNGGCNCCNGKNTNAACNTNGGTNGAANCTNCCGGGGGGNCCCANGNTTGGGGGGCNTTACANCTN 

NCACCNNGAACCAAAACCTGNTNANCCCCCTTAAGCTGGANGNGGATNCCAACATTCAAGCCGTCCG 

CACCCAGGAGAAGGAGCCGATCAAGACCCTTAACACACACAATTTGCCTCNTCTTTATGACAAGGTGC 

40 GNCACCTGTGAGCACAAAGAANANGGTNCnTGNAGACACCATNTGAACTCNTGNNCCATACATAAAA 
NNTGTGCGGAGCNANATATACANCATGTNTGTGAGNTATATTNANAACCTCTGTCGGCAGNTGNNAAC 
TCTGNNCCACGAGAAACnsrNAGACTGTAAAATGNNGCTTGTCNCATGTAGGGGCTGGTGGGGGACTN 
TTCAACAACGATTGNGGATGATGATANNAANCNCCANAAATCGNGGAATGAATTTTTCTCATCAAANA 
ANGATGTGGATGAAGCTTNTNTGANCAACGTGGAACTGNNGNCCCCCCCTGCNANGGGCTGCTTGATG 

45 GAAAANAACTTTTTCCAGCCGCTGNNTTAAAAAAGAAA^ 
TCTTACCCCCMvTGGGTCCTTTTTCTT^ 

CCNTTGNNGGGNANNGGGCCCCCCTTTGAAGGAAAANNNCNCNCCCCCCCCCNGNCTTNATACCNAA 
GNCNTTTTTCN 

50 

NCNNNATCTGGAGCTCCANCNCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGANT 
TCGGCACGAGGGTCCTACAAGGTGTCTACCTCTGCCCCCAGGTCCTTNANCANCNGTTCCTACACNATT 
GGCCCCGGTTCCGNATTAANTTCTTGGNCNTTTNC^ 

CNNGGCKCC^GNNTNAACNTNGGTNGAANCTNCCGGGGGGNCCCANGNTTGGGGGGCNTTACANCTN 
55 NCACCNNGAACCAAAACCTGNTNANCCCCCTTAAGCTGGANGNGGATNCCAACATTCAAGCCGTCCG 
CACCCAGGAGAAGGAGCCGATCAAGACCCTTAACACACACAATTTGCCTCNTCTTTATGACAAGGTGC 
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GNCACCTGTGAGCACAAAGAANANGGTNCTTGNAGACACCATNTGAACTCNTGNNCCATACATAAAA 

NNTGTGCGGAGCNANATATACANCATGTNTGTGAGNTATATTNANAACCTCTGTCGGCAGNTGNNAAC 

TCTGNNCCACGAGAAACTNNAGACTGTAAAATGMNGCTTGTCNCATGTAGGGGCTGGTGGGGGACTN 

TTCAACAACGATTGNGGATGATGATANNAANCNCCANAAATCGNGGAATGAATTTTTCTCATCAAANA 

ANGATGTGGATGAAGCTTNTNTGANCAACGTGGAACTGNNGNCCCCCCCTGCNANGGGCTGCTTGATG 

GAAAANAACTTTTTCCAGCCGCTGNNTTAAAAAAGAAAATCC 

TCTTACCCCCNNGGGTCCTTTTTCTTGGAACAAACAACCCCCANCTTGGANCTTGGATNGGGNTTOATT 

C(^TTGNNGGGNANNGGGCCCCCCTTTGAAGGAAAANNNCNCNCCCCCCCCCNGNCTTNATACCNAA 

GNCNTTTTTCN 



TNNNNAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 
CCTGACCTGGCAGGCCTGGAGGCGCTGCGGCGGCGGGAGCAGCTCCCCAGCCTGGCCCAGCAGGAGG 
ACCCAGAAAAGGTAAAACTTCTGCCTGAAGTTCAACTGTGCCTCGAGACGTGTGCTCCTGAATGCCAG 
CAGAGCTATGGGAAGGTGGAAAGTACACAGCTCGACAACGAGTCCCAGTGAGGCCAGCCTCCGGCCT 
GACAGCAGAGGAACCAACCCAACCTAACATGTCACCAGTGTCAAGGATGCTCCAGGTCCTTGCAGGA 
CCCTGGCACTTCCCACCCAGTTAGATTTTGCTCGACAAAGCCTCTCTTTCATTCTCCAAAGCATCCACG 
GGCTTCACATTTCCTCCAGAGGCCTCCCAGGAANAACGCTNGATGGTGTCTCCCTGCTGGCANANAAA 
AGCCCTGGNAGCTGGTGGCCTGCACCAGTGCGTGATGTGGGGTGACNTGNCGGCCGGGGGGACCCCC 
GCGGGGGCCTCAAAAAGCTCANAGAAAGGAAGCNCCNTTCACAAAGATACCTTCCCCCCGCCCCAGC 
CTGTTGAGCCGNAAACACCCAGCCATCCTGAAAGCCCACAGNTTTGCCAAGGACTTTCCTTGTNGGGN 
GGGGNCCCCCTTGGGCTTCATTAAAATAAAAAAGTCGTCGNGGCAACCCCCTTNAAAAAAAAAGGNG 
GGCCNAANTTTNGGGNAAATCCCnTGCCTTTTTTTTC 

CCCGGGCAAGGGGNCCCGGGCCGGGCCCTTCCNGGGCTTTCNTTTGCKjGCACCCCTAATTGGNCCTGG 
CCCTTTTGGGGGGGGGGTTNCCCNTTTGGCCNTTTTCNCCCA 



TTNAAAAAACTGGACTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGGTT 

TGGTGGACTCAGACAGNCCATAGTGGCCTTTTGACCTTGAGCAAGGGGCTCAACCTCTCTGAGCTTCT 

GTCTCTTCTGCAAAGCGGAGCTCTTAATAGTGGTAACCCACAACGGCGAGGAAGCCAGCCAGTTTNTG 

GGTAAAACCCTTGGCGTNCATTAAAGCTGATTTCTCCTCACTGGCCCTGTGAAGCAGGTTCAGTTATTA 

CTCTACGAGATAGATGGGGAAGCCAAGGCTGANAGAAGGTTTGGGGCTGGGACCCTAAACACCTGAG 

TGCAANACTGGCCCCCCTCCACCGAGGGAAGTGGGCTGAAGCCTGGCCCAGGCGCACCCCTCCNTGGG 

GAGAGCCTGGGATGCCCTTCAGCCTTAGTGGCTCCTGACTCATGGAGCCCTCAGCCACCCCAGGGCCC 

CAGATGGGGGTCCCCACGGAGGGCAGGGAACGGTCCCCGGAGCCTCCANACTATGAANACNAGTTTC 

TCCGNTNTCTGNGGCGTGATTATCTGGTACCCGAAGCAGTACCAAGNGGGTCCTNATCGNANCCTACG 

TGGNTTGTGTTNTTCGAANCCCTGGGGGGCAAACACACTTGGTGTGCCTGGCCGTGTGGCNCANCCCC 

OSITGANGGACGGNCACCAAATTACTTTATTGGNAAACCTGGTCCCTGGGTTGACGTGCNTGGNGAACG 

GCCATTTTTGCCTTGCCGGNTAA<^TTNTTAATAAAAAAATCACNTGGAATCCTTGGGT^ 

CATTGCCCNTTTGGGAANGGGCAATTCCCC^TATTTTACANGGNCCGGTTTTTTGTTTC^ 

AGGCTTTAANCCCTTAAATTTTTNTTTl^^ 

CTTTTGNTTTTTNAAAAAAACCA 



CAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGTTTT 
TGCCAGCCTCAGACATACTGGTTACATCTGTATTGAACTTTTGACCCTAGAAACCAATGGAGTTATTTC 
ACCACAAATAACGAATATGCCTGAGGTGCATGGGAATATAGTTAGCTGTACTCTGAAGATACATTTTT 
TTTTTTTTANCTAGGGCCCNCANCNTNTTAACC 

TTNAGTNC^CCAANTGGNAACCNTTTNGCNGNTNNGGGGNTAAAANTTTCTTTGG 

TTNNCNAANANNGCCCAAATNGTANGGTNGCCN^^ 
NAANCC^TNNCAAATTTNANGCNGGANTNNACAACNTCNTCAATTTO 

ACCCAANGGGATNAATTANGGGTTATTAANAATTGGNTTGGANATCNNACNGGGGCAAATTTTTTAAA 
AGGAGNAAATTGGCCTTTATAANGNAAATNGGGGATTTTGGTT^ACANGGGGGTTCCTATAGGTTTA 
AATTTTCANNCTTTNAAAAAACAAAAAGGGTTNGGGGAAATTGGGNANAAATTTTNAAANGGGTACC 
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GGTNTTTTAAAAAGCNCAAAAATTTTCCCCTTGGG 




AATTTAANTTAAATTNNT 

5 

TTNANCAANCGCTGGAGCTCCACNCGCGGTGGCGGCCGCTCTAGAACTAAGTGGATCCCCCGGGCTGC 
AGGAATTCGGCACGAGGGTTTGATATACCTTCTATTTTTATGGAGAACATAAGTTTAATTGGT^ 
TGTTTCTAAGCAATTGACTAATAAAACACAAAGTTGGTTAGTAATTATTTTGTTAA 
1 0 AGTATAACTATTATTTATTACTTGT^ 
ATTATATCTATTGCATTACTTTT^^ 

CTTTACCTATGAAAACTTTTAAGGGTTTATAAGACTCAACCAGAACTACATATCT^ 
TAATTAACAGCATAAAATTTATACTATAATGTTTCAGTCANTATAATTCCACTTA^ 



15 




CNGACCCCCTCTAACTTACANAGNNANTAGAGACATTTAAAAAAACCTNGNGGGGGGGCCCGGNNCC 
CCAATTCNCCCTATANGGGGGGNGGGNAAAAANNNNN^ 
NGGNCNNNANAANAANNCCCNNN^ 
NNNNNNNCCNNNGGNNCCN^ 
20 GNNNNNNCNTTNNNTNAANNCCC^ 



AAANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCG 
GCACGAGGGGAATATNTTGGTGCCATTTGCTCCTGCACATGCTTTGGAGGCCAGCGGGGCTGGCGCTG 

25 TGACAACTGCCGCAGACCTGGGGCTGAACCCGGTAACGAAGGCTCCACTGCCCACTCCTACAACCAGT 
ATTCCCAGAGATACCATCAGAGAACAAACACTAATGTCAACTGCCCAATTGAGTGCTTCATGCCTTTG 
GATGTACAGGCTGACAGAGAANATTCCCGAGAGTAATATTTCCAACCCAGAGAAACAAGCGTGGATC 
TCTGCCAAGGTCCATCCAAACTGGAGTGGTGTTCGCAGACCCCATGTTAGTGTGTTCCTTTCTTAAGCC 
CTTTGCTCTGGAGTAACTTCTCCAGCTTCAGCTCAACTCACAGCTTCTCCAAGCATCACCCTGGGAGTG 

30 TTTTCAGACTTTTCTCATACATGGGAGCAGTANGTTATCTATTCTTCAAAATAT^ 
ATTTTAAATGAAGTGATTCTAACTTGTGATTNGGATTGGGATCCATAGGGAAGCA 
AGATACAAAATGTCTTGAAATGATATTACCAAAATTNTAAGTAGGAAAGTTACCTGAACACT^ 
TNCACTTAACTGACTGGCCCGCAATATTGTANGAAACAAGCATGGTCCTTTGTACTGTGGNATTCAAA 
ACAGCCACAAGTACTCACTTTTTCCAAAAGGAATCTAGTAATTGGCTAAAAAAATCTT^ 

GTNGATAANAAGGNAACTGGGCCNAATATGGGGGGGGATATTTTTTATACCGGATGGGNCCAAGC 
TNTACTGGGGNAAANAAACTGGTTTAANT 



40 NCCTACNGGAGCTNCACCGCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGGTGA 
AAGGGAACTGTTTAGTTTTAACAAGACTAAGTTAATCATGGGAGCCCTCAGGTGAAAGAGm 
ACAACAACTCCTCTTTCCCATAGTCAAGGTGGATTTGTCAGGCCCACCTGAAATGTGCCCATAGTCAA 
ATCATTTACTCGCTCCTCCTANATCGCTGCCCTTGACGTTTCCCATTGCTGTACGTATTTCTA 
GTTTTTCTCTTAGAATGTCCACCTCTTC 

45 ACAATAATTTGCTTTCCATCCAGTATGCTAGTTCTTATTCAAGAACTGTGGTC^ 

TGAGTATCCTTTGCTTGTCTTTCTAGNACTGAAAATTGACAGAAGTAACTGGCTGTGCAGAATGTAATA 

GAAGCTTTTCATATTCTTTTATTCTTAAAATCAGTATCTTT^ 

TGTACATTTAAGAATATTTTGATTACA 

CAAGTAAGTAAAAAACATACATTATAGGGTAGAGGGAAATGGACCTTGAATTTCTATCTTCTCTCCCA 
50 CACTAAAGCTGNAAACACTTTGACATATTTTGNNCTGAAACACTTGGGTCAAATATA 

CCTTTTTGGANGGAAAAAAGGGGGGCCTCCAAAATTTTAGGGAAGGGATO 

TGCNNAANNCNNATANTT^ 

NTAAAAAAAAAAAACTGGTTNNNNNGGAN^ 

55 
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GCCCTATNNGGAGNNGNATCNCAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCA 

AAATCAACACCGATGAGATTATGACCTCACTCAAATCAGTCAATGGACAAATAGAAAGCCTCATTAGT 

CCTGATGGNTCCCGNAAAAACCCTGNACGGAACTGNAGGGACCTGAAATTCTGNCNTNCTGAACTCCA 

GANNGGAGAATATTGGGTTGATCCTAACCNAGGGTGCNAATTGGATGCTNTTAAAGNCTACTGGAAC 

ATGGAAACTGGGGAAACGTGCNTNAGTGCCNNTCCTTTGACTATNCCACANAANAACNGGNGGACNG 

ATTCTGGTGCTGANAANAAACNTGTTTGGTTTGGANAATCCKTGGAGGGTGGNTTTCANTTTANCTAT 

GGCAATCCTGAACTTCCCGAAGACNTCCTCGATGTCCANCTGGCATTCCTCCGACTTCTCTCCAGCCGG 

GCCTCTCAGAACATCACATATCACTGCNCAGAATAGCATTGCNTACATGGATCATGCCAGTGGGGAAT 

GTAAAGAAAGCCTTGAAGCTGATGGGGTCANATGAAGGTGAATTCANGGCTGAAGGANATAGCANCA 

TTCACATACACAGTTCTGGAGGATGGTGTGCACAAAAACACACTGNGGAATGGNGGCCAAAAACAGT 

CCTTTCAGTATCNAAACACGCANGGCCGGCCAGACTACCCTATTGTAGAATATTTGCACCCTATTGAN 

AAACCCAAACTTCTTTTCCAAAGNNCCCACAAAAAAGCCTTCCCCCCTNCCATTATNGTTTCCCTTTTT 

GGTTNCTTAAATCCTTGGTNAGNCCNGCTACCAAGTO 

CCNAAAATNTCTTTGGNGGAAAAAA 



AAANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGCCTGCAGGGAAAA 

AAGAAGGTTCCTGCTGTGCCAGAAACCCTTAAGAAAAANNCGGANAAATTTCNCAGAANCTNANAAT 

NANCCNACNGAAAANAANNTTGNCCCAAANAANNNTOCAAAGGNCAGGGNGNANCNTANTTNTTAA 

AAANCNTANCCTTNCCCCCAGGNATNCCNGCC^ANNNNCCNAAOSINNAATTN 

NNCCAAAAGCCNGTNACTTNTOTN>WCCCNCNGAACCCNAATTGGCGTTTGGCATTCNGANNANANG 

NATNAATGGTGTGANCCCCAAGGGTCNAAAGGGCTGCANCTTCTTTCCTTCGNCNGATATTTNCGGGG 

CCTTTTGANNCTCACCACGGCGTNAATTNC 

CACNNATNTGAAATCTGTGAATGANNTNANTTACACNCGNGGNTCGNCGNAATCTCCACAAAGCGAA 
TTNCCTGNCACACAANGCATNNATTGCTCNATCTCTTGGGAAANATGGAATCATCTGCNTGGAGGATC 
TNATNCATGANGACATATNCNCGGGANACGTTTN^ 

NTCTTCTTCNCNACGGGGGGGTGAAGAAAAAAAACCCCCCCTTTTTTGAAAGAGGGGGANGCTTGCTG 
CCAGNGGAGAACACCTNAACNGGCTTTTTTATAAGGANGAACTACNGNGTTTCCNGGAAGATTATTGG 
NNGTCNGGGTGGTTAAACAACCNNACCCAAAAAAAAAAAAAAAAANNTNNGGGGGGGGGGCGGGCC 
CCCNNNNNNNNNNTTTTTT^^ 



AAANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGCCTGCAGGGAAAA 
AAGAAGGTTCCTGCTGTGCCAGAAACCCTTAAGAAAAANNCGGANAAATTTCNCAGAANCTNANAAT 
NANCCNACNGAAAANAANNTTGNCCCAAAN^ 

AAANCNTANCCTTNCCCCCAGGNATNCCNGCCNAhMWC(^AACf^AATTNCAATGGNTTNGANGG 
NNCCAAAAGCCNGTNACTTNTNTNlSrNCCCNCNGAACCCNAATTGGCGTTT 

NATNAATGGTGTGANCCCCAAGGGTCNAAAGGGCTGCANCTTCnTTCCTTCGNCNGATATTTNCGGGG 
CCTTTTGANNCTCACCACGGCGTNAA 

CACNNATNTGAAATCTGTGAATGANNTNANTTACACNCGNGGNTCGNCGNAATCTCCACAAAGCGAA 
TTNCCTGNCACACAANGCATNNATTGCTCNATCTCTTGGGAAANATGGAATCATCTGCNTGGAGGATC 
TNATNCATGANGACATATNCNCGGGANACGTTTNAAAAAAGCAAACACTTCCTTNTGGNCCNTTAAAA 

CCAGNGGAGAACACCTNAACNGGCTTTTTTATAAGGANGAA 

NNGTCNGGGTGGTTAAACAACCNNACCCAAAAAAAAAAAAAAAAANNTNNGGGGGGGGGGCGGGCC 
CCCNNNNNNNNNNTTTTTTTNNGGGGGGNNN 



TTGAANAACNATCTGGAGCTCCACTCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGC 
AGGANTNNGGNNCGAGGCCTTGGTCCAGCGCTCGAGGNTGN^^ 

TTCTCCTACTNGCTGANCGCO^TCGGGGGCAGCTCCGCANCCCGCGCCANGGTCTrCANNNTNANCCK 

GCANANCTTGNGCNTNGTGGNANACGACGATTGGCTCANNANGGGNTATCGGTGAGCTCATNGGTAA 

GNNCATCTATGACTTCTTTGCTCTGGNTATCTTAAAGCTGGNCACTGTGCNGGTTGNTGNNGTTGTGGG 

CNCCTCCNATGCCCCATGATTTNGCGACANTCCGCTGCAGGAATCTTGCTCCNTCCTTGGGGNTNCGN 

NAANANCGAGGAGAATAAAGAAGAGTTNGANGANCTCNGANGAATGACaSTTGGGCTTTGGNTTGNTT 
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TNACTAGAATCCCCGCTOCCCTGGGAAATANNACCCCTTTTTNTGTNAAAAAAAAAAAAAAAAAAAA 

ATTTTTGGGGGGGGGGCCCNNNGCCCCNNNTN^ 
CCCNTNNCNTTNCCTCCANCCCGGNANTGNTTTTN^^ 

NANNNCCCCCTNTNTANNCCCCIWTTTTTTTA^GTTTTCCTTTOCCNNCCNGNNGTGGGNACCCKTO 
CCNNTOTNTTTNTNTNCTTGNGGNTTCNCNNGAGGNCCCNANCTGGGGGGGNTNCTCITTCCCGTNCN 

ANNAANTANCTlsnSTCTATTN^nTO 

GGGNNNNGNTTTTNTTTNAACCCNCNNTTNTTm 

NATTATNGNCCCCCCNANNNCNCCCM^CNTTTT^ 



TTGANCACAGCTGGACTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGN 

NGGAGCANAGGGNCCCACCGNCGACNNNNGAGGGAACTCNNTNACTGGNNCCGTGCTCATCTCAGGA 

NCANANCCATTNCTTAGNGAGATAATATAGTATCAAAGCAACATGCAACCNANACCTTTTGACATTTT 

AGGGCTAGTTGGTACTTNCCANTANACATGTTTGGTGGCTGGTGTCAAANGTCCGNAAAGNATTAGCT 

GCCANGNNAGNGGAATGCTTGCTTTTATTAAAATGACTGTANTCTTCCTTGrmCAGACAAGCTATCAT 

TGGAAACCTCCTTTTACAGTACAGGGNGNTCAGAAACGTTTTNAGTNCTTTGAAAGCACTATATTTATG 

rrGCTCCANGGAGTTGATTTTTCTCCAGGTTTAAANAGAATNACAGCTTCTAACTTTTAATTANAANTG 

NACAAGACAGAAAGCCCCGNGGANAATTAAAGCCAAANAGGATTTTTCATTNTAATTNTNGGGGGGG 

AAAAAANATCCCAAGCNTTGTGGANNTAAGGNGTCNCCCCATCCAAAACNNTGTTTCCCNTTGGNTAA 

AAAAANTCTTTCCTTGGAAGTTTNAAACCTTGAATNGCCCNNAAACTTGGGTNNGGNNGGGGGTGNCN 

CTTAATTTANGGGGGGGGGGGGGGGNGGGTTTGGGGGGGGTTNAAAAAATNAAANNNAAGCCNTGN 

GGGCCNTATTTNNCCACNlSnSfGAAATTTACCCGNGNGGTTCCCCCAACCTTTT^ 

NTTANGTTAANGGGGAAAANGNGCCCTTTTTGGGGANNANAAACGGGGGNCCCCAAAAAAANGGGG 
GTNTTTTNGGNCNAANATTTNAACCCGGGTTNTGGNCCNNCTTTTTAGGNG 



TNNANAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 

AATTCGGCACGAGGCTCACTCCTNTGGTGGANCTCANCACTCGGGAGGCCCTCGTNTNANGGACAGCT 

GCTTCTCCCGGGCTGGGCTTTTCTCCCTGAGCTGCTCAGCTGGAACCAGGGACACGGTCTGAGCCCAA 

CGCCAGTGTCTATTTTCCACAAAAACGGGCAATGCTGNGAGAGCCATCGGAAGACTGTCCTCTATGGC 

AATGATCTCAGGGCTCAGTGGCAGGAAATCCTCAANAGGGTCACCAACCNGCCCNCTCAATGCATAA 

AAAACTAGAATCTGANNATGNCTCCCAAGCTTTCCTGAAGNCTGTCGCTGAGGAGAANCCCCATGTAA 

AACCCTACTTTCCCANAACCATTTCGTGACTTAGAAGTNGGGAAGGGAANGGCTGCTAAAANTTGACT 

TGAAAAAATGGAAGGATACCCCNGACCCCTGGAAGTCGTTCTGGGTTCAAGGAATGACCCATTCAATT 

CCNGGGAGGGCCCGGCCACTTTCCANAATGGACTTACGGATGAGGGATGGGGAACCTGGCTTCTTTNA 

ATCATTAATTGAANGTCTGGCGGNGAATGAATGAATGCCCAAGGACNCCCTGGCAAAGNTTGGAAAA 

CAGGNCTTGGGGNAAACCCCCCTGGCNCAACCNNAACNTTATTCGNGGGAAACCCNTGGGAGGGAAN 

GGAAAAAGGAAAAANGGGGGANNAAAAAGGNNGGAAGGAAAAAATTGAAACCAANAGCCCNGGNG 

GANAAACCAGTTTTTTAAGGGCGTTNTTACCAAAAGAACTNTTTTTT^ 

AAAAAAAAAANAACTCGGGGGGGGGGGGCCCCGGNCCCCAAATTTNCCCTTT^ 

NNN1WAANANAGCCNNNNAAANNNGNN]>^^ 



TTGGAAACCNCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGN 

TTCCTTATTTNNNAAATNGGNTCTTAAAATAGGTTCATACTATCCTTTGNGNAGAATTGAAA 

AGAATGTTGTTCATACATATCATGGAAATTGCACAGTAAGGGAGATTTTCATGTAAGATTTGTTGAACT 

ANTTGCATTAATTCATAGCCATACTTGATGAATTAAGTCACAGTGGCTGACATTGATTCTGAATAAATT 

GACCTAAATAAGTANGTATTAATGTACTCTNATCTAAAACTAATTTAGCATATTTGTTCTGTTTTTGAA 

AGAACAGGAATTGCCCTTTAATACTTGTTTNAAATTTGAGNACCTAAACCTTCACACGAGTATAGATTC 

AAATGGNCACATACATTACTTTTATAAAGNCCGTTATTATTGATTTATTTTAACCCCNAATCTGAGACA 

NATOAAATATTGNTNTATTTGAAAAATGTCNTTTCTTTCCATTACTGTCATCTNACATTACCCCCATCTT 

GAGGGGAANGANTCAGCNCTANGGTGNTTTNATGGATGTGAGTATTTCTCATTTTTACATAAAACTTC 

ACAATTTATACTTCTCCAATCTCTTACCGAACnTTACANANTTTAAAAANNANTCNTTTTANGGCCTAN 

CNANANNAACTNGNTTTTNTTNTNTGNGANNANCAGNANNTTNm 
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TTATTTTNGACTTTTANN^ 

NTATNTNNTNTTCTCTTTAANNNTTNTTTATANNTTTCAC 

TNCNTNNTANTAThWATTNITSrCTANTATCTCTNTTTCCATO 

TTTNNCTCNTTTCG 



AAANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCG 

GCACGAGGATAGACrTAAACGAATACATTAACGGTGCTAAACACAGACATTTTAACCCAAGTCACGAC 

ATTCTTAGCTGTAACTCAGCTCTCACGGCCTCTTGCTCACCCATGAATGGTCCCGTTTTCCTCTTGCCGC 

GTGCACCTCCACCCATTGTCTTGGTGGCACATGGGTGGAACACTTGATCTGCTCGAGTCTGCCTTCAAC 

ACACATTGCATCTTCAGATTTTCTACTTTTCTGTTCAAAACTAATATTCACCAAGTCAGACTT^ 

ATTTTATATCAGGGTATTGGCTGCCAGGGGGTCATCCCTAAGTGGCCTGAAGATGGACAAAGGGAAGT 

AACAGGCACGTGATGTTGGCAAGGATGCTTCTAGGGCTAGAGGATCAGTGGTGGGAGAGAGCTGCAG 

AATCCACCAGCCAGAACTGCAGATAACGAATCTTATGGTCAGGGGCTGTGACTGAGAGAAGGAAACT 

GAGGTTGTGTTCTGAAAGTACATAAACTCTCACATATACCCAGTTCTTCACCATCTCCCCTCCTCACTTT 

GCAGTGCCATTTCTTTTTGCATTANGCAATTTGCTCAGACTITCCAAAGCCATGGCCCATCCGTTCTCTG 

GAATCCCCCACACCTTCTGAGANGTGGATCACCACGTCCTGCANGGCTGCTCCCTTCCAAACTACCTTT 

AAGAAGATGCAGGACAGGGGAGCTGTTTCAACCAGAAAGACCAAAATCAANNCCGAGGAGCCAAAC 

GTGGTAAAACAGAAAAANGGCAGGGGGCNAAATGGTTlNCTTTTGGGNTTCNGGTTTCTTTTm 

TCTGGGATGGGTGGCCCCANANANTNTTTANTCGCOTAACATGGTNCTTCTTTTTTrCCCTTC 

TTTTTTTTTTTTTAATNAAAAA 



NCNNNATCTGGAGCTCCANCNCNGTGGCGGCCCGCTCTAGAACTAGTGGATCCCCCGGGCTTGCAGGA 

AATTCGGGCNACGAGGGTCATGCAGGCCCTGCTGGGCCCGCAGTCCCTGCCTCGGACCAAGGAGGAG 

AAGCACAANCCAGCCCCCCAGGAGGACTCGGTANCTGCCAGCAAGCAAGCTTCCCCAGCCCCCAACA 

TCAGCAGCGGCTCCCAGACCCCCCGGCGGAAAAAGNCGCCGTGATCTGTCAGCCACATGTCCTTAGAG 

GGTCAGGGTCGCGCTTGCCTCTGGCTCTCTGCCACAGGAGGGCCCAGCCGCCGTGCCTTAGCCAGCTG 

CCATGCATACGCANGTCAGGGNGCTGGCCTGTGGGGGGCGCCAGCCCTTCTGCTTCAAGGGCATCCCC 

CCACCCCCACCACGTCCGGTCCCAGGACACCCTCTGACCTGCTCGACGGCCCAGGAGGCCCATGTGTG 

ACCTGGCAATCGGGGACCCTTGCTCTNTGCCCCCACGGCAGGGGTCCGAGTCTGAGCCCCAACCCCGG 

CTCCTGCACACGGGGTGGAGGTAGGGTGGNATGAAGCTGACCTTGCTTGGGGAGAGGAGGGAANACC 

CCCANGGTCTNCTCTACAGCANCCTGTCTGNGGTCCGNATCCGTGAACCAATAAAGGCAATTGTGNCT 

TGACCOWNNTGNNTONANANNAANNAATTTGGGGGGGGGGCCCCNAACCCAAATTNNCCNT^ 

GGNNNNNNNNNTNACNNN^ 
NNNNNNNNWNNN^^ 

NNNNNCCN 



GNCCTATAGNGGANGNCGNATTNCAAGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 
AJ^CGCCATNATGNANTTTTGNTGC^^ 

NTGTNTA>WAAATTTCAANA>mAN(^GATCKrGGATGAANGANATTANCGCAGGANCNTCCANTGGT 

NNNCTAANTGGAfWCNCAAACTGGTNCNAA^ 

TTNTTNNTACTTCTGNIW^ 

GACTCTTNlSnsnsfANAANANNGANNANACC 

NATCAN>HTNAGNGNACNNCCNCNTTTOT 

ANTCNANNNNACNAAGGNAGAAAAGTNCTNTTNNNNTNNAATAANATN 
ATCATTCGNGCTGCNCNNNAN]Sn ,, nsrNANAGNTATNTG]S^^ 

NTANANThWACTCACNGTAAAGNANNO^TCNNTCTCCTAGCANCNTTTCGTNACCAANNCCTCCTC 

NCAAAAGNAGNATNTTAANGANATGATGCNAANGCTCNCCAAACNNNATAACAT^TAANCNNCTWA 

NANTINATCANTANNCATNTNNANGTNNGNNNNCCACAT^ 

CCTGNCCACGANGTTTNTNATANCAATNTN^ 

NAAAGCCNNTTCGGNTCACMANNTNTTT^ 

TNNAGTNNNT^TC^ATNNTGNNTCCNANACNGNCGANCTNNNG 
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GNNTCATANCCATCANGAANCNACGTCNATATCGNCCTCCOT 
CAGNTGNCTCGNTNCNCNNATGCGNGNTACTANAGANTTNNNNTGNCGNTNGNCG 

TTNAGNNTATCTGGAGCTNCACCNCNGTGGCGGCCCGCTCTAGAACTAAGTGGGATCCCCCGGCCTGN 

AGGTCNAGTTNTTTTTTTTTTTTTTT^ 
NCNNlSnSfCCNTTTTTTTNNTSO^ 

NNNCCNAAAAAAN>JNNNNNGGCNNTTAAAAANCCCNN^ 

TTTTNNGGNGNCCCCCGGGGGNAAAAAAAANNCNNTNNGNNT^AAAAA^ 
NNTNCCCCCCCCCNTTT^GGGGNNGGGGGNNT>WTTTTTTTNGGGGCC^^ 
TTTirTNCNNAAAAANCAANNGGGNTTNTTTTNGAAAAAACCCCCCOSTNT^ 
CCANAAAANGGGGTTTNNNNNAAANATTNGGCGGGGNTTTTNT^ 

GGNGGGGGTTTTTTCNCTGGGGGANATITTTT^ 
GGGTTNTTNNNNGGNGAANNAAAAAAAAANTTTITTTGGGTT^ 

CCCCCNNrTTTTmGGGGGNCCCNAAAAA^AAAGGGGGGGGGGGCCCCCC^TTTOANACNCCCCCC 

GGGGGGGGGGTTTTTTTCNCCANGNGGGGGGGGGGGNNCGCCNCCNTNNTTTT^^ 

GGGTNTNTAANAAAANNNNNCCN 

TTNAGNNTATCTGGAGCTNCACCNCNGTGGCGGCCCGCTCTAGAACTAAGTGGGATCCCCCGGCCTGN 
AGGTCNAGTTNTTITTTTTTTTTTTT^ 

NCNNNNCOmTTTTTNNl'^^ 
NNNCCNAAAAAANNNNNNNGGCNN^ 

TITNNGGGGGGNNNAAAAATTTTTTTTTTAAAAAAAAAAAAA^ 
TTTT^GGNGNCCCCCGGGGGNAAAAAAAANNCNNTNNGNNTNNAAAAAAAN^ 



TTTTTTOCNNAAAAANCAANNGGGNTTNTTTTNGAAAAAACCCCCCCKNTTTTTANTCCCTOGNGGGG 
CCANAAAANGGGGTTTNNNNNAAANATTNGGCGGGGNTTTT^^ 

AAAAAAAAAAAANGGGGGGNNTTTTTTTTTNGGGGGGAAAAAAANGNCCANAAAAANNCCCCCCTTG 

GGNGGGGGTTTTTTCNCTGGGGGANATTTTTTTTO 
GGGTTNTTNNNNGGNGAA1WAAAAAAAAANTTTTTTTGG 

CCCCCNNTTTTTTNGGGGGNCCC^AAAAACNAAAGGGGGGGGGGGCCCCCCNTTTNANACNCCCCCC 



GGGTNTNTAANAAAANNNNNCCN 



TTNNNNAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 

GCAGGATCAAGCGATTCCTGGCCAAGAAACAAAAGCAGAATCGTCCCATTCCTCAATGGATTCGAATG 

AAAACTGGCAATAAAATCAGGTACAACTCCAAGAGAAGACATTGGAGAAGAACCAAGCTGGGTCTAT 

AAGAAGCAAGCTGGGTCTATGAGAAGTGGTCTTAACATGTAGACCACTTTTTTAAGCAGCCAGATCAC 

AATGAAAACATCACTACTGTAATGCTTGGCCCATGATGTTATTTCCTCACTATCAGTCTGAGACCCAGC 

AATAAATATAAAACGTTGCAAAAAAAAAAAAAAAAANNTGGGGGGGGGCCCGGNNCCCAATTCCCCC 

NTNNNGGGNNCCKNNTANAANNNGANNNTANCATTATTGGNTGCNN^ 

CAAACNTGCCCTTANNGGGACNTTGNTTTGNTC 

CAACCANCANNTNATNCATTACCTNCCANNCCCANTTTNCTTTTTGGNAAAANTANNGNGGCCTGGNN 

NNTGGGANCCClsnSFCCCTGGGCTNAAGNGNNAN^ 

AAANTACCTNTNCNNNCTTNlSnSfNNTGNNNCNTTTTN^ 

NNNTINGGNGGGNTNNNNNNNNNNTrCNNGNGNANGGGCCNNN^ 

NNNCCTTNGNNNANNGGNAANGNNNTT^^ 

NGGGGGNNNNNNNNNAANNNNCCN^ 



TTGAAAAANCTGGACTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCGGGCTGCAGGNA 
NNTGCTGNNACGCTCNGNCCNCTNGGNTATGTTNGCTCTCNCG^ 
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NTGNCCCNTCNTGCCC1TTGGTCCTTGAGGTGNTACTGTGGANNCTGGNCCTGNTGNTNCTCCCNGCCC 
TACTGNANNNNTTGGACANCNAGGTCNTNNCT 

NATCNAAAGAANGATCACGATGGAGGCCNCNACNANNGNACTNANGATGCCNCTGAGNGCCGAGAC 

CGTNANCTCNNGGTGGCNCCCCNCTCNTAACCGTNNGCTGNCNGNTNGAAAACANCCGNAGCCCNNA 

ANGGNNTTTTCNAANAACNCTGCCGATNATGACGTGACGNAAGNATGTGCCCTTTGATTGGCNTGAAC 

CGNTNATGTTGCTGGACCCTAANAANGGTTGGATCANGATGCCTNNNGGTTTTOGGAACCTGGCAACC 

CGAGANAACTTTGGATTACNCANNGAANCCATTTTTGACCAATAANAAATGGTTTTTTG 

A(^CCAAGGAAAAAAAGGCAGGGNTGGTANCCNGNNNTNGNATTAAACCCCCTTTTTCCAANTTTAN 

GrTTNlTGGGGGGANACGGTTTCCGAAACTTGGCAAAGGGNNANCGTTTCAAAATTAATTrTTCTTGG 

ACACTNGAANTCCAACCCC^GGGCTTTANAAAAANTTTTTACTTTTCTATTTGCAAAAAAA 

TTTTTAAATTGGGCNNAAAAAAAAATNGGNANCCNTTCNGGANGGGGGCCTTCTTCCCCCAAGGGTTT 

CCCATIWAAATGGGGGNTTTCGGCCCNGGGGGNNAAAANNNCGGTTTTACCTTAAAGGNGNGNACC 

TTNAAAANGGGTNGCCNAAATCCCCCCGGGGACCT 



TNNNNNAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCA 

GGAATTCGGCACGAGGCTTCGCTGGGGTCTGAGCCGAGCCGAGGCCTGGCTGCTCCCGCCGCCCACAA 

GCTGCTGTCACCGGGCTCTGCACAGACAGGTAGAGGGCACCGAATTCCGGAGCGCCTACAGCCTGGAC 

AAGCTGTACCCGGAATCGCGGGGCGCGGACACCGCCTGGAGGGTCCCGGGCGACGCAAAGCAAGGCA 

ACGATGACATTCCTGTAGATCGCTTGACGATATCTTACTGTCGGAGCAGTGGTCCTGGGGGCCAGAAC 

GTTAACAAAGTGAACTCCAAGGCTGAAGTCAGGTTCCACCTGGCAAGCGCCGACTGGATCGCAGAGC 

CCGTGCGGCANAAGATGGCTCTCACGCACAAAAATAAGATCAACAGGGCGGGAGAGCTGATCCTCAC 

GTCTGAATACAGCCGCTATCAGTTCCGAAACCTGGCAGATTGCCTCCAGAAAATTCGAGACATGATTG 

CCGAGGCCAGCCAGCCAGCCACAGAGCCATCCAAAGAAGATGCTGCACTTTAAAAACTCAGGATAGA 

AAACATGAATCGCGAAAGGCTCCGAAAAAAAANAATAAACTTTTGCCATCAAAAACNAGCANGGAGG 

GTCGGTACCGGACTTGAAAGCACCCCCTTNGAGCCAGCANAANCCCCTTCANGGGCANCCCANGTNG 

GCTCGGGACACCCAGGAAAAACGGGNGTCTGTTCGGGNCANCTGGTTCGGNNTTTTACGTOGGGAAC 

CCGTNNNAAANNAAGGNNCCmTCGGGAAAAC(^AAGGGTTTTAAGGCCCCTTGGTCCCCCCCAGGG 

NNTTTTTAAAGGGGGNAATNNCCGGGTTTTTWCCNCCCTTTGGGTAAANCCCAN^ 

AANNGGCCATTAAAAATTNTTTAAACCCCNAAAAAAAAAAAAAAAAAAAAAAN 



TTGANCAACAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 

GCTTGATTTTTAGAAGAAAACAGCCAGACTGAATACCACCCAGTGACACCAGNGCAGGTAATAAGCA 

CCACCCATGTTGCACGTCAGGCACACTTAATCCTCTACCCTACCAGGAAGATCGAAGAGTAATTTGTTC 

TGGAAAATAACTATTATCTTGTCTGTTAGTTCATGTATCATAAATCCTATAACTGTATGTGGCTTTGCTG 

CTTATTCTTACACTTTCATCAGGTCCCAAAGACATATTTCCTCAGCACTGACAGTGTTACAGGTACAGT 

GTATTGTACCTGTAACAATCTTCACAGGTTTTTTGCTGTATATAGGATACGGTCTTTTTGCTGTATATAG 

GATACAGTCAGATTATTTGATTCTATATACATTTTAATTCAGTTCAAAGGACCTTTTAAGACAGCACCA 

TTTTTCTCACAATATAGACTTTGCTGGTTTCCAGCACATGAAATACATCTCCTGACAGAATATTTTAAT 

GACACATGATAGGGTGTCAGTCAGCTGATCTGTCATTAGCTTGTATATTTCTGCCCGAGACCAGTCCTT 

AGTATTCCAGTACTGATTTCAGGCAGCATGTCTTCTGAATGAATATCCTCAGCAGCCTACTTGNTAGCA 

TGTATTTATTGNCATCTGGTTANAAAACAGTGAGCCCCAAGNGATTACCGGNCCTTGNTTCAGTCCCA 

CTTATTCAGGAAANGGGAATNCCANAATCATGGATCCCCCAAAAAAACCTCGCCCCTTCCANNGAAAC 

CGACGGGAATGGGAAATGTGCCCTCCANAAANTTTTTGGGGAAAANGGGCTTGGCAATCAAATCAAC 

NTGGNACTGG 



NNCCNTCTANNTCGTAAAAAATNNTTOCCCTCNNCCNCCNCCCCCCCAACCGCTCCNCCAACTCATCTT 

ACCNACCTCCCCANNGNNNNNNNNTONNGTNCTCACTNCCCTTGAGNNNCAACTGGACTCCACGCGN 

GGGCGNCCGCTCTACAACTAGTGGATCCCNCNNGCTGCNGNTAATTCNGACNCGAGGGNTANACATN 

CTGCCTCCCCCTACTCACNTNNCTNTTNTAGGrc 
TNTNTC^TTNTCACATCGNNNNACNNTIWNATTNTAA 
TCCATCCNCNTTNAATNNTNTNTN 
ATCNNNTTTTACTTmAITNNN 

NTTNNTNTTANNTTCNTTATAT1WTTTTATNTGGNTNTO 
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nntanaantacanagacantcnttc 
atntaannctacancntncaaatttttatcatanntn^ 
ccngcttacntanctctnncantnntcttattnttt^ 
ctccctntnntnaangntttcaaacnannttnatant™ 
5 nntcctattntnntn^ 

ttnanttccatnattttttnaaannaan^ 
tacgnctanttcttnntanantan^ 

cnnttnntctgntcnatctntaanatatctcncatatactntgtnn^ 
tanctcanttacntcactttcntcagnnnttncatntatngttccaac^ 

10 ntncactcacanntcacnntctntcacanttcatattattacaatatacnncacnn 
nctnncatncttacatttntgttc 
cnntantctcncncgacntantntnntcttaactttatt^ 
nactannncntnttttatatataangatactanttngtcctat^ 
ncttsnstcntcataacntnn 

1 5 nnatatcgnctgacnctgcangtttactctnnatcctctacc 



AAANCTGGAGCTCCCCGCGGGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCTTTTTC 
ACTTTGCTGAGGCCAAGTTCACAGCAGGGGACTTCAGCACCACAGTTATCCAAAATGTAAATAAGGCC 

20 CAAGTGAAGATTAGAGCAAAGAAAGATAATGTAGCAGGTGTTACATTGCCAGTATTTGAACATTATCA 
TGAAGGAACTGACAGTTATGAACTGACTGGTTTAGCCAGAGGTGGGGAACAGTTGGCTAAACTGAAG 
AGGAATTATGCCAAAGCAGTGGAACTACTGGTGGAACTGGCTTCACTGCAGACGTCCTTTGTTACTTT 
GGATGAAGCTATTAAGATAACCAACAGGCGTGTAAACGCTATTGAACATGTCATCATTCCCCGGATTG 
AACGTACCCTTGCTTATATCATCACAGAGCTGGATGAAAGAGAGCGAGAGGAGTTCTACAGATTAAAG 

25 AAAATACAGGAGAAGAAAAAGATTCTCAAGGAGAAGTCTGATAAGGACTTGGAGCAACGGAGGGCA 
GCCCGGAGAGGTGATAGAGCCTGCTAATCTCCTGGCTGAAGAGAAGGATGAAGATCTTCTGTTTGAAT 
AAGCTTTCCTGCTCTGGTTCTTTCAG 

TTGTTGNATGGGTATTTATTTTTTGGCTTAAGAATTCCCCC^ 
TTATGGGATCTACGTTTGCANAAATCAT^ 
30 CCTGTCCCCAAACCTGTAAAATTTTTGCC^ 

ACAAGGGGTTTTGNTTTCCCAAANATANAAAAN 
TNNTCCCAAANNCCCTTTGNTNCCNCCGGCCCCCN 



35 NCNNNATCTGGAGCTCCACCGCNGGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAN 
CCCNCCNTTCNNACCGAGGNGCCCCTNNNNNCCNACGNCNNCCGNNANAANGTGACCCACATO 
TCNAAACTNTCNNTGNCNCAACCGTGTATGTGGANATTCAGGCGGAGCTNCCCCTGNACGCCNCTGGA 
CNCACAACTGNCNTNGTGCTNNACTNTGGAGANGGCNTNACCCACGNNGGGCCCANNCATGAG 
ACNNCCTGCCCCACCCCATTNTNCGNNTGGACCTGGNTGNNCAAGATATCANCGANTACCTCATNAAG 

40 ANANTGACCGAACAAGGCTNTTACTTCTTGACCNCCGNTGACCCTGACATTGTCCNTATACATCNNNG 
NGAAACTGTGCTTCGTAGNCATGTACTCTGANAATGATATGGTNACTGNCGNATCTCTNCTCCTCCCTG 
AAAAAGANCTATGATCTGCCTGATNGGCAAGCGATCACCATCANGAATGANCGTNCNCGCTGCNCTG 
ANACCCTGNTCCAGACCTCNCTCATAGNNATGGNNNTATGNTGNCATACTACGATACCACCCNACAAC 
NTAATTCATGANGTGTGAANATNGGCTATACAAANANGNGACGCTC^ 

45 CTTNNCNNGGGTACCACCATGGTACCNCATNANCTTTNNTNGTC 

GCCCATGGGNCCCCNCGGNCNATGANGNATCTNGGNATNATNCCCCCCTTCCCGAGCCNCCAAGNTNC 
TTCCTGTCNNGAATTTGNTN^ 

TTGNGGGAACCCCCNAANCAGGAAGTTTCNAACGGAAGNCCCGGNCCCNTTCCTTNTTNCCN^ 
NAATGGGTTTTTTCCCCNCACCCCCCCCTCCCNCC 

50 

GCCTATCTGGAGCTNCACCNCNGGNGGCGGCCCGCTCTAGAACTAGGTGGGATCCCCCGGNCTGCAGN 
ANTTCGGCACGAGGCGACGGCGGCAGCGGGCGNAACGGGACTGGAGGNACCANCGGAANGNAGGNG 
GNTNCTGCAGCCGNCCCNANNGN^^ 
55 CCNTNNNNTTTNTAACNNTNTAAANCNNTGG 

GNGAATGGGGCNTTNAANNGGAANCCAGAAGGCCCAAATATTGAAGGGAAGAACNTCm 
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TGTCCCCACCNTGGAAGAANAATTATCATTGACACAGGAAATTATTACACCCCGGAGGAGCNCTNTAN 

ACACGTNTTNACAGGAGCTCTNGNNTCTGNGTTGGNATACNNCANGGGGGCCGCCTGANCCCTCNGA 

CATANACNTGCATATACANGTGTGCGAGATAATTNAGAGCCCTCTGTTTCTTATATTGAACCCTATACC 

ACCCACACANATATTTTGTCAGNGTCNTTGAGACCGCCNTATATATAATCAANGGNGAGCCNCCATGC 

TGCTGGCTGATNTGANCTACNCTCTGNNCACCAAAGAAGNGGCACGCCTNTGTTGGTGGACCACNTOG 

TCCCGNATGANAACAACANGCAGGGGGAGAAAAACTACCCTGGTTAAGGNNGGGTTGCATGGNGCTT 

TCCTTCCAAAAAAAAGCKXKjGGGGGNNNNNNW 
NNNNNNNNNNNNNNCT 

GCCTATCTGGAGCTNCACCNCNGGNGGCGGCCCGCTCTAGAACTAGGTGGGATCCCCCGGNCTGCAGN 
ANTTCGGCACGAGGCGACGGCGGCAGCGGGCGNAACGGGACTGGAGGNACCANCGGAANGNAGGNG 
GNTNCTGCAGCCGNCCCNANNGNNANGNCCTC^GAAGGNNCNGNNANGGTTNAANCCNTTNTTNTTC 

CCNTNNNNTTTNTAACNNTNTAAANCN^ 

GNGAATGGGGCNTTNAANNGGAANCCAGAAGGCCCAAATATTGAAGGGAAGAACNTCTTTCAACNGC 

TGTCCCCACCNTGGAAGAANAATTATCATTGACACAGGAAATTATTACACCCCGGAGGAGCNCTNTAN 

ACACGTNTTNACAGGAGCTCTNGNNTCTGNGTTGGNATACNNCANGGGGGCCGCCTGANCCCTCNGA 

CATANACNTGCATATACANGTGTGCGAGATAATTNAGAGCCCTCTGTTTCTTATATTGAACCCTATACC 

ACCCACACANATATTTTGTCAGNGTCNTTGAGACCGCCNTATATATAATCAANGGNGAGCCNCCATGC 

TGCTGGCTGATNTGANCTACNCTCTGNNCACCAAAGAAGNGGCACGCCTNTGTTGGTGGACCACNTNG 

TCCCGNATGANAACAACANGCAGGGGGAGAAAAACTACCCTGGTTAAGGNNGGGTTGCATGGNGCTT 

TCCTTCCAAAAAAAAGGGGGGGGGGNNNNNNNNNNW^ 
NNNNNM<INNNNN^ 

TTNANNACNNTCTGGAGCTCCACCGCGGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCA 

GGNNTNNATCCNTGCNCATCCNAAAGGATGATGAAGTTCAGGTTGTACGANGGCNCTACAANGGGCA 

GCAAATTGGCAAANTAGTCCAGGTTTACAGGAAGAAAATACGTTNNTCTACATTGAACGAGTGCATCT 

GGGAGAAGGCTAATGGCACAACTGTCCACGTGGGCATTCACCCCAGCAAGGTGGTTATCACCANACTA 

AAACTGGACAAAGACCGCAAAAAGATCCTCGAACGTAAAGCCAAATCTCGCCAAGTAGGAAAGGAAA 

AGGGCANATATAANGAANANACANTTGAGAANATGCATGGAATAAAGTCATCTTGTCTACAGCTTTC 

ATTAAAAACTGTTAAAATGAAAAAAAAAAAAAAAANTSTTGGGGGGGGGGCCGGGACCCNNTTTGCCCT 

TATNGGGNGTGANAAAGNTNNCGATGGTGGCCGNTTCTACCGGGCTGATGATGCCAATGTGGNCCGT 

GACCGTGACCTTNAGGTGGACACCACCCTTCAAAANCCCTGANCCAGNNGATCGAGAACATCCNGAG 

CCCTTGAAGGCNNNCGNAAGAACCCCGCCCCCNCCTTNCCGTGACCTCAANANGTTNCCCCNTTTGAC 

TGGAAAAAACGGANAAATACCTGGNATTGACCCCCAACCCANGGNTTGCNANCCTGGATTNCCCATTT 

AAGGNTNTTTTGGNAANNATGGGAAACCCGGGNGAAAACCTITGTTTTTCCCCCCCCTTCH^ 

NGNGGGCCCAAAAAAAAACNTGGTTTTTTNANCC^GAAACCCCCNANGGNAAAAAAAGGCCCNrm 

TGGGNACCGGGNNAGAGNCNTNNACCCGNCGGNATTTO^ 
CCCCNANCCTTCCCNTTTTNGNCCNTCC^^TNNANTTTTCCTrGNCC 

TTNAANAAAACTGGACTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCGGGCTGCAGGA 

ATTCGGCACGAGGCAGGCAGTCGTCAGTCAGGTGCTATTGTGTCCTGGGGGTGGGAGGGCCTCCTGAG 

GCTCTGCCTGCCTTCTCTTCAGCCCCACTGAGCGTCAGCCTCGGGGTCTCCTGAGTCAGAACCCTCCCT 

GCTGTCTCTGGTGGTCACTCAGGGCTTGCAGGTGACCACAGGCCCTCCCTCGANAGGAGGGGCTGCCG 

ATGGNATCTCCACACATAGGCACTGGCGGTTGTTCCGCTTGTCCACCGACCTTACTCCNTGCCCGTCGT 

CTGTCTCGGCCTGTCTGGGAATCGCCAACAANAGCGGCTTCTCACGGGCCCTTGGTGTGGTGGTGNCC 



GACAACAAANNGNGAAGTCACTGNGAACAAGCNTTNTTAAAAAAAAATCTGAAAATAGTCCTAANTG 
GCCAAAATGGTTTAAACGAAAAAAACATTTGACCTTTGGGAAAGAAAGGGAACCGGCNCCAAAAGGT 
AGGGGGGGGCCATTCCGGATCCANGGGGTCAAAANGGCANTTGGCACAACCGGCCCAATGTGGCCTG 



228 



GTTAANCCCATGGAATNTGGGGTTGA 
AAANCCTTTTAAAAAAAGNCCCTTTTGG 
CCAANTGGAAAGTTTTTTTTNAAAACCNTTTCCTTAA^ 
TTTTAAAGGCNGGGNGGGGNCCAAAAAAACCTTTTC 
5 TTTTAACCTTTGGNAANGGNNNGGGG 



TTNNNNAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
GAATTCGGCACGAGGCTGCAGGCAGGTTGTTGGGTTTCGAGGCCAACGGGGCCAACGGGTCTAAAGC 

10 AGTTGCAAGAACAGCAAGGAAAAGGAAGCCTTCTCCTGAGCCAGAAGGTGAAGTTGGGCCTCCTAAG 
ATCAATGGAGAGGCCCAGCCGTGGCTGTCTACATCCACAGAAGGGCTCAAGATCCCCATTACTCCTAC 
ATCCTCTTTTGTGTCGCCACCACCACCCACTGCCTCACCTCATTCCAACCGGACCACACCGCCTGAAGC 
GGCCCAGAACGGCCAGTCCCCCATGGCAGCCCTGATTTTAGTAGCAGACAATGCAGGGGGCAGTCATG 
CCTCGAAAGATGCCAACCAGGTGCACTCCACCACCAGACGGAACAGCAGCAGTCCACCCTCTCCGTCC 

15 TCTATGAACCAAAGAAGGCTGGGCCCCCGAGAGGTGGGGGGCCAGGGGGCAGGCAGTGCCGGAGGA 
CTGGAGCCAGTGCACCCCGCCAGCCTCCCGGACTCCTTTNTGGCCGCCAGCGCCCCACTGTGCTTGCAC 
CCTNTGCCATGAACCGGNTGGAGGACACCCACTTTTGTGCAGTGGCCCTTCTGTTCCTTCGCAC^ 
NTGCTTTCCCTTGCTCCAAAACAAAGCATTAAAACAGCANGGGAACTAAGTNGGAGAGG 
CCCAGTGGGGGAAAAAATGCCCTNTTTGNGGGCCTCCAAATGTC^ 

20 GGAAAATTGCAANCCTTTCNTTNGNTTGGANAATTTGAAAGTGNAAAAAAANAAAAAAANACTTCGG 
GAANTTTTCGGGTTCAAAAAAAANCCCCATGGANTAAATCTTTAA 
TTTTATATTTTCCCCCTTTTTTTT^ 



25 TTNNNCAAAACTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 
CGAACAGTCCTCACGCCGATCTCTTTCCTGGTTCCCACCCGCGCCAGGTGACNCGGAGAGCTGACACC 
ATGGTTNATNAGGNGCTCTACCGGNCGCTGGTCTCCACCAAGTGGNTGNCGGAGTNCGTCCGGGCTGG 
NAAGGTGGGCCCTGGCCTTCGGGTGCTGGATGCGTNCTGGTACTCGCCGGGCACCCGCGAGGCCCGCA 
AGGAATACCTGGAGCGCCATGTGCCCGGCGCCTCCTTTTTTGACATANAGGAGTGTCGGGACAAGGCC 

30 TCGCCTTACGAGGTGATGCTGCCCAGCGAGGCGGGCTTCGCCGACTACATGGGCAGCCTGGGCATCAT 
CAACGACACGCATGTGGTGGTGTACGATGGTGACGACCTGGGCAGCTTCTATGCACCGCGGGTCTGGT 
GGATGTTCCGTGTGTTTGGCCACCGNACCGNGTCCGTGCTCAATGNTGGCTTTCCGGAACTGGCTGAA 
NGAGGGCCACCCCGGTGACATCTGAGCCCTCACGCCCAAAAGCCAGCCATCTTCAAAAGCCACGCTGA 
ACCCGCTCCCTTGCTCAAAGACCTACGAACANGTGCTGGAGAACCTCGAATCAAAGAAGGTTTCAACT 

35 TGGTGGAATTCACGGGCCCANGGGCCGGTACCTTGGCCACACAAGCCCGGAAGCCAAAATGCAATAA 
GGAACTTGGACTTCGGGCCACAATNCCAAGGCTTNGGNCNA^ 

ACGGGAGGAATGGGCTTTTGNAAAAAAAACCCCAAAAGGAAACTTCCCGNGNCCATTGT^ 
GCCAAAAAAAGGGNGGANCCTTTAANAAAAGNCCCC 

40 

GGAGCTNCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGGCACG 
AGGGNCCTCANCCTNTTTTCCCGGCGCCCGATGCTCTGTAAGAGCCTGCTCCCCATNGTGGTCNAGCAT 
GTGACGAGCCACNCGCGGNCCCGCCATNAGGTCCAGGCCTGCCTGCTGCTCCAGAAGACCCTGCCCAC 
ACGGGAGCTACGCGTGTGCTTTAAGGACCCAGAGNGGANGCAGCCTGATGGGCCAGACCCTGGGGAA 

45 NGTCACCGATATCCTGCTGACGCTGCCAGAGGCTGAGACCAATGGCAGGGNACCANAAGGATNTGGN 
GTCCTTGGAGCTGCTCANCACTCTGTTCAGGAATTTCCATCATGATAAGNTGACCATGGACCTGACCGC 
CGTGCTGGGCCGTGCTGCANAGCCAGCAGCTAANGCTGCAGNANAGGCNACAGCAGGGGGAGCACTC 
GGGCGGATCCNGCCGNCTTCACGACCTATACTGGCNGGCCATGAAGTTTCTCGGAGTCCAGCGCCCCA 
AGTCAGAGAANGATACCAAGGAGGCCCCNTCAGGCCACACAGNTAGAGCCCCAGTTAGCATGANNCG 

50 GAAGAAAAAGGGCTTCTTGCCAGAGACCANTAANCGCAAGAANCATNAANCCNTGNAGCCACCACTC 
CATNGAGGCGGCGGGCGGCTNAANCCCGAAGCCACCAGTGGGGGACCATCCCCCCNNCGCCGGCCTN 
GAAGAATAANAANTAANNAAGNNNATGAATTAAGAACCATNTTCCCCNCCCNCTTGTNCCCAAATGA 
ANTGGGGACANCCTGGTTGCCAANNANTCNAACCCATAANGCCTCCTTGCTGGNNAGCCCCCNNNATC 
CCCTANCCANATACCCCNAATNCCCCCAGAAAAAANACCCAAAANTCTGGCCCANNNANAACCNAAG 

55 NCNNTCCCCTTGGCCTNANTAAATNCCCCCCGGGGNAGCCANTGNTCCTAAAAACNTNNCAA 
CTACCCCNAAC 
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gcnctactggagctncatcncngtggcggccgctctagaactagtggatcccccgggctgcaaggaat 
tccggcacgaggctcgtgttccgtgtcctcccgcgcttctttgntcgctcttccgcaccccgnggcccg 
5 tctcctccatcgatcgccatggaagaagaaattgccgccctcgtcatcnacaatggttctggcatgtgc 
aaagctggctttgctggggatgacnccccccgggccgtgttcccgtccatcgttgggcgtccccgaca 
ccagggcgnnatggngggcatggggcanaaggacagntacntgggcnacgaggcccatagcaagcg 
tggcattctgacccttaagtacccnatcgagcacggnattgtcnccaactgggacgacatgganaana 
tctggcaccacaccttttacaacgagctgcgtgtggcccccgaggagcaccccgtgctgntgacggng 
10 gcccctntgaaccccaaggcccaaccgtgagaaagatgacccanatcatgttcgagacgttcaacact 
tcttgccattgtatgtggccatcca 

tttcatgncctctggggacggggtncncccacacgggggcccantcttacgngggggntcgcccctcn 
cccccacanccattncttgnggtttgnaa^^ 
aanatcctcncgggancgttnt^ 
1 5 naatnnaaaganaantnttnngttcctnnagcct^ 
tngnnttttttcttctnnctttggaaaa^ 
nttggcnanngntngggtttc^ 
cntcctaccc 

20 

naaaagctggagctccaccgcggtggcggccgctctagaactagtggatcccccgggctgcaggaatt 
cggcacgagggtgtattttaatatttt^^ 
tctgaacctactggaaaagacttt^^ 
attatctttttacttatccaaagtgga^ 
25 gaggcctgtgctcttaactgatacatcagaccacctggttgcatgctgcttctgggcaagcgaactag 
tgctggattggctaaatgttcgtttt^ 

acaggataaacagtatctaagggttgttgttttattgttttaaagcatggatc 

ggttacactggaaatttctagccagaaatttc 

ccc^gggggggggnccgggncccaan^ 

30 NNNNNNNNNNNNN^ 
NNNNNNNNNNNNN^ 
NNNNNNNNNNNNN^ 
NNNNNNNNNNNNN^ 
NNNNNNNNNNNNNNNNN^ 

35 

GGNGNGGGGGNAGGANTCCACTNTTGNCTTNNNTTNTNTATCANTCCN^ 
TCTCTNTTOGACNTGANTNNNCT 

ANNTAGAGANNNANCTGGGGNACTCNANCACNGNGGCNGACNCTCTANAAACNNNCTGGAGCCACTC 
40 TTCCCNGCTCTCATNCCNTNNN^^ 

NTGGGGATNNCTATTANAGNGNGTNACT^ 

NTANTTTAGGCNNTNCNGATANTCNNNATNGNNATNCTCCATTO 
TTATNGANNTNATNNATAAAAGA 
NATAGANNATATNGAANNATNTTGTTNCGNATTTNN^ 
45 ATGTCNCCGANGTNTNNCT^AN^^ 
NTCACGNGNNNNNTACGTGCTl^^ 

ATGNGTCTTTTGAGNATATTAGTGNNCATNTNNGAGCCGNGNAAGGTCCNTG 
GNNTNANNNATGATGNCNNGGTTTNNNTATN^ 

NTNGGGNTATTTGTNTCGTANNTGNCGATNGGNCNAGTTANGGCTTCTATAGTGTCTNGT^ 
50 TCTTGGNGGNCCCCNCTTTATTANANGNCT^ 

NNCACCCATNTCCTTKNTATNNTANTANNCATO 

AGATTGAGATGGTAACNCCTTNNNNNCTC^ 

ACGCNNTNCCTNCNCATNNANTTATTNNNANTACNT^ 

GCNNANCGTAGGTAANAGTCNTANGN^ 
55 NTNCGTGAAACTATGGANGTT^^ 

NNGNNGNTTNNTANGNTGCNNGTAACGTO 
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NTNTATGTATGTACCACGNCCGTAACNANGTNANATNNANGNACGNGCGTNTCNANCTAAATANACT 
NGNACGCANGTACNCTAAGAGTCGACNTNNTCATCCTTGCTTACTCTTANNTCTCGNTTCTNCNCTO 
TNCGTAAATCAATNTNACATAGANGTAANTOSfNNCACAGNTAATAGNANCTACGGAN^ 
TCGTNTCTCNCCATTAAANNGAGTGAATGANTC 
5 NGNAGNCTNTTCGCATONTGTNTGGTGTNNNNNACACCNAAT^ 



GGNGNGGGGGNAGGANTCCACTOTTGNCTTNNNTTNTNTATCANTCCN^ 
TCTCTNTTNGACNTGANTNNNCTC 
10 ANNTAGAGANlNnNTANCTGGG 

TTCCCNGCTCTCATNCCNT^^ 

NTGGGGATNNCTATTANAGNGNGTNACTCCNTCATNNTANCNNTCNTANANCTCGGG 
NTANTTTAGGCNNTNCNGATAOT 

TTATNGANNTNATNNATAAAAGANNNANNTNGCGNTCTT^ 
15 NATAGANNATATNGAANNATNTTGTTNCGNATTTNN^ 

ATGTCNCCGANGTNTlWCThWANNANGCANTGNNAGCNC^ 

NTCACGNGNNNNNTACGTGCTNNTTNNNNTO 

ATGNGTCTTTTGAGNATATTA^ 

GNNTNANNNATGATGNCNNGGTTTNNNTATNNATO 
20 NTNGGGNTATTTGTNTCGTANNTC 

TCTTGGNGGNCCCCNCTTTATTANANGNCTNNAANNNGNAGNNNTN 

NNCACCCATNTCCTT>WTATNNTANTANNCATNATCTAG 

AGATTGAGATGGTAACNCCTTNNNNNCTCCNCCTTOATCN^ 

ACGCNNTNCCTNCNCATNNANTTATTNNNANTACNTNNCNCCGATO 
25 GCNNANCGTAGGTAANAGTCNTANGN^ 

NTNCGTGAAACTATGGANGTTNNT^ 

NNGNNGNTTNNTANGNTGCNN 

NTNTATGTATGTACCACGNCCGTAACNANGTNANATNNANGNACGNGCGTNTCNANCTAAATANACT 
NGNACGCANGTACNCTAAGAGTCGACNTNNTCATCCTTGCTTACTCTTANNTCTCGNTTCTO 
30 TNCGTAAATCAATNTNACATAGANGTAANTCNNNCACAGNTAATAGNANCTACGGANATNT^ 
TCGTNTCTCNCCATTAAANNGAGTGAATGANTGACNNTNTANTAACNTNTNA^ 
NGNAGNCTNTTCGCATNNTGTNTGGT 



35 NNAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCGG 
GTTTGCCGCCGGGACACAGGTGTCGTGAAAACCACCGTTAAACCTAAGCCAAAATGGGAAAGGAGAA 
GACCCACATCAACATCGTTGTCATTGGGCACGTAGATTCAGGGAAGTCTACCACGACTGGCCATCTGA 
TCTATAAATGTGGCGGGATCGACAAGAGAACAATTGAAAAGTTCGAGAAGGAGGCTGCCGAGATGGG 
AAAGGGCTCCTTCAAATATGCCTGGGTCTTGGACAAACTTAAAGCTGAACGTGAGCGTGGTATCACCA 

40 TTGATATNTCCNTGTGGAAATTTGANACCAGCANGTNNTATGTAACCTTNNT^ 
ANANNTTTCNTCAAAAACTNGATAN 

NTGGGGTGGGNAATTTGAAGCCGGTNTCTCCAANAACGGGCANACCCGTGAGCATGCCCTTTTGGCTT 
ACCCCTTGGGNGNGAAACAACTAATTGTTC^ 

CANAANAAATNCAAANAANTTGTTANGGAAGTCANCCCCTTTTTTAAAAAAATTGGG 
45 GACACAGTAACANTTTGGGCCAATTm^ 
ATTTGCCCTNGGTTNAAGGGANTGGAAAAG 
NNCCCTTGTTTGNAAACCTTTGGGAATTGGNNTTTTG 
AACCCTTTGGGGTTTGGCCTTTTCCCNGGGGNNGTTT^ 
GGCCCCTTTNGGGGGCNGGGG 

50 

TNNNNCAAANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCGGGCTGCAGG 
GTTCGATCCATGCCCATCCGAAAGGATGATGAAGTTCAGGTTGTACGAGGGCACTACAAAGGGCAGC 
AAATTGGCAAAGTAGTCCAGGTTTACAGGAAGAAATACGTCATCTACATTGAACGAGTGCAGCGGGA 
55 GAAGGCTAATGGCACAACTGTCCACGTGGGCATTCACCCCAGCAAGGTGGTTATCACCAGACTAAAAC 
TGGACAAAGACCGCAAAAAGATCCTCGAACGTAAAGCCAAATCTCGCCAAGTAGGAAAGGAAAAGG 
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GCAAATATAAGGAAGAAACAATTGAGA^ 

AAACTGTTAAAATGAAAAAAAAAAAAAAAANNTGGGGGGGGGNCCNGGNCCCNANTT 
GGGAGTCGNNTNACAANNNN^^ 
NNNNNNNNNNNN^ 
5 NNNNNNNNNN^ 
NNNNNNNNNNNN^ 

NNNNNNNNNNN^ 
NNNNNNNNNNN^ 
10 NNNNNNNNNNN^^ 

NNNNNNNNNNNNNNNN^ 



TNNNNNAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCA 
15 GGAATTCGGCACGAGGCGCAGTATTTGTCTTCCTG 
TTGTTGCAAAGAGTAGGATTTCCTTm 

ACTCATCTGCTAGTGCACATTTGGGTTGTTTCCATTTCTTGGCTGTGGTGAGTGTG 

GCGGGAGGCACTCCACCCGTGGCAAAGGTCATGAGGAAGGAGGCTCGACATATGCAAAGGCGGGATC 

GAGCCTCAGGAGTCCCCCTGGAAATTTTCGAGCATCTACCCCCATAACCAGAGCCTGCCTATTTCACTA 

20 CTTTGTGCTCTCACCTACACCTCTGACTTTACGGGGGGCTGTCCCCCACCACCTCTTTCAGAGAAGGAG 
TTAACTTAGAGCTCCAGTTAATAATAATTCCTGGGCATGACAGGAGTGTTCCAAACTTACCAACTCCTC 
TGAAGGTTCTCTAGCCTGCCTGACAGGCTTGTCCGGCCCCATGTGATTGCTCACAGCCTCCCAACCATG 
AAANGCACGAGATGCGTTAAACCTTNTAAAAACAGGTTCCNTTAAAAAAGT^ 
ATAAGTATGGGGGGGCTGATTAAAAAATTGGATTGGGG 

25 TTAACTGGGTAAATTTTCCAAATNCCCTGG 

NGGTTTTTACCCNTTTGATTTNAAAAACCGGTTO 

TNAAAA 

30 

TTNANCAANACTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 

GTTTTTTTTTTTT^^ 

CCCCNNAGGGGGGCCCCNAAAAANTT^ 

CCCCCTAATAANNCTNGGGTTGGNNNACCCNNNTTNGNN 
35 NCCCNCCAANCNAAA^GATTCNTN^ 

GCCCNGGNNNGNAANCNCNTTTNGNTTTTNGNN 

NNGNNNNTNGNGGGNGN^ 

GTTTAANAAATNCCANM^^ 

ANCCNTNTTNGCCAAGGGGNANANCCT 
40 GNAGGTTCCCGGGCCCTTTTTNTTTTAAAATNCN^ 

TTTGAGGNAANTTTGNNAAGGGCCCGGCCCCCC^ 
GGGCAATTNCCTTTANCCCCCTTTNAAAAAAAAAAAAA 

TNAANTNCCANNAAAAAAANACCCCCCTTTTGGGGNGCCCCCAAAACCCTTNTGGGGG 
45 CCT 



CANNANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGTTTT 
CATGCAGCAGGCCTTTCCTGTTGTCATTC^ 

TAGAAGTCATAAAACTCAAATCCCTACAGGGACTAGAAAGTTAAGGTAAATGGACAAAGTGAGATGG 
ATGTGAGAGGAATGGGAGGAGAGAGGAAGTGCTGTGGCATATTGTCCCGTCTGAAAGGGGCACCTGC 
CACCTGCTTCCACGTGGGAATGCGGGACCCAATTTGACATATCGTCCAATTTCTTAAAAG 
AATCCAGAAATTTTTATGAGCGGTTTGCTGATTTT^ 
55 GGTCAGTATTTTGTGAATTGACCTACTTGCAGTTTTTGGAATGTGCCATTTT 

TAAGTGATGCTTCTTCTAAATAACGCTCTTTCCTTCCTCCTGCCTCAAAACCTGGCAAAATTAGGTTC 
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TAAGATTCCAGGTTAGCCTTTCCTGACCCCAAGACAGGCAGTTCTCCTCGTGTTCTCCAAGCTCTAGCA 
CTTACTACATTACATTGCAATGCTTTC 
CTTGCAAAATTATACACTTGGTAAGTTAAATATTTTTTGCC 
ATCTAATGGAGTCAAGNATCATAATNGCTCTC 
5 NAAAAAATATTTTTCCATAANGGAANNCNTANTTTAAAGNA^ 
CATTGGCAAGGTTAAAAAANCCC 



AAANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCG 
10 GCACGAGGGAGATCTCTGCGAACAGTTCAACTCCATGGAGCCCAACAAACAAAAGAATGTGTCTGAA 
GAACTGGACAGAACCCCACCTGAGGTGTCGAANAAGCTTGAGGACATCCGGACTCGTTATGCCTTCTG 
AGCTCTTTTCCTGTGGGGTTTATCANANACTTTATTTCCCTCACCACGTGACTGTGAATC 
NAANAAGGGNGGTGATAATTAATACTTTG 

GGAGTGACAGGTTCCCCCTAAAATTGGCACTGAGATTTGCTGCACTTCTCCGTGCCTGGTACATAATCC 
15 ATTGCCCCCAGGTTNTGGTGTGGAATA 

GGCTATCCNGCCTACTTTNGTACACACCTTTAATTNTNANCTGGACCACCTGTAC^ 

GATGCTGTCTGTGGGGGNNCTAACNNAGC^ 

GNCTGTATCCAACCNAGCNATGAANACNTNCCTT^ 

NNNNNTTNNGGGGGGGGGGGGGGGGN^ 
20 NNNNNNNNNN^ 

NNINM^NNNNNN^ 

NNNNNNNNNNNN^ 

NNNNNCNNNNNNCNNNNNNNNNN^ 

25 

NNNNATCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATT 
CGGCACGAGGCTCCCATCTGTCCAGTTAACATTTCCCTCTCTGTTTTCGAGATAGCTCTCCAAGAGGCT 
GGGGTTCCTCAAATCTCATTTAGAACCGTGTGCTGAAAACCTGGATTGGTGACTGCCATCCTANGCCG 
ATGTGCTGGCCCAGGGGAAGGAAACTGAGCGAGTAGAAGTCCCTACCANAAAGGGTTGGGTTTGGAG 

30 AGGGGCATCCAGGGTACTGAAGTCCTANGTGCCAGGTATCTCCCCGCTCCTCTCANCTTGNGCAGAGG 
TGTTGACAGTATTATCTTCATTTTCAGTCTCCTTCCAAGTTCTGTCCTAAGCTATTA^ 
CTGGCCCCCACCCTATCAAGTGGGAATCCCTTCCTCTTCCACTTTATCTCCTTCATAATAACGTT 
CCCTCCTTTCTCCTGTTTGAGAAAGGGGGTCAAGAGAAGCAAGAGATAGCCTTGGTCTCTTAAGTCT 
AGAAAGCCCCTCCCCACCCCATCTTTTC^ 

35 ATATGGAAAGGGTATGTGCTGCCACCTAAACGTCATTTCCCCAAAACAGGGGAACAAGAACACCTTTO 
TATCTTTTTGGCAAAACAATCTTNATNTCNTCCTGGCTACTGNNT^ 
CCTATTTCTACACTNTCAAATTTTCTATTGGGGGNTGGAACCTTGGCTNG 
AAAANAATGACCATTGGCCCCCCAIW^ 

AAAAAAANAAAAAANACCTTC^GGGGGGGGCCCCCGGGT^ 
40 GNGGNC 



GGGGNNGNGNACNAAATNTTAATTNNATO 

GTGGAGGNGGGNCNGACCTCTACNNNGGGGGNGNGNTGNTAGTTACCNAACATATTNTATCCATTAG 
45 GAGCTCTATANTNNTTNTNGNCNCATT^^ 

NNNNCTNTTTTTNACTTATATNTTCCATAANTCNGAN 

CANAGTGCNCNTCTGNNAGNTCNTTO 

CNNNNNCAAANCAGNANGNTGANNTO 

NGCTGACNTNGAGNANNANNGGNCCANAGNNNATCNCGGCCNANNACACANTTGACAGTANTGN^ 
50 TNNGNGTAAANNAGATGANNNCGCNTGAGNNTTGTNTTCNCNTNCGN 
CNCGTANTNGAGNTTGACTGNNNGN^ 
NNGCAGGTCCGAANNNCNANAATANNCNNGAG 
NCNNTCCNGTTANNNATN^ 

CGAGANACCGNNAGATATNNATNACCNTNNATNNCNANANAGGTCCANCTANm 
55 TCTNTCNTNNNCGN^ 

NTGNNCTATGTNCTACACNGNGTCTCCTCNCNTNTGTONACCNTATAAGNTGTCCTACGNGTAANACT 
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GANNNAACGTCNNACGTCCNNTATANTCCGGANCANNCNATACGTAANGTNCTAGNAGCGNCANN 

NGTGACTTCTNANTANCANATCNTG 

CGTNNTNNCNNNNGNTGATTTOT 

ANTNCGNNNTANTNTGNANACNNTCTTGTTCGTNNGN^ 
5 GANTNGTCCACCTTAGCGANGCNNTTNTAANTNTANNNCAGATCCGNCCTCACCACNGTANTG^ 
NTNANNNTNATCGNCGCTC^ 

GCACGTAGNANANACNTNNNCANNNTAGNGCGGTAGTNAGNGGTCCGCNCTGTACGTNTATATCNCC 
NACNNNATGTCTGTGCGCANCACGGNTTACGNCNACACGNTNGGNNGATGATAATNGATNGATCGCT 
CGACCGNNGGTNATGNNNNNNTGCANNGAANNNCGNA 
10 AATAAANAAANACAGGGNATGNNANTATNTATGATATGGGANGNGTNNTTCTGNTTGAN^ 
NNACNGNTNTNTAATGGATGGANCAC^ 

TGTNCGCGNACNCNATGNGTAANGATGCNCANGCAACGAAGTNACNTNNTNAGGNNGACNTGNATGC 
GG 

15 

GGGGNNGNGNACNAAATNTTAATTNNATNTTN^ 
GTOGAGGNGGGNCN^^ 
GAGCTCTATANTNNTTNTNGNCN^ 
NNNNCTNTTTTTN^^ 
20 CANAGTGCNOSfTCTGNNAGNTCNTTNCNTTAAATGANGCCCNGTCANNTO 
CNNNNNCAAANCAGNANGNTGAN^ 

NGCTGACNTNGAGNANNANNGGNCCANAGNNNATCNCGGCCNANNACACANTTGACAGT^ 
TNNGNGTAAANNAGATGANNNCGCNTGAGNNTTGTNTTCNC^ 
CNCGTANTNGAGNTTGACTGNNN^^ 
25 NNGCAGGTCCGAANNNCNANAATANN^ 

NCNNTCCNGTTANNNATNTTNNNCNCGNNANGNGNTANNCGCGNTGTAN^ 

CGAGANACCGNNAGATAT^ATNACCNTNNATNNCNANANAGGTCCANCTA^ 

TCTNTCNTNNNCGN^ 

NTGNNCTATGTNCTACACNGNGTCTCCTCNCNTNTGTNNACCNTATAAGNTGTCCTACGNGTAANAC^ 
30 GANNNAACGTCNNACGTCCNNTATANTCCGGANCANNCNATACGTAANGTNCTAGNAGCGNC 
NGTGACTTCTNANTANCANATCOT 
CGTNNT^CNNNNGNTGATTTNTAACGCANGA 
ANTNCGNIWTANTNTGNANACNNTCTTGTTCGTNNGNNN^ 

GANTNGTCCACCTTAGCGANGCNNTTNTAANTNTANNNCAGATCCGNCCTCACCACNGTAN^ 

35 NTNANNNTNATCGNCGCTC^ 

GCACGTAGNANANACNTNNNCANNNTAGNGCGGTAGTNAGNGGTCCGCNCTGTA 
NACNNNATGTCTGTGCGCANCACGGNTTACGNCNACACGNTNGGNNGATGATAATNGATNGATCG 
CGACCGNNGGTNATGNNNNNNTGCANNGAANNNCGNAGTCGTANGCTACANAA^ 
AATAAANAAANACAGGGNATGNNANTATNTATGATATGGGANGNGTNNTTCTGNTTGANATO 

40 NNACNGNTNTNTAATGGATGGANCACGANGATANGNNNTNNTNTCNTTATGG 

TGTNCGCGNACNCNATGNGTAANGATGCNCANGCAACGAAGTNACNTNNTNAGGN^ 
GG 



45 TTNANAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGA 
ATTCGGCACGAGGCNANCNN>WAGANNNNANANNTGACCNNGGATCANACCNATO 
GNNCTTCCAGCTGNCNTACCGACCGGGGGANGNATNGATCCTGTACAGATANNGTGGNCATGAGATT 
AGGGCCCTGTTCCAANCCTNNCCAAATGTTACGG 

ANNNNACGANNAGGTTACTNANCNTTGGGNNCTTGCTNCNCANGNTNNTGA^ 
50 GGANCTNGGCCNNTACAATNNNTGNNCCANNCGTCTNAGCGTGTNC 

TNTACTGGGTTGCTTATTGGCCGGGNCCTNGTNCNTTACANTGGGATGCNATCNTGACAGNGGATCAA 
TTANATATTCCCNTAGCCTTGGAATNAGG 

NTANGGGNGGGNAACCGGCTTATGGATTCCGGCCCCATNAACCGGAGGGNGGCCCTTTCTTNTO 

55 TCCCTTTTTAAAlsn^ 

TGTTTNTTGGGGCGGNCNNAAACANTT^ 
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TCACCTTTTGGCCCGGCNAAAAGGCCCT 



^TTTNCCCCCCTTAAAAATTT 



TTGANAAAACTGGACTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCGGGCTGCAGGGATA 

GNNTNATGCCNATNTGANGGNAATATTAAACAANGCACGCCCNAGGGCACTANAAAGGNCATCATAT 

TGTCAANTTAATNCAGGTTTACAGGACCAANTACGNCATCTCATTGAACCGAGTCAGCCTGANAANN^ 

TATTGTCACNCCTNTCCNGNCGTACA 
10 NTNATANCCGANNTANCATCGTTO^ 

NTNAGGAAGACTCACTTGAGAAGATNCKATAATAAAGTTATCTTGTNTNCATO 

NTTANAATGATAANNATTTAANTTTNTGGGGGGGGNTCCCTTTT^ 

TTTAACNCNNNCTACTTCCTTTNTlSr^ 

TNTAACATTTANCCTCTOT^ 
1 5 TTNTNNTTTNNNTCN^ 



TTTCNTTTCTNCTTTTNTAAC^ 
TGTTTTTNTTNNCTATACACNTNTATATTm 
TTTTTCNTTNATCCTTTTCATNCTTCTTTTACTNTT^ 
20 NTTAATNTTTTCTTC^ 



NNCAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGA 
ATTCG>H?NNNANGCCTACAAACCNTCCAACCANNCGCACTGNTACGGNA 

25 ACGCCTTTNTTACCAGCATAATGNCCACATTNATATTTATCCACTTCGGGNCANGAA 

NACTGGNCACTGGACTAAACCATCCCAANTCTTAAATTAATCCCCTTAAGCNTTAAAAAAGANCTATT 
TTCTTCATNAATATTTAATCCCAGTAGCACTAATCCGGTNCATGGATCTAATATAGAAATO 
NATATATATACCTCAGANCCCCATATTAANCAATTCTTTCAAATATCTACTTCCTA^ 
GCCTAATCCCTGGAACCCGGAAANCACCCTTTTTCAGGCTTTCATTGGCTGGAAAA 

30 CTTATATTTTCTCCTATCGGAAGGAGGATNCGGGNCGAAGNGAAGCCAACCCCAGGCAGCCCTTCCA^ 
GCAATCTTATATTACCGNATTNGGCGAC^ 

CTTCATTACCTGGANACCTTCCACAGGATCTTTATTCTTAAACCCAACGAACTTCAACCT^ 
ATTGGACTAACANTTAGCTGCCANCCGGAAAATCCCGCCCAATTTGGGCCTCCACCCGNGAACm 
CTTTTGGCAATAANAAGGGCCCAACTTTC 
35 GGGAGCCAGGGATTNTTTCCCCACCTAAAACCGGGTTNTTTTCCCCCTCA 

TTGGNCCCCNCNCCCCCCCAATGGGGCCTTTTAAAAAAAAAATTTGGGNTTT^ 
AAAAA 

40 

TTNANCAANNCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 
AATTCGGCACGAGGCACCAGCCCAGGCTTGGACAATGGGNGGGGACATGTTCAACGCCAGGTTCATTC 
GAAACTTGCATGAACGTCGCAGCACCAGGCCTTGGTGACCGCAGCCCCCTCTCACACCTTCAAAATCA 
TTATTATTTCTATCTCACACAGGACT^^ 

ATAAAGTNTTTTTTACCACGANA^ 

CCCTTNNNGGGNGNNGATNAACNNNCGGGGGGGGCCNGGNCCCATNN^ 

AAAANNNNNNNNNT^ 

TNATTNNNNNNGNNGNNTATNNCNNT^ 
50 NANNNNNCNGNNCCNNTN^ 

GIWNNCNNNNNNCCN>^ 

NNNNNNNN^TTNNNNN^ 

NNNNNNNNN^ 

NNNNNNNNNNN^ 
55 NNNNN 
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AAAANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTC 
GATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGTACCCAATTCGCCCTATAGTGAGT 
CGTATTACANNNNNNN^^ 
5 NNNNNKNNNNNNN^ 

NTNNNNNTN^MN^ 

NNNNNNNNNISINM^ 

NNNNNTNNNNK^ 
10 NNNNN^ 

NNNNNNNNNNNNNNN^ 

NNNNNNNNNNN^ 

NNNNNNNN^^ 

NNNNNNNNNNNNNN^ 
15 NNNNNTNlSnSTNNTNNN 

NNNNNNNNNNNNNCNNN^ 



GCCTATAGNGAGTNGNATTACAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATT 

20 TCGGTATCGAGGCNCNNCGNTANC^ 

ACCGNAANCANNTCGCCATGGATGATGATATTGCTGCGCTCGTGGTCGACAACGGCTCCGGCATGTGC 
AAGGCCGGCTTCGCGGGCGACGATGCTCCCCGGGCCGTCTTCCCGTCCATCGTGGGGCGCCCCCGGCA 
CCAGGGCGTAATGGTGGNCATGGGCCANAAGGACTCGNACGTGGGGGATGAGGCTCANAGCAAGAG 
AGGCATCCTGACCCTCAAAGTACCCCATTTGAGCACNGGTATCGTCCACCAACTGNGACNACATGGAN 

25 AATATCTGGCACCACACCTTNTACAACGAGCTCCGTGTGGCCCCTGANGAGCACCCCGTGCTGCTGAC 
CGANGCCCCNCTTGAACCCCCAAAGGCCAACCGTO 

TTNAAACACCNCCTGNCATGGTACTTGGGTCATTCCAANGCTGTGCTGTCCCTTGNATGNNCTCTGGCC 
CGCACCAACTCNNCATTTNNGATGNACNNCNGGTGACCNGGGTTNAAC 
TNAGGGGGTNCTCNCTTTCCC^ 
30 CTGGANTTACCTTANTGNAANCACTCTTCN^ 
NGATNNCGGNAAAATNWTCCNTTNANNT^ 

TNANCAANAAAAATGTCNCNNAGTNNGCGATTNANANTTTCTCCTTTGN^ 
NTNNTNCTTGGNTCNNGAGTN^ 

TCNCCAGTTTCCTTTTCTTNTGNAATGTAATANNTGANCC 

35 

NCAANATCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCCT 
GGGCATTCTGCTGTACACCATGCTGGCGGGATACACTCCATTTGCCAATGGACCCAGTGACACACCAG 
AGGAAATCCTGACCCGGATCGGCAGTGGCAAGTTTACTCTCAGTGGGGGAAACTGGAACACAGTTTCA 

40 GACACAGCCAAGGACCTGGTGTCCAAGATGCTGCACGTGGACCCCCACCAGCGCCTNACAGCCAAGC 
AGGTCCTGCAGCACCCGTGGATCACCCANAAAGACAAGCTTCCGCAGAGCCAGCTGTCACATCAGGA 
CCTGCAGCTTGNGAAGGGAGCCATGGCAGCTACCTACTNANCACTNAACANCTNCAAGCCCACCCCTN 
ANCTGAAGCCCATCGAGTCGTCTATNCTGGCCCANCGGCGGGTGAGGAANCTGCCGTCCACCACCCTG 
TGAGGGGCCTGAGCATTCAAGCCGCANGGCGGTGCTAGCTGGATGGAGGCAGCGTGCTTCCCANAAN 

45 AAGCAGGCCTGAATCCCAGGGCCAGAGGGAGCGGAGCCCCGAGGGGCCCAAGAAAGCAGCCCAGCC 
CAAAATCACCCCANGGAGGGNGNTGAGAANTGCCCTTCTCCTTNCCCCAGGAACNGACTGTTCTCGGC 

AAATGGGCNTCTACCCNCCCATGGGATTTT^ 

CAAANTTATCCCCNTNGGAAACCCCCCAAGGAAGGGGGGCTNGAATTCACTTCAAAlSrGGGCGCCTCCT 
50 TGTGGGCTNGAAAACCCCCTTTAAANACAAACTTTNANGAATTTNCC 
AAATTGGGGTGTTTTTTATNCCCNNCC 



GGNNCGTGNNNNGTNTTTTNTTTTT^^ 
55 NTNTTAANGCTNTNNCTNGGNGNANTGANNTGNATTNAAACANT^ 

TGGCGGCCGCTCTANACTAGTGGATCCCCCGGCCTTGCANGGNAATTCCNGCACGAGGCCCNACTCNG 
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CCCACCGGTGGCCCANAAGAAACTTGGN^ 
NGGTATNGGGTACTNNCNAAGAAGC^ 

GGCANAGNGGNCNCGCNNCCCTGNCCGAATGGGGCCNNTCCNACCTGNCTTTTTNCTTGNGCC 
AGGNCCAACCNANAGGCNTTNCANAAANCTT^^ 
5 TGCNTTGGGCCNTACTNAANNIWGTAACTCCNATANAAANGCTCCTTGTN^ 
GNACGNTAGANNTNCNTGAAT^COT^ 

GGNNTNCNCCTNTCGAATGNGCTGGTNCNNNANTTATCACCNCGAAACAANCTGCG 
ACAACMvfTTGTACCAGTTACATNTAAAATTAACTAAATANAAAACTT 
ANTNCNTANNTTTTNGTNCCCCCCNNNGNANANCACTCCNGNAN^ 
10 NTTTCCNGATTTTNTAACTAATGNNGGNNNCNACNNN 
NTTNTNNCCCNATNCCCAANTNGGN 

NTTTTTNTTNGNAAAATACACTCANGCNTTANATAACNTCCACCT^ 

NACTTCTNACTCACNCACANGNTNGGTNTO^ 

GTNNNAGAAANATNAATNNTC 
15 CTNNNGGNCNTAGTATTCNNT>W^ 

ACNCTNTCTCAATNTNGGNANGGNNTNGTTNCNNTNTCCN 

NNGTATTNCCNNTATCNNNTCTTCTCGNTACNGNNGTTCGGTACGN 

TGTCGTACGTCTGATGCANNCNNN 

GATTNTCGTATANGNTCNCCNACTTNN 
20 CCNAAGANGTNNGCATGTGTNCG 



GNCNCNTGNCNN GTTNATNNNTTTTTTTTNTNTO 

NTCTTAANGCNT^CTNGGNGCGNTTGNTATGGATTCAANCTNTTO 
25 TGGCGGCCGCTCTANACTAGTGGATCCCCCGGCCTGCNNGGNAATACCTGNACGAGGCCCNNCTCAGC 

CCANCGGTGGCCCANAAGAAACTTGGNNTA 

NNTNGGTACTNNCNAAGAANCNTO 

AGAGGNNNCGCANCNCTTGNCCGAATGGGGC 

AACNANNGGCTTNCANAACATTNNANNTNCNATGGNAGAACC^ 
30 AACNNGGNAACClSnSTAANAAANGCTCCTGTNTTGCTTTTATAGGCT^ 

NNGNCCCCAGGGGGNCM^TNNTCCCTGTTTCTCCNTAACANNNGNOT 

NCCGNANTTATCACCNCGAAACACCTNNNCGNCCCTCGAACANCNNTTGTANGCCN^ 

ATTNACTAAATANAANACTTCTCCCTCCTTTNTCCCANACNATTNCNTO 

GNANANCACTCTNGNCNCCNTCCCNAGANTO 
35 NNNCNATNWCN^^ 

NTNCNTCTTNCCTCCCCCTAATCTACCATO 

NCNNANATAACNTCCACCTAANNTA^ 

GTTNTNNGACNTGTATCTTCCCTCTCNCNNAGNACGNNCTTNTCGTO 
CNAACTACTNNGTCNNCGNTCTC^ 
40 GTCGTATNTCCCACCTCNTNATTATG 

NGTTNCTNTNTCCATTNTNNNTNNGNATNNAC^^ 

CTACNGNGGTTCGTNCNNTISnSFGNTCTNCANTCGlWANNATGTCGTA 

NTANCATCTNCTTATNTAN^ 

NTNTCTCCTATGAATCNCTTTCTGATNTATGCTNCGTNCCNAAGTAGATNCNATGTC^ 

45 

TTNANNAAANNCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
GAATTCGGCACGAGGNNAGCGTCAAGATNTGTNACTTCKKCNNGGATCAN^ 

GGNCTTCCTNCTGNTTNACCGAACGGGGNATGNCATNATCCTGTNCAGNCNGNGTGGGGATGNGAN^ 
50 NGGNCCCTGGGCCATANTTCCACNANm 

AACATTANC>nsnS[AANNGACCTGAATTTTGGCNNTTTC 

GGNACAANGCCNCTNNCANGNCTNTGGGCNATGGCNNCNGGTGNTNNGCNAAGGAAGGAACC 
TNACNNNGGANNNTAAAATCCGCTCGGTGNCCGN^ 
AAAGNTCCCNNGTNGCTTGGGCCTTAAG 
55 TGGGGCCCNAATNGCNTNANGANTTTTCC 
TTNKjTTTTNTGCCCCGACNC 
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GGANGAAGNNTTNGCCCNTN^ 

AAAAAAAAAAAAAAAAAAAAACCCNGNTTTTGGGGGGNCCCCNCNTNN^ 
NCCNAAAAANCCCANAANNNNNNNNNTN^ 
NGGGGNCNCCNTNNNNNTTTTTNTTNGGGGN^ 
5 TTTTNNNGGGGNNCCNNTT^ 



NAAAAGCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCGGGCTGCAGGGAGAG 
TCTGAGGCCAACGTGAGGGAAATCTTCGACAAGGCACGCCAAGCTGCCCCCTGTGTACTGTTCTTTGA 
10 TGAGCTGGATTCGATTGCCAAGGCCCGTGGTGGCAACATTGGAGATGGTGGTGGGGCTGCCGACCGAG 
TCATCAACCAGATCCTGACAGAAATGGATG 

ACTAACCGACCTGACATCATTGATCCTGCCATCCTGCGACCTGGCCGCCTTGATCAGCTCATCTATATC 
CCGCTTCCCGATGAGAAGTCCCGTGTTGCCATTCTCAAGGCCAACCTGCGCAAGTCCCCAGTTGCCAA 
GGATGTGGATTTAGAGTTCCTGGCTAAAATGACTAATGGCTTCTCTGGAGCTGACTTGACCGAGAm 
15 CCAACGTGCTTGCAAGTTGGCCATTCGTGAATCGATCGAGAGTGAAATTAGGCGAGAACGGGAGCGG 
CAAACCAACCCGTCAGCAATGGAAAGTAGAAGANGATGATCCAGTGCCTGAGATCCGCCGAGATCAC 
TTTGANGAAGCTATGCCCTTTGCCCCGCCGTTCTGTCAGTGATAATGACATCCGGAAAGTATGAAATG 
GTTTGCTCANACCCTTCAACAAANTCNANGCTTTTGGCAACNTTCANAAT^ 

GGGNGGAGCTGGNCCCCAGTCANGGCAATGGCGGNGGCACCAGGTNGCAATGTGTTCCCCNGAAAAA 
20 TAATGGATGATGANCCTGTNTGGNTTAAANGGGGGGGGGNCNACCAAGCAANGAACCTGGCCTGGGT 
TGGACCNTTTTTCCCTTGNNGGGGGGGGGCCCCCCCCCCAGGAAGGGAACCCGGCCCTNNCT 



AAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTC 
25 GGCACGAGGCTNTGAAGAGGTTGGGAAGTGACCACTTGGATGTCTGGGCCCTGCCAAGGGGACAGGG 
AGGGTCAGAGGGAGGCCAGCTGCTTCCTGCCCCCACCCTTTCCCCAGGCCCACTGTGCTGCTTTTGTGC 
CAAGATTAAGGTTAGCCAGTCCCTTCCCGTCTTGTTCTGTGTGCTTCCGCCTACCCCTCATCACCGCCAT 
GCCCCTGCCCCACACCTCCCCAAAGAATTGAAATGTCAGCTCAGGATATGGGGCCAATTTATGTGAAT 
CCAGCATGTCCCTGTGTCGCCCTAGTGTCCCTTCAACCCGGGCCAGCCAGAGCCCCCCTTGTCGCAAGG 
30 CCTCGTCCTGTCGCCAACTTCTCGAGCACAATCGGGCTTCTCCCATCTCCAGGTGTTCTGCCGCTCTCA 
ACCAGAGGTGCCTCTTCCAACTGGGGCGGGAGTCAAAACCTGCCCCCTCTGTGGGAGGGACGTGGAGC 
CCCCTCAGCCCTTCACTGAGTTCTTTC 

TTGGTGTATGGNGGAAGGTCCCTTGCCTTAAAACCTTCTTCCCCGGCTTTGTO 
TCCNTTGGCCTTGCTGGAAACTTGGGGGTTTTCNCTTGTTTCCC 
35 AAAAITTTTTTATTTTN^ 

CTNGGGCCCTTGTTCCTTT^TNTTTGGGGGCCCGCA 

CCCCNCAANANNTTTTNAAA 

40 

TTTGGAANACNCATCTGGAGCTCCNCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTG 

CAGGTGCAAGTCTTTTAATAGATGTCATANCAGTGTTTNNAGAACTCACTGAT^ 

ANAAGGTNNTCCCCNNNNNATTO 

45 TTAT>MSfNACCCCNTTCNGTGACCTNANNTGTNTTTCGACA^ 

ACCATNTTANTCCATTCTTTNTGCNTGNCATTATNCCNCNNANCCTCTNTG 
MSTTNTTCNTNNNCN 

NNTTCCTTTTATTTTACGTAATNNNNT^ 

TCANNTNCNTNTNTTAACNGCNTNCTONCTGNNNCCTCAN 
50 TANANTNNNATATCCCTAATTCNACNCTNNNTCAAANTCNAGCNNCAC 

TCNNANTTTNCNCNCCAANNNTNANCTNTNTCTCACCNN^ 

TTACACCANTTAGANNACTCTNTTTNCATNCACAATTANNACNTTCTATCT^ 

CTTTTNNCCTCTANATTC^ 

ACNNTCTTTATAATCTTANTCN^ 
55 NTCCNTAGNTTATTTTCTC^ 
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ATCCTACTTGTNCCNCNTAGTNTTNCN^ 
ATCACTCTTTAACTNTAGCCCG 



NAAACTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGATTTGA 
ACCACTAGCCTTTGAAATAAAAGTCAGCCCCGTTATTAACAGTGCAGATACTGAGTCCACTTGGATTTC 

GCTGCAG^CAGAACTTAATGCCTAATCTGTAGAGTTCATATATATATATATAAAATATATATACCCA 

CACAAACACATATATATATGAAGTTTAATGAACTGTCCAAGTGAAACATCCTAACTGTCCTTGTGATTA 

AGGAGCCAGTTTTGCAGGCAGCCAGCGCGGTGTTTTTCTGTTGGTCTCCCAGCACATGCCCATTCCTTT 

GCCCGCCCATTCCTGCTACACTCGATGGCAGCTGGTGACACCACTGTGAAGGTTTCTGCGGTCCTGTCT 

TGAGTGTGGCAGGCTGGAGGTGTACTGCCAGAGGTGAGCTGGGGCGTGTTCTGTTCCCCACACATTTC 

TAAACTGCTACAGGCAGTGTACTGGCTACCACCTCAAGTCCAGACACAAGTCTAAAGCTGAATTTTGT 

GTCAGTAACCTTAACCCACCGAAACAAATCTTGAGTAGCTCGTATCCTGCTCTTANGAATTCTGNTGTC 

ATTTAAAAGTAATGTTCAACTTTCTTTTCTTTITTATTGTTTAAC^ 

TAAAGCCTGAAAATITrGTCTGGNGCTGNGGNGTATGNANCATTGGCCAATTTTTATATTTA 
NNCAAAAAAGAAACCTTAAAGANTTTNTGAAAAAATGAAGGAAGCCNTGGGCTTTGGCTCCCTAAAT 
CTGGGNGGGGTGCCTTGGNGGGAAAAAAGGGAAATTGGGGGTCTCTTTNAAAAAGGAAGCCTTTTTG 
GGGGGNGGGGCACCCCAGGCTTTNNCCTGGGGNNNCCTGNTNGGG 

GCCTATNNGGAGCNGNATOACAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAAT 
TCGGCACGAGGCCGCGTTCGGACCTCGCTGCTTCAG^CTCCGG^TCC 

TCGGTGCCAAGTTCTGGGAGGAGATCANGAGATGAACATGGTATNNACCCCNCCGGCNCCTATNNTG 
GGGACAGCGACCTACAANNGGACCGNATCTCCGTGTACTACAATGAACCCACNGGNGGCAAATATGN 
CCCTCGTGCTATGNTGGGGGATCTAGAACCCNGAACCOTGGACTCTGTTCGNTCAGGTTNTTNTGGNN 
AGATCTNCACANCANACNTCTTTNTTTTTGGTCAGGGNGGGGCANGCAACNGGNGNGCGNGCGGGCT 

atttataangaagnagcccctggttgantgacgtcnctngatggntgtngnangganggngncanga 

tagnntttgnctgcctggctttnctttcaacccaccnnc™ggtgggggggcctgcctcg^ 

gaaccttnctctttctnatnaaacccganaa^ 

NGGNGGNGNCCCCCC^AAAANATTWA^ACIWGNNGNNTGNGNCCTTAAANNCCNCCNCCCTTT 

tttntttattattggnngggggnanann^ 

TmAAAAATNNATTTTTTTNACCNTTNAAGGTNGGCCCCCCCACCCTNTTC^ 

TNTTNNCCCCNCATGGNNNGGNGNNCCCCTOTTTCCTNCCTTTTITCTTGGGNGNNANNANTTNGTNCC 
CCCCC 

GCCCTATANGGAGNTGNATNACAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAN 

TNGGNCTCGAAGATNTNAAGCCATGCCTTNTCCTGTACNACCANATNNTTATATGNTTGANCTTCNNN 

CTCCNGNTmANNNAGAGNANAAAGATGNAAAGGATGGCIWGGNGCNNTGNCNGGNGNCNNNGNGC 

NAATNTNAACTTAAACCNAATNAATTATGGGGGNGGTAAATACAGACATTTTAACCCAAGCCACNAN 

NNTNNTANNNGGNACNCAGCTTITACGGNCNCNTGCTCNCCCANNAATOGCNCCGNTNTGCTTOTGCC 

GNNNNCMCCTCCANCCATTGNCTTGGCNNTNCAT^GCGGAACN(^ATGATTNCNGGCCGTCTGTGCT 

ATNNNNNCCNNTTGGNTGGCTNGGANTTTCTACTGTTNTNTTCNNAANTOANAT^ 

TCTGCGGGTAATTCTATNTNAGGGGNNNTGGCTCGNCNCANAGGCACACCTCCTAANNTGGNGCNGN 

GCAAAACCCCACGGGGGNAANNTTTCACTGWCATC^NNTGGNTNNTGTAATGNNTTCNNCCCNGGG 

GGNGTTTATTGAGCACNCCNNGGNGANNANlvlNTTNCNGATATTCTCCCCCCCNGGTNAGNCNNTGNG 

CGAACCCNNAAATNTTTTNCCTANAANGCCNNTNNTTCGATACTAAAAAAAANAATGGGGGNNGNNN 

TTTNATATATGCCNNTTNACCCCTC^ 

TTTAGNNGAGGCGGCTTNNTTTTTGTNNNNAGGGAANNTTTN 
NCCCANTNTGTTTTTTTGAAAACCCCCNCCNNCTTTTNTCANATN^ 

NAGNCTTGNTTCGCCCCCCAAANATTTCTTTTANGGAATATTNNTGNAATGAAAAGNGGTC 
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GCCTATAGNGAGTCGTATTACAGTGGNGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCNCG 

AGGCCTGGGACAGGCCAGTCCCGTTCCTTCCGCATNCTCGCCCACCTNACAGGCACCGAGTTCATGCA 

AGAACCCGGATGAGGAGCACNTGAANAATTNAANCCAGGTGCCNAGGACGGAANCCCNACCCCAAG 

C^TAANNTAAACCCAAGNACCCNTGNCNNGGCCTNACAACCCCAANNCCAANAAC 

GNGGGGGNNCCTTNNNTTNNN1W 

NACAAATCANGCACACACCAAGCGTATGCAA 

GGGNGCCTNTGGGGGGGNGGGGGGCACACAAAACGAAAAAAACTCCNTGTGCCACCCNAGGCCAAA 

GGGNThWGSfNGGTGNCTTATOTNTTGNGGCTTNTGCC 

NCTCCCCACAAGTTGGGAAAAANNTTTNGAANAAAAANGGGNCGTT^ 



AAAAAAAANTACNTGGTTGGAGGGNATTNACTCCCCCNTCNTNAAANAAANNA 

GGGAGGNGGNGGCCCTTNTNTTT^ 
ANNGTGNTGTNTTTTTNTAAATANANNTTTT^ 
1 5 TTTTGTTNTAGAATNATNANTTTTG 
NAAAATTNTTNN 



GCCTATAGNGAGTCGTATTACAGTGGNGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCNCG 
20 AGGCCTGGGACAGGCCAGTCCCGTTCCTTCCGCATNCTCGCCCACCTNACAGGCACCGAGTTCATGCA 
AGAACCCGGATGAGGAGCACNTGAANAATTNAANCCAGGTGCCNAGGACGGAANCCCNACCCCAAG 
CNTAANNTAAACCCAAGNACCCNTC 
GNGGGGGNNCCTTNNNTTNNNNNACCCNNACCCCA^ 

NACAAATCANGCACACACCAAGCGTATGCAAAANACCGACCTTNATTTCGCAAGCCGCNCTTTANAG 
25 GGGNGCCTNTGGGGGGGNGGGGGGCACACAAAACGAAAAAAACTCCNTGTGCCACCCNAGGCCAAA 
GGGNTNNCNNGGTGNCTTATNTNTTGNGGCTTNTGCCNNTGCAT^ 
NCTCCCCACAAGTTGGGAAAAANNTTTNGAANAAAAAN 

AAAAAAAANTACNTGGTTGGAGGGNATTNACTCCCCCNTCNTNAAANAAANN 
30 TTGTTNTTTTNNTNCTGCNNCANTGCANAAGNGTO 

GGGAGGNGGNGGCCCTTNNTTTNNNNGCCAGATTTATTO 

ANNGTGNTGTNTTTTTNTAAATANANNTTTTGGNGNA 

TTTTGTTNTAGAATNATNANT^ 

NAAAATTNTTNN 

35 

TTNANCAAANTCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 

GAATTCGGCACGAGGGATGGTACAATCAAGGAAGTCGTTCTGGATCCAGACACCACCTCTTACAGCCT 

GACGGATCTGAGCCCATCCACCTACTACACAGCCAGGATTCAGGCACTGAACGGGACCCTAAGGAGC 
40 AAGACAGTCAAGACCNTCTTCACCACGAGTGGAGTCCTGTACCGATTCCCCAGGGACTGCTCCCAGGC 

AATGCTGAATGGAGACACGACCTCTGGCGGCTACACCATTTATCTGAACAACGACAAGACCCANAAG 

CAGGAAGTCTTCTGTGACATGACCTCTGACNGGGGTGGATGGATTGNGTTCCTGANACGCAAAAATGG 

ACGTGANGACTTNTATTCGAACTGGNAAGGCTACCCTTNT^ 

TGCNTTGGCTTGGACACTTTGNACCA 
45 GGAACCCCGGGGAAGNCGGCCCAGNCCTTTTANAAAAAAGTTAANGTNGGGAAAAGCCCG 

TTNCCGGTTNAAGGNGGANGGGGTCCCANNGGCCCGGGAGGNGACCTCCTTGGCCTTACCCAATO^ 

NNNAATCCTTTTTCCNCNTTTAAAAAGGGACAANN 

TTAAANGGGGGCNTTTTTTGNTNCAAAAANCTGCCCCCCGGTTAAACCT 

GGAAAACCCCCCCCAANN^GGGGG 
50 ATTCCANTTTTNTTTAAAAANAAANCTTTAAAACC 

GGCCCAAAAANGGGCTTAAANTTTTCCG 



NCAAGCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCGGGCTGCAGGNGAAAA 
55 GCCNTGNNATGANGAATGGAANAGAGTGGATTGGGAGCAATTATNCTTTTGNCTGTCAAAATGAGTG 
CCTTTTTAGGAAATGTGGTTCCCAATTGTTGGTTTCCTGCCATCGTGTGTTCTAAGGAAAA 
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GGCTCATTAAAAAAAAAGTGCTTTATAGCACTGAGATAAAATTTTACATGGATTA 
TATTTTAATCGNAATTCGTCCAA 

ACTTAAGATTTGATTTATGGCTCTTACCCAA 
5 TCAGTAAGCATCTTCTTATTTCAAATGGCAATTTTATTT^ 
TTGTTTCTTCAGTAAAGATTTC^ 

CTCATTCCAGATGTCCTACTTATGTTTTTCAAAAATGTACTTGAAAACTAATTG 

ATCAAATTAAATAAGTGATTCTCTGNGGCCAGTTGTCTTCTGGAACTTGGNGGGTAATGGAAANCCTG 
GATCTGCCAAGAAACTTTAAAGGGAAAGGGAGTAACTGGGTTCTACTCCCCATGACCGGGGNCNGGG 
10 ATTTCNTTTGGTNGAAAATCAAAATCATAAGTTGGATTCNCTTA 
GGTTAAAAATTCAATCTTTTAAATCCCTCCTTNCCAAAGTNAAAA 



TTONNNCAACAAGCTGGAGCTC 

1 5 AGGNNANNNGCCCNGNNATGNAAAAAGGAAAAGAGNGGANNGNGAGCAAT^ 
ANAATGAGNGCCTTTTTAGGAAATGTGGTTCCCAATNGNTGGCTTNCTGC 
AAATTATCCATGGCTCATTAAAAAAAAAGTGCTTTATAGCACTGANATAAAANNT^ 
GGGATTTGGAGTATTCNAATCGCAGTNCGNCCAAAATCAATANCACTGTGTATTTCTGA 
AGTCTTTTAGTTNCATNCAGCAAATGAATAGTGATC^ 

20 CTTTTTCAAAAGANCTTAANATTGGN 

TCTGNAGCAGACCTCANTAAGCATCTTN^ 

AATCTTGGAATATTNGTTTCTTCAGNAAGNATTCTTGAAATTTCCATTNATNGGCC 
CTAATCATCCCAACCTCAAT^^ 

TTGGCCACATCATGNGGGNAATNAAAATTAAAATAAGGGGATTTCTTNGGGGGCCCAGTTGGTN 
25 GGAACCTTTGNGGGGNNAATGGGAANCCCTGGGATCCTTGCCCAAAAAACCTTTAAANGGGGAA^ 

GGAGTNAACCNGGGGTTCCCANCNCCCCCCAAGGACCGGGGGCCNGGGTNTTTCCTTTGGGNGGAAA 

AATCCAAAACCTTTGGTTGGAATTTCCCCTAAATAAGGCCCGGGAGGAATTAACGGGGTNAAAAAT^ 

CAATCTTTTAAAACCCCCCCTNCCCAAGGNNAAAAAAGCCTAAANGGN 

30 

TTNNGCACANCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGT 
GCAAGTCTTTTAATAGATGTCATAACAGTG^ 

GTATGCAAGGTGGAAGGCCACATATATTCATAATTGTTTAAAGAATGGAGAGACTCCTCAAGCAGGGC 
CTGTTGGGATTGAAGAAGATAATGTAGATGTTGAGGAAAATGAAGATGCTGGAGCCACCTCTCTGCCC 

35 ACTCAGCCACTTCAGCCGTCATCTTCCACATATGACCCAAGCAACATGCCATCGAGCAGCTATACTGG 
AATCCAGATTCCCCCCGGTGCCCACGCTCCAGTAATACCCCAGCAGAAGTGCCTCACAGCACAGGTGT 
AACAAGTAACACTATCCAGCCTACTCCACAGACTATTCCGGCCATTGATCCTGCACTCTTCAGTACAGT 
TTCCCAGGGAGATATCCGACTAACACCAGAGGACTTTGCTAGGGCTCAGAAATACTGCAAGTATGCTG 
GCAGTGCTTTGCAGTATGAAGATGTCAGCACTGCAGTGCAGAATCTGCAGAAGGCCCTCAAGTTACTG 

40 ACTACAGGCAGAGAATGAAGCCTTTGTCAACATCCATGCATTTTTTGGCTTAAAGAACTA^ 
CTACTCTATCTTCAGCCTATCAGGAGCACAGNTTTTAAGGAAGAACTTCAGTTN 
AATGAAAACTGGGGCTGGGGATCAAAATTCCTATTGAAGTATTCATTAGCAGGCCTCAAACCAG 
CANTGGGCCATTTAANGGGATCCNGGAAGNCCCTTAAGGGGATAAGCTTNTNTAATGG^ 
GNCCCTTTTATTTGGCCCNC 

45 

GCCTATCTGGAGCTOCACCGCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATT 
CGGCACGAGGCAGCCGCATCCCTGAGACAAGATGGTGAAGGTCGGAGTGAACGGATTCGGCCGCATC 
GGGCGCCTGGTCACCAGGGCTGCTTTTAATTCTGGCAAAGTGGACATCGTCGCCATCAATGACCCCTTC 

50 ATTGACCTTCACTACATGGTCTACATGTTCCAGTATGATTCCACCCACGGCAAGTTCAACGGCACAGTC 
AAGGCAGAGAACGGGAAGCTCGTCATCAATGGAAAGGCCATCACCATCTTCCAGGAGCGAGATCCTG 
CCAACATCAAGTGGGGTGATGCTGGTGCTGAGTATGTGGTGGAGTCCACTGGGGTCTTCACTACCATG 
GAGAAGGCTGGGGCTCACTTGAAGGGTGGCGCCAAGAGGGTCATCATCTCTGCACCTTCTGCCGATGC 
CCCCATGTTTGTGATGGGCGTGAACCACGAGAAGTATAACAACACCCTCAAGATTGTCAGCAATGCCT 

55 CCTGCACCACCAACTGCTTGGCCCCCCTGGCCAAGGTCATCCATGACCACTTTGGCATCGTGGAGGGA 
CTTATGACCACTGTCCACGCCATCACTTGCCACCCANNAAGACTGTGGATGGCCCCTCCGGGGAAGCT 
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GTGGCNGTGACGGCCGAAGGGCTTGCCCAGAATATCATTCCCTGCTTCTACTGGCGCTTGCAAAGGCC 
GTGGGCAAGGTCATTCCTTGAGCTCAACCGGGAAACTTCACNTGGCATGGGCCTTTCCNGTTCCCCACT 
TCCAACGTGTCTGTTTGTGGATNTGAACCTNGCC^^ 
AGANCCAANAAAGGNNGGCGAAACCNNGCNGT 
5 TNCCCNNGAGGGACCCAG1T>WTNTCCCTNGGAATT^ 
CCG 



AAAACTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGTTCTTAA 
10 TTATCACAGCAAATACTTTGGTCTGATTGTCTGTATCTTGTGACAAGCGATAATGACCCAGTANAATTG 
CATCCGTTCTGGTATTCCTGGNGCGTAAGCGTGGAACAATGGACTGGGGCTCCTCGGGCGTGGTGAGC 
ATCATCACGTGGCCATCCGGGAAGAACCTTACGTACCTGTAATATTCCACTTGGTGCCACGCTCTATAN 
AAACCATCAAGANACTGCTCCCCTTGACAAATATAGGNGGTTTTACTGATATACACGCCATCAA^ 
AACACGGGGCCTTTCCAAAAACATCTCTCTC 
15 CCCAANCTTTCAAGCAGGCCAAACGCCNTATTTGAGGGTNTCTGGCANANATANANAATCCTC 

ACCTGTGACANCTGCTCTAATGATCTGANGTNCAGGTCGNTGCACACCACCCAACGNAAGACGTACAT 
CACGACCTCCATTGGCAGANCTTGATATATGAGTCNGACTGCTCTCAAGTTCAGGCTGACACAGNTNG 
AGCACAGACTTCTGAAACGTGAGCTGCTGTTGGAAGTAAGACANGANGTCTGNCATCTTGCTGCATCA 
TCAGTATCTTCAATGNAGCTGGTTCCCACGCCNTCACCATTTGGAGACCGGGTATAAAGTAATCTTGA 
20 ACTCTATATCAGGGACAAGTTGCATAN^ 
TTTGGTCTTCNTCNACC^ 
CCTTTAGNGGANNNANNNNNNNAAANN^ 
NNNNNNNNNNNN^ 

25 

GCCCTATNTGGAGNTGNATNNCAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAAT 
TCGGCACGAGGCAAATTCCTTGCAGCAGGAACCCACTTAGGTGGCACCAACCTTGANCTTCCAAATGG 
GAACAAGTACAATCTANCAAAAGGGAAAAGTGATGGGATTCTANATCATAAATCTGAAGAAGANCGN 
GGGAAAAGCTTCTGGTGGNCGGTTGGGCCATTGGCGNCATTGAAAANCCGGNTNNN 
30 ANTCNTCAAGAAT^TNGNCNAN 

GNTNGNCGGTTNANTTCGGGAACCTTTACTNACCAAANNCNNG 

TGGNGGNCACCGATCCCANGGCTNANCANCAACCCCTTACGGAANCCTTTTANNTGAACCTGNCAACC 
ATTGGCCTGTGCAACANGGACTOTTCTCTGGGCTTCGTGGACATTGGCATTCCGTGCAACAACAANGG 
AGCGCACTCAGTGGGTCTGATGTGGTGGATGCNCTCCCCGGGGAANTCCTGCGCATGCGTGGGNACCA 
35 NTTTTCCGAGAGCACNCCGNGGGGANGNGATGCNCGGAACTCTANTTNTNCAGAGATATCTT 

GAATTGAAAAAGGNANAAGCNCGGCNCCCANCTTGAGAAAAGCTGTGACCCAAAGGANGAGATTTCA 

CNGGGGGAAAAGGACNTGGTTCCANNCCTNCANANNNTTACAGGTTNGCT^ 

AAAACNNGNTCNTGAAAGNNGTGCA^ 

NAAACNNGGAGGGCTTCAACCCTTTCNNCTGAANNAATAGGGN^ 
40 NGTGNCCCNGGAANTGGGGTNGGAAAACCCCCCC 



TNNANCCTATCTGGAGCTCCANCNCNGTGGCGGCCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
GCTCTGAAGGAAAGCAGAAAATAGTAGAAGGTGGAAATGGGCGAAAAGAGAATGCTCATTAGTAGCA 
45 GGAGAAACACAGGACANGGATCCCATCTTATTGGGGTTCTCAGAGGACAGCAGGACANTTTTTCAGG 
ACTAGTAGGTAGGGCAGNGTGANAANCCCNTCNTCCAAAAANANANAGGTAANCCTTACCCNTTACN 
TNTACNGGTTNTGGNGCCCCCAGGNNCAGCCCNTTTTTN^ 

GGGCACNCCCAGGGNCCAAAANGNTGGTATTATANTTAGNAGGGAGGNTGATGGNAAGNACCCAAAT 
CNTAAAGGCCAGGTCNCCAANTTGAAACCAGGAAAGGGGGAGAGGAGATTAGGGAATCTCTGTGTNT 

ACNNTGTAANATNTNCCNACCCNCCAGACCNGTGAGAGCCCTNCCCAAANTNTTGGGGGGAGAAGNG 
NGCTCTTTTCACATTTNAAGGGNCCNGNTNTTGTGANNANOT 

GTTTTCCCCCCANAGGGNCTTNTTGNAAAAAAAGGAGGACCCCCCCTCCCCCCANTAT^ 
NAAGAAGAACNGGAAGANNCCTTCCTTNTTC 
55 TTGTTTTAAAAAAAACNNGCCAATTTATTTTTTNNAACGGCCTNGGAAGGGAAGTNC 
CCTNTTTTTTTAANAAAAAAAATTN^ 
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TNNANCCTATCTGGAGCTCCANCNCNGTGGCGGCCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
GCTCTGAAGGAAAGCAGAAAATAGTAGAAGGTGGAAATGGGCGAAAAGAGAATGCTCATTAGTAGCA 
5 GGAGAAACACAGGACANGGATCCCATCTTATTGGGGTTCTCAGAGGACAGCAGGACANTTTTTCA 

ACTAGTAGGTAGGGCAGNGTGANAANCCCNTCNTCCAAAAANANANAGGTAANCCTTACCCNTTACN 
TNTAOSfGGTTNTGGNGCCCCCAGGNN^ 

GGGCACNCCCAGGGNCCAAAANGNTGGTATTATANTTAGNAGGGAGGNTGATGGNAAGNACCCAAAT 

CNTAAAGGCCAGGTCNCCAANTTGAAACCAGGAAAGGGGGAGAGGAGATTAGGGAATCTCTGTGTNT 
10 NGNGCACCCGGCTNTGGTCNCTCTTGTGGCAGTTTTTTTTAAAAANC^ 

ACNNTGTAANATNTNCCNACCCNCCAGACCNGTGAGAGCCCTNCCCAAANTNTTGGGGGGAGAAGN 

NGCTCTTTTCACATTTNAAGGGNCCNGN 

GTTTTCCCCCCANAGGGNCTTN^ 

NAAGAAGAACNGGAAGANNCCTTCCTTOT^ 
1 5 TTGTTTTAAAAAAAACNNGCC AATTTATTTTT 



TTGANNAAANTCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
20 GAATTCGGNANGAGGCTOWC^ 

TANTNACTCGNATTACNTGTNNNTCTTTANNGNNTGTNACNT^ 

TTGGAGGAAANGANCTATTNGACTTAANANGCTNTTNATGTATCNNAGCTGCTO 

NATNNTNCGAAGAATTACACCTTTT^ 

CAGNCACAGCGCTTCTGGACCTGTTTCAAAAATNTTAGAATATTTGNAATATATA 
25 CGCTGGNTAAACGATANAGCCAGNTTNGTC 

NNTGGAANAATAATTTAAATGGCNCCCC 
AGTTTTCCCCCTNGGGCANNAACCCTTNCNTTTN^ 
NTCTTTTTGGAAAGNAAANNGCCTTTNNCCCCCCTTA 
30 NThMNTTTAAAAAAACCNGGG 

TTNAGGGGAANNGGGGATTTCCAAAAANNNNNNN^ 

NGGGCNNCCANTCNACNTTNGNACCTTGGGNNCCANNGGGGGAAAAAAAACCCCCCNT^ 
ACCTNCT 

35 

NCANNANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAA 

TTCGGCACGAGGCTTNNTGGGGNCTGAGCCGAGCCGAGGCCTGACTGCTCCCGCCGNCCACAAGCTGC 

TGTCACNGGGCTCTGCACAGACAGGTANAGGGCACCNAATTCCGGAGCGCCTACAGCCTGGACAAGC 

40 TGTACCCGGAATCGNGGGGCGCGGACACCGCCTGGAGGGTCCCGGGCNACGCAAAGCAAGGCAACGA 
TGACATTCCTGTNTATCGCTTGACGATATNTNACTGTCGGANCAGTGGTCCTGGGGGCCAGAACGTTA 
ACAAANNGAACTCCAAGGCTGAAGTCAGGNTCCACCTGGCAAGCGCCGACTGNATCGCAGAGCCCGT 
GCGGNAGAAGATGGCTCTCACGCACAAAAATAAGATCAACAGGGCGGGAGAGCTGATCCTCACGTCT 
GAATACAGCCGCTATCAGTTCCGAAACCTGGCAGATTGCCTOCAGAAAATTCGAGACATGATTGCCGA 

45 GGCCAGCCAGCCAGCCACAGAGCCATNCAAAGAAGATGCTTGCCTTCAGAAACTCANGATAGAAAAC 
ATTGAATCGCGAAANGGTTCCGAAAAAAAGANAATAAACTTTTGNCATTN 

CGGTACCGGACTTGAAAGCACCCCTTCGAGCCAGCAAAANCCCCTTCANGGCCNCCCAGGTGGGTTCG 
GACACCAAGAAAACGGGNGTCTGGTCCGGGGCACTTGGTCGNNTTTTACCGTNGGAANCCGTNGNAA 
AAAAGGTCCTTTCGGGAACCNAAGGTTTGTAAG 
50 AACCCGNGTTTTTNCCANCCTTTCGTTTTNCCATTN 
NAAACTTCNAAAAAAAAAT 



NCANNANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAA 
55 TTCGGCACGAGGCTTNNTGGGGNCTGAGCCGAGCCGAGGCCTGACTGCTCCCGCCGNCCACAAGCTGC 
TGTCACNGGGCTCTGCACAGACAGGTANAGGGCACCNAATTCCGGAGCGCCTACAGCCTGGACAAGC 
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TGTACCCGGAATCGNGGGGCGCGGACACCGCCTGGAGGGTCCCGGGCNACGCAAAGCAAGGCAACGA 
TGACATTCCTGTNTATCGCTTGACGATATNTNACTGTCGGANCAGTGGTCCTGGGGGCCAGAACGTTA 
ACAAANNGAACTCCAAGGCTGAAGTCAGGNTCCACCTGGCAAGCGCCGACTGNATCGCAGAGCCCGT 
GCGGNAGAAGATGGCTCTCACGCACAAAAATAAGATCAACAGGGCGGGAGAGCTGATCCTCACGTCT 
5 GAATACAGCCGCTATCAGTTCCGAAACCTGGCAGATTGCCTNCAGAAAATTCGAGACATGATTGCCGA 
GGCCAGCCAGCCAGCCACAGAGCCATNCAAAGAAGATGCTTGCCTTCAGAAACTCANGATAGAAAAC 
ATTGAATCGCGAAANGGTTCCGAAAAAAAGANAATAAACTTTTGNCATTN^ 

CGGTACCGGACTTGAAAGCACCCCTTCGAGCCAGCAAAANCCCCTTCANGGCCNCCCAGGTGGGTTCG 
GACACCAAGAAAACGGGNGTCTGGTCCGGGGCACTTGGTCGNNTTTTACCGTNGGAANCCGTNGN^ 
1 0 AAAAGGTCCTTTCGGGAACCNAAGGTTTGTAAGN^ 
AACCCGNGTTTTTNCCANCCTTTCGTTTTNCCA 
NAAACTTCNAAAAAAAAAT 



15 TTNAACAAANCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGN 
NNNNANGGNGGNGNTCNTNGAN^ 

GTGCNGCGCTNAAGNCGAGCGCCAGATTCCAGTTCTTCAGACAAACAATGGTCCGAGTCTAACGGGAC 

TGACTACCATAGCAGCTCACCTAGTCAAGCAGGCCAACAAGGAGTATTTGCTGGGGAGCACGGCAGA 

GGAGAAAGCCGTGGTTCAGCAGTGGTTAGAGTACAGGGTAACGCGAGTGGACGGACACTCCAGTAAA 

20 GATGACATCCACACGGTCCTGAAGGATCTTAATTCATATCTTGAAGATAAAGTCTACCTTACAGGATA 
TAACTTCACATTAGCAGATATCCTATTATATTATGGGCTTCATCGCTTTATTGTT 
GAGAAGGAGAAATATCTTAACGTGTCGCGCTGGTTTTGTCACATTCAGCACTGTCCAGGGATTA^ 
GCATCTGTCTAGTGTTGTCTTCATCAAGAACAGACTATATACTAATTCCCAGTAGAAGCCACCCGCGCC 
CCGGCCAGAAGAAGGAATAACCCATGTCCAGTGGGNAAGTGNGGTTTCNGANCCANAGGACTGACGT 

25 GNACCTGATTTCNTTCATTTCTTNTATTTGGTNGAAANT^ 

CCCCAAGCATTTTTGGGCTGGGTTTTTTAAANTGGACCANTT^ 

AAAACTTTTCAACCTGGGTGGGCCAAAAACCTTTC 

TNTTNGGGTTTTTTTNTTGGACCCTTAAG 

30 

GCCNATNNGGAGNNCGCATNACAGGGGGCGGCCGCTCTANAACTTGTGGATCCCCCGGGCTGCAGGC 
TTCAGGGCAAAAANGNNNAGINCTTCTAGAAAGTACNAGNGCTTGTGCCTGCTCCTGGGGGGAAGGG 
ACCTTNNCGGATNTGAGGGTTAANCCTTAN 

GACACCGACAGCCTGTTCCCAACAAGTCCTNNGCATCCTCTTCCTAAAGAGGACCCTm 
35 TAGNAGACCAGGAAGNATNTTCATCCTACCCAGGAGAAANTTGTAGGAGAAGGCGCCTACAGAGGAT 
GACTTCTAAGCGATGTTTGCTAAGGAGAGAGGGCACNGANAGATGCCATAATACNTTGATTGGNCTGT 
GAATTTAACCTCCCTACCGTGGTAACCTCACKCNCTGTGCCANNGGCCTTGAGTTGTGTG 
CCANAAGGCATTAGNCTACNTGCAGGCTCTTGGGTGCTAAANAGCTTGACC1TCCTGGGCANNGTO 
CCTGNATTGGNCCNGTCGANCGNNANNTGGAGTTATAANGATGTNTGGCTTCCCATTGGTO 
40 CAAGTCCTGTTTCACACNCCATANATACNTTTAAGCCNNGTGCANNANACNTNC^ 
TTCCCTGCGGNGCTATCGANTGAAAN^ 

GNCCNTTTGNTNGNANGNGGNCCTTCTATCTAAACCTGTAANNGGNAGTCACNCTA 
ATNGTCCTTCCNANTGGNGNGNNNCCTTNGGAACCTCTCCTTTNGAGNN 
C^AAAATNANGCCTCGGAGNTAATNTCNTTTANTNTTN^ 
45 NATCTTTNTGGNNNTTCTTNTCNTNCTGNNNTNCCTAN 
ATTGCNCNTCNNCANCTTNATCTC^^ 
NACCC 



50 NCAANANCTGGAGCTCCACCGCGGGGGGCGGCCCGCTCTAGAACTAGTGGAATCCCCCGGGCTTNAA 
GCCGNTNGCGGAANCCGGTGGGGAGGCGGCTGTCCGGGCTGAGGGCCGCCACAGGGCGCCGGCGAGA 
TGGAGGTGACGGGGTTGTCGGCNCCCACAGNGAACGTGTTCATCAGCAGCTNTNTCAACAGNTTTCGT 
TCCCAAAANCGGNNCAGNCNNANCC^^ 

GCAACCTGNTTCTTGNNTGTNANANNAGCTGTNTGNACCTGACAACANNNTTTGT^^ 
55 ACNATGATACGCTNCTGGGCTCCTACCACCCAGANGACGACTGGTGCATCCNTNTTNTTGNCCACCAC 
GGNGCCCCCCTTTNTGAGN^ 
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NNTTGTANAGAAAGNGAGGAANTANTCNOT 
TTAAAAAAAAANGGGGCCNCCCCAANGANNNG 

GGNCAAGCCATANTNNTTGTGTGCAGCCCNTTNGGATGNTANGACCCCTGAGCCAGCCCCCNTCCCAT 
NGGGCNNCCGTACTTNTTTTGTNNNNT^ 

TTTGATNGCNANGNNNNGCTNTNNTNNATT^ 

AAAANAANAGNNNTTTNGNANTTAGAOT 

CTNNNNNCCCANATTNCCTTCTTCTTT>W 

10 

GCCCTATNNGGAGCTGCANCNCNGGNGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGG 
NAO^TTGNGTANAGAGATCCTCTTGCGAGAGCTANAGGTGCCGGCGNGCNTGNCCCTGGAGANCNTT 
CTGATTCCCTTCCTTNNGGNNA^ 
15 NACAAANGANCTNGNGCCNGCCCATTNT>nS[ACANCCNTTGNACCTTCNGGACCCCGA 
GAATTTNTTAACANCNNN^ 

ACNCNCTTCNGGAACNGCNGANCNTTATNGANGNAAACGATCGGNATNTAGAANTAANGGGNCAGA 
NTGNNGTNTTCCNGAAGCACCCCCGC 

TACTCNNGCTTNTACCACTACACACGAGGCTGAGGGGACGTTCNGCNCCCCANNGCAACCTGTNAGAN 
20 AGACGTGTANGATNCCACACAAACAGGTACANGCTGNCACCGCTGTCTCGCTCNCGCCCCNNCTCTCN 
GGCCCTGNGATTGNCATCAGATGCCCCTGTNTACCACCAACNAANATGTNTGGTGCTNCCCCCCACNA 
AANANAGCNGCCCCCNCTGANNNCCCCT^ 

CCNGTTNCAGGANNTTTCNNGANGNGTGTNCCATCNTNGTGNAAGAATGCCCTCCCCC 
ACTTNNGCCCCCNCCNGGTCCCACTAGT^ 
25 CCT^AANNNATCNNTCCNTCCTNTTTNGTTTCNC^ 

GNTTCTTTNNCGGNGGAAGGAAGAAAAAANTNGANTNGCCCNTTCTTO 



NNCAAANCTGGAGCTCCACCGCGGGGGGCGGCCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 
30 ATTNCIWCACGAGGCCNCAGTGTGGN^ 

TNNNCGGANAANATTNCNGGANTTNNAGNCCCCAAGGGGGNCT^ 
TTTNAGGGNTNNNACCCC^ 

ANAAGACNCCGGAATNANAATGAACNTGGGCCCANNNNTGGNTCGNCGGACCNNTO 
GGTTCTGGNCCCGGGGGTNGCTGGGTTTNCATAAACGGGGCCTCTNCATTGGGGGCTCTATCCCGCGA 
35 NCCATNTTGTGGNCATTTGAGTNCANNGGATAAANTCTCTCTNTCTATNCACGNG 
TCTCTGAGAAANNCACTCCTGTC^ 

TTTTGCNGCCCCTCTCCNGTGTGANANGGCNNCATGNCGCTGNTTCTTACTANTAATAATGCNC 
ACCCNNNATAAAAAKNTTTTAAA 
NNNTTTNTTNNN^ 
40 NNISMNNNNNN^ 

NNNNNNNNNNNNN^ 
NNNNNNNNNNNNNNNNNNN^ 



45 NNCAAANCTGGAGCTCCACCGCGGGGGGCGGCCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 
ATTNCNNCACGAGGCCNCAGTGTGGNACNTO^ 
TNNNCGGANAANATTNCNGGANTTNNAGNCCCCAAGGG 
TTTNAGGGNTNNNACCCCNNTNGNCNTTCCCTTNCNNACNA 

ANAAGACNCCGGAATNANAATGAACNTGGGCCCANNNNTGGNTCGNCGGACCNNTO 
50 GGTTCTGGNCCCGGGGGTNGCTGGGTTTNCATAAACGGGGCCTCTNCATTGGGGGCTCTATC 
NCCATNTTGTGGNCATTTGAGTNCANNGGATAAANTCTCTCTNTCTATNCACGNGGGGGGGG 
TCTCTGAGAAANNCACTCCTGTGNCCCNNTTTCTCTNAANAAATGGGGTGGGGCANAATCTCGTGNTT 
TTTTGCNGCCCCTCTCC^GTGTGANANGGOWCATGNCGCTGNTTCTTACTA 
ACCCNNNATAAAAANNTTTTAAANCANNNGGGGGGGGCCNl^ 
55 NNNTTTNTTNNN^^ 
NNl^n^NNNNNNNN^ 
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NNNNNNNNI^ 
NNNNNNNNNNNNNNNW 



5 TTNANAAAATCTGGAGCTCCACCGCGGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
GGCCGGGTTGAGAGGAGCGTGGCCTTCTCCTCTCCCCGCCATGGCGTGTGCTCGTCCACTGATATCAG 
NGTACTCCGAAAAGGGGGAGTCCTCTGGCAAAAANGTCACTTTGCCTGCTGTGTTCAAGGCTCCCATT 
CGACCCGATATTGTTAANTTTGTTC^ 

TGAATTANCAGGNNATCAANCCAGNGCTGAGTCTTGGGGTNCCGGCANAGCTGNGGCTCGAATTCCC 
10 AGGGTTCGAGGTGGCGGANCTCACCGTTCCGGNCAGGGCNCTTTTGAAACCNTGTGTCNNGGGGCCCG 
ANNGTTTGCCCCANNTAAAACNTG 

CCCNTTTWGTTTTGCANTGNTTGCCTAAACCTTACNAGGGNTGGTO 

AGGAAGTTCCTGAACTTCCTTTGGGGGGGGAAAANAAAGTNGAAGGTTACAAAAAAACCAAGG 
TTGGTTTNNTTTTNAAAAAACTTAAGGCCTGGAAT^ 
15 TGAAACCTGGCNAAGGCAAAAAANAAAAAC^^ 
TTTTTAAGNGGGGCCAANGGNTTTTTTCAA^ 
AANGGGAACCCAACCTTNAACANTTTTGNAAACTTTTTC 
TTGCATTTTGGAACTGNAAAAGGCTT^ 
GGAAAAAACCNCCCNCCN 

20 

NAAAAGCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTC 
GATATCAAGCTNATNGATACCGNCTACCTNGNGGGNNGGCCNGGGNCCCANTTTACCCTATAGTGAGT 
CTGATTANAGAGGNCCCTCCCAAAACCCTTGTTGAAACAGCCAANGAAGCCAAGGAGAANGCCNANG 

25 AGACGGCACTGGCAGCTACAGAGAANGCCAAGGACCTTGCCAGCAAGGCANCCACCAANAAGCAGC 
AGCAGCAGCAGCAGTTCGTGTAGCCAGCCCAGGCCCTGAAGCANCAGCCTAACANACTACCANCTCC 
AGGCCCTGTGCCCCCTCCTCTTGTACTTTATTATTAAAAGCCAGCTTCTAGCCCTCTCGACT 
GGTGGGCTGAGGGTAGGTGCCCTGTTTGCATCTCCAGCATAGCCAGCTGGTTACCCATATCTGAGCCG 
GCTTCCTTACCCCTGCATCGGGTGGCTGANGACAGAAGCACAGTGACTTGCCCACGGTCACCGNATCC 

30 ANGTGAAGTGGTCATGAATGCTANACTGTAAGCTCCATGAAGGCANGGACCGNTGTTTATCCTTCTGA 
TGTGTCCCCAAGTATNTTGAAACAAAAT^ 
AATCGGACCCCAGAANAAAAAAAAAANNNTNTNNNAA 
TNNCCCTTTNNTGGGGGGGG^M^^NTTAAAANN^ 
NNNANTNNANNN(^CCCNNTNNNNNNG^ 

35 NNNNNAAAANNNNNNNN^ 
NTNCN 



TNNNNNAAAAGCTGGAGCTCCACCGCGGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGC 
40 AGGAATTCGGCACGAGGGCTCAGCCTGTCCATCGAGGGTCCCAGCAAAGTAGACATCAACACAGAGG 
ACCTGGAGGATGGCACATGCAGGGTCACCTACTGCCCCACGGAGCCTGGCAACTATATCATCAACATC 
AAGTTTGCTGACCAGCACGTGCCTGGCAGCCCCTTCTCCGTGAAGGTGACAGGCGAGGGGCGTGTGAA 
AGAGAGCATCACGCGCAGGCGACGGGCCCCATCGGTGGCTAATGTTGGCAGTCACTGTGACCTCAGCC 
TCAAGATCCCAGAAATTAGCATCCAGGACATGACAGCCCAGGTGACTAGCCCATCAGGCAAGAGCCA 
45 CGAGGCCGAGATTGTGGAAGGGGAGAACCATACCTATTGCATCCGCTTTGTGCCAGCTGAGATGGGCA 
TGCACACGGTCAGCGTCAAGTACAAGGGCCAGCACGTGCCCGGGAGCCCTTTCCAGTTCACCGTGGGG 
CCCCTGGGGGAAGGGGGAGCCCACAAGGTCCGTGCCGGGGGCCCTGGCCTGGAAAGGGCTGAAGCTG 
GAGTGCCAACCGAATTCAACATTTGGACCCNGGAAGCTTGCCNCGGGGGGCCTGGCCATTGTTGTCGA 
GGGCCCCAACCAAGGGCGAAAATTTCCTTCAAGGACCGGAAGGATGGGTTCCTTGNGGCGTGGGNm 
50 ACGNGGNCCANGGAGCCAGGNGAACTTTTGAGGGGNCNNTCAAGTTTNAANNGG 
CCCCNAAANhmCCCNTTTTCGGGGGGCCCNGGGGGGTTTTT 

GAANCCANCCCCGNAATNGGGGGCCCAANG 

55 
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TI^NNAAAACTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGA 
ATTCGGCACGAGGGGNGTTGCTGCTNCT^ 

NTAGGANANACCGAANANCGCTGNTTCATCGAAGAAATCCCCGACNAGACCATGGTCATCGGGAACT 
ACCGNACNCANNTGTGGGANNANCAGANGGAGGNNTTNCTGCCNTCGACCCNCGNN 
5 CGNGNAGGTGAANGACNNTGAAGGCAANGTGGTGCTNTCNCGGCAGNACGGATCAGAGGGCCGTTTN 
ACCTTNNCTTCCCACACTCCTGGAGACC^ 

TTTGCTGGCAGGCAGACTGCTTGTACACCTAGACATCCAGGTTGGGGAGCATACCAACAACTACCCTG 
AGATTGCTNGCCAAGGATAAGACTTGACGNGAGCTACAGCTCCGAGCCCGCCAGCTGCTTGATCAGGT 
GGACANATCCAGCAAGGAGCTTGGATTACCAAAGGTATCGTNAAGAGCGCTTCCGTCTGATNAGTGG 
10 ACANNACCACCCANAGGGTTCTGNGGTGGNCCATNGCTCAAACTGTTATCCTTATCCTTCACTGGNAT 
CATGGCCNATCCCNANCTTAAGAACTTCTTTTTAAGNCCAAAAGCTGGTGNAAATGGCCTCA 
NGAAACCTTTCCTGGGANCCTAAAGNAATTO 
AATTTTTGAGGGAAAAAAAAAANTGAAAAAAAANAATNT^ 
AANGNATTTNNNAATNCNN^ 

15 

AAAACTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCTTTGC 
TCCAGTCAATGTAACAACTGAAGTGAAGTCTGTAGAAATGCACCATGAAGCATTGAGTGAAGCCCTTC 
CTGGGGACAATGTGGGCTTTAATGTCAAAAACGTGTCTGTCAAAGATGTCCGTCGTGGCAATGTGGCT 

20 GGTGACAGCAAAAATGATCCACCCATGGAA 

TCCAGGCCAAATCAGTGCTGGATATGCACCTGTGCTGGATTGTCACACAGCTCACATTGCTTGCAAGTT 
TGCTGAGCTGAAGGAGAAGATTGATCGTCGTTCTGGGAAAAAGCTGGAAGATGGCCCTAAATTCTTGA 
AATCTGGTGACGCTGCCATCGTTGATATGGTTCCTGGCAAGCCCATGTGTGTCGAGAGCTTCTCTGATT 
ATCCTCCCCTGGGCCGTTTTGCTGTGCGTGACATGAGACAGACAGTCGCTGTGGGTGTCATCAAAGCA 

25 GTGGACAAGAAGGCAGCTGGAGCTGGCAAGGTCACCAAGTCTGCCCAGAAAGCTCAGAAGGCTAAAT 
GAATATTATCCCCAATACCTGCCACCCCAGTCTTAATCAGTGGTGGAAAGAACGGTCTCAAAACTGTT 
TGTCTCAATTGGCCATTTAAGTTTAATAAGTAAAAGACTGGTTAATGATAACAATGCA 
TTCAANAAGGAAANGGAGAATGGTTTTTGTC 
TTAGTTTTTTNAAAATCAAGTACCT^ 

30 AAATTTGGAGACCCNTTTAAAAAAAGGTTTAATGANNAAAAA^ 
GCCCGGNCCCNATTTGCCCTTT^^ 



CAAANCTGGACTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGTGCTAG 
35 TTTGAAAGTGGCTGCAGCCATTGCTGGCTATGTGT 

ACTTCCGGCAGCAGATGAAGAATTATCCAAAAGACAACCAGACGGCATCGATCCTGGATAAGATGCA 

GAAAGATTTTGAGTGCTGCGGGGCGGCTAACTACACAGACTGGGAGAAGATCCTGGCCGTGACCAAT 

AAAGTCCCTGACTCCTGCTGCGTCAATATCACTCATAACTGTGGGATTAATTTCGTTGTGAAGGACATC 

CATACTGAGGGCTGTGTGGAGAAGATTGCGGCCTGGCTGAGGAAGAATGTGCTGGTGGTGGCTGCGG 
40 CAGCCCTAGGCATTGCCTTTGTGGAGATCCTGGGTATTGTCTTAGCATGCTGCCTTGTGAAGAGCATCC 

GAAGTGGCTATGAGGTGATGTAGGGGGTCTGTCTCTTCAGCCCCCTCATCCAGGGGAGTGGGGTAATA 

TACTCCAGGTTTTTCAATTAAACGGATTATTTm 

GGGGGGGGGNCCCGNCCCCNNTTCNCC^ 

NNNNNNNNNNNN^^ 
45 NNNNNNNNN^^ 

NMWNNNNNNNNNN^ 

NNNNNNNNNNNNNN^ 

NNNNNNNNN^^ 

50 

NAAAATCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGGAAT 
TCGGCACGAGGTAAACGAATACATTAACGGTGCTAAACACAGAACATTTTAAACCCCAGGTCCCGGAC 
ATTTCTTAAGCTGGTAACCTTCAAGCC 

TNCTTTTGNCGGGGGNNCCTTCNNCCATTGGCTTGGNGGNACATGGGNGGAACANT^ 
55 NNCTGGCTTNAANACNCNNTGGNTTTTTANAATTTNT^^ 
NNAAANNTTNGGNTAANTTTANN^ 
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ANNGNCNAAGGGAAATAACNNGCACCTNANGGTGGCNANGATNCNTCTAAGGCNAAANGAACAATG 
GTGGGAGANACCNGCCNAATCCACCACNCCCNAACTGGAGATAAC^AATCTTATGGTCACNGGGCNG 
TGACNGACACAAANGAGAACTGAGAGGTGTGGGTCTGANAAGNNCANATAACTCTTCTACACTATTA 

5 T^CNAATNTTGCTCNNAACNNTTTTCAANAGACANNT^ 

AAGATGCAGCGACANNGGNGGCTTGTTTTTNCCCCCAAAANAACCNCANT^ 
CCCAACGTNGGGGNANAAAAACAAAAAAANGGCGGGGGGGGNGGAAATGGGGGTTNCTNT^ 

10 

AAAACTGGAGCTCCACCGCGGGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGANTNN 
NNCACGNGGCCNCAGTGTGGNACCTATGGNATNTACNNTCGANTCAAGAANNACGTNGACTGTANAN 
NGAANACAATGCATGAGTATNNNGCNCCNAGGNTNCACTAACCATNCANGGNC 
15 AGGGCTGNNACCCNTNTNGACTTTCTCTTOCTNACAATAGTTCCATTAT^^ 

GACACGGNAGTGANANTGAGCTAGNGCCANGACTTGNTTGNCNGGACACTGNNTNGGAGGTACGNTN 

CTGNTNCTGTGGCTGNNNNNGTNNTNCANN 

NCCNTNCTNNGGACTTGANNG 

TNTCTGANATAACCCATTCCTGTCACCANTTATTGACT^ 
20 TGCCTTGNNGGCATCCCCCTNNACCTGTNTNAANNGGACCACATGGCCNTTT 

NAAGCNTGNNTATAACCTTTAATAAAATCTTTTTAAAACA 

CCCNNTGGGGGCCCCNATNNCCCCTATGGGGGNGNNGNNNANCANN^ 
JZj NNTNCNNNNNNCNNNNNGNNCN^ 
•B CCNNNNTNCNNNTNNNNCCNNN^ 
m 25 NNNTNTC^CNNNNNCNNCNNN^ 
■H NNNNNTNCCC 



AAAACTGGAGCTCCACCGCGGGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGANTNN 
4-30 NNCACGNGGCCNCAGTGTGGNACCTATGGNATNTACNNTCGANTCAAGAANNACGTNGACTGTANAN 
W NGAANACAATGCATGAGTATNNNGC^ 

s AGGGCTGNNACCCNTNTNGACTTTCTCTTNCTNACAATAGTTCCATT 

CP GACACGGNAGTGANANTGAGCTAGNGCCANGACTTGNTTGNCNGGACACTGNNTNGGAGGTACGNTN 
01 CTGNTNCTGTGGCTGNNNNNGTNNTNCANNAN^ 

p 35 NCCNTNCTNNGGACTTGANNGTACANGGNANACCNTCTCTTTNTCTATTCA 

5; TNTCTGANATAACCCATTCCTGTCACC^ 

^ TGCCTTGNNGGCATCCCCCTNNACCTGTOTNAAN^ 

r; NAAGCNTGNNTATAACCTTTAATAAAATCTTTTTAAAACACGGGGGGGGGGCC 
CCCNNTGGGGGCCCCNATNNCCCCTATGGGGGNGNNGN^ 
40 NNTNCNNNNN^ 

CCNNNNTNCNNNTNNNNCCNNNNNN^ 

NNNTNTCNCNNNNNCN^ 

NNNNNTNCCC 

45 

TTNNTWAAANNCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCA^ 
GAATTCGGCACGAGGCCTGAAGACTCTGGTGGCTAAGGGGCTTCATCCCAGCTGAGAAGCGAAGAGC 
CGCAGGCGGCCGCCGACTTCACAGCCGCTCGGGGTTTTTAGAGCTTCAGCTATAAAAATGGGCAGGAT 
TTTCCTTGATCATATCGGTGGTNCCCGTCTGTTTTCCTGTGCAAACTGTGATNCGANCNT 

50 TTCAAAANTCATCIOTACTCGGTTCACAGGC 

NCCTNCNGTNTAGNGAAGTTNAGAATCGGGNNNTNCTCANTGGCCGCCACNTGGTTCN^ 
CTGCAAAACNNGCATTANCAANCTGGGATGGATNTATAAGTTTGCCANTGANAACNGCCAGNGTTAT 
AAGGAAGGNCGNGNNATCNTGGACCGCCCCTTTTANTNCANAAAAAGNNAGGGCTT^ 
TGTNCNNTCTGATACCTNTGGAAAAAAAAAAANAAAAATCCNTNTTT^ 

55 AAAACAAAAANTTTACTTACATACCCTTGTCCCCTTAACATTNAAAGTCGGAT^ 
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ATTNNNATTTTTCCCCCCCCCAACACCGGGGGGTGGAAAANAAAAATT^ 



CNCCTGGGGGGGGNTTTTGGGNGAGNAAAAAA 
TTTTTTTTNNAAAATTT^ 

5 

AAAAGCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCG 
GCACGAGGCNAGNCTNTTTTNCCNNTNNCNTNGGN^ 

NAAGANGCNTAAAACTCNGANANCGNCGGNTACATGCCATTNNTGAGGNCACACCNCCGAAANNAA 
10 NTGGGTCCAACCANCTCCAAGCTTGCCNAATTCGGNGNCACGNAACATGNTAGGAANGCCTTTm 
CNNACCCGNCGATGNAAANCGAGCNTCACNTTTGTGGNAGANCCNANTTCANANAAAANAAGGAGG 
GNTTTCAACNACAGATTTTATTAG 

ATTNAGAGGATNNTAAGANCGAGGCANNCAGGGNGNTTTATTTACANG^ 
GAATNNATCTCCNGATGCNTNNCTTTTCAATGCTGTGCACTCGNGGAACAAAAATA^ 
15 TGCCAGGNATTGACCCNATNAATGGGAACGCACTTTNTNTNCTNACCCACAG 
CNCCNCCTTTTTATGTGTTGATT^ 
GGGACCTAACATAACCNCNCCTTGNTTC 
TCGGCNACCCGGNGGGGCTTGCCCTANCCCC^^ 

TTTNTCCNAAAGNGGGGGGCCCTTTAAACCCCAGGTNGTTNTTAAAAACCCNC 
20 AGNGGAAAGGGTTNCCNTTNGGCCTTAA 
GAAATTGTT 



NAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCAA 

v^25 CAACCTCTTGAAGTGACCGTTCCTGCCCCAGGCTTCCAACACAGCCATGTCTCTCCTCCTGCTGGTGGT 

f; CTCTGCCCTCCACATCCTCATTCTCATCCTGCTTTTCGTGGCCACTTTGGACAAGTCCTGGTGGACTC^ 

2 CCCGGCAAGGAGTCCCTGAATCTCTGGTACGACTGCACATGGAATAGTGACAACAAAACGTGGGCCTG 

^ Ss CAGTAACGTCAGTGAGAACGGCTGGCTGAAGGCAGTACAAGTCCTCATGGTGCTTTCCCTCATCCTCT 

H= GCTGTCTGTCCTTCATCCTGTTCATGTTCCAGCTCTACACCATGCGGCGAGGAGGGCTATTCTATGCCA 

4- 30 CTGGCTTCTGCCAGCTTTGCACCAGCGTGGCGGTGTTTACCGGGGCGCTGATCTACGCCATTCATGCCG 
W AANAGATTCTGGCGGACCGCCCGTCGGGGGGCAGCTTTGGTTACTGCTTCGCCCTGGCCTGGGTGGCC 
» TTTCCCCTCGCCCTGGCCAGCGGCATCATCTACATNCACTTGCGGAANCCGGAGTGAAGGCTTGCNCC 
G TNCCCTTGGTTOCCCAANCGAN^ 

m TTTTATTTTAAACAAAAAAATAAAACTGGTTAANCCGCCGGAAA 

5- i35 GGGGGGGCCCGGANCCCAAATTNNCCCT 
% NNNNNNNNNNNNNN^ 

Jr nnnnnnnnnnnnnnw^^ 

; u : NNNNNNNNNNNNNN 
40 

TTTGANNCNATCTGGAGCTCCANCNCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
GAATTNNNCACGAGGATNNTNNNTNNC 
TGGNGNGTCNTNCNCTGNNGANN^ 
NTGCANNCNCNCAGTGNTNNA^ 
45 ACGNNGACCNANACNACCNTTNNTGANATNCTNTGTNNTAN^ 

NNCATCATANTCTTNGGGNTGCCCNTGATCNTNATCANGNTGNAGTATNTANACCNTGCACTGANGNG 

GGCTATACATATANGACGTGTCTTTTGCCATGTTTGCNCCACNCANGGTATAGTGTTA 

TNATCTAAGCCGANTTNTGCNGAAGACTGTC 

NCTGATTCGANCTTGGGNTAGTTGGGCNTTTTTCCCTTTNGCNTTGGG 
50 NCCACTTTGNGACTATCTGNCAGNTTT^ 

ANAATNAANTTTTTTTTTTTT^ 
GTNCTTNNTTTTNCGGAACTTTTCNAANAN 
CANNCTNCAACCNTTATTANAAAATTATNTTTTCCNAA 
55 NATTTTCNTTTTGTNNAGNTTCT 
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GCCTATNTGGAGNTGNATNNCAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGTGCT 
GACGGACCTGTGGAGCTCCTGGCACTCCTGGACCTCAAGGTATTGCTGGACAGCGTGGTGTGGTCGGC 
CTGCCTGGTCAGAGAGGAGAAAGAGGCTTCCCTGGTCTTCCTGGCCCCTCTGGTGAACCCGGCAAACA 
5 AGGTCCTTCTGGAGCAAGTGGTGAACGTGGCCCCCCTGGTCCCATGGGCCCCCCTGGATTGGCTGGAC 
CCCCTGGCGAGTCTGGACGTGAGGGAGCTCCTGGTGCTGAAGGATCCCCTGGACGAGATGGTTCTCCT 
GGCGCCAAGGGTGACCGTGGTGAGACCGGCCCTGCTGGACCTCCTGGTGCTCCTGGCGCTCCCGGTGC 
CCCCGGCCCTGTCGGACCTGCCGGCAAGAGCGGTGATCGTGGTGAGACCGGTCCTGCTGGTCCTGCTG 
GTCCCATTGGCCCCGTTGGTGCCCGTGGCCCCGCTGGACCCCAAGGCCCCCGTGGTGACAAGGGTGAG 

10 ACAGGCGAACAGGGCGACAGAGGCATTAAGGGTCACCGTGGCTTCTCTGGTCTCCAGGGTCCCCCCGG 
CCCTCCCGGCTCTCCTGGTGAGCAAGGTCCTTCCGGAGCCTCTGTCCTGCTGGTCCCCGCGGTCCCCCT 
TGCTTCTGCTGGTTTCTCCCGGGCAAAAGAATGGACTCANTGGGTCTTCCCAGGCCCCATCGGTCCCCC 
TGGGCCCTTNAAGGTCCCAACTGGNGAATGCTTGGTCCTTGCTTGGTCCTTCCCGGNCCCTCCNTGGAC 
CCCCTTGNTNCCCCAAGGTCCTTCCAAGCGGGCGGGNTTNCNAATTTGANCTTCCTGNC 

15 CTTAAANAAAAAGGCTCACCNAATGGTGGCCCGTTNCTANCCGGGCTTNTTAATNCCAATC 
TTNAACNNNACCNTCAAGTGNGGANANCCNCCCCTTAAAAACCTNANCCNANNTAANT 



NCANNATCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGGATCCCCCGGGCTGCAGGCA 
20 CCCATCAACCCCCAAGCTGAAGTTCTATTTAAACTATTCCCTGAACACTATTAATATAGTTCCATAAAT 
ACAAAGAGCCTTATCAGTATTAAATTTATCAAAAATCCCAATAACTCAACACAGAATT^ 
CCAAATATTACAAACACCACTAGCTAACATAACACGCCCATACACAGACCACAGAATGAATTACCTAC 
Q GCAGGGGGTAATGTACATAACATTAATGTAATAAAGACATAATATGTATATAGNACATTAAATTATAT 
:S GCCCCATGCATATAAGCAAGTACATGACCTCTATAGCAGNACATAATACATATAATTATTGACTGNAC 
m25 ATAGTACATTATGTCAAATTCATTCNTGATAGTATATCTATTATATATTCCNTACCATNAGATO 
H CTTAACNANGNNGCNGGGANACACCACCCNCT^ 
,J ACGGGGGGGGGGGGGTTTTTANGGAATTTNNCNCGN^ 

f; AAAGGGGCCNTTNTTTTNNTTTTAAAAAAAAAAATNTCGAANGNACNNAATGGGGTAATAAANCCCC 

*Z TNNGNCCNCCNAAAAAAGGNGGGGNGGGGNNAAANNTTNGGGATT^^ 

4--30 GGTGGGNCCTCANTTTTGGGCCCGNNAAAAGGCCTTANCCCCNGGAAATNTATTTO 

W ATTAAANGGNTTTTTGGGGCCCCCCCCTTO 

s aggntnttatttttttttttttttncccccntttnaaaaaantttcccctta™ 

[3 TTTNNAANAANTTTNCCNAAAAA 

01 N 
Q35 

NNNNATCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGGNAT 
r; NTCCTCCCNNNGCCCACAGGCACNNCNNCTATCCGGNACCNTNAGGNNNCNCCNN^ 
^ NCTTTGAGCNNGGNATAACNTATTTATGATGGNANACCGGGCACNCTTGGGAATGGNCA 
40 NNGCTNCNNNNTTGGGGCTNGNNGN 

GGAAANGGGACGNCCCCTTNTCNNATGNNGAANTTANAACTCCTGAACCCCTGGANGNCCNGCNTAN 

NAGAAGCCCCCTCAACCNGAAANCCCTGCCCTTTTNNNNCTT^ 

GCTNNTNNNNTAAGACAGCACNCACNTTGTCTANGNNTAAACNTCNAACCN 
45 NTCAAGCNCTAGANTTTGATAGGGGNNACAAAAACCCCTCGGGTTNNTAAGATGCCTTCAG^ 
NTCAGGNGGTNNCCTTCTAGTGCNNGG 

TCGGANAANTTTCTGGGAGGNNTGCCTNTITGCAAAAGGNGATTTCNCCCC^ 
NTNNNAACAACAAGNGNCCCCGGCTT>WAGTGCCCCNNGANGGGG 
TATNNCCCANGANCCCTCGCCACCATNGTNGGTNNCAANAANNNTG 
50 GNCGAGNTCCCNTGGAANNNNTCTNNNGANAAAAATGTTCCTCTCCCCCC^ 
GNCGCNNACTTGGTGGNCCCCCCCNNCTTTNN^ 
TGGNNNATTTTNNNAAGGNTTAANNNGTCCCCC 



NNGACGNCCNCNNNCNANNACTNCNANGACNTNNAGTANAGANGAGTGCTO 
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GNNNGA1WCGNGGGTCNNAGACTAGGCCTN 



ATTTTTA1WCCNCAIWAAANCTCTNTNTACGNCNCTNGG 

NTNGCTNTCCCNCNGTCCTCANCCNCNTATNTNCNCTATCGTCNTCNCTCTTT^ 
5 ACNCNACACTACCAANNCTNCAANATANTNNCCT 
TNNATTTTANTCATTTATT 

NCTNCACATANGNCTNNNTTGTNATNNCNCANTNCTNTAGNCAG^ 

NATATNACNNTCNTCGACNTTTN^ 

NCAATAATANATNANANTCACTGCCTO^ 
1 0 TGANNCNCNCCCCCGTCATANCTTTNANGATTGCCM^AN 

AATANCCTNNTTATTCTCTNNCAATNCTTTCTCACCACANT^ 

NCCTCGATTNTTCCTNGACTCCCTCTm 

CTNATNCTNTTATNNNNCACT^ 

AAGTTCTTTCNTNCNNGTA 
1 5 TANTNNGNTNATTTAGANCNNN^^ 

TNCNGTCGTATNCCACTGACCAANCCTCTGTANTANACTCACGTATCCTNTNATCNCNTAATTATAGNC 

TTCTNGCNCTAGTNGNATNGTNTTTAGNATCAACTGCNNCCCCTNC^ 

NGTANTNNTGANCNNAACACCACNNCNNTCANTCCTCANCNGANGTGAGNCNNCCATCGATNA 
ACTCCGTATCTCNTNNTTNTCNTCTNTGTNCCCCNCTNCTCTNTC^TACNNTCGCCNTA 
20 CTANATCGCTCTCGTATCNNACCTCTNNTNTNCNCCGTATNNNGNNNTC^ 
ACGTNGNTNTACTAAANCTNANNNNTT^ 

GGCTTGTNCTNANAAACGCGTNCCCAACCNTATATGGATCTNACTCTATTGTGTTO 

NANTTNTNACNCTAGGTNAGTNTCNTATAGNACGANNATTTTO 

TNNCG 

25 

GANACCCGANANTTANACNNTTOTCTNNANTANNN^ 

NNGACGNCCNCNNNCNANNACTNCNANGACNTNNAGT^ 

GN1^GA>WCGNGGGTCNNAGACTAGGCCTNCCNTCGNTTTNGGNGNCN^ 

ATTTTTANNCCNCANNAAANCTC^ 

NTNGCTNTCCCNCNGTCCTCANCCNCNTATNTNCNCTATCGTCNTCNCTCTT^ 

ACNCNACACTACCAANNCTNCAAN^ 

TNNATTTTANTCATTTATTCNNNTATNATTAN^ 
35 NCTNCACATANGNCTNNNTTGTNATNNCNCANTNCTNTAGNCAGACCCC^ 

NATATNACIWTCNTCGACNT^ 

NCAATAATANATNANANTCACTGCCTNTC^ 

TGANNCNCNCCCCCGTCATANCTTTNANGATC 

AATANCCTNNTTATTCTCT^CAATNCTTTCTCACCACANT^ 
40 NCCTCGATTNTTCCTNGACTCCCTCTTTTCNACNCNACCAACANTCCNCNTGAT^ 

CTOATNCTNTTATON^^ 

AAGTTCTTTCNTNCNNGTATTCNTCTCNCNNTTCCCCACCCNTCNANC^ 
TANTNNGNTNATTTAGANCNN^^ 

TNCNGTCGTATNCCACTGACCAANCCTCTGTANTANACTCACGTATCCTNTNATCNCNTAAT^ 
45 TTCTNGCNCTAGTNGNATNGTNTTTAGNATCAACTGCNNCCCCTNCNGATO 

NGTANTNNTGANCNNAACACCACNNCNNTCANTCCTCANCNGANGTGAGNCNNCCATCGATO^ 
ACTCCGTATCTCNTNNTTO 

CTANATCGCTCTCGTATCNNACCTCTNNTNTNCNCCGTATN^ 
ACGTNGNTNTACTAAANCTNANNNNTT^ 
50 GGCTTGTNCTNANAAACGCGTNCCCAACC 

NANTTNTNACNCTAGGTNAGTNTCNFTATAGNACGANNATTTTO 
TNNCG 



55 TTNNAAAAANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 
GAGTTCTGGAGCCAGTATCGGATCAATGTGACTGAAGTGAACCCCCTGGGGGCCAGCACCCGCCTGCT 
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GGATGTGAGCTTGCANAGCATNTTGCGCCCTGACCCGCCCCAGGGCCTGCGGGTAGAGTCAGTGCCTG 
GNTATCCTCGCCGCCTGCGTGCTAGCTGGACNTACCNTGCNTCNTGGCCCCGCCAGCCCCANTTCNTG 
NTNAAGTTCCGTNTGCAGTACCGTCCAGCANAGNATCCAGCCTGGTNTACGGTGNANCCAGNTGNATN 
GAAGGAGGTAATNACCGATNCTGTGGNTGGCNTGCCCNATGTANNGCGGGTNACCGCCCGGAACm 
5 NTGNATGCTGGCACCTGAANNTCNTGAAGCCCCAAGGCCTGGGGGANTCCAAGCACTGANCCCTTACC 
AAAGGAAATGCCANTTGGGGACCAGCACCCCCCNCCAGACGGAGGAANAACCTTNGGCANACAGCCC 
CCGTTTCCCCNAAAGCCGTNCNTTTTTACCCAAACCCANAGCCANTTTGACC^ 
AACAAGNGGCCCGCCCTGGCANTTTTTGGNAAATTTTNTT^ 

GGCATTNGGGGCTTTGGNTAANGGTTGAAACCAAATGAAAANGGGTGGGCCCCCNAAA^ 
10 TTTTTGGNCCCCAAAAGATTTTAAGGGGAAAAACNTTTCAAGG 

TTGGNGGGCCTTTTANTTTNNTTTCCNCCCAAAAGGTGGGGGGGGGGNGG 

AACCCCCGGGGGGGNAAAANAAAATNCCCCCTNGGGGGGGGGGGTTTTTAAAAAT 

TTTTGGGANCCCCCNTTTTTT^ 

15 

TNNNNCAAANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
GAATTCGGCACGAGGCAGGACACAGGTGTCGTGAAAACCACCGTTAAACCTAAGCCAAAATGGGAAA 
GGAGAAGACCCACATCAACATCGTTGTCATTGGGCACGTAGATTCAGGGAAGTCTACCACGACTGGCC 
ATCTGATNTACNAATGTGGCGGGATCGACAANAGANCANTNGAAAAGTNNGANATGGANNGTGCCGA 

20 GATGGGAAAGGGCTCCTTCAAATATGCCTGGGTCTTGGACAAACTTAAAGCTGAACGTGAGCGTGGTA 
TCACCATTGATATCTCCCTGTGGAAATTTGAGACCAGCAAGTACTATGTTACCATCATTGATGCCCCAG 
GACACAGAGACTTCATCAAAAACATGATTACAGGCACATCCCAGGCTGACTGTGCTGTCCTGATCGNT 
GCTGCTGGNGTTGGNGAATTNGAAGCCGGTATCTNCANGAACGGGCAGACCCGTGAGCATGCCCTm 
GNCTTACACCCTGGGTGTGAAACAACTATTNGTTGGCGTTAACAAAATGGATTGCACTGGCCCCC 

25 ACCCNTAACAAATACTAATAATTTGTGNANGAAGCTAACNCCTATGTTAAGAAAAANGGCNTCAGCCC 
CTACCCACAAACATCGTGCCAATTTNTGGCTTGGGAANGGGGACAACNTTGCTTO 
TTTTGCCTTGGGTCAAGGGATGGGAAGGNCACCCGTAAGGGCCGGGAATGCCAANGGGAACCCCCCT 
GGTTGAAACTTTTGGAATGGNTTT^ 

TTTTTCCGGGGGNGGNCAAAAAAAANGGGGGGGTTTTGGGNCCTGGCCCCTGN 

30 



AAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTC 
GGCACGAGGAAAAACAAAACGGACCCGGGGGTACATGCGACCCTGAAGTCACTCAGTAGTCAGATTG 

35 AAACCATGCGCAGCCCTGATGGCTCTAGAAAGCACCCTGCCCGGACTTGTGATGATTTAAAGCTTTGC 
CATTCTGCAAAGAAGAGCGGAGAGTACTGGATTGACCCTAACCAGGGATCTGCTGAAGATGCAATCA 
AAGTTTACTGCAACATGGAAACAGGAGAAACATGTATTTCAGCAAATCCATCCAGTGTACCACGTAAA 
ACCTGGTGGGCCAGCAAATCTCCTGATAATAAGCCTGTTTGGTATGGTCTTGATATGAATCGAGGATCT 
CAGTTTGTTTATGGAGACCACCAGTCACCTAATGCAGCCATTACTCAGATGACCTTCTTGCGCCTTTTA 

40 TCGAAAGAAGCCTCCCAGAACATCACCTACATCTGTAAAAACAGTGTAGGATACATGGATGATCAAGC 
TAAGAACTTGAAGAAAGCTGGGGTTCTCAAAGGGTCAAATGACTTAAAAATCAAAGCAGANGGGAAC 
CGTTAGATTCANATACATAGTTCTTCATGAATTCTTGCTCTAAACGAAATGGNAACGNGGGCAANAC 
NTCTTTGAATNTANAACGCAAATGNGGCACGCTTGNCCATCATANATCTTGGCCCCTGGGGATGTTNG 
CAGTACCANANCCAANAANTTTGGCGTTGAAATTNGGGCCCANTTTGNTTT 

45 GNNATCCCTTGGNCANTGGGCCCCCCCCCCCTTACCCTTAGNGGNCCCCCCCCCTTTCCCCAANAANTT 
TTTACTGGTTTGAAACCTGAACCCTGGNAACCNTTTGAAANAANGGGGTGGANl^ 
NTN 



50 TTGANCNCNNCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGA 
ATTCGGCACGAGGNNCCNNNCNACNNTTNNTCNATGGGGGGNNCCTNG 
TANNCNNGCATGANCNTANNANCACCCGGC^ 
ATTANTATTTCTATCTCACACANGNCTCAT^ 

55 NGNACTATACCTTTNNNNACCA 

TNTCNNNNNTTNNCAGCATNGAATTTATACTATAATC 
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NGAAAATTTCATATTATCCTAAGTATTACAGNATTAGTCCATTTTTTTCTTCTCCTAAATGAGGAGTGG 
TTTATTTCCTCNGCGGNTTATATCATTAA 

NATTACNGACCCCCTATAAAATAAATGNAAATTAAAAAAAAAAAACCCCCNCCCCCCGGGGGGGNCG 
GGAANNh^GGTNCNCNCTTAANNTGGNGNNNTTTNNAANCCCCNGNTTNGGTTNT^ 
5 GGNAANWmCCCCCNTTTN^^ 

GGGNGGGNCCNCAANTNGNNNNGGNCCCNNTT^^ 
GNTNNANNNNTTTGGGGCCCCCmfNTTTTGGCCCNNGGGGCCT 



10 GCCTATANNGAGNTGNATNNCAGNGGCGGCCGNTCTAGAACTAGTGGATCCCCCGGGCTGNAGGAAT 
TCGATATCANGCTTATCGATACCGACGACCTCGAGGGGGGGCCCGGAACNNANTTNNCCCTATNGTGA 
GTCNNATTNCAAGAATAAACGGATCTTGAATAAAAAAAAAAAAAAAAAACCNGGGGGGGGANCCGN 
NCCC^^NATTTCCCCT^^WAGGNGNTTT^ 

NANANTCANCCNNCTNACNCTCCTGTACCACANGNGNTATTNAACTNGGGGNTNTTATTAAGACTTTT 
1 5 NTGANNACACT>WIWTN]SriTaS[TTTGNAANCTTNT 
ATTTCTCTAAAN>MNANACNNCIN^ 

ANNNGNMSnSTAATGTAANTTACNANNCTTNGATAAACCCGTNAT^ 
NATNGANGTGNCTAAAAAANATNATNNCNNNNAAANGTTTAG 
TTNTTTNTTNNNATNNATNT^ 
20 TTCCTANTNNNNAANNTNNNANNNN^ 

ANNANNNATNCANTNCTCNANNANCTAN^ 

NNTTTNNNTTNTTNTNATTNTTCNACCNAAATCTNATATT^ 

NTTTNACTCAANCNTATNANTCNNAC^ 

TNTCTNCAANANNCNGCAATCANCATCTGNANATCCTANCNNGCTGTNGTCATCTACATACNNTNNAT 
25 NTNTANNTGNCTTNANANCGTANTNC^ 
T 



NNNNACTGGAGCTCCANCGCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTTGAGGGCCC 
30 NGGCTGGATCAGCTGCTGGGGACACTCTGACCCCTCAATGCGGGCCTTCCTGCTCTCCCTGGCTGCCCT 
GCGTGACAACCACACCCACTCCGACATCCAGGTGAAACTCTTTGTGGTCCCTGCGGACNATGCCCAGG 
CCCGAATCCNTTATGCCCGCGTNAACCATAACAAGTACATGGTGACTGAACGGGCCACCTACATCGGA 
ACCTNCAANTGGTNTGGCANCTACTTCACCGAGACGGCNGGCACCTCTCTGCTGGTGACACAAAACGG 
GCGGGGTGGCCTGNGGAGCCAGCTGGANGCCGTGTTCCTGAGGGACTGGGACTCCCNTTATAGCCATG 
35 ACCTTGACGCTGCCGCNGACAGCGTGGGCAACGCCTGTCGNCTGCTCTGAGGCCCGGTCCGATGGCCA 
GGCCAGGCCTGCAAGGCCCTGGTGTTCCGGGTCTCCATCCCCTGTCCCTGTGCCCCCCGNTTTTGTCTG 
ACCCGTTGTGACTNCAACAGGCTCCCNCTTAGCAACCACCCCCACCCCAGCCTTTCATTTCTACCTCCA 
CCCCCNNTTGGNCTGATGCTTGTGGGCCCCAAGAAGACCCANCCGAGCTGNGGGAAGGGCTCAATNC 
CCAAAAANAAAAGTGGGGGGTGCATGCTTNGCCTTACCTTCCTGGGCCAACCCCANTTTCCAGGGCAA 
40 AGNAAGGCCCCAGGTNATAAATAAAAAAGTCAAATTACTTTGGNTTTNAAAAAAAAAAAAAAAAAAA 
ANTNGGGGGGGGGGCCCCCNNNCCCAATTTTC 

^^^^^^NNN^^s^^n<IN^^^^^ 

TNNN>nNlNNNNNNTNN^ 

45 

GCCCTATCTGGAGCTNNANCNCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAAT 
TCGGCACGAGGCTGGNATACAGGAGGCCCTCCTACTTCTCTGGGAACTGCCGGACGAATTAAAGTGGG 
GNACTGGAAGTGCTNTAAGGGAAAAAAAGANCNCGCGTCTTCAAATTCATTTGAAGANCTNAATAAC 
NCTTTCCATGAAGCTGGTTGNGGGGGGNGNGGCANANTCCTACTGNATTCCCGTANANNGGGCTGNTA 
50 TGGGNGCGGCCCACTTATTANAACANANAGGCCGCTGNCCGAGGNTNACTTCCACNCNCCTTTTCCTG 
GCTTGAGGCNCCCAAACTNCTCAAANCTANACNGGCTGCTTCTNANAATTTCANGGAGGCGGGAGAA 
GTATAACCCCCCTGGGGAAGAGGGGGCCACATGATGTGGTTCANCTGGAAGACACGCACACCACATG 
CTCTCTGGGATNCTCTGTACAGAACGGACNACACTTGNNTCNACGCCNANNGTCACATNTCGACTGNG 
CAACTCHTANNATNNAAGGACCCCTCGGGCCC^GTGGCTGTTNATATGCNCTATTTTGGAAAAAAAAC 

GGGTTTTTTCATTTNAAAAATGTGNTCTGCTTim'ATNGGGGCCAAAAAGTTGAAAC 
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GTTTTTCCCCCATCANNAAGGGNNACAACA^ 

ACTTGGCNACCCCCCAAGCNGTNGTTGTTNTAAANTGTTTS1NCCCCCCCCCCCCCCCCCCCCCCCCCCCC 

CCCCNTTTTNAANGGTANCTCTCCTNCTTCCAC^^ 
CGCA>MCATTTTTCMWCNNCACACTNCATCNATANNCTNCCG 

TGAGNCCNTNANNGNNTCGTATTACAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 

A^AA^GNTNCATNGCTOCCCNAANCGGNNGTCNNCCAAAAANGCGNATGTNCTTNGNAAGGG^ 

AACTTNT^TANAAAAACCCCNNNGNGGTNGGNAGGGNNGACCCAAAGGNNANAAACAAACm 

NGGCCNNGNCNTCGGG1SINGNTNCCCGGTTTCANGNTTNGNGAANNTGGNATNAAACCTNCN 

CCNANTTNTGCCNNTNTGAACNCNNGGGGATTTGNGGAGAGANNCCCACNNGAO^GTTTO 

GNANNGNCAANCACNGNGCGACANNTNTACNATGTNGAAA>WCCAANACTTCINATACNNNNCCCTT 

TTNTCCCTGAANGGGAGAATAAGGGC^TTTCTTTGTGGNANAAANACCCTNATAAAGCNCCCTGGGAC 

NCAATGTTNTGGNNCCCTGGNCCNNCNGCACAAAAANTTNNANNGGNNTANCNNNTCC™ 

NANTCNTANAGGGAATTTCNTTAAAAATNTCTGNi^ 

NCAGNCINNACNGTTAANNCNCTCGCCTINTTOT 

AAANTTCGTGNANNNCNGNGNANCAAGTTTTT^ 

NANTCCNTTTOsfCNGNNANCTTN^ 

CTTTATGNCANATWCAAAATCTCCNACNCTTCGCTTGAATTCNACCNNAAACCTTTTNCCTNCAAATTN 

CCTAATNCT(^TGGTTNTNTCACT^^ 

TCNCNTGAAGGCCG 



TTTNAGCCTATNNGGAGNNGNATlSnSfCAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 

AANNATGGGNWJCANNGGAANCCCANCCGGGGNCNCCCCNAAAANGGGGNTN^CNTNNCCNGGGA 
ANNTN^TTTTTTAAAAAANCCCCNNNGGGTNGGACNGGAAANCCCNAGGNTNAAANCNAAACK 
AANCCNTGGGCNNNGGNNGNTTNCNGGGGGCCCGGNTGGGGNATTGGGNGGNAAANCNTNNGNNGG 
GCCCGGGT^CCCATTTNANCCCCAGGlsnWTTTNGNANGAANAAAATTN 

GGGNCNANTNTGGGCNGGCNCCNNCCAGGGNTGGGGGNCNNNNCCCGNAAANAAANNCNGGGNNGG 
C(^GGGGGGNAGNGCCTTTTNGGTTNAAAAAACCTOT 

CNNGGCNNNACCCCNANCNTOGGGGGGGGNCCCCCTCCNGGNCCCGGGGAAAANGGTTTTCCCAAAN 
NCmTTCCCCCNTTGTNGNNCANTTTTGGGGAAGGTNCCANAATNGGGGCCCTTNTTTTTCNCCAAAN 

ANGGNNGNTTCCC^CGGGGTTATTTTTNTO^ 

AGACNGGGGGGGCCCCCANNCCCCCCCNGNGGNTTTTTTTGNGG1WGAANNNCCCCCTTTGG 

NCGNNGGGNGGNCCCTTTTTGGGGANCCACCCCCCCCCCNN^ 

TTTNACCNNAACCCCCCCHNTTTGGTTGGGNGGGGGAAAAAAAAAATTTTN 



TTNANAAAATCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 

GAGTTCTGGAGCCAGTATCGGATCAATGTGACTGAAGTGAACCCCCTGGGGGCCAGCACCCGCCTGCT 

GGATGTGAGCTTGCANAGCATNTTGCGCCCTGACCCGCCCCAGGGCCTGCGGGTANAGTCAGTGCCTG 

GCTATCCTCGCCGCCTGCGTGCTANCTGGACNTACCNTGCNTCCTGGCCCCGCCAGCCCCANTrCNTGN 

TCAAGTTCCGTTTGNAGNNCCGTCCAGCACAGNNTCCAGCNTGNTNTACGGTGGACCCAGNTGGATTG 

AAGGAGGTNATNACCGATGNTGNGGTTGGCNTGCCCNATGTANGGCGGGTCACCGCCCGGAACTTTTT 

GGATGNTGGAACCTGAAGNTCNTGAANCCCCAAGGCNTGGGGAANTCCAAGCANTGACCCCTTACNN 

AAGGAAATNCCANTTGGGGACCANCACCCNCACNCAGACGGAGGAAAAACTTTTGGGCANACAGCCC 

CCGNTCCCCNAAAGCCGTTCNTTTTTACCCANACCCAAAGCCANTTTGACCANAAAAAACCCCCTTGG 

AACAAGGGGCCCGCCCCTNGCTATTTTTNGGAAATNTT^^ 

CCTGGCNTTTGGGGaSTTTTTGGTTT^ 

AATTTTGGGNNTTTTTGGNCCCCAAATNTTTTTNAGGGGGNANAAC^ 
CCCTTTNAAAANAACCNTTGGGGGGCCCTTTTm 

GGGGGGGGGGGAAAAANAAAAANCCCCGGGGGGGGAAAAANAAANNNCCCCTNGGGGGGGGGGGT 
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AACAAANCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATT 

CGGCACGAGGCACGGCTTTTCCCCCCTCTGACATCGTCTGGGGTCCTGATTCTGTCCTCGTCTCTTTGA 

AAGCCCTCTGATGAAACAACGGCCCCATCCCTCCCCTACAAGGGTTTCCATTTCCCCCAAGTCGTCTAT 

GCATITCTCTCACCGTrTTCTGCCTCATTCCTAGAGAAAACGGGCATCTCATGTTCCACCCTCTGAGAC 

CCCCCCTTTCAGAAAATGCTGTGCATTTTGGAGACGTGAGGATTTCGTCCAAAGTTCTGAAAGCATTTG 

CGGAGAGCTCGTTAGAAAATAAAAATGGGAAAAAGCAAAACGAAAAGGCGGTGTCCCCCCACGTCCC 

TTTCCACTGAGTAAGACCTAGCTCTTTGCGATTGTGCAATAAACTACTTGCCGTGAGAGCAGGTGGCC 

ACGCTCCTGCCCAGACTACTAACTGACACAGCACANGACGGCGGGCTGCACGGGGGCCTCTCCCAAAC 

GCCTNCCATGAGCTCAGCTTCCCCCACCACCACCACCAAGCACCGTGTCTTGGCGGNGTCTTTACATTT 

TAACAAGTATITTATATTTTCTGNAACCGCACTAAGTCTTAAGGGGTTTTAAAAGCTrCGGTTGGTTCA 

TACTCACAATCAAAACTTTTTTTTTTTTTTTAAACCCCCCCN 

CCCTTTCCCGGGNAANAAATTGGGGNNNNTNGGCATTTTGGGGCCCCCGGCCCCGGGGAAAAANAAA 
AAAACOTTTCCCCCCCCTGGGNWmGGGGGGGGGGGGGAAAANCCCCCGGGGNCCCCTTTTTTGGN 

NNTTGGGTNAANCCCAAAANAN 



NAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCAA 

GTGCGGGGGCCGCCACGGCAGCCTCCCCAGGGGCAGCCCTTGCAGGGCGGCATGCTGGCCTCCTTACG 

CCAGAGCGGCTCCGACCTGGCCTACAAGCTGTGCCACAATGAGTGGGTAGTGGTGCAGAGCTCCACGC 

ACCTGGTGGACGTGGCTGGCTGCGCTGTGGACGTGCAGCTGCTCGAGGACTCCCACCAGGTGAGCAAA 

GACGGCTGCAGCTGCAGCTGCTACTTTCAGCAGCGGTACCACCTGCCGTGCCGGCACATCCTGGCGCT 

GCTGCACACCAGCCAGAGGCCTGTGAGCGAAGCCATGGTGTGCCGCCGGTGGCAGAAGAGGTACCAG 

CACCTCCTCGGGCCCTGCGGGGAGCTCCGGGACCCCATTCTGATCCCAGCAGATGCAGGCCAGCCAGG 

GGAACCGGGACGGAACGACATGATTCAGGACCTAAGCAGGGAGCTTGCAAATCTGCTGATGCAGAGT 

GAGGGACCAGAGCTGGAGGAGCGCTGCTCCACGCTGCGCAAGATTGTGGACATTNTGGGCGGNCCCC 

CGCCAGCCTTCTGAGCCCAGTCACCAANCCGANGGAATTTCANGGATGTGGGCTTGNCTNCCTTTTCTT 

NTGGGGAAAGCANGAAGGAAGGGGANGGACTGGCTTCTTGCTGGCACCCACCATTTCATGGTTGAAA 

CCCCTTTGCCCTTGGCATTGCTTAGGNCGGCAAGCCCCNTTTTCCNTTACAGNCCNAANAAACTTNAAA 

ggggggccangaaatttgcctcgggggtcagggttttaaancaaaggtottttt™gggg>wgggct 

AAGGAAAAAGGGTTNCCAAAAAAAAAAAAAAANCCCCTTTTGGGGGGGAAAANCCCNTTTNAAAATO 
GGNCCCCNNTTTTTGGNCCCGGGGTTTT 



AAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGGAAAA 

AAAGAGAAAAAATTTAAAATAAAAAAAAAGAAAGAAACCTCCAACGTATTTTATCACTACCTATAGG 

AAGAAATCCTGCTTTGAGAGTATTTGTAATGCGGTTTTGTTGTCGTTTGTTGCTGCTTATTTCACT 

AAAACCCAACAACTGAGACTGCCTAGCCCGCCGGTCCTGTGCGCTTTTATTGTGCTTCTAACCCCAGTA 

GAGTAGAACTAAATTGCACTGAATGTATAGTTAACTGTCTTGAATCCTCTGTTTATGCAATGTGCTCGA 

AAGAAAAACAACGTTAAAAATATATCTATAATAATAATTTTTGGTCATTCGTCTTTATGTCCAGCTATG 

AATGTAGATTTTGTGTCCCGGCAGCAGCTCTGTTTCTGGTCGAAGTACTTTGTATTGTATACCGTGAGT 

CATAATAAAAAAAAAAAAAAAAANCTNGGGGGGGGGCCNGGNCCCCANTNCCCCNTATNGGGAGCG 

GTTTANANNNNWJWfNNNN^ 

NNNNN>MNNNNNNNN^ 

MslNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNNNNNN^ 



AAANCTGGACTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCGTGGGT 
AGAGCGCCTGAAGGCCTCAGGGACGCTTCGAGAGTATAAGGTGGTGGGGCGCTGCCTGCCGACCCCC 
AAATGCCACACGCCACCCCTCTATCGCATGAGAATTTTTGCGCCTAATCATGTTGTTGCCAAGTCCCGC 
TTCTGGTACTTTGTGTCTCAGTTGAAGAAGATGAAGAAATCCTCGGGGGAAATTGTCTACTGTGGACA 
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GGTGTTCGAGAAATCCCCCCTGCGAGTGAAGAACTTCGGCATCTGGCTGCGCTATGACTCCCGCAGCG 

GCACCCACAACATGTACCGGGAGTACCGGGATCTGACCACTGCCGGCGCCGTCACCCAGTGCTACCGA 

GACATGGGCGCCCGGCACCGAGCCCGGGCCCACTCAATCCAGATCATGAAGGTGGAGGAGATCGCAG 

CCAGCAAGTGCCGCCGACCCGCGGTCAAGCAGTTCCACGACTCCAAGATCAAGTTCCCACTGCCCCAC 

CGGGTCCTCCGTCGCCAGCACAAGCCACGCTTCACCACCAAGAGGCCCAACACCTTCTTTTANGTTCA 

GGCCCTCTGTCCCCAGGGCTGCACAAATAAAACTTAGTGGGAAAACT^ 

NNNNNNNNNNNNNNCCCTGGGGG 

NNNNNNNlWNNl^WNl^ 

N^nWNNNNNNNNNW 

NNNNNNNNNNNNNN^ 



GCCTATANNGAGNNGNATNACAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCTG 

CGAANGCCAGGGAGTTCAAAGAATGCGTGGAGTGCTTCGAACGCTCTCTGAAGATTAATCCCATGCAG 

CTCGGAGTGTGGTTTTCTCTGGGCTGTGCCTATCTGGCCTTGGAANACTACGGAGGTTCAGCGAGGGC 

ATTTCAGCGGTGTGTGACTCTGGAACCCGACAATGCTGAAGCTTGGAACAATTTATCAACTTCTTATAT 

CCGCTTAAAACAAAAAGTAAAAGCTTTTAAAACATTACAAGAAGCCCTCAAGTGCAACTATGAACATT 

GGCAGATCTGGGAAAACTACATTCTCACTAACACTGATGGTGGAGAATTTTNTGANGCCATTAAAGNT 

TATCATCGGCTCGTTGTNCCTACGANACNACTACGATGNTCCNGTNNTT>MNAANCTTGNTNGGGNCN 

GNCGANTGATNGNNATGGACCNGNCCGATNTGGCTNAGNANGAACCCGNCCTCNNCAAAGAAAGNTN 

CCAGGAGNTlWTTTNG>nWAGTGTCTTTC 

CNGTTNGNCTGCTTCANATTNGAAANGGCCCCNGGGNTNANTNACCCTCCNTGANATAAAAAAGGGG 
NACNCCCCTTOCANTNTCTTANTGmANNCATNGGNNGNCCCNACCCCCCATNTTTNGGGGGAAAAA 
AAAAATAACTNTTTTTTTNATNTAAGGGNNNNANANANC(^TANCC 

AATTmAAANAAAAANAAAAATCCCNTCCCNGGGGGCCTTTTAAANATATNCGNGTTTCCAGNNNCCC 

anncnanttttngggngctctnnttttttataacanaaaaaacnnttttnto 
ggagaaaaatannncgncgagtattnttatgntcnaaaaaaaaccntoattttnnncccctcttt™ 

ntncnnnnntntnnaatanttcttcntncnctnttctcancanncct 



ncannanctggagctncaccgcggtggcggccgctctagaactagtggatcccccgggctgcaggta 

gtaaacccaagcccttgacctcttacagggagctttggtctggcccttcttaataacnntccgggcccn 

ancwgggnattoaactttnancttnanggnccnggttannantggnccnaccaccaannttn^ 

catnnnncnanggagnncaaaaggt>otcnnaaaannnccnttcnagggnncc^ 

cnaaaagggcntcggtatggnanaantctttttantanntocnaagnacnantctttancggantttt 

ctnnanntttttacnantnaggcntggccccaaccctngacnataggnggtngn]waccccaacang 

GCTTCTCACCACATATAACCCCCTATANAAGTCCACATGNGCACACACACTCTGTGTCTATATGNGNCT 
TCGGNGAGTTCTATANACACTGAGNCCNNATATATANTATNATANAGGGANACGCGAGCGNATATAN 

CACNCGCNNTNTNTANCNNN^^ 

NNANAa^TTNCTATATCCNACGGAGGANTACANGNCATCATNTTTTTGTANACACAGGGGTTCACG 
GCGNTCTCGACGNTCATNTTGGGGGCACCKNTCTTTAATAAGTGNGCTGCTrCCCGCCGACAAAAAAAA 
ATATTTTACTTCTTAACCACCACTTCTGCTNTTAAGACG(^GGCCNGATGNTGNCGTTNTTNTAGACGA 
NGTAGGGACGATTTCCTCCATGATGCTATCTATTGANGANGNGGGCTTNAANAANNNNAAAANNNNN 

GGGNGCCCCCN 



TGAGNCCNTNANNGNNTCGTATTACAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 
NCNAGTNNTNGTTTTNTTTTTNTNCCAGNGAAGGNNTTTT^ 

ANNAATNGGNTNCATNGCTNCCCNAANCGGNNGTCNNCCAAAAANGCGNATGTNCTTNGNAAGGGNN 
AACTTNTNNTANAAAAACCCQ^GNGGTN^ 

NGGCCNNGNCNTCGGGNNGNTNCCCGGTTTCANGNTTNGNGAANNTGGNATNAAACCTNCNGNCCTT 
CCNANTTNTGCCNNTNTGAACNCNNGGGGATTTGNGGAGAGANN^ 

GNANNGNCAANCACNGNGCGACANNTOTACNATGTNGAAANNCCAANACTTCTNATACNNNNCCCTT 
TTNTCCCTGAANGGGAGAATAAGGGCNTTTCTTTGTGGNANAAANACCCTNATAAAGCNCCCTGGGAC 
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NCAATGTTNTGGNNCCCTGGNCOWC 
NANTCNTANAGGGAATTTCNTTAAAA^ 
NCAGNCNNACNGTTAANNCNCTCGCCTTNTTNTC^ 
AAANTTCGTGNANNNCNGNGNANCAAGTTTTTTTNAACACN^ 
5 NANTCCNTTTCNCNGNNANCTTNTNNAGNNNGTTTO 
CTTTATGNCANANNCAAAATCTCCN^ 
CCTAATNCTCNTGGTTNTNTCACTANAATAACATNNN^ 
TCNCNTGAAGGCCG 

10 

TGAGNCCNTNANNGNNTCGTATTACAGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 

Al^AATNGGNTNCATNGCTNCCCNAANCGGNNGTCNNCCAAAAANGCGNA 
AACTmTNNTANAAAA^ 
15 NGGCCNNGNCNTCGGGKKGNTNCCCGGTTTCANGNTTNGNGAANNTGGN^ 
CCNANTTNTGCCNNTNTGAAC^ 
GNANNGNCAANCACNGNGCGACANNTO^ 

TTNTCCCTGAANGGGAGAATAAGGGCNTTTCTTTGTGGNANAAANACCCTNATAAAGC^ 

NCAATGTTNTGGNNCCCTGGNCCNNCNGCACAAAAANTTNNAN^ 
20 NANTCNTANAGGGAATTTCNTTAAAAATNTCTGNNNCTNAANTN^ 

NCAGNCNNACNGTTAANNCNCTCGCCTTNTTNTCNCANGAACNNm 

AAANTTCGTGNANNNCNGNGNANCAAGTTTTTTTNAACAC^ 

NANTCCNTTTCNCNGNNANCTTNT^AGNNNGTTTO 

CTTTATGNCANANNCAAAATCTCCNACNCTTCGCTTGAATTCNAC 
25 CCTAATNCTCNTGGTTNTO^ 

TCNCNTGAAGGCCG 



30 TTNNANAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
GAATTCGGCACGAGGCTCTCTTTAGTTCTT^ 

TGGCAATGGTATCTGAATTCCTCAAGCAGGCCTGGTTTATTGAAAATGAANAGCAGGANTNCNTT 
ACGGTGAANGGATCCAANGGNGGTCCTGGGTCAGCAGNGANCCCNTATCCTACGTTCANTCCNTCCTC 
GGATGTTGAGGCCTTGCNCAAAGCANTCACAGTTAAAGGNGNGGATNAANCACCCNTCNTTGAAN 
35 NTGACTAAAANAACCANTGCACAGNGTCAGCAAATCAAANCGGCCTATCTGCAGGANAAAGGAANGC 
CCCTGIWTNAAGTNOT^ 

NCTCCANCCCANTTNGATGCCNAAAAGCTCCGCGCTGCNNTGAAGGGCCTTGGAACTGATNAA 
TNTGAATGAAATT1TTGNCTTCGAGAACTTCCCAGAGAGATCAGAGAATTTANCAGAGTCTO 
AAAACTGAAGAAAGATNTGGCTAAAANACATCGCCTTAAACCCATTTGGANAATT^ 
40 GTTTGCTNTTTCTTANGGGGGACCCGACCC 

AAANNCCCGGGCCNTTTTTTTAACCCCGGGAAAAAAAA 

TCCCCNNTTTTTCCCNCCCTTTNNNT^ 
CCCTNNAAAAANNCN 

45 

TNNAACAAAAGCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
GAATTCGNTATGAAGCTTATCNATACCGTCCACCTCTANGGGGGGCCCGGTACCCANTGNNCCCTATA 
NTGANNCACATTACAGCCCGGAGGAATGGTAGATGGCANGTGTTCTTGITTTTAACCAATATGAGGGA 
50 TGTCCTGAATTTGGTAGAACAACTGTGAGACAACTO 

TTGGGGGTAATGAAGCATITCAGriTCGTGAGTAGAGGGCCTACTTTrCTT^ 
AAAGTCTTCTAAATATGTAGTTTCGGTGTATAAT^ 

AAATATGTTTTGAGrrCTTITCCCTTTAGGTCTGTCTAGAATTCCAAAGG 

GGCGAAAAGAAAATCCAATATCAGGATAATCAGAACACTGCAGGTITACAGTTATAGAAACTCTAGC 
55 ACAAGCAGCTTTCACTTTGANGTCTGTGGCGCAACITGTCCATTGGAAGTAATGGCTGGTAAG 
CTTTTTTTCCOCACCCCT^ 
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TTTTGGGGGGGGNGNGAACANGGAAAA^ 
CCANAATTCTTTTNNN^ 

GCACCAACANCCTTTANGGGATNGGACCANTTTTTTTCNTT 
TGNAAAGGGCCNCNCCCCAGGGCNNCTTTTGGGTOATTTTT 

5 

TNNAACAAAAGCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
GAATTCGNTATGAAGCTTATCNATACCGTCCACCTCTANGGGGGGCCCGGTACCCANTGNNCCCTATA 
NTGANNCACATTACAGCCCGGAGGAATGGTAGATGGCANGTGTTCTTGTTTTTAACCA 
10 TGTCCTGAATTTGGTAGAACAACTGTGAGACAACTTCAGCAAGCTTTGTA^ 
TTGGGGGTAATGAAGCATTTCAGTTTC 
AAAGTCTTCTAAATATGTAGTTTCGGTGTAT^ 
AAATATGTTTTGAGTTCTTTTCCCTTTAGGTCTGTCTAGAATT^ 

GGCGAAAAGAAAATCCAATATCAGGATAATCAGAACACTGCAGGTTTACAGTTATAGAuAACT 
15 ACAAGCAGCTTTCACTTTGANGTCTGTGGC^ 
CTTTTTTTCCCCACCCCTT^^ 

TTTTGGGGGGGGNGNGAACANGGAAAAANGGGGGGGGG^^ 
CCANAATTCTTTTNNNNCTATTGGNCAATTTTGAGT^ 
GCACCAACANCCTTTANGGGATNGGACCANTTTTTTTCNTTG 
20 TGNAAAGGGCCNCNCCCCAGGGCNNCTT^ 



TTNNNNAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
GAATTNGANNTGANGCTTATCGATACCNTCCACCTCNANGGGGNGCCCGGTNCCCAATN 
25 NNGANNCNNATTACAGCCCGNAGGAATG 
ATGCCCTGAATTTGGTAGAACAACTGTGAG 

GTTTGGGGGTAATGAAGCATTTCAGTTTCGTGAGTAGAGGGCCTACTTTT 
AAAAGTCTTCTAAATATGTAAGTTTC 
CAAAATATGTTTTGAGTTCTmCCCTTrAG 
30 CAGGCGAAAAGAAAATCCAATNTCAGGATAATCANAACACTGCAGGTTTACAGTTATAGAAACTCTA 
GCACAAGCAGCTTTCACTTTGAGGTCTGTGGCGCANCTGTCCATTGGAGNAATGGCTGGNAGTTTA^ 
NTTTTTTTCCCCACCC^ 

TTTNGGGGGGGGGGGNAACAGGGAAAAAGGGTGGGGGAAAAAACTTTTTT^ 
CAGAATTTTTTAGGNCTT^ 

TCNAAAGGAACAAACCCCCNGCCGGGNTTC 
AAATTGGT 



40 TTGANAAANCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGA 
ATTCGGCACGAGGCTTATNTNAANCGTTNGANNGNAGGTGGCNCCCNNTAAAATNTO 
GNANCNTNTTNNGNATNCCTC^ 

NGGNAGGGNNTNCANANGAGNTNCTNTATCATCAGCAAGCCNATAANNTANGATCAATNT^ 
TATGTNGCNGCNTTGCTCATGGTATTCANAATNAAANNCNNGCACNATGO^ 
45 NTGACTAATGAAANACAGATGCACANCGNCACGNTATGAATACTGCTTNTCNGGAGGATAACGGAAN 
GNACGNTGGATAATAANGATTAAGAAGGCN^ 

GAANACTGCTCCCCAGNTAGATNNCCNATNGNTACGTGNTGACTTGANTGGCCTTCAGACTGACGNGG 
ACNCTGTGANNGATNNTNTNCCATATGNAACTNTCAGAACTANCANGANAAATTA 
TANAATNACTGANTACAGGANCTNGATNNAAGACNTTTGCTCANNCNCA^ 
50 AGGATTTTGCTTGCTCTTTCT^ 

NTTGATTTTGACCCCAGGGCCTT^^ 

AAATGGGGTTCNCCTTACAANTTTTTTCCNCTTGGGACTT^ 
NGNAAANNATTTCCCNNNNTTTN 

55 
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TNNANCNNNATCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
GCCTTGGTGTCCGAGCACTCTCTCCCTCTCTCTAGGGCGGCGACCTCCGGCGGCCGGAAAGTCACCAT 
GTCCATCCTGAAGGTCCACGCCAGAGAGATCTTTGACTCTCGTGGGAATCCCACCGTTGAGGTTGATCT 
CTTCACCGCGAAAGGTCTCTTCAGAGCTGCTGTGCCCAGTGGCGCTTCAACTGGAATCTATGAGGCCCT 
5 GGAGCTCCGGGACAATGATAAGACGCGCTACATGGGGAAAGGTGTCTCAAAGGCTGTTGAGCACATC 
AATAAAACTATTGCGCCTGCCCTGGTTAGCAAGAAGCTGAACGTCGTGGAGCAGGAGAAGATCGACA 
AGCTGATGATAGAGATGGATGGCACAGAAAATAAGTCCAAGTTTGGTGCGAACGCCATCCTGGGCGT 
GTCCCTGGCTGTCTGCAAGGCTGGTGCTGTGGAGAAGGGGGTGCCCCTCTACCGCCACATCGCCGACT 
TGGCTGGCAATGCTGAGGTCATCCTGCCAGTTCCGGCTTTCAATGTCATCAACGGTGGCTCTCATGCTG 

10 GCAACAAGCTGGCCATGCAGGAGTTTATGATCCTTCCTGTTGGGGCCCGAAAACTTCCGGGAGGCCAT 
GCGCATCGGANCCAGAAGGTTTACCACAACCTGAAGAATGTCATCAAAGGAAAAAATATGGGGAAGG 
ATGCCACCAACCGTGGGAGATGAAGGGCGGCTTTTGCCCCCAACATTCCTGGANGAACAAANAANCC 
CTTGGAGCTGCTTGAANAATGCCKNTCGGCAANGGCTGGCTACCANCNGACAAAGGCCTTCATTCGGG 
CATTGGACGTAACTTGCCCTNTGAGTTNTANAGGTCCGGGCAAGTNTTGAACCTGGACTTTAAAGTCC 

15 CCCGATGACCCCACNNGGTTCATTCACAACCCGNAGAAGCTGGGCCCACCCTGTNCAATTCCTTNN 



nntatctggagctccaccgcngtggcggccgctctagaactagtgggatcccccgggctgcaggaatt 

ccgccccgagggcagtggactgcnntcgccaccttcctctatgcggaggtcttcgctgngctgctgctc 
20 tgcnttcccttcatttctcccaaaaaat 

acatatggcaccaccttctttggggctctcattgncanccttgngctacagnacattgatgctgttcgn 

gagattnaaanntatgatgatgngacananaaggngaacctncanaacnnccctggggctgnggag 

cacttccacatnaagctttnccgtgcccagaggaacctntacattgntggntt™ 

tttctgnntanacgcctggngactct^^ 
25 taaaaagccggcanagagcgccaatgntgcntccaagaccttgnatggaggannaaccacctccnca 

aagantgntnctggngggaaccaccttnttggggtggggaccnccactgaaatngccccgggaataa 

aaaaaganncntnangnttttt^ 

ggngggaaaanggngggaaaannnaaaatnttc^ 

angnggaantnanaccccctgtttngggggnanacnnctaaatttng 
30 cccccnnggcccanaaaaaaanaaatnancntttcccccncccnttnttgngncnn 

aaaaaccccctcttttttttgaac^ 

gnggcnccnccntgncnntttt^^ 

NGGCCC 

35 

TCGGCNNNGGGGNGNGCNNCNGNGTCCTNAACTCCGCTKNCNANAGCNANATO 
GGNGGCGGCCGCGTCTAGAACTANTGGANCNCCNCGG^^ 
CCTATTACAGGNCTAACANACACGNNNNAC 
NTTNNNCNNTAATANAN^^ 
40 TACCNTNGTTNTNGCNATCCAATCGN^ 
TANAAGNNAGTNANTTNTT^ 

NNACAACGTNGTACTTCCNATTGTNGNNACTCTANNCCTNTNNGTGTAGACCTO 
TATNTNNNGNNGNNCNANGNAGTTCATNTNTTTO 
ATTNATTTACTOTATGCTGTNGNGN^^ 
45 TGANTGTNTTANTANTNTNNNANCGTGNNTNATGNNNGNTCTCC^ 
GNGCCGNNNNCNTNNAACCACTTTAN^ 
CNNCGNNGNNNNTTCGNNTCCNNTNC 
NTAATCCTNTTTCTNCATN^^ 

CANNGNNAACTAGNT^TANCATTGTATNNCNTCGNATNNTANTTCA 
50 NANTCGTNTNATAAATNNNAW 

NANNNGCNNGCATCTGNGCTTNN^ 

NNNNNCNTCTlSnS[CGlWANNNCNGCNCNTA 

ANCNTCNNNNCCACTCNGNN^ 

CTCCCNCTACGNGGATNNNGTNGTGANTNTAANCNNNGCTGTNGATANNNTCGCCCCC 
55 CCCTCTNTTANTTCNACTOWTGTGTGTNTACNATNAAGCNAANTCTATNCTC 
GGGGGNGGCNNTCNCCC 
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TTGANNANANANGGAGCTGCNCNCAGGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCANG 

NIWGAGNCCT^TNGTATTTTTAT^AANNGNCGGTCNNCNANTTGGGGGGGNATATNGNAC 

ANAATATWGANNNCGTTNNAAANCNTANCNATGTNTTGTTCTCCAAAGGGGGNGNNCCCNCCTNGC 

NAGGGNCNTNNTTGTATTAATAAAAAACGCAGGN^ 

CNTNACTCGGNAACCNTAANNNTGNACAGNTCAGGNGNATT^OTAGNNCTGNNANTNCNTGGNANNA 
NNCANANNNTAAANTNCCNNNNGNN^ 

NTTNNNNGTGGNNAGAGNCM^GACNCNNGNNTTNCTATNTATNNGNGNTGTC 

CGNGNNCATNGNGANNGGGTNANACNGGTWAATTWCNTTTCCNANGACNANNCCTNCCNGCCNAN 

GNTTTNGANNAAGCCATANTCCNMWCACNTACCANCCTTNCTACAAWTNAATACGNCNTGCCANA 

ACTNNCNNGGANTNNNNTNNGGCNCNAANCCCHCKANACNANCCCGGNTTANGGTTN^ 

CGNGGNACNGNTNTAANTTATAATNATTTACTNAAAGACACCAGTNNNCNATOGACNNGTGNTCACG 

NNNAGTNGGNTGANNGTTNNTNANTOCGNCAGATCCNNNTNTTOCGANAANNACTANGAGATNAGGN 

GAGTNGCNC(^GGGGNrrCAAANTTTGGATGTTTOGGCNAGACGATNNTNTNTNCNGGNGACANACT 

AIM^TACTNGTNGTGNCNNGGANNNGGCACNCTTGTNTANNGTNATNNCTANNAGTAGTGAAGACNN 

CGTCACNTAGANTANGATTGGANGNGATNNTNCTCANTATGAGAGTAGACAATGNANNGNCANGANG 

NTTNCNGTTTANNTAGNGGNTANT^^ 

NANTGCTTATGCCNCNAAACAANAACNTGGNNCTGAGANTGGNCNTGGNGGNNTCNTNNTGAANTAA 
TACGCAGGAAGANCCG 



TTGANNANANANGGAGCTGCNCNCAGGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCANG 
NNNGAGNCCNNNTNGTATTTTTATNNA^ 

ANAATATNNGANNNCGTTNNAAANCNTANCNATGmTTGTTCTCCAAAGGGGGNGNNCCCNCCTNGC 
NAGGGNCNTNNTTGTATTAATAAAAAACGCAGGNAGN^ 

CNTNACTCGGNAAC(^TAAN>INTGNACAGNTCAGGNGNATTNNTAGNNCTGNNANTNCNTGGNANNA 

NNCANANNNTAAANTNCCNNNNGNNN^^ 

NTTNNNNGTGGNNAGAGNOS^ 

CGNGNNCATNGNGANNGGGTNANACNGGTNNAATTNNCNTTTCCNANGACNANNCCINCCNGCCNAN 

GNTTTNGANNAAGCCATANTCCNNNNCACNTACCANCCTTNCTACAANNTNAATACGNCNTGCCANA 

ACTNNCNNGGANTNNNNTNNGGCNCNAANCCCNCNANACNANCCCGGNTTANGGTTmATANGGGCT 

CGNGGNA(^GNTNTAANTTATAATNATTTACTNAAAGACACCAGTT^CNATNGAaWGTGNTCACG 

NNNAGTOGGNTGANNGTTmTOANTNCGNCAGATCCNNNTmTNCGANAANNACTANGAGATOAGGN 

GAGTNGCNCCNGGGGNTTCAAANTTTGGATGTTTNGGCNAGACGATNNTOTNTNCNGGNGACANACT 

AT^TACTNGTNGTGNC^GGANNNGGCACWCTTGTNTANNGTNATNNCTANNAGT^ 

CGTCACNTAGANTANGATTGGANGNGA1WTNCTCANTATGAGAGTAGACAATGNANNGNCANGANG 

NTTNCNGTTTANNTAGNGGNTANTN^^ 

NANTGCTTATGCC^CNAAACAANAACNTGGN^^ 

TACGCAGGAAGANCCG 



TTNNNNAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 
CAGGATCAAGCGATTCCTGGCCAAGAAACAAAAGCAGAATCGTCCCATTCCTCAATGGATTCGAATGA 
AAACTGGCAATAAAATCAGGTACAACTCCAAGAGAAGACNTTGGANAANANCCAAGCTGGGTCTATA 
AAAANCANGCTGGGTCTATGAAAAGNGGTCTTANCATGTAAACCANTTTTTTAANCAGCCANATCNCA 

NNGAAANCNTCMvTTACNGTANNGCTN 

CATTAANTNTAAANCGTNGCAAAAAAAAAAAAAAAAANNTGGGGGGGGGNCCGGGNCCCAATTTCCC 

CTTNAGGGGGGNCGTTNAAAAANNNNNNN^ 

NNNNNNNNNCNTT^ 

NNN>nsJNNNNN^ 

NNNNCNNNNNNNNNlSnSIN^ 

IsflSINNNNNNCNNNNNNNNNN^ 

NNNNNNNNNNNNN^ 

]\jN]S[NNNNbMl>n^rN^ 

NNNNNNNNNKNNNNNN^ 
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]s^NNNNNNNNNNNNNN^ 
NNNNNNNTN 



AACAAAATCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCA 

CGGCAAGTTCAACGGCNCAGTCAAGGCAGAGAACGGGAAGCTCGTCATCAATGGAAAGGCCATCACC 

ATCTTCCAGGAGCGAGATCCTGCCAACATCAAGTGGGGTGATGCTGGTGCTGAGTATGTGGTGGAGTC 

CACTGGGGTCTTCACTACCATGGAGAAGGCTGGGGCTCACTTGAAGGGTGGCGCCAAGAGGGTCATCA 

TCTCTGCACCTTCTGCCGATGCCCCCATGTTTGTGATGGGCGTGAACCACGAGAAGTATAACAACACC 

CTCAAGATTGTCAGCAATGCCTCCTGCACCACCAACTGCTTGCCCCCCTGCCAAGGTCATCCATGACCA 

CTTTGCATCGTGGAGGGACTTATGACCACTGTCCACGCCATCACTGCCACCCAAAAGACTGTGGATGG 

CCCCTNCGGGAAGCTTGTGGCCGTGACGGCCGAAGGGCTTGCCAAAATATCATNCCTGCTTCTACTGG 

CGCTTGCCANGCCGNGGCAAGGTCATTCCTTAANCTAACGGGAAACTTACTGGCATGGCCTTCCGCGT 

CCCCAATTCCNAACGTGTTTGGTTGNGGATCTGANCCTGCCGCCTGGANAAANCCTGCCAAGTTTGAT 

GANATCAANAAGGNGKaTGAAACCAGCGTCAAAAGGCCCTTTNAANGGCANTTTTAGGCTACCCTGGN 

GGACCAGGTTGGTTCCTGGGAANTTOAAAAGGGAACTTTANTTTTTTNACCNTTNNAAGCTO 

GGNATTTGNCCTTAAAANACCCCTTTTGGAAAGCTTATTTTCCTGGGGACNAAAAAATNAAATTTGGC 

TTCCCCCAAAAANGGGGGGGGGGGACCTTTTTGGGGCCCAAATGGGCCCCCCAAAGNGAGNAN 



NACAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGTTTT 

AAATCAAGTCAACCACTTTTCAAAGTAAAGAGTTCACACAACTACTTTCATGAATTTTTTAATCCCGTT 

GGAAACATATACCAGGAGTGTTCCAGTATACTGGAATACAGGCACACTACCATTCATGGTATGAATTC 

TGGGGTTTACACAACCAGTTTTGATGCAATCTGCTCAGTAATATAATTTGTCATTTTTATTANAAA 

AATTTCTTCATGTGATGTCATGAAATTGTACATACT 

TAGTGTTTACTTCCTGCAGTGACTTTGAATAAATGAAGGAAAAAATTCAAAAAAAAAAAAAAAAAAC 
NTGGGGGGGGGNCCNGGCCCCNATTNCCCCTTATNGGGN^ 

NKNNNNNNNNNNNN^^ 



TTNANCAAAGCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGC 
AGGATCAAGCGATTCCTGGCCAAGAAACAAAAGCAGAATCGTCCCATTCCTCAATGGATTCGAATGAA 
AACTGGCAATAAAATCAGGTACAACTCCAAGAGAAGACATTGGAGAAGAACCAAGCTGGGTCTATAA 
GAAGCAAGCTGGGTCTATGAGAAGTGGTCTTAACATGTAGACCACTTTTTTAAGCAGCCAGATCACAA 
TGAAAACATCACTACTGTAATGCTTGGCCCATGATGTTATTTCCTCACTATCAGTCTGAGACCCAGCAA 
TAAATATAAAACGTTGCAAAAAAAAAAAAAAAAACNTGGGGGGGGGNCCGGGNCCCNATTNCCCCNT 

NTGGGGNGNNGTTTAACANNNNNNl^^ 

N>WGNTS^TNNNTNNNNN^^ 

CNNNNNNMsfNNTNCCCCCCC 

NNTGNNNNNGNWnSIN^ 

NNNNNOsTNNNNCC^ 

NNNNNNNNNNNTSTNM^ 

NNNNNNNNNNNNNNN>^ 



GCCTATNTGGAGCTGCATCNCNGGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGTGAA 
TTCCCGTNGANNTTANAGGGAAGCTTTNACAATGNCCGGAGCCCTTGATGTCCTGCNAATGAAGGAGG 
AGGATGTCCTCAAATTNCNTGNANCAGGAACCCANTTAGGTGGCACCANCCTTGACTNCCANATGGAA 
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CAGTACATNTACAAAAGGAAAAGTGATGGCATCTACATNATAAATCTGAAGAGGACGTGGGAGAAGC 

TTCTGTOGGCCGTTCGGNCCATTGCNGCCATTGAAAACCCGGCTGATNTCAGTGTCATATCCTCNAGG 

AATACTGGCCAGCGAGCTGTGCTGAAGTTTGCTGCTGCCACTGGAGCCACTCCTATCGNTGGCCGCTTC 

ACTCCGGGAACCTTNACTAACCAGATCCAGGCCGNATTCNGGGANCCAAGGCTTNNGGNGGTCACCG 

ATCCCANGGCTGACCACCAGNCCCTCACGGAAGCCTCTTACNTNAACCTGCNAACCATTGCCNTGTGN 

AACACNGACTCTCCTGTGCGCTACNTGGACATTGCCATCCCGTGCANCATCAAGGGAGCGCACTCAGT 

GGGTCTGATGTGGTGGATGCTCGCCCNGGAAGTTCTGCGCATGCGTGGCANCATCTCCCGAAAGCACC 

CGTGGGGAGGTCATGCCGGACTCTACTTCTACAGAGATCCTGANGAGATTGAAAATGGAAAAGCAGG 

CNGCTGNTGANAAGCTGTGANCAANGANGAGTTTTNAAGGGNGANTGGACTGCTCCAGGCTCCAGAA 

TTTACGGGNTGGTTCNCCTTATGGTGGNGAAACTGNNNTTAAAGCCTTGCAGGTGCCTTCCNNGCCCA 

TTirANCNNNTCCCCATGGAAAACTGGNAGGGCTTAANCCTTCCATTGAAAAACTGGNCTTGCGGCCC 

CCCCGGCCCNTGCNAAGGNAATNGGNTNGGAACCNCCCCCNN 

NACAAANCTGGAGCTCCCCGCGGNGGCGGCCGCTCTAGAACTAGTGGGATCCCCCGGGCTGCAGGCTT 

CGGGGTCGGCAGCGGCAAGACTGTTTGGCCGCCTCTACAAGGTCCCGGCCNTGTTCAGCTCCAGNGCC 

AANATNGTCAAGCCCAACGGCNANAAGCCGGACNAGTTCNAGTCGGGGATCTCCCAGGCCNTGCTGG 

ANCTGGAAATGAACTCGGACCTCAAGGCGCAGCTGCGGGAGCTGAACATCACGGCCGCCANGGANAT 

CNAANTTGGNGGNGGCCGNAAAGCTATTATTATCTTCGTCCCCGTCCCGCANCTGAAGTNTTTCCAAA 

AAATCCANGNGCCCCTGGTGCGCGANCTGGAAAAAAATTTCAGCGGGAAGCACGTCNTCTTCATCCCC 

CAGAGGATAATTCTNNCTACGCCNNCTNAAAAAAGCCGTACGAAAAATAAGCAAAANCNTCCCAGGA 

GCCNTTCTCTGACCGGTGTGCACGACGCCATGCTGGAGGANTTGTTTCTNCCAAANGAGATCGNGGGC 

AAGAAGATCCGANTGAAGCTGGACGGCAGCCCACTNATAAAGGTCCNTCTGGACAAAGCTCAACANA 

ACAACGTGGAAGCGCAAGGATGAAACGTTTTTTGGTGTNNANAAACANACTCNCNGGGCANGGGATG 

TTTATTTTGAATTCCCCGAGTTTTCAGNTGGNA^ 
TTTNNTTTTNTNGNGGGGAANNNNNISITNAAANN^ 

NNNNC 

NNNNATCTGGAGCTCCACCNCGGGNGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAA 

TTCGGCACGAGGTTAGCAAGAAAGCTGAACGTCCGTGGGAACAAGGGAAGAANGAATCCGANCAAG 

GCTTGANGANANGAAGANGGATGGGACAAGAAAATAANGTCCNANTTTGGNGNCGAACCCCNTTCTN 

GGCCNNNNCCTNGNTOGNTGNNANGGTNGNGNTNGGGAAAANGGGGNGCCCCTTTNCCNNCNCATTG 

CCNACrTGGCTOGCNATGNTOANGNCATNCTNCCNNTTCCNGNTTTTAATNGNATNAACNGNGGNTTT 

TA-mCNNGCNACNANCNNGNCCTNCCNGAATTTANNANCCNTTCTNGTGGGGNCCAAAACNTTCNGG 

ANGNCNTNCCCNTTNGAACNAAAGTTTACCACAACCNGAAGAATGTGCATNAAGGAGAAATATGGGA 

AGGATGCCANCAACNTGGGAGATGAGAGGCNGCTTTTGCCCCCANCATCTCTGTGAGAANACAANAA 

ACCCTGTAGCGTNNGTGAAAAAATNCGCATNTNGNAAAAGCTGTNGTANACACGACACAAGTGCGCC 

ATNTNCAT^GACNCANNCTGNCCTCTTGNGNTTNTACACNNGTGGCANNTATTGACACTGTACTNTT 

TNGTCGCCCCCNTGACCCCACCCANGTNCATNCTTCACCCCGACGAAGATGNTGCAACCTGTAGAANN 

NGCCTTNTTCATGGGACCTAC^CACTGGTNGTNTATTNTTAGGACCCCCTTNTAACCNACGANTGAN 

CTNGGGAAAGACTTTNTOCAGAAANTTCATCTTGCNCCNCCCGCCAGGGNNATTCCNANGTNGGNTGG 

GGGGGGATTGAACCCTCCCCCGGNGGACCCAANCCCCCCCNANCNGGGTTTCNTTCCANANGGNCNG 

CNAAAGCANAANAAAAAATCTTTGNNNNANCTTTNCNTCCTTGCTNGGANNAGTTNTOCNCCACAATT 

TGGTNTTTNNTNTNANCCNNACGCCCN 

TTNAGCNTACTGGAGCTCCACCNCNGNGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGA 

ATTCGGCACGAGGCTAGAGAGGGGTCCATACGGCGTTGTCTTGAATTCCCGTCGTAACTTAANGGGAA 

GCTTTNACAATGNCCGNANCCNTTGNTGTO^TNNAAANGAAGGAGNAGNATGTCNTNAANTTCNTTGC 

ANNAGNANCCmrTTAAGGGGNNCCNANCNTONNNTNCNAANNGNACNATNCNTTTNCCAA^ 

ANGGNNGGGNTTIWCTTANNAATTTNAANAAGNCCNNGGAAAAACNTCTGGTGGGCCGTTCGCCCN 

TTGCGCCNTTNNAAACCCGGGTNNATGTCATGGCATATATCTCTCAGGAATANNGGGCACACGAGCTG 
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TGCTGANAATTTGGNGTGNTGCCATGTGAGNNCCACTCTNTATCNGTGGCCGTTTNCNCTCGGAAACN 

TTTCTATACCCANANCCGNCCCCNTITNCNGAGNNCNAG1WTTTGNGGGGCACNCATANCAGNGGTGA 

ACACCAANCCCTCNCAGGGNAANCCTTTTTANGNAACCCTCCCCACTTTTGCTGTGGACACAGACTCTT 

CTrTTNTGTCTAGGGGAATTTTCATCCNCCGGNAACAACAAAGGGNGCGCNCCCCTCGGGGGCTTCTG 

ATGTGGAGGNTTCTCCCCCGANAAACTNCTCTTCCTGCGGNCCACTTCCCAANAAAAACCCCCGGGNG 

gacgttctgcccctcttttttntt(^aaaannntttc<^gaa 

nccancttnntaaaggatttttnccaacccaaggaanaanntngggggggtggaaanngcctccct 

oxxxx^cmanaaatnganngg^^ 
gnnntttcctttcccaanncn 

TTNAGCNTACTGGAGCTCCACCNCNGNGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGA 
ATTCGGCACGAGGCTAGAGAGGGGTCCATACGGCGTTGTCTTGAATTCCCGTCGTAACTTAANGGGAA 

GCTITNACAATGNCCGNANCChTCTGNTG 

A1WAGNANCCNNTTAAGGGGNNCCNANCNTNNNNTNCNAANNGNACNATNCNTTTNCCAAAGGNAA 

ANGGNNGGGNTTTNNCTTANNAATTTNAANAAGNCCNNGGAAAAACNTCTGGTGGGCCGTTCGCCCN 

TTGCGCCNTTONAAACCCGGGTNNATGTCATGGCATATATCTCTCAGGAATANNGGGCACACGAGCTG 

TGCTGANAATTTGGNGTGNTGCCATGTGAGNNCCACTCTNTATCNGTGGCCGTTTNCNCTCGGAAACN 

TTTCTATACCCANANCCGNCCCCNTTTNC^GAGNNCNAGNNTTTGNGGGGCACNCATANCAGNGGTGA 

ACACCAANCCCTCNCAGGGNAANCCTTTTTANGNAACCCTCCCCACTTTTGCTGTGGACACAGACTCTT 

cttttntgtctaggggaattttcatccnccgGnaacaacaaagggngcgcncccctcgggggcttctg 

ATGTGGAGGNTTCTCCCCCGANAAACTNCTCTTCCTGCGGNCCACTTCCCAANAAAAACCCCCGGGNG 
GACGTTCTGCCCCTCTTTTTTNTTC^ 

NCCANCTThWTAAAGGATlTITNCCAACCCAAGGAANAANNTO^ 

CCCCCCACNANAAATNGANNGGGNTGNCCCCNNNCNGNGGGGGCCTNACTTTTNAAGGAAGGCCNNG 
GNNHSITTTCCTTTCCCAANNCN 

TNNNNAAAAGCTGGAGCTCCACCGCGGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCA 

GGAATTCGGCACGAGGCTTGCATTCAGTATAACACAAATGTATTCCCAGTCGAAAGTTCAGTAAGGGC 

TTGAGAGTAGCAACCAAGAGGTGGAGAGAACAGAGGCTGTTTTTATGATTNGCCAANATATCCAGTCT 

CCTNTITATTNGATTAGNAAAAATATCTTTGNGTOGAATTCAGGGTCAGTTTTGATCCTGTNCTGCA]^ 

AATCTCCANTCAGTAAATNATTTCAGNCANNANCNGAACCNCTNTTANNGAAAANCTANTTACCACCC 

TNTCANCACCANAANTCNCCAGGNCNTANCAAAAANCNCAGCNTATTTNGCCGGNNGAAATCTNGCT 

GGGCCOTCTTTAAGAATCCNGNCACCACAAANCACTTTTOTCTC^GGGNCTCTTTAANAGATTTATTAT 

TAGTATGACCNCNTCTAGGCAGTTGNGTNCNTNCTTNCNCGCCCACTCAGCACACACACGTCCNTCCTT 

AAGGAAGCCAANACTTCAGGGAACCTNTNTTCAAAAACAAACTAAGGCTNTNTGATTTACAGGATGA 

TGCTGTAAAAGTCACAACGTANCCNTTGGTTGTTGACANCCTGGAGTAGGGGCAAAAAATNCCCCNCC 

TTTAANGGAGGNCNAAACTTTGGTTTTATNTTGGAAAAATTTNGGGGACAAATTTAGNTTT^ 

AACAACNTTTTAAAANCCCTGGCCTCACCNTTTGGGGGGGGGTCCCGNTTAANAAGGAGCCCCCCAAT 

CTTTTAAACNGGGGTTTTNAAAAACCAGGAGGTTTGGNGGGCCCCAAATTGAAAGGGGGNCCCNCCG 

GAAGGGGTTCCCCCTTCCNGCCGGGGGAACCCAAAANCCCCNAAAGGGGTTNAAAAANGGGTTTTTT 

GGGTTNN 

TTGGANACNATNTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 

GAAAAATTGNAAACNATGNTTCATCGACCTTCCAGCCCCATCAAACATTTCATCATGATGAAATTTCG 

GTTCCCTCCTGGGAATCTGCCTAATCCTACAAATCCTCACAGGCCTATTCCTAGCAATACACTACACAT 

CCGACACAACAACAGCATTCTCCTCTGTTACCCATATCTGCCGAGACGTGAACTACGGCTGAATCATC 

CGATACATACACGCAAACGGAGCTTCAATGTTTTTTATCTGCTTATATATGCACGTAGGACGAGGCTTA 

TATTACGGGTCTTACACTTTTCTAGAAACATGAAATATTGGAGTAATCCTTCTGCTCACAGTAATAGCC 

ACAGCATTTATAGGATACGTCCTACCATGAGGACAAATATCATTCTGAGGAGCAACAGTCATCACCAA 

CCTCTTATCAGCAATCCCATACATCGGCACAAATTTAGTCGAATGAATCTGAGGCGGATTCTCAGTAN 

ACAAAGCAACCCTTACCCGATTCTTCGNTTTCCATTTTATCCTTCCATTAATOATCATAGCAATNGCCA 

TAGTCCACCTACTATTCCTCCACGAAACAGGGTTCCAACAAACCCAACAGGGAATTTNCTTCANACGT 

ANACAAAATCCCCNTTCCCCCCCTACTTTNCCCNTTAAGGGACATTNTTANGGGGCCCTTTTTACTAAA 
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TTCTAAGCTTTTAAAACCTACTAAGGANCTATTCGCACCCCGACCTTCTTNGGGANACCCCANATAACT 

TCCCCCCCAGCCAAATCCAATTTAAANAAACCCCCCTTNAAATTAAAACCCGGAGNGGAAACNTTTTT 

TNTTTGGGATACCCCAAATTTTrACNAAANAATTCCC^^ 

CCCTTAACCTTT 



TTGAANACAGCTGGAGCTCCACCGCGGGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 

GTTTTAAATCAAGTCAACNACTTTTCAAAGTAAAGAGTTCACACAACTACGNTCATGAATTTTTTAAT^ 

CCGTTGGAAACATATACCAGGAGTGTTCCAGTATACTGGAATACAGGCACACTACCATTCATGGTATG 

AATNCTGGGGTTTACACAACCAGTTTCGATGCNATCTGCTCGTNCTATACTGGNGNCNTTOTTNTTNGA 

ANTATAATTTCNCTNO^TGTGANGNCTTGNNNTTGTNCOTACCGCTTT^ 

GNNATTTCCNCNNNTTNGNNGNG 

GTNGNCNCNNCGANAAC^AACAANNTTTCGGGGGGGCGNGCCCCCCCCCCCTCNTNTCTTCCCCNCN 

TCGNCTNAGCNCCATGNNGCATTCGNCNNNCGCGTTNCTCCCTOCNTGCNGANGCTACNNTCCGTCNT 

NTNTNGTNGGCGNTGNTTNTGTNCNNNTNTCmCNTNNTCTGANCNTNCNN 

NTCNCCTCCCGCTCCNCNTTCNCCCNNCC^ 

TNCCGNTNCTCINITSfTNCN^ 

TC(^TCGCNT(^CCNNCNNCTCCTCNNCCGCNNNGCNNGNGCNCNCCNTCTNCNACATGNTGTCGTCN 
NNGNTCCTNTTGCGCNCTCNCGNNCGCTNCGGCNGGCGCGCTGTCGCTCGCGCTGCCCACTGCGNACC 

NNNCNAACNGCGTGTCGGCCGTANNTNTTGNCNGOSINCGTCGNCTNNCTNNGGCCC 



ANCNCNACTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAAT 
TCGGCACGAGGGTGAGANTNNNAGATGNGNGANCTTGGNANCAA(^TT'mANGCTCCCGTTCATTCTG 
NNATCCINAANANATGGANNTAACTGNCCT 

GTGGTNCCNCACCCCCNANGNNNNTTAGAANTCTTTAGNCATTGACTTCTTACTGTTATAGGGCCNNT 

ACATNTAAGANAGCNTGTTNNCGCCNANAATATNTATITGCANTTTTGTCACAACAACAAAAA^ 

AGCGGTNCCTTCTTCATGGNTTGGAGTGTGTGGTAGCAATGCATCAAGCTCAGCTCATTTCCAAGATTC 

CACATATCTTGAAGGAGATGTATGACGCAGACCTTTTGGAGGAAGAGGTCATCATTAGCTGGTCGGAA 

AAGACCTCTAAGAAATATGTCTCAAAAGAGCTTGCCAAAGAGATTCGTGTCAAAGCGGAACCTTTTAT 

AAAATGGTTGAAGGAAGCAGAGGAAGAATCTTCCGGTGGTGAAGATGATGATGAAGATGAGAATATT 

GAGGTGGTGTATTCAAAGACTGCCNCCCCCCCCNAAAGTTGAAAGCTGTAAAGTCTGACAACCAAAG 

ATGATGACNTTTGATATTGGATGNCCNTTNAAAGGGGGGGGGGTGCCACCCCAACCTTAAACAANNG 

NAATNGCTTGAAAAATTNTTTTTTGCATTC^ 

TATTGGCTTGGGGAAAGGGGGCCCTGGTTTTTTT^ 
GTCCCNTCC 



NTCCTTNNCATTTNTTTATNNNANNN^ 
NGNCCANNGNNNNTTTTATTGGTTTCT^ 

AGAACTAGTGGATCCCCCGGGCTGCAGGGGTATGATCCGCANNNGTNACTNCCAGGAGGCCGCGGCC 

AGTGCTAAGGAGGCAGGTGAAGCGGCCAAAGCCAGGCGCTGTGAGCGCGGCCTGAAGACACTGGAGT 

CCCAGCTGGCTGCTGTGAGGAAAGGCAAAAAGATCAGTGAGGATGAGATCCCGCCTCCAGTGGCCTT 

GGGCAGGAGGCCCCTGGTCCCCCAGGAAACAACTAACAAGAGCCCTGAAGCAGAACCCCCANCTGCC 

CCCTCCGTGGAGCCAGATAACCCCTCCNAGCCTGANACAAGCCTCTTGGGCATCCCTGGAATTTCTGC 

CCCACCCGACNTCANACCCGGACCCACGGGCCCTGCTGCTAGGCCCGGCNNATAGAGTACAAAGTGG 

CTGCTCTNAATGCCAAGCGTGCTGGAGACCTANACCGTGCCCGAGAGCTTATGAAGGGTTTGTGAAGA 

GATTTGCTGCTGTCCTTGGANGCCCTTGGANAANTGGGNCAGCCTTGTGGNCCTNNATNGCTCATGCC 

CCCCCNTNOTCCANANNNACNNTGG 

NCCCCCTCCCGATGGCACCCCTNTNGNANNTNGNANCGGANATGCNACCCACAATNNAATTGGGCTCT 
TTTNTACAATC^CCCATTCANNGNCCCNGGTANGGCCCCCTANNGCTTGATTCACNTCCANGAACAAN 
TGCGCTTGTGTAATNCCCCNNTNNCANNCTANNANTGGCTTGGATCCAANANTNCCACGCCGNATNGG 
CNANNGTCTCNCCCTAlWGCNTCCNTGTNGGCAAATTTGKjGNGNNATATATNACaWCNATAGAGC 
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CCNNNNANNTNCCACNCNTATNCTCNTO 

ATTTTTN CTNNTCCCNCNCNCATGGNNCTGTGAGANCNNNCAAATA 
NGTCTANCCTCNGGTANACTTTCCT>n<INNANATTTATTCATCCNCT 

NAGACACNCANNCNCGTNNGGTCTTATCNTNGANAGNNNNNCNATGTNTGAAATGTGATGNTCTCTN 
5 CTCTTATACANGACTNTCTNNACCTNNCAATATACNCTCTGTCNCCC 



AAANCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGGATTNCG 
GCACCGAGGNNCCTGTNTNGNNTTCNCAGAN^ 
1 0 NTATTCANACTTNNNCTGCCNNTAGTC 

TNCTTTACNAACCATTTAANCTGCTATTNCTTGATTTAAAATGGGNNCGCAAAANCCNGTTTGTAACNT 
GTTCTTGTGCCCAGTGGCTNANATGACCAGACTCCCATNCGCCTCCAGNTTATACCTTACCTNCCNNTA 
NAAGAGAAGACCMvTCNGAACNCNATGATTTTNCTCTTNAGA 

GATATTANCNTNTTCATTGCNCACAAAACAANCTTTGNAANANACAAGGCTTCCACNCNCCCCNCCAA 
1 5 ATACTA ATGGNGCAGNCCTAACNCTGTGNTTTTGATGTTCNCGNCTACCCNTNAANGAGCGGGTGTNG 

ANCTTCTGTTNGCNGGGATCCACCCGGNCATNNAACTGGCGGGTGATTNATTTNNTTTACTGCCNATC 

NTTCCAATGCTGGAATCCAAGCTGNNATNCCTNGATTGCNNACAAAATGGTATNNTTGAACTCCGCTC 

GTTTGNTTTTTCTTCATTGAANGGNACCCCNTGGCCITNGTTNG 

CCCGNNCNTTTNTNGGTTACCfm^GGGCAAAGGGGAAANNGGTTTCCTTTNC 
20 NTNTTTOTANNNNNCNTGGTA^TTGTTNTNTCNAAAAACCC^ 

ATAAAAAAAACNNTNNTCTATTNTNTGANGGGNTCNCCANTCCCTTNAATTNTO 

ANTNTNNANACNTNCCNNNAACTNTC 

NTTNTTC 

?;-~25 

CAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGGAA 
TTTGAGGATTCCTTCCATCTTCAGGCACTTAAGCTGGTCTCAACNCCTGGTCCCGGGGGGGCAGGGCCC 

y i TCCTTTGNNAAGGGTTTCCNAGAANCTGGANGGAAAGGGGGACCAGNCAGGNCAAATGGGGTNGNNG 

^ ■ GCCNCOSINNCCCANTNAAANANCANCAACC^ 

p30 NNTTGNNTCCCANNTGNAAANTAACNGCTTCCTTCCCTTNCCACNTTNAAANTCANNAAACNTGNAAG 
id AAAANCATNTGCNAATTCTTTCNNGGTGGAACNGACCGGCNTGATATATCCNGACACGAATATGCNCN 
CTGTGACNTTAAAGTAAGGGCNATATATCTTTGACANGTCCCAAAGCACATGCACACTCTGTNNAAAG 
Q T>WTGGAAAAGANNTTTTCTTTCTACTCTTG^ 
m NCCCTNGCCTTNCTCCACTCTNATTTTC^ 

? -3 5 NATGGTGGGGAAATGCNCTCTCCACC3SFTCATTNCTTTGCCCTCCNCANCAAAATCAGNGCCNCTGATN 
S- GTCTTTTTTGGGCTTCCCCCTCCTTANGGGCCTTTTCCTGCNCANGAAGNCCCCACACCCNAACCm 
Z ! GCTTTTGTCACTGCTGGGGGTTCAAAATTGATNGGGACCAGATCITITGTGCCCNCNCAGGAAATT^ 
'r'~ TTTTTTTTTTTANAAAAATCCTTTANGGGGGAAAAAATTCCTANTGAAAC 

CGGTGGCCAACANNAAAANTNACANNNACNCGCCCCANGGAGCCNTGAAATCTTGGTTCCCTGNAAA 
40 AAAAN 



TTGAGCCTATATGGAGNTGTATTACAGGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 
NNTCCATCTGTACNTGAGCCATGATGACCTGGNAGCGTCTGGGGGCCCCGGGAAAGGGGNAGGGTTN 
45 GGCCCCAAACTTGGCTTCCGGGGAAGGACNCGGAAACCCTTATGGGGANAACATTGGNCCATCNTTG 
GACTGNTTTTGNCTITCGANCAAGCACCCCCAAATTCGGTGGNGGCAAAANTTTGGGGNCCCAGGACT 
TCCCCOWGCNTTTCCANGGNTGTGAAAANCATTGCTTGCCCCTNNTGCTGACNGCAAATGAGCANAA 
GGGCCGGAATTATCCTNGA<^ANGTTNCT>WACNTGACTGNGCCACAACCCTCGGGGCATTTT^ 
CTGNCCCCNTTANGAGGACACCTATNTTGGAGGTGTATCTTGGAGCACGAAAGNGCAGNTTTCCAANC 

CANTCCCNNCCCGTGGTGGTTOTTNCGTNGGGGGGAAGGGGGTNCTATTATTTO 

GCTITTGGCCCACCCC^TNTTATTTNACAANGACTGTCCGCAAATNGGGCCCCCAAGGG^ 

TTTCCACAACTTNACGCCCTTCNNGCCCCCNGNNTNGTTACNCGNNGCCTAACACCCNNAACCCCCCC 



55 TTNTTTCGGAATNNTAACCNNANCCTTTTTACCCCAAGGTTTTNCCNANT^^ 

GAGNAAANAACNTCNNCCTAANGGAAGTTTTTACCCCGGAANNTNGNNTNGGAAACCCCTTNTATTA 
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TATNTNTGGAANCCCCTTTGGTCCTTTAT^ 
TNAATTTAATGGGCCCCNNNTTNN 



TTGAGCCTATATGGAGNTGTATTACAGGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 

NNTCCATCTGTACNTGAGCCATGATGACCTGGNAGCGTCTGGGGGCCCCGGGAAAGGGGNAGGGTTN 

GGCCCCAAACTTGGCTTCCGGGGAAGGACNCGGAAACCCTTATGGGGANAACATTGGNCCATCNTTG 

GACTGNTTTTGNCTTTCGANCAAGCACCCCCAAATTCGGTGGNGGCAAAANTTTGGGGNCCCAGGACT 

TCCCCCNNGCNTTTCCANGGNTGTGAAAANCATTGCTTGCCCCTNNTGCTGACNGCAAATGAGCANAA 

GGGCCGGAATTATCCTNGA(^ANGTTOCTNNAC^TGACTGNGCCACAACCCTCGGGGCATTTTTCCAC 

CTGNCCCCNTTANGAGGACACCTATNTTGGAGGTGTATCTTGGAGCACGAAAGNGCAGNTTTCCAANC 

CACATGNNCTTTTTCTAANGNCCACTTGNGACACCCTTTTGNANAGCNAAAAAAGTGAAAANGGCACC 

CANTCCCNNCCCGTGGTGGTTNTTNCGTNGGGGGGAAGGGGGTNCTATTATTTNAACGNGCCAANGTG 

GCTTTTGGCCCACCCCNTNTTATTTNACAANGACTGTCCGCAAATNGGGCCCCCAAGGGGTNGCNTTG 

TTTCCACAACTTNACGCCCTTCNNGCCCC(^GNNTNGTTACNCGNNGCCTAACACCCmAACCCCCCC 

GAANAANNANCCCCCCCCCGGGANANNGTNCCAACAATTCTCTTTNTGGGCNGGGTTTTTTACCTNNT 

TTNTTTCGGAATONTAACCNNANCCTTTTTACC^ 

GAGNAAANAACNTCKNCCTAANGGAAGTTTTTACC^ 

GGNTTTTTTTTTNCCCTTTCCAACCAATAAATTAANCTTTTAAAAAA 

TATNTNTGGAANCCCCTTTGGTCCTTTATTTC^ 

TNAATTTAATGGGCCCCNNNTTNN 



ANCNCNATCTGGAGCTCCACCNCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAA 

TTCGGCACGAGGCTTNNNNNNAGGNTANCNCAANGGNTNGNCCCATGGCNAGNGCNNTGTNNN^ 

ANANTTNNNTNAC^GNCMAAC^ANNAGACNTTGCTNACCNTAACN 

TCATNATTNGTACTANCACAGNCNTAANGNNGACGCTGACCTITCNCNGANAANGCNCCTTNAAAGG 

NATCCNTNCCNCNNNGGGCCATTTTGGCCTTANATNAGGGNCNATTGNCTTTTGATATATTTAGTTAA^ 

NCCCATC^TTNCQ^GAATTTTTTTC 

GCCTNTTGNCCCNNAACNGGCTITAACCCANTAACCCCNNTAAANGGCCCACNGCTCNACNCNTTO 

CTTNTGGTTTTCCGGATTTNATATNNCCGNGNCCCCANNTNITTT^ 

NCATATTTTCANANC^CCCTTTNNGCGGTNGNCNNTATNACNNNNNNGNGGGNN 

NTAAANNANAAANGGGAANNNTANTTNTTTTTNNNNCCNNTNCCCNAAAAA^ 

NNCTlSfNGGGNGGGGGGCCCANANNACNNNNTN^ 



CTTNTNCNNNNGTTTTTTTTTTTT^ 

TTTCMSINAAAANAAAAANNNNNNTNNN^ 

ANNNNNNNCNNNTNTNNCCCNNNNGNNTNGTGNGTCCCN 



TTTGAANAACATNTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCA 

GGAATCCANCTCNAGGNTTNNNGTTNNTGCCCNAGGNTTGCNACNCANNCATGTCTATCNTGNNGCTG 

ACGGNCTG>^CCTCCACATG(^ATTCNCATGCTGCNTTTTTCGGCNNCTTTGNACANGGCCTGGAG 

AACTNTNNNCGGNAAGGAGNCNCTGAATNTTTGTTACGACCGAACATGGAATNNTGACNNNAAN^ 

NGNCNCTGCCTTATCANGAACMNTANCNGNTNG^ 

TCATCCTGTGCTGNCTGCTCTNTTCATGTACATGTGTACAGTGNTTANACCATGCGGCGAGGAGNGCTA 

TNCTATGCCACTGNCTTS1NTGCNAACTTTGNTCCANGGTGGCAGGTGTTTACCGGAGCGCTNATNTACN 

CCATTNATGCNNAANAGATTCTGGCGGACTTGCCCGTNGNGNNGCA 

GTCCTGGGTGGCCTTTCCCCTCGCCCTGGACANCGGNATAATCTACCCCTTNTGCNGAANCAGAAATG 

ANGGCTGCCCTCCCCTGGGTCCCAGCCGACTCCCGGNCCCTTCATCTACCCGNAAGCCCCCACCCTTCC 

TNCTTTTNTATTTTAAAACAGAAAATAAAACTGTTTAACCCGCCGGAAAAAAAA 

GGGGGGGGGGCCCGGNCCCCAATTOCCCCTTAATNGGNGGN^ 

NNNNNNNISR^TNNNNNNNNNNN^ 

NNNNNTTTNNNNNNNANNNNNNNN^ 

NNNC 
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TTGAACACNGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 
TTTTTTTTTTNGANGNNTTCNT^ 
5 ATCCAGGTTAAACNAAAATTCACAAGTCCAACAAAGCNTTCTGNGATNNNC 
NNNGACCAAACCAGTTNGCTCATNAAN^ 
GGAGAAAATAAACNTNCTGCCCNCNTTAAAAANGGGTTTTTN 
TNCANGTTCCAAAANlSn^TTTTAAAATTTA 

NCTAAANAGCTAANGGGGGANCCCCCAAGTAAANGCCNCTNNTCATNGTTO 
1 0 AAAACCCTACTTTCCAAAGGGGGGCTTNTGTO 
CNCNCNAAACTNTGCGAGGGNNGGGT^ 
GGGGTTNCCTNTCAAANANCCNNCC^ 

NAAAAAAGNTNNCATTTACGNGGGGGGAAAANNGNNNTCCO^ 
NTTTTNNTGGNNNCCCGGNGGGNNCCCNCTm 
15 NACNAATTNTCANCNNAAANGATTNNCANAAGGGGGGGCCNGGGNCCCGCCCTTO 
ANCAAAGGCGCACTGNNTNCTTNTNNNGGTCNGGCCCAGACNCTCCCCNGN^ 
GGGNCCATNTCTCCNCATGCCCNTN^ 
NTTTTTNAANCANCCCCGTNCCCCNGTGCC 

20 

ANCAAAACTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGTTTG 
GCTTTAATATAGGAAGGGCCATGGGAGCCCCTGGCTGAACTGAAGCCTACCCCAAGCCTCCATAACCC 
GTCTAGGATGAGGCGCTTCCTCTATTCCAGTGATGGATGTGACCGTCCAGCATCACTGACTATGCCCTA 
GAGAACTGTGCTCCCAGCCTCACCAGGGTCTCATGGTAAAACTCTGGATTTAATTTTGAAGAAATCCT 

25 ACCCGCCACCAGCCCTACCCTAACACCCAGTTTCCTTGGAGATATATAGCTGGGTTCTAAGCTTCACCA 
GGCAAGACGGGATGGAAATCCTGTCACTGAGTACAGGCTGTGTTGTCTCACCCATACCCGCCATGGGC 
TTCAGCTCCATTTCAAGCTGCCCAGGGCATTCCTTCATCCCTGGGGTGGCCAGCAGAGTAAGAGAAGG 
GGAGGGGTAGTGGGTGTGATTATCTTAATATGCAGGTGAGAGAGGGGCTAGAGGAAGATGGCCATAG 
GACAGCTTGGAGTTTTATCCCANGCCAGCTTGCTGTGGGTCTGGTAAGTTGGGTCATGGCTNCNCTGG 

30 GACTGTGGGGAGGAGAGGGACACAGCTTTGAANGCGGTGANGAACAAGTCATATGTTCCAGCTNCGG 
GACGTTGTGCTCAAGGAATTTGAAAACCCTTGCTAT^ 
(XCTTTTGNCCC^^ 
CCCNGGNAAGCTTAAANCCAAGGN 
CTTGGGTTGGGGNTAANACCAANGGGCCCGGGTTCCAG 

35 

NCCTATCTGGAGCTNCACCNCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATT 
CGGCACGAGGCTTCTATCTTGACCTGCATAAAACAGCCCTGGGAGGGATGTTTAAAAAAATTCAAAT^ 
GCTAGCTTTATACCGAGGGATTGTCTCAGTGGATCTGGGTCTGGGTTGTGGCCCTGGAATCACCACTTT 

40 TAAAAACAGCATCACAGGTGGTTCAGAGAGCACAGTGGGAGAGGCTGCTCTGAGGGATGGGAAAGTG 
CAATTCAGTGTTGCCTGGAGGCAAGTGGACACCTTTTGCCTGAGATTCAGAATGGGTGGTCTCCTGCC 
AGATACAATCACTGAGAGTTAGGAGTAACAAGGATGCATTTAGTCCAGAGGATTACCCAAGCTCTATG 
AAAATGTTTCTCTAAATTAGAAAGTCCTCGTGCCTTCTCTGAAAAATGAATGTACAGGTATCCTGTT 
CCAACAGGTGTACTTAGGATTAAAAAACT^ 

45 GCACTGTGACTTGAACCTCTGAATCTm 

AAAAGGACAGAGAGGATCATAATTTTGAAAATTAGTGACAGAGT^ 
GATTAAGGACAGAAAAGATTTTANAAAGAAATGTTTCTTCTTG^ 

CTCAAATTATAAATGTAGTGGTCNTATGACCANGGGGAAGATGCNTCTTGATTTCCCAAAGTGCTCCA 
GTTTAAAATACNTAAAATGCTGGCCTTGGGACTTAANNCCCTTTAAAGGAAGNG 
50 GAGCGGTATANCAAATTTCCTCCCTGGAATTCCTCTTCCCTTTCAAAAAAANTGATT^ 
NCNTTTNTTCCTTTTTANA 



ANNNCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCTCTTT 
55 TTTCTAGTCTTCTTCCCTGTAGGCAGTTTTAGGTGGAGTCAGGGGACAGGCAGCTTTCTGC 

ATGACACGTCCGTTTCCAANACAGAAAGTGGTTGGCAGAAGGTGTAAACCCTGAAGTCCCAGTCCCCG 
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AAATCTCATTACCCTCAAGGTCTTCACAGTGATCCAGTGTCCTGAACCATTGCCTGAGCAATAGAATA 
ACTGTGCTTTTGAAGTAATGTCTGACTCTGAAGGCAGCACCTGACCGCTCCCCCGCGTGCTGGGCTGGT 
CGTGCCGATACTCTGGGCTCCCAGTTGCTGCTTCTCAGATATACCTCTTGCCCGACTGCCGCCTCCTCA 
GTCCACCTCATCCACTCAACCATGCCCCACAGACATCTTAGGTAGAGGCAGGAGAAGCCAAGGCGTAT 
5 GCACAGCTGCCCAGTGACTGCGCAAAAGAACTCACACTGGTGGCTGAGGCTGGAAGGACACCAAGAG 
TCNNCTTTTCACCACAGGTCACCAGTGTGATGACAATATTCCAGGCTTGACGTGGGAAGAGACAGCCN 
ANCTCAGACTTAACTAAATGCGTGGGGCTGTATTTTAACAACTGGGCAGTTCTCNGAAGGTGGNTCAC 
NACTTTAGAAAAAGGAAAGCGACCCTGATGTTNCCTAATTAACCACCATNCANTAGGGGGANGCCAA 
ATACANCCTTTGAATTGGCTTAAACTGGAGGAAGGCANCCCCAGGAN1TITTK 
1 0 CNITTTTTGATTTCCCANCAAAN 

NGGCTTTTNNAAAANATGGAAAAAAAAGGGN^ 

ANTAACCCNGAA1WGGAAAAAANAAACCTTCNNACCANGCCCCGGGAATTTTCCAC 



15 ANNNCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGCTCTTT 
TTTCTAGTCTTCTTCCCTGTAGGCAGTTTC^ 

ATGACACGTCCGTTTCCAANACAGAAAGTGGTTGGCAGAAGGTGTAAACCCTGAAGTCCCAGTCCCCG 

AAATCTCATTACCCTCAAGGTCTTCACAGTGATCCAGTGTCCTGAACCATTGCCTGAGCAATAGAATA 

ACTGTGCTTTTGAAGTAATGTCTGACTCTGAAGGCAGCACCTGACCGCTCCCCCGCGTGCTGGGCTGGT 

20 CGTGCCGATACTCTGGGCTCCCAGTTGCTGCTTCTCAGATATACCTCTTGCCCGACTGCCGCCTCCTCA 
GTCCACCTCATCCACTCAACCATGCCCCACAGACATCTTAGGTAGAGGCAGGAGAAGCCAAGGCGTAT 
GCACAGCTGCCCAGTGACTGCGCAAAAGAACTCACACTGGTGGCTGAGGCTGGAAGGACACCAAGAG 
TCNNCTTTTCACCACAGGTCACCAGTGTGATGACAATATTCCAGGCTTGACGTGGGAAGAGACAGCCN 
ANCTCAGACTTAACTAAATGCGTGGGGCTGTATTTTAACAACTGGGCAGTTCTCNGAAGGTGGNTCAC 

25 NACTTTAGAAAAAGGAAAGCGACCCTGATGTTNCCTAATTAACCACCATNCANTAGGG 
ATACANCCTTTGAATTGGCTTAAACTGGAGGAAGGCANCCCCAGGANTTTTTO 
CNTTTTTTGATTTCCCANCAA 

ANTAACCCNGAANNGGAAAAAANAAACCTTCNNACCANGCCCCGGGAATTTTCCAC 

30 

TTTGAGNCCNATANGGGAGNTGTATTACAGTGGCGGCCCGCTCTAGAACTAGTGGATCCCCCGGGCTG 
CAGGAANTTC^GCNCGAGGCTNTTNNNGGTG 
CCCGCANNGTTAANAGGGGAAATCATTACCNC^ 
35 GGCCAGNTCCACTTGGACACCTTTGTATGNGGNANACACTTTTTTNCANT 
GACTTATACTTGNCTCTTNANANAAACTA^ 
CAAACTCTATTGANCAGNCAATGNATC^ 
CCCTTNNGNNGAATCNTT^ 

CTNCNAGTGTGCGCTCGGGANTTGTAGTCNNCCCANATACNNNNATNNGTGCm 
40 TGNCCNCTNNATCTTNTCCTNCTANATAAANCAACNTCTNGCCCCTCCTTCCTNANAAANA 
NATTCACCTGCCCTTAAAANTCTT^ 
NANANANNNCTTNANTTCTC 

TTTATANACCTTCTTGAANCTTGATACCNTCGATCAATNCTNTTTGTGGCGTTGG 

CCCTNTTTCCCNTT^TCTTACAATTTTAACTI^ 
45 GTGNNNNACTTTACAGGNGNNGGCNC 

CNANTTGTANCGATNTTTGTANC 

TTNCNNTGGATGNCGTCNNNNGTTTTNCACTCTTTA 

CGGAANTCNTCCTNTTTNCTTCTNNCAATNNNTATT^ 

ATTCTTTAATGGCGNNTATNAANTTGNNTNTTGGTTCNCCN^ 
50 CTCNNCCCTCCTNTTCCNNATATNTTTAATC 

TCTCCTCTGTNGNNACACNNCCC 



TTTGAGNCCNATANGGGAGNTGTATTACAGTGGCGGCCCGCTCTAGAACTAGTGGATCCCCCGGGCTG 
55 CAGGAANTTCNGCNCGAGGCTNTTN1WGGTC 

CCCGCANNGTTAANAGGGGAAATCATTACCNCC 
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GGCCAGNTCCACTTGGACACCTTTGTATGNGGN 

GACTTATACTTGNCTCTTNANANAAACTANGGACTTTCCCAAATTNAATACNC^ 

CAAACTCTATTGANCAGNCAATGNATGANNCTNAACGANTTCATAANAGATGANAGAACCAN^ 

CCCTTNNGNNGAATCNTTO^ 
5 CTNCNAGTGTGCGCTCGGGANTTGTAGTCN^ 

TGNCCNCTNNATCTTNTCCTNCTANATAAANCAACNTCTO 

NATTCACCTGCCCTTAAAANTCTTTNGNCNGATN^ 

NANANANNNCTTNANTTCTGGCTNCCACCCGCCCCCNATTGNNTTN^ 

TTTATANACCTTCTTGAANCTTGATACCNTCGATCAATNCTNTTTGTGGC 
1 0 CCCTNTTTCCCNTT^TCTTACAATTTTAACTT^ 

GTGNNNNACTTTACAGGNGNNGGCNCCAATTGTCNCNNTGNAGTO 

CNANTTGTANCGATOTTTGTANCCAACCNATTTTTNTC^ 

TTNCNNTGGATGNCGTCNNNNGTTTTO 

CGGAANTCNTCCTNTTTNCTTCTNNCAATNNNTATTATA^ 
15 ATTCTTTAATGGCGNNTATNAANTTGNNTNTTGGTTCNCCN^ 

CTCNNCCCTCCTNTTCCNNATATNTTTAATCTTAATNTT^ 

TCTCCTCTGTNGNNACACNNCCC 



20 TTTGAGNCCNATANGGGAGNTGTATTACAGTGGCGGCCCGCTCTAGAACTAGTGGATCCCCCGGGCTG 
CAGGAANTTCNGCNCGAGGCTNTTNNNGGTGTNCCCANACCNGCCNTTTNCC^ 
CCCGCANNGTTAANAGGGGAAATCATTACCNCC^^ 

GACTTATACTTGNCTCTTNANAN 
25 CAAACTCTATTGANCAGNCAATGNATGANNCTNAACGANTTCATAANAGATGANAGAACCANNGC^ 

CCCTTNNGNNGAATCNTTNNTGGTNTNCACAGAAANCT^ 

CTNCNAGTGTGCGCTCGGGANTTGTAGTCNNCCCANATACNNNNATlSrN 

TGNCCNCTNNATCTTNTCCTNCTAN^ 

NATTCACCTGCCCTTAAAANTCTTTNGNCNGATO 
30 NANANANNNCTTNANTTCTGGCTNCCACCCGCCCCCKATTGNNT^ 

TTTATANACCTTCTTGAANCTTGATACCNTCGATCAATNCTNTTTG 

CCCTNTTTCCCNTTNNTCTTACAATTTTA 

GTGNNNNACTTTACAGGNGNNGGCNCCAATTGTCNCNNTGNAGTNTTC 
CNANTTGTANCGATNTTTGTANCCAACCNATTTTTNTCTC 
35 TTNCNNTGGATGNCGTCNNNNGTTT^ 
CGGAANTCNTCCTNTTTNCTTCT^ 
ATTCTTTAATGGCGNNTATOAANTTGNNTNTTGGT^ 
CTCNNCCCTCCTNTTCCNNATATNTTTAATCTTAATNTT^ 
TCTCCTCTGTNGNNACACNNCCC 

40 

ANACAGTTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTC 
GGCACGAGGATGGTGAAGTCCANGGNCATACTGAGAGTATTGCCATATAAATATTTCACCATAGATTG 
AGGATTGACCTAAGGGTTCTCTGTGGAGCACTCTTTTTCAGTGACTCAACTCTGAACTTC 
45 GATCTGATGAAACATATAGTTCTCCAAOT^ 

TACACAAATGGAAGCTTATTAATTAAGTGCACTGGTGTCGTAAACTGGCTCCATTTCAGACAAGTTGA 
CTCCTTTCCAAAAGAAAGAAGCTAAACAGAAAACTACCCCTTATGCAGAGATGACCAGCCTCTATCAG 

CACATCAGCAGGGTTCCTCTTACCTTACTAATGAATAAACTGAGGCCCAAAGCACCTGATTACAACTTT 

50 TGGTAACTTTCAAATATGCTGGTAAGTGGAATTTTGAAAAAGAAAA^ 

GGCGAGATCCGCAAACTCCATGGGGGTTCAGAATTATTGNACAGATGCCCCAAACTTATCCTTGGGTC 
TTAAGTTAGGCAAACTCATGAACAAGATATATGCATCTACATACATTTATCTAACTTGNCAGGCTATA 
AGANAGACTGGCAACTTAAATGNATACATCCTTCTATTGGCANCCTTTGGGGTCAGCNTTTCTTCN^ 
AAGGTTTTNTTTAANTTTAANTTTTCCT^ 

55 TTCTAAATAAACCTTTTNTTTTCAA 
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TNNNNCCCNNCTGGAGCTCCACCCGCGGNGGCGGCCGCTCTAGAACTAGNGGATCCCCCGGGCTGNA 
GGNTTTTTTTTTNGNNGGGNNCATTNACTTT^ 

AAATTCAGGTTAGACGAGANTTCACANGTCCANCAAAGCNTTCTGNGATATNCCAAAGTTNGTO 
5 GTCTGACCAANCCAGCTNGCTCATCAANGACTTCCATNGNAGGGATTTTATTTAGTO 
GGGANAAAATAANCATNCNGCCCACATTTAAAANGG 
ATNCATGTTTCAAAATAATTTAAAATTATTCTAATNTANCAGCAG 
AANAGCTAAAAGGGANCCNCAAGTTAAGT^ 

10 NGGGGGATTCCATGCNCTGGTCTGGAAAGGGTTCCTCAAGAGCCCANCCNGCCCTTAAAACAGTNCTC 
AGTCCNCAAGGCCGNCANAAAGGTACCATTAACCTGGGGNAAAATAGGATTCCTACCTTTCCTTCAAA 
AGCCTTTGGATNTTCTGGCAGCAACTGGGGNNCNTTTTCCAGGATGGCCT^ 
NTAAATTTTCACNANAAANAATTTAANAAAGGGGGGNCCGGNCCCCCCTTTTCA^ 
AAGGGGCCCTGGTTTNTTTTTGGGGGCNGGGCCCGGNCCCCCCCGGGAANGGGCCCCCACCTTG 

15 ACCCATTNCCCCCCNTNAACCTTGGGGCCCCCNCGGCCAAAAANAAACCCCTCCNAAAAAAGGGGGG 
NCCCCATTTTTCAAAAAATCCCCCAGGTTNTTTGGGG 



ANCAACAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGTT 
20 TCTACCCATTGCCTGCGGTCATTTCTTTATCTGAGCTCTTTGGTTTGATGT 
GAGATATCCCCTGATATTTTTTTC^ 

ACAGTCGCTCAGAAGCAGAAGCTGCCAAGAATGCTTTGAATGTAAGTACGAATGATGTTCATCTTCGA 
GGGTTTCCGTATGAGGTGAAGGGAAAGTAATCGAGTCTCTTTGGACAGGAAAGCAAATGGAAGGGAT 
GTGACTACTTGATCTAAGAGGAACGGACTCTAATTAGCCGCATAAAGAGATTTTGCCTAAAATTGTGG 
25 TTAGATGTGCAGACTATTAAATAACACTTTGCTCGTCTCTAGCCCTTACTGTAATGCTCAAGATAACCT 
GATGCTGGGGATTTTATTTTAATTCAGCCCAATC 

CCATTATATTCTCAGTGGCTAACCCCAAGTCAAGAATAGATCAAAATCTTGGCTTTCCTTAACACGTGA 
NGGTTTTAACTTATGTGGCTTTTAAGGGCTTCCCTGGCTGNCCCNTTGGTG 
TGCACANGCACGAGCTCCATNCCTAGTCAGGGCTGNCTAAAAATATATTTTTNAAAAGNATG 
30 TTAAAAAAAAGGTGGAGGCCTTTATTCTGGATTC 

ACATTCCGCANTTGGGGGGGCATAAANAAAGGATTTCCTTTTTCCAAGGCCCGAAAGGGG 
GGAAAGGG 



35 ngnntnhsfcnatncct^ 

nntncccnnccntngggnggntnttnnttggngactatcttgaagncctato 

gcggccgctctanaactagtggtccccccgggctgcnggcnattcngccacgaggcaatgncttcagn 

cncncnncnntcctttnttgtatntnggncaatnattntgacnatg 

nactnttgtcccntntagnnttttttnow 
40 nnngatcnnntnmgtccntc^ 

ncntggngnttangtactccctagangn 

ccgnttnttncnatanm^ 

acnantgctlsfnttcttttnnctnn^ 

cttacagnnttntntgnnntgn 
45 tntngtntcgnantntancntanato 

ctnctgannnnataatncgaagatcnntnancaattnttt™ 

nngcnnttntgcaancttnntnatngncagaccccnattto 

ntcantanct^gnnn^ 

atnnncnnntancnancngttc 
50 cactsitsftnatgtntanctnntttgtgnngcnnn 

agtntntagntanagcantttcnntncgtattatcntttccnnctcca 

atncntnntatncgtncntcntntnttacttnatngtctata^ 

tatattnatctcnnnactgtgto^ 

ntantgngncgcagtgtntgagnnanatntgtgtgtgaatgttatctgtatnttgttanacaatancn 
55 gtatattaacttatntcgnacgtntacngtcgctntcgngnacgtnatgagnntcgtganntnat™ 
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CGANATNTTAGATNTGNGANTTNAGAN^ 
CC 



5 AANNCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGGATCCCCCGGGCTGCAAGGGCGN 
CCGTTCTGGCCGCACTGCGCTCGCCCTGAGCTCCGGGCTCCTGCTAAGCCAGCGCCGNTGTCGCCTCCN 
TCCAGTCGCCATCATGATCATCTACCGGGACCTCATTAGCCATGACGAGATGTTCTCCGACATCTACAA 
GATCCGGGAGGTCGCGGACGGGCTGTGTCTGGAGGTGGAGGGGAAGATGGTCAGTAGGACAGAGGGT 
AACATCGATGACTCGCTCATTGGGTGGAAATGCCTCCGCTGAANGCCCCGAGGGCGAAGGNNCCGAA 
10 AGCACAGTAATCANTGGTGTCGATATTGTCATGAACCATTACTTGNANGAAACCNNCTTCACAAAAGA 
NNCCTACAAGAAGTACATCAAAGATTACATGAAGTCAATCAGAGGGAATCTTGAANAACAGANACCA 
GAAAGAGTNCTNCTTTTATGACNGGGGCTC^ 

TATCAGTTCTTTATTGGNGAAAACATTGAATNCAGATGGNATGGTTGCTCTGCTGGACTACCGNGAGG 
GATGGCCCNACCCCATATATGATTTTCTNTANGGATGGGTTAANAGANGGAAAAATGTAACNAGGNT 
15 GGCTNTTCTTTGGATCNATCCCTGTC 

NGAATTAAACAGATGGGACTGGANGNCATCTNNANCTTTTTTO 

TAAACTCNAAAAAAAAAAAAAAAAAAAAANTTNGGGGGGGGGGCCCCCNNCC 
NT^GGNANNNNNNNTNNAANNN^ 

20 

ACTNGCAGAAGTGNGNNCCGANGNACGACGTC^ 

GNCACTNACANTGGCAGGCCGCTCCTANNACTAGATGGCTTCCCCCCNGGTCTGGCANGTAAGTNGNT 
NANNCNGGTNNTTNNGGTAGAANTCNTNCCATCNGGAGNACCACNNCCCG 
25 CNCCNNTTNTGNTTNCNNCNNGNAGNNTNGTTGAGGNG 
NCGGNGGCCNNNNNAGNNGNTNTGNGNGTTNATNNN 

NANNGNCCNTGTNNNGAGCCCNGNGGNATTNTNTCNNCTAGNGCNAGNTNCN^ 

TNNTNTNNNNGATNCCCCGNCNCGCGIWCNNN^ 

NAATTCNNNGNTNTNGTCGGNNNGNTCNGTGNATNNTGTAGTNTO 
30 NCTNNGNNATGNGTGGNTNNNGNTNNGANNGTCCGNNTANC 

NANNNNGNCNANNNNNCNACNNNTO 

NANNNTNNTAIWNNNGNNTTT^ 

TTATCNNNNNCNCTAANNATC 

NTGTC^GTNGTACNCAGGCTGNGNGC^ 
35 GCNATTNCGNNNANTCATACNTNCATCTTNACTACCTCGTTNAGNNC^ 

GGNACAATCCNCTGTNCTANGGNCGAGGCGCTTN^ 

AGGACGANTGCNTTACNNACTCNNCGCNC^ 

NNNGTNTTNGCNAGANTNNGANANCACNGNANTNGNGTT 

NCCGANNACGNCGNNNGNCNNGGT 
40 NANNGAATANNTCAGCAGTGCACCANTNGCATGNCGCGCANATANACNCGACTNCGNTCNGTGCGAC 

NANTGTNTNATNANAGNNCGATCGCGTN^ 

NCANATNCANGCNCNCGCGCCC 



45 TTNAGCCNATNNGGAGCNGCANNNCNGTGGCGGCCGCTCTAGAACTAGTGGGATCCCCCNGGCTGGA 
NGNANTNNGGCACGAGGCAGAAGTTGTGGGAGTTANCAGAAAAAAAGGTGNCCAGCCCACAAAACA 
TAAAGNGNTCACTATGTGAGCCTTCANANAGNGNTCACTGATCCNTGCTCTAAATGGGCCTCATTCTG 
GGGCTCGAGCTGACCAAGCGGATATCACCTANGGNGGGGCTGNTCATTTANGGAAATGAAAAAGTAG 
GACAAGNCACTTACAGGCCCTTTAAGCACTCTCACTGGCCAGGGCAGANCCCATGGCCACCCCAAGCC 

50 CAGGGAGTGTGATCCTTCCGCGTGCCTTGGAAGAGAAGCAGAGATATTTGGAAGACGATACTACCAAC 

GAAATTTACCTTCAGTNAAATGCAAAGACTTAGTGCACACCTTGTAGATNm 

CCCATCAACCANATCAAGACACTGAACGCTTTCACACCCTGGTCACTGCCNCGCCTATGCACACCCGC 
AGCCTGCCACAAATAACCACTGGTCTTGACCGTTATCACCAGAAGATATGGTTGGTTTAAAAGCTTCA 
55 TGTAAAAAAATTCTGGGGACTCTTGCTCAACATTGNATCTGGNGAAGTNATCCATGGTGGGGATCAAT 
TTATTAAATANCTCNCTTGTAGGGGTCCTGGCATGGNGACTTAAAAACCACNGGTTTTTGGAATCCCTT 
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CCTACTGGTGGGNGGGAAANTTTTC 

TNCCTTCCNNACCCNNNNNN^^ 

CCNCCAAAANNNCCCCCCATATTNGGGGGG 

5 

TTNAGCCNATNNGGAGCNGCANNNCNGTGGCGGCCGCTCTAGAACTAGTGGGATCCCCCNGGCTGGA 
NGNANTNNGGCACGAGGCAGAAGTTGTGGGAGTTANCAGAAAAAAAGGTGNCCAGCCCACAAAACA 
TAAAGNGNTCACTATGTGAGCCTTCANANAGNGNTCACTGATCCNTGCTCTAAATGGGCCTCATTCTG 
GGGCTCGAGCTGACCAAGCGGATATCACCTANGGNGGGGCTGNTCATTTANGGAAATGAAAAAGTAG 
10 GACAAGNCACTTACAGGCCCTTTAAGCACTCTCACTGGCCAGGGCAGANCCCATGGCCACCCCAAGCC 
CAGGGAGTGTGATCCTTCCGCGTGCCTTGGAAGAGAAGCAGAGATATTTGGAAGACGATACTACCAAC 
TAACACATAGCTGTATTTCTCTCTCTCTACAAAATTTCTTTTGAAAGTAT^ 
GAAATTTACCTTCAGTNAAATGCAAAGACTTAGTGCACACCTTGTAGATNm 

CCCATCAACCANATCAAGACACTGAACGCTTTCACACCCTGGTCACTGCCNCGCCTATGCACACCCGC 
15 AGCCTGCCACAAATAACCACTGGTCTTGACCGTTATCACCAGAAGATATGGTTGGTTTAAAAGCTTCA 

TGTAAAAAAATTCTGGGGACTCTTGCTCAACATTGNATCTGGNGAAGTNATCCATGGTGGGGATCAAT 

TTATTAAATANCTCNCTTGTAGGGGTCCTGGCAT^ 

CCTACTGGTGGGNGGGAAANTTTTGGGTTTGNNNTCCAANCTTGNT^ 

TNCCTTCCNNACCCNNNNNNNNN^ 
20 CCNCCAAAANNNCCCCCCATATTNGGGGGG 



TTNANCNCTATCTGGAGCTNCACCNCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
GAATTCGGCNCGAGGNCGTTNTCGTATNGCCTNNNNNNGATN^ 
25 NAAGGANAANNCCTGNCTCCGANAGAANCTGCAAGGCGGNCCNTCCGNGGTTNGTCCNCTGTTNATT 
TNACTANGAAAACCCCANAACNNGAAANTGCTTNGCCNGCCGGGCCNNTNCN^ 
AACCCAATAAANNTAAATNTNNGTNNAACNNAAGNTNTGTTCA 

ANTNCGNTTGANNAAAAANCAGCNTTAAAAATATCNGNGATAANAACAATTTGAGGGC^ 
TTNTGNCCAGNNGGGANTGTANTTTNGGNGTNCANNCTTTGTCTNGGGN^ 
30 NTTNNNCCCCTGGGNTTTCCNANCCT 
CNNNTNNTTTTGTNTGTTTISIAN^ 

CTTCTCNTNNGGGGCCCANCCCNACNTTGGNATTTTNTTTTGGG 
GTGCTTTTTTTNTNTGCCCCGAGATTlTSfC^ 



35 TGNATGGGGGGTTTTTITGGGGGGNNTNTC^ 

TTNNNTGGGGGGGNCCCCCCCCCNCNCCCACTATTITrNTrGGG^ 



40 TTNNNNCNNCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAA 

TTCGGCACGAGGCTGACGAGTATCTTTCACATGATTAACCAAAAAATGCATTACTGCCrTTGGCACACT 

GCAAAGCAATCAAATAATCCATTTAlTTGAGAATAAAAACCTAAAriTrA 

AAAACGATTAAGAAATTATCCAGCAGTATTCTAGTCTGATTTATAT^ 

TATTCTTTCTGACAATAAGAAAATATGATTTGATGAGTCGT^ 
45 GGGCAGATAGTTTTCGTGCAACAGGAACTGGCTAAATTGGGTGAGGGGAGAACAAATTTACCGTTG 

CCATTTTGAAATGACAACACGTAACAGTACGTTTTTGAGATACCAGTTC 

TTCTTGGTAACTTGGTTCTTTGTCCTCAATCATTCTACAGCT^ 

GCAAATTCACAGCGTGGCCTTTITGTGGACTGGCTGGCATAATTG 

CTAGTAACTCCTCAGCTTTTGGAAGT^ 
50 AGCATNTNCAACCCCACCACCTTCAGATGCAGCCTGAAATAACATGTTCCAAACCTGTACCAACCATA 

TCAACTGGCATTATCTAAACAAGGTTANTTTTTTGGTANGCGTCAAGGAA 

GGAGNTTAATCTATTAAAAAAAGCCNGGTCAAAAANAAATGGGGACTGGGCTTGTCCACTGGAACCC 
TGGACTTGCTTAAAAAAAA 

55 
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TTNNANCNCTATCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCA 
GGAATTCGGCACGAGGNCCGTGTTNTGCNTCNAA^CTGCTACGCTANCNCGGTN 
NTGGANNTGNTATGGTGAACGCTACTGACNTCTTTTCTGTCTCCCGTTGGCGCNTNTTG 
CTGACCCAGTGACTGGGCCAGNTCAATGCGAACCATTTNNTTTATT 
5 GGGNTCAAAGCCTTTATGAGAANNTCTAC^ 

TTTGCAGCTGGACCNGNNNNTCTTGGNCAANCCACGCTCCATCTGGTTTGAAGAC 

NNTTCTTGAAGNTNNGCTC 

TGGNAANANAGANNCCCCCCTTO^ 

TNATTTGGATGGTTGGGNATGGTTNNNACTTTTGTCCNTTGANC^ 
1 0 ACAAAAGGCNCAGGTTAANTTTNTGCCNAATTTNCATTCCCNTGA 
TOTGTGCTGGCCAAANATCCAAAAAANTTO 
GNGGGGTTTTTAAAANTGGTNAGCCAATTTO 

TTTTTTTTNAAAAGGGGCCT^ 
1 5 CTTTTTTTTNGCCNCCCGGGNCANGNCTANCCCCNGGGAAAAANG 
CACNNNTTTTTTGT 



TTNANAAAAGCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGA 
20 ATTCGGCACGAGGGCACACTGGCGGAAACGGAGGCTCGCTTCGGAGCCCAGCTGGCGCAGATCCAGG 

CGCTGATCAGTGGTATCGAAGCCCAGCTGAGTGACGTGCGAGCTGACACCGAGCGGCAGAACCAGGA 

GTACCAACACCTCATGGACATCANGACCCGGCTGGAGCANGANATTGCCACCTACCNAAACCTGCTGG 

AGGGCCAGGATGCCTACTTCAACGACCTGTCACTCGCGAAGGCCCTCTGAGTCTGGCGGCCTCCTGGC 

TTTCCCGCTCTGCTGCAGAAGGAATTCTCCTGGGTAAGAGGCATGGGAGGGGAGGGACCCTTACCCTT 
25 GCCTCTCCCCCTGACCTGCCAATAAAACTTTATGGCCCAAAGGAAAAAAANNATTN 

NNANAlNnNfNNANNN^^ 

GGGGGGGGCCCCCCCCATNTNCTTN^ 

NNNNNNNNNW 

NNNNNNNNN^^ 
30 NNNNNNNNNNNNNN^^ 

NNNNNNNNNNNNNNNNNN^ 

NNNNNNNNNNN^ 

NNNNNNNNNNNNNNNNN^ 

35 

AAANCTGGACTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGG 

CACGAGGCAAGGACTTCACTGCCACCTTCGGCCCCCTGGACAGCCTCAATACGCGCCTCTTCCTGCAG 

GGACCCAAGATTGCAGAGGAGTTTGAGGTGGAGCTGGAGCGAGGCAAGACGCTGCACATCAAAGCCT 

40 TGGCCATAAGTGACCTCAACCGGGCGGGCCAGAGGCAGGTCTTCTTCGAGCTCAACGGACAGCTGCGG 
TCCATCCTGGTCAAGGACACCCAGGCCATGAAGGAGATGCACTTCCACCCCAAGGCCCTGAAGGACGT 
CAAGGGCCAGATTGGGGCACCCATGCCCGGGAAGGTGATAGACATCAAGGTGGCAGCAGGGGCCAAG 
GTGACCAAGGGCCAACCCCTGTGTGTGCTCAGCGCCATGAAGATGGAGACTGTAGTGACCTCGCCCGT 
GGAGGGCACTGTCCGCAAGGTCCACGTGACTAAGGACATGACGCTGGAGGGTGACGACCTCATCCTG 

45 GAGATCGAGTGACCACGCTGAGACTGGCAGCCTGACCATCCCCGCCCCTGCCTTCAGGACACTGTGCT 
GCAGGGCAGGCCCAGGCCGGCCAGTGCCCGAGGCCAGGAAGGCCTTGGCCCTGCAGCTNCTGTCCGC 
GGCTTTTTACGGCANGACAGACTGGCTTG 

TTCCTTGCGGTCGACAAGTCGCTTCACGTTTTTCATTCTTCCTGGCCAAA 

CTTGGAAAACTTGCAAGTGGGCCCTGGGGCCCCGTGGGGAACCANACCTAGGGGGTGCTACCTCCTGC 
50 AGGGGAANAACCTGAGGGCCCAGGTTGNAAAAACTTTC 

AAAAAAAAAAAAAAAAAAAAANNTGGGGGGGGGGCCCCGGCCCCC^ 



GCCNATNNGGAGCTGCATCNCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGGNT 
CCTTCGCTTAGGTAACTGAACCTGCATTTTCCACCTAAACAAAGACATGCCATTTCCTATA 



273 



GCAGGCTGAGTTTATTTCAGACCCTTCCTCANAGGAACAAAGGCCGGAGACACAGGGCTGCCTGTCAC 
TCATTTCTTTTTGTTATTGNNGCATCCCCACCCCTGCCCCCAGCAAAACTCACGCATCAAAAAAAAAAA 

AAlWGTTOm^TNTNTNTNGTNTTNNNANTTm 

GGGGANAAATNACCNAAANTTTOGCTTTTTGGANGNCCCGGGCCAACTNCCCCCNCAANGGGAANGN 

CCCAAAAAGGGGTTNNTTTTAAANCTTNTTNTTTNGACNCCNNGGGNAGGNATTT 

TTTTTATATNIWTTTTTTNGAAAAAAANTTTT^ 

NNGGNANNAGGNTTTTNAANAACCGGGGGGGGGNCCTTCTTTTTNTTTTNGA^ 

ANCNNACCCCGNTAAANTNGATTTITTOGGGCCCCTANATTTTCCCCGGCGNGGGNNAACCCNTAGTO 
GGANNGGGGNNGATNCCCNGNCCCNATNTTNl^ 

NAAAGGAAAAAAAATNTTCCCCNTTACCCGGGGGCCCGGGGGNTTTmTCCTTNNNCAAANGGGNTT 
TTNTTTTNNTTNNTTCCNCCCCCC^^ 

CANTCTNCTNTNATAAAAAAANAAAAAANCCCCTCCC^CNNGTGCCCCNGGGGAANNTNGTTTCTCC 
CAANCCCCTAAAAAAANAGG 



TNCCCNATGAAGNGGNCNCNNNTN^ 

GTNCGCATTACAGTGGTCNGTCCGCNCCTANAACTTGTGCGANNCCCCNNGGNCTGCNANCNNTCNGG 
NTGCTCTNGTCATNGAANANTGNCANGNCCT^ 

GNCTCTTTGTGTCCTNTACGNTNNTOTTOTGANGNGNT(^CCCNTTGAANNTNGNNTCTGGCNTAGGT 
NTNGNTNAGNNTTTTNTN>nTrCTC 

TOTAGNNAGGCCC^AATGTCCNTTCTCTNTTATGGANCTT^ 

NANNTNTNGNCCNAACNATTCCTNCNAGATNOT 

GTCNCNTTNNCTANNANNACCNCCNCHSfGNCTC 

ATTTGTTATNNTNCCnS[NAGGCACTTTGGNAATCTNTNCGGNTT^ 

TTCTNChWAGNTCTNNATOANNNANNANATOGCNNNANCTTGANCCTNNTTTNTGNTTO 

NAAGNANNNCAATTNTOAATTACATNNNCCTAAAGN^^ 

ANCCNCNCGGNCTCCCCGTCTCGTTTCATTNOT^ 

ATTNCTNCNNGCNNTAAGNANCGNCACNTNTC^ 

NCNWWCNNTCNNTNCTCNGTNTA™^ 

CGCTCTTAAC(^ACTAC^CNCNNNNGNNTOT 

CACCITTANTTA>nTCNGTTAANNCNNGN™^ 

CGNGCTCNCTNNANCANCCCTNGNCANNAATTNCGTGNANNTACTNAATTCANCTCATCTONACAGTC 

TCNTCTGNTTGTNTNCANNTATNNTN^ 
GTCNNATCTCmNTNTACCTNNNCNNTGTCTN^^ 

NCNCNCCNTNCTACTATGCTNTCATCTCTNTGTTTCNNGNNATOATNNCTCTTTCTTNTNCG 



TTTGAGNCCTNNAGGGGANGTCGTAATTNCNNTGGAGNACNGCTCTAGAACTANGTGGATCCCCCGG 
GCTGCAGGNAATGGNGGCACGAGGCAATATTNGTGAGCNTCTACNTTANGACNATGNGTNCNAAGCG 

GGN^ATNCTTTANTGTGNTCNACTTTTNC^ 

TGCTCCTANATNGGNAC^TAANC^CGGCNCTACNANACNCNCTTATTCTNAGNNACNCACCNTAGACA 
CNGTNGNNTNNlWTANNNNTANGNNNNNACNGACACNCNGTGAGGCrCNTGN^ 
TNCTCTTANAANNANTTCTTNNCCTGNACAANNNNCAGNAATCNTTNTO 
NTC^ATNTTCTNAATCTCTTTCNTCTTGCTNTANGACTNAAAAAANCCNNNAGNTTNA^ 

CAGNNACNA1SINNNGCTTTTNTANAGANNC 

AATTNCNNGNCGNCANGCACNACTNTTTNNNTTTTTCANTTCCCGGTO 

TCACTNACTCNNTCACTTNNCNANCNACTCNAGTANNGNCAANCGNCNNTCTTGNTNCNCKNAOT 
ATNTTC^NNNANNAACANTOTNCOTCTACA^ 

TCTNNNGC^GTCNANTAT^ACCTNTCGNCCCNCTAGANNGTNCNCGATNCNAANCATNANTTWJAT 
CGTGGTANTC^lNNATCmiNCAAATTNNNNNNGNTNCCCNTGN 

NNNA(^ANGTCNANGTNNCNTTACTACNNGTO^ANAGTTGANANTCNANANGNNNCANCGTNGNCG 

TCITOTANAAT(XJNCNN>^ 
CANITNNTSrrCNNGNNNAGCGGNCCNNTNOT^ 

CAACNCGNTNGACNTTWTNNANGTATGAAGANN^TGTNTTANNANNNCGTGGATNCTCWANGATT 
ATNCCTANTCAANTAGNTCTNCNCNNCANGANCCANAATNNNNACNCANCACGTATGTCANNNCNNN 
TGTACGANCNAGGNCNNACCCGTNGNNTNTCNCACGTNGCTNTCATOCG 
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TTTGAGNCCTNNAGGGGANGTCGTAATTNCNNTGGAGNACNGCTCTAGAACTANGTGGATCCCCCGG 

GCTGCAGGNAATGGNGGCACGAGGCAATATTNGTGAGCNTCTACNTTANGACNATGNGTNCNAAGCG 

GGNNNATNCTTTANTGTGNTCNACTTTTN^ 

TGCTCCTANATNGGNACNTAANCNCGGCNCTACNANACNCNCTTATTCTNAGNNACNCACCNTAGACA 
CNGTNGNNINNNNTANNNlSrrANGNNN^ 

TNCTCTTANAANNANTTCTTNNCCTGNACAANNNNCAGNAATCNTTNTNGTTO 

NTC>WATNTTCTNAATCTCTTTCNTCTTGCTNTANGACTNAAAAAANCCNNNAGNTTNAA 

CAGNNACNANNNNGCTTTIOTANAGANNCANNN^ 

AATTNCNNGNCGNCANGCACNACTNTTTNNNTTTTTCANTTCCCGGTNAAATNTTT 

TCACTNACTCNNTCACTTNNCNANCNACTCNAGTANNGNCAANCGNCNlsTrCTTGNTN 

ATNTTCNAN^ANNAACANTNTNCNTCT 

TCTNNNGC^TGTCmNTAT^ACCTNTCGNCCC^ 

CGTGGTANTCNNNNATCH^CAAATTNNNNNNGNTO 

>n^ACNANGTCNANGTNNCNTTACTACNN 

TCTCGTANAATGGNCNNNNTAATTCNCNTNACTANGTCNNANGCTCTCCGNGTACNGCNATACATGTA 
CANTTNNNTCIhWGNNNAGCGGNCCNN^ 

CAACNCGNTNGACNmWTNNANGTATGAAGAlSn^TGlOTTANNAl^CGTGGATNCTCNANGATT 
ATNCCTANTCAANTAGNTCTNCNCNNCANGANCCANAATNNNNACNCANCACGTATGTCANNNCNNN 
TGTACGANCNAGGNCNNACCCGTNGNNTNTCNCACGTNGCTNTCATNCG 



TNNAGCNCNATCNGGAGCTNCACCNCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCA 

GGAATTCGGCACGAGGTGACTATTCTCAACCAACCATAAAGATATTGGTACCCTTTATCTACTATTTGG 

GGCTTGGGCCGGTATAGTAGGAACAGCTNTAAGCCTTCTAATTCGCGCTGAATTAGGCCAACCCGGAN 

CTCTGCTCGGAGACNACCAAATCTACAACGTAGTTGTANCCGC^CACNCATTNGNAATAATCTTNTTC 

ATAGTAATNCCAATCNTAATGGGAGGATNCGGTANCNGACTTGTOCCCCTAATAATNGGGGCTCCCGA 

TATAGCATTTCCCCNAATAAATAATATAAGCTTCNGACTCCTCCCTCCNTNATTCNTACTACTCCTNGC 

ATCCTCTATAGTTGAAGCTGGGGCAGGAACAGGCTGAACCGTGTNCCCTCCCTTAGCAGGCAACCTAG 

CCCATGCNGGAGCTTCAGTANATCTAACCATTTTCTNTTTACACTTAGNAGGAGTTTCCT 

GAGCCATCANTCTTCTTTACAACANTTATCAACATAAGGCCCCCCGGAGGGNCACAATACCAAACCCC 

TTTGTTCGTAAGANCCGGAAANAATTACCGGGCGGANTANAANTACTTTTCGCTCCCGTGGAATNAGC 

AGNCCGGGCATCCACAAGTGNTTTTTAACAAGCCCGGGAACCCTAAAANACCACCCTTTTTTCCACCC 

cggggnngganggaggaaancccttntttttattatcaacc<^tttnttnttgaa™ 

CCCCGGAAGGNNTTTTTTTTTTAAATCCCNNCC 

GNCCCTCCCTTCCTGGGGGAAAAAAAAAAAACCCCTTTCCGGATTTTTTGGGGAAANAGGGNGGGGG 
CCTAAAAAGGGCAAAACCGGGTTTTNT 



TTNANCNCNATCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
GAATTCGNNACGAGGC1NANCNATACCGTNGACNTCNNGGGGGGGCCCGGNACCCAANTONNCCTAT 
AGTGNNNCNTATTNCANGNCCNGNM^ACN^GCTTNTSfNCNNCAGGGTO 

AGANNACNTGNGCATTGCAGCTCAGGACTNNACNGGTTNNGAAGGTNACATNNGNATNATTNACCTT 
TAAAATNANTCNTGCNCTCATGGCTNTGTTTNTNTTGGCTNTTGCCCCATOT 

GNNTNACCTTGNACCTGATCANTGCTNCCCNCTNNTNAATGCNTTGCTTC^TNACANNTGACAGNACT 

TACAACATTNTNTAACTGGNTCNACCCGNNTNANTNANAAAAGAACTNGTGNTAACCATTTTANAAA 

CCANGTCACCNNNCTATNTNAGNGATNNATGTGTATNNGGAAANGATCNNTACATTATCAANTGATN 

AGAAGCCCTGTNTNNCAATGNACATTNTACNTNATTNTTTAATATGNNGTAC^ATAAAA 

TTGGCGGACNTTGACTGCTTTGTTAATGATTTGCNGGGGGGNNNNNGCACNCCTTTTGGNGGGGN^ 

NCGGGGGCCNAANTTNGNCNTTTTNTGGGGGNNCNTNAAANAN^^ 

NCNCNNNAANNNAANNTNNNCCAAANNTNGGK^ 

NNCNNNNNNNTNTNNTTT^^ 

NNANNNNNISHSINNNNN^ 

NNNNNGNNNNNNNTNNNN^ 
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TTNNNCNCTATCTGGAGCTNCACCNCNGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 
GAATTCGGCACGAGGCNCNNNAATNCNTO 

NGTTCACCANACTGTGANTCATNAACACNAAGCTTTCTNCCTAGGTTTTO 
5 GANNAGNCTGTGGNTTGAACTGCANGACTACAGAGGTTGNGAAAATCACAGTNACNTNANCCCCCNA 

GAAGNGCATCCCCCCTCTCNTGNCTCAAGTCTGNCTNGGCTGTTCGCCCNATCGTTGAACACTTTTA^ 

GTTCTGNCCTTGCNCCTGGNTCACTGNTACCCCTCNCTTAAATNATTAACCCTCCTGAGAGCTCACAGN 

TACTCGTTGATATNTATACCTGGNTTNACCAAATTGAATGAAAANGGANCTTGTGCAAANAA 

AAACCGNTNTCACNACGTNTTGTAAGAGATC^ 
10 GTAAGGCTTTTCTATATCGAATGGNCCTTNNTNCANATCATTCATATGGNGA 

TTAANGGGACTTGACTGNTTTTGTNAANGATTTCCANNNAAAAA^ 

GGCCGGNNCCCCCCATTNCCCCNNTNTTNGGGGGNGNCNNNAANNA 

GGGNTTTTNTTNCCCCNNAAAAANGCNTTT^ 

NNNANNANNCCTTTTTTTN^ 
1 5 GAAANTCNNNNGGGGGGNAAA^ 

NNNNAAANNNNNGGGGGGGGGGNNCCCCTTCCNTGGNC 



ANCAANAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGA 
20 ATTCGGCACGAGGGGTGGCTGGAGATGGTAGTGGAGAGGGGAGTGTGGGTTTTGGAGTCGAGCAGAC 

AAGTATAAACCCTCATCCTCTTGTTACTCGTAGCTGCTTCCTGTTGTTGTAAAGATTAATGA 

TGAAGCACCAGCACACCATCATCATAACAACAATATCTAACTTTATTTAGCCCTATAGTGAGTCGTATT 

ACANNNNNNNNNNN^^ 

NCNNNNNNNNNGNNN^ 
25 NNNNNNNNNNNIS^ 

NNNNTNNNW^ 

NNNNNNNNNNNNNNN^ 

NNNNNNNNNNNTs^ 

NNNNNNNNNNNNNN^ 
30 NNNNNNNNNNNN^ 

NNNNNNNNNNNNN^ 

NNNNNNNNNN^ 

NNNNNNNNNNNNN^ 

35 

AAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCG 
GCACGAGGCTTGAAGATCAGCCGCCATCATGAACGACACAGTAACTATCCGGACTAGGAAGTTCATG 
ACCAACCGACTGCTTCAGCGGAAACAAATGGTCATCGATGTTCTTCACCCTGGAAAGGCAACAGTACC 
TAAAACAGAAATTCGGGAAAAACTGGCCAAAATGTACAAGACCACACCAGATGTCATCTTTGTATT^ 

40 GGTTCAGAACGCATTTTGGTGGTGGCAAGACAACTGGCTTTGGCATGATTTACGATTCCTTGG 

CGAAGAAGAATGAGCCCAAACACAGGCTTGCGAGACATGGCCTATATGAGAAGAAAAAGACCTCACG 
AAAACAGCGGAAGGAACGCAAGAACAGAATGAAGAAAGTCAGGGGGACTGCAAAGGCCAACGTTGG 
TGCTGGCAAAAAGTGAGCTGGAGATTGGACAACAGAAGGAGTAAAGATTCTGCAGTGACTGTATCTG 
TGGTGATTGTGCAGATTTTTCATGAAAGAGAGAATAAACT 

45 AAACCTNGNGGGGGGGCCNGNTCCCNATTTCCCCTTATAGNGAGNTCGNNNTNAN^ 
NNNTNNNNNNNNNN^ 
NNNNNNNNNNN^ 
NNNNNNNNNNNNN^^ 
NNNNNCNNNNN^ 

50 NNNNNNNNNNNNNNNW 



GCNCGNNNTCCNNNNTACTTTT^ 

ANTTNANNTCTACNTNTNNTTCTTCNGTTGGCGTNCGGTTATN^ 
55 GAGTCGTATTACAGTGGCGGACNNTNTATCAACTAGGGGGGATCCCTCCNGGCTTTCACNATTTCTNT 
NTATNNANNNTCNNTTACC^ 



276 



TTTAATTTCATTCCCCNTN^ 

TNTTCNTCCCTTCCNTCNTNCCNANTNTGACACTNTNNNTO 

TATNCACACNCGCNNNNCTNTTGCNNGTNTNANTCTATN 

CATTTTCCTNCNNNATNNTACTNTTO 
5 AGACGNTACNATTNNCTCNANTATTTTTGNGCTCCNTNNNTO 

CNCCCTNAGACNGTNNATATNACT^ 

CNCATTGTNNACCNNTNCTNNNACTGTANNCATTT^ 

AGATGACCNTTTATTTTCNATTCTCTCTNCATTTCCAGNNTCC^ 

TC^TCCATANNAATNCTNTTATTTTACTTGACTCTCTTTO 
10 ANACCACTCCTNTGNCNCNATNANCTC 

GNCCNTATTTNATTTTGCNNTNANCCCNNNTCC 

NTTCCTATGACTCNNNANNAGGNTATC^ 

NCTNNTNCGTTTNTT^ 

NTNGNNNCNATGTNTNNCT^ 
1 5 TATNCTTACNATCGANAANTTATANTCNNTCTTGTT 

TTNCNCTCTTAGCTNTNNACTAAGCGNGANNNCNTANATANGNTNTATCT 

ATTNGCTCTCTCCGTNACTCCAACTCOT 

TTCCTCACANTAANCATNTC^ 

ATCNACGCACGCTCTNCTNCCTACGNTNGTTNACGNTCTNNATCAANCTCNCCTANCTO 
20 TCTACTTATGNGATCCTNCNCGATTTANCCNCNCCGTGTGTATGCNAGNCTCTTNNGT 
NCCCTCTNATCCNCTATNCGATNTCCG 



CTCGACNGNNGCGGGGTNGGCCNGGTGANCNGCTCNTGACNCCCTNTNCAGCCCTCATAGTGGAGTN 
25 CGTATTACATNNNAGGNCGATCCCTCNGGCTGCGTNTCCCNCANGCCCNNN^ 

NNTNNCTATNTTNTTTC^ 

NCANATNTTTTTNCGCTNTCG 

CGNTCCANCNCCCGCTTATNNCNTN^ 

CTTTTTGTNCCGNCCCGNNGGNCNGNTGTNNNCTCTNNTN 
30 NTTTNTTTTNCNCTNNNTNTNCNACGCATGNTN^ 

NTNCTNTCNNTNTTTTC 

NGANGNGCCNGGCTTCTNTCCTGTNTTOT 

GTNNGTTTAGNGCCGGCNNGCGCOT 

NATTNNCTTTCANNNCTNTCATCCCCACAANCNNNTGN^ 
35 ACTNCTCNNATGGGGNNNTTTCCCTNTTCNCCNNTNT^ 
NNCCTCCNCNNATNTNNCC 

GANGATNCNTTAACNCTTNCTNCGTGNTCGNCNNCNTNCTTNCNAT^ 

ATTNACTGNGNTCCCGCNGGNCNATT^^ 

GGTCGTNGTAATCAGCTANCCCTCAANGTGNCCTCTO^ 
40 CATATGNNNTNTNTNTNNCNNTCGANTNCTCNCAOSfTTCGTO 

TTCGTTGNTCNGTNCCCCCNCTCNGTTCNOT 

NCGTATNTTCTCNNTCGNCAC^ 

TGNGCAACTGANGNACNGCGTNATAGTC^ 

NATNTGNNNNNGCTNN^ 
45 GACNCATNNTCTGTNTNNAAN^ 



GCCTATNNGGAGCTGCACCNCNGTGGCGGCCCGCTCTAGAACTAGTGGATCCCCCGGGCTGNAGGAAT 
TCGGCACGAGGCAGAGTTGTGGAGTTACAGAAAAAAGTNGTCCAGCCCACAAAACATAANGTGGTTN 
50 ACTATGTGNACCCTTNAAAAAGGGTCANTGGNNCNNGNCTTNAANGGGCCN^ 
CNNNCCNANCNGANNTNANCN^ 
ACTTACNGGCCCTTTAANCNCTNTN^ 

TGTGANCCTTNCGCGTGCCTTGGAAGAGAANCCNAGATATTTGGAAGACGATACTACCCCTAACACAT 
ATGCTGTGTTTTCTCTCTCTACANAATT^ 
55 CCTTCAGTAAAATGCGNAGAC^TAAGTGCNCACCNTGTNNATTTTATGTGCNCCCT^ 

CAATCAAGACACTGGACGCTTTCACACCCTGGTGACTGTNCCGCTATGCACACNCGCAGCCTGGNACA 
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AATAACACTGGTGTTGANCGTGTTAACAAGAGATATGTTTGGTNTTAAANCCTCATTGTAAAAAATAC 
TGGGGACTCTTGCTCACAATTGTTCTGGGAGGTATTCNTNGTGGGGATCATTTATTAATACCCCCTTGN 
GGGGTCTGGCATGGNGACTTAAAACACNGCTTATGAANACNTTCCTACTGGTNGGNGGGAAATTTGGG 

GGTGGGNGCCANCTTGTNNGTTGGTTTTNAATAAAGN^ 
NNAAAAACCCNGGGGGGGGGGGGGGGGGGCCCNANTNTT^ 



GCCTATNNGGAGCTGCACCNCNGTGGCGGCCCGCTCTAGAACTAGTGGATCCCCCGGGCTGNAGGAAT 

TCGGCACGAGGCAGAGTTGTGGAGTTACAGAAAAAAGTNGTCCAGCCCACAAAACATAANGTGGTTN 

ACTATGTGNACCCTTNAAAAAGGGTCANTGGlWCmfGNCITNAANGGGCCNNANTNT^ 

CNNNCCNANCNGANim^ANCNAAGGGGGGGNTGGTNATTTAAGGAAATGAAAAAGNANGACNAGNC 

ACTTAC^GGCCCTTTAANCNCTNTNACTGGNCNNGGCNNANNCCATGGNCACCCCAAGCCCANGGAG 

TGTGANCCTTNCGCGTGCCTTGGAAGAGAANCCNAGATATTTGGAAGACGATACTACCCCTAACACAT 

ATGCTGTGTTTTCTCTCTCTACANAATTTTTTTGAAA 

COTCAGTAAAATGCGNAGA^TAAGTGCNCACCNTGTNNATTTTATGTG^CCCTATACCCNT^CC 

CAATCAAGACACTGGACGCTTTCACACCCTGGTGACTGTNCCGCTATGCACACNCGCAGCCTGGNACA 

AATAACACTGGTGTTGANCGTGTTAACAAGAGATATGTTTGGTNTTAAANCCTCATTGTAAAAAATAC 

TGGGGACTCTTGCTCACAATTGTTCTGGGAGGTATTCNTNGTGGGGATCATTTATTAATACCCCCTTGN 

GGGGTCTGGCATGGNGACTTAAAACACNGCTTATGAANACNTTCCTACTGGTNGGNGGGAAATTTGGG 

GGTGGGNGCCANCTTGTNNGTTGGTTTTNAATAAAG>^ 

NNAAAAACCC^GGGGGGGGGGGGGGGGGGCCCNANTNTTTNNCTTTAANNNNGGG 



TTNNANAAAAGCTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 

GCAGGATCAAGCGATTCCTGGCCAAGAAACAAAAGCAGAATCGTCCCATTCCTCAATGGATTCGAATG 

AAAACTGGCAATAAAATCAGGTNCAACTCCAAGAGAAGACATTGGAGAANAACCAAGCTGGGTCTAT 

AANAAGCANGCTGGGTCTATGANAAGNGGNCTTANCATGTANACCACTTTTTTANGCAGCCAGATCAC 

AATGAAANCATCACTACTGTAANGCTNGGCCCATGATGTTATTTCCTCACTATCAGNCTGAGACCCAN 

CATTAANTATAAANCGTNGCAAAAAAAAAAAAAAAAACNTGGGGGGGGGCCCGGNCCCCAATTCCCC 

CTTATNGGGNGTCGATAANAANNNNNNl^ 

NNNNNNNNNNNNNNNN^ 
NNlsTNNNNNNNNN^ 

ivMNhTNNNisnsnsrNNisn^ 
l^o^JNNNN^^^MNN^^^^^^ 

Ms[NNNNNNNNNT^ 
NNNNNNNNNNNNNW^ 

N^^^JNNNNN^n^^NNN^sra^I^^ 



ANANCTGGAGCTCCACCGCGGTGGCGGCCCGCTCTAGAACTAGTGGATCCCCGGGCTGCAGGNTTTAA 

AACATATACCAGGAGTGTTCCAGTATACTGGAATACAGGCACACTACCATTCATGGTATGAATTCTGG 
GGTTTACACAACCAGTTTTGATGCAATCTGCTCAGTAATATAATT^ 

TGTTTACTTCCTGCAGTGACTTTGAATAAATGAAGGAAAAAATTCAAAAAAAAAAAAAAAAANACNC 

NGGGGGGGCCCCGGACCCAAATCCNCCNNAANGGGNGGCNTNNANAANNNACAAGGTGCGGCACCT 

GGAGCACANAACAAGGTTCTGGANACCAAATGGACCTNCTGCACACANAAGACTGCCCGGACAACAT 

AAGAACATGGTTTGANAACT^CATTAACAACCTTCNGTNGGNAGNTGGAAACTCTGGCCCANGAAAA 

ACTTAAACTTGGAAAGTGGNNCTTGGCAACNNNCCAGGGGCTGGGGGGAGGACTTCNAGACCCANGN 

TTNNNGGNNNNAAATCCMAAANCCCCCANACN^ 

GTNNNGGNTNAAACTTNNCNTMvTAC^ 

TNNNNAAAAAANAAANTTTTTNCAGGGNNANNTNTTT^ 

CNNNNNTAAAAATTTTTNNACCCKNNCCG^ 

NTTGGNNCNNGG 
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GCCTATCTGGAGCTNCACCNCNGNGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGANTT 
CGNNNCGNGGGTTCACTTTNCATAGTAACNNGGNCACACCATTAGGTTTCATGTATCACATTTAACCA 
NGNCAGGNNACATNTNCCATGGGNCGNTCCAGCTTACTNGGATTACAGGCACNCTACCATTCATGGCA 
5 TNAGTCCTGNNTTACNANCAACCAGCTOWNTGCATGCCNTGCAGCCATATNTTTGC^ 

AACCAAAGCNTAGCCOTGTCAATGGGATGNCTTGAAATTGNNCANNCTGNTNCGGTGANTGTNTTTCG 
TTTNNANTTTGANCTTGTTTACAGAATAACTCACCTGCATGGNCTCNTNACTANATCNACTGANAGAA 
ANCTTGAGAAANATAACCTTTCTNCTGGGGGGGNCTCCCCNTGCCTCTAAATCCCTTTAATGGCNACC 
GTCCCCCTCAGGCNCACCNTGGNGACCTGTGACANAGGATTTTTCAAAATTACNCCCCTCCTNTGTCCC 
1 0 AGGCCCCANACTTTNTCCAAGGGACAACAGCAAACCAAAANTGCCATNCAAAGGTCC ANCANCCTTTT 
TGCCCCCATTTTCCCACTTTGCCATTGGGGNGCAAGTTTGCCTTTTGTCCAAACCNCAAAGTNGGAGGG 

TTCCCAAAAGGGGGGGOTTraTNGGGNGGGGGCCCTTTNTTTTTTTCA 
GTTTTTITITTTTNTNCCCCCCTTT^ 
1 5 CCCTTTCAAGGGGCCCAAACCTAAAGGGTAAAACAAACCTCCNGTTTTGGGNCCCCTTTGGAAAAAAN 

AGGGAAT 



20 ANCAANNCTGGAGCTCCCCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATT 
CGGCACGAGGCTGAGAAGCCANATNCTAAGGAGAAAAAACCTGAAGCCAAGAAGGCTGATGCTGGC 
ANGAAGGCTAAAAAGGTGGANAAGGTGAAGAAAGTNNANAAGGGGAAGCCCCACTGCAGCCGANAT 
CCTGTCCTGGNCAGAGGAATTGGCAGATATTCCCGATCAGCCATGTACTCCAGAAAGGCCTTGTACAA 
GAGAAAGTNTTCAGCTGCTAAATCCAAGGTCNAAAAGAAAAAGAAGGTTCGNGTTCTTGCTACTGTCA 

25 CAAAACCATTTGGTGGAGACAAGAATGGTGGTACCCGAGTGGTCAAACTTCGCAAAATGCCTAGGTAT 
TACCCTACTGAAGATGTGCCTCGAAAACTGTTGAGTCATGGCAAAAAACCCTTCAGTAAGCATGTGAG 
GAAGCTGCGTGCCAGCATCACTCCTGGGACCATCCTGATCATCCTCACTGGGCCGCCACAAAAGGCAA 
GAAGGTTGNTTTCCTGAAGCAGCTTGGGCAGTGGGCTTTGCTACITrGTGAACnTG 
TCAATCGAAGTTTCTTTTTGNGTANAAACACACCCA^ 

30 ATCGATATTCAGNGGGNGTGAAAAATNCCCAAAACATTTTCACTTGACNCCTTACNTTTAANAAAAAA 
AAAAAGCTTTGGTTNAANCCCCANACCCCCCGGGNGGGGCGANAANTCTTTCCNCCCCCGGNGGNGG 
NGGGGNAAATTNCCGAGAATNCCCCNNNNCCCNCGCCAANGGNTCCAATANAAAAAAAGCTTTTO 
ACCTTCCCNAAAATTTTTTGGGNAAAAAAAANAAAAAAAGGTTTGNCCCTTTAAAATTTCCAANGGGG 
GTTAACCTTTCGGGTTNCCCNGNGNTTTGGN 

35 
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